
Gene No. 


92597 




Strand 


+ 






Start 


159- • 




End 


o a a o 

2008 






Name 


OJO'00210 24.0316.C8.ol. 


gs 


Method 


GENSCAN 






Start 


530 




End 


1845 






GI 


none 




Score 


. 88 






Exons 


530.. 568, .672.. 741, 1437.. 1573, 1822.. 


1845 






beq. no. 


44041 




Seq. ID 


OJ0002 10 


_24 . 0316 


. Cll 


Gene No. 


92598 




Strand 


+ 






Start 


1 




End 


1707 






Name 


OJ000210 24 .0316.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1707 






GI 


7340881 




Score 


218 






Exons 


1..393, 1674. .1707 












GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44041 




Seq. ID 


^ T A A A A "1 a 

OJ0002 10 


_24 . 0316 


. Cll 


Gene No. 


92599 




Strand 








Start 


1070 




End 


1707 






Name 


OJ000210 24.0316.Cll.o2 


.np 


Method 


AAT/NAP 






Start 


1070 




End 


1707 






GI 


4680183 




Score 


130 






Exons 


1070. .1220, 1666. .1707 












GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


44042 




Seq. ID 


OJ000210_ 


24 .0316 


C13 


Gene No. 


92600 




Strand 


+ 






Start 


1220 




End 


1351 






Name 


OJ000210 24.0316.C13.ol 


.gs 


Method 


GENSCAN 






Start 


1220 




End 


1351 






GI 


none 




Score 


.82 






Exons 


1220. . 1351 












Seq. No. 


44042 




Seq. ID 


OJ000210_ 


_24 . 0316 


C13 


Gene No . 


92601 




Strand 


+ 








3445 




End 


7227 






Name 


OJ000210 24 .0316.C13.ol 


.gp 


Method 


AAT/GAP 






Start 


3328 




End 


7227 






GI 


697 1.R1084 




Score 


4569 






Exons 


3328. .3493, 4214. .4481, 


4566 


. .4780, 4872. .5114, 


5412. ,5£ 


S91, 




5987. .6140, 6248. .6330, 


6416 


. .7227 








GI Descrip. 


'2267006 0.0e+00 (AF006825) 


endosperm 


lumenal binding protein 




[Oryza sativa] 1 












Seq. No. 


44042 




Seq. ID 


OJ000210_ 


_24.0316, 


C13 


Gene No. 


92601 




Strand 


+ 






Start 


3445 




End 


7227 






Name 


OJ000210 24 .0316.C13.o2 


.gs 


Method 


GENSCAN 






Start 


3445 




End 


6791 






GI 


none 




Score 


.93 






1—1 JTi. V_> HO 


■3445. .3493, 4214. .4481, 


4566 


..4780, 4872. .5114, 


5412. .5891, 




6031.. 6140, 6248. .6330, 


6416 


. . 6791 








Seq. No. 


44042 




Seq. ID 


OJ000210 


_24.0316. 


C13 


Gene No. 


92601 




Strand 


+ 






Start 


3445 




End 


7227 






Name 


OJ000210 24.0316.C13.o2 


.np 


Method 


AAT/NAP 







45001 



Start 3445 End 6917 

GI 7441868 Score 3049 

Exons 3445. .3493, 4214. .4481, 4566. .4780, 4872. .5114, 5412. .5891, 

5987. .6140, 6248. .6330, 6416. .6917 
GI Descrip. dnaK-type molecular chaperone BiP - rice 

gi | 2267006 | gb| AAB63469. 1 | (AF006825) endosperm lumenal binding 

protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44042 
92602 
1 

OJ000210_24 .0316.C13.ol.np 
1 

7106516 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 

Method AAT/NAP 

End 8128 

Score 175 



1..78, 1649. .1837, 2594. .2663, 7372. .7487, 8091. .8128 
(AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 44042 

Gene No. 92602 

Start 1 

Name OJ000210_24 . 0316 . C13 . o2 . tw 

Start 3436 

GI none 
Exons 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 

Method TBLASTX : Wheat 

End 4642 

Score 78 



3436. .3501, 3442. .3498, 4203. .4481, 4204. .4482, 4208. .4483, 
4563. .4640, 4564. .4641, 4565. .4642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44042 
92602 
1 

OJ000210_24 , 

3439 

none 

3439. .3516, 
4208. .4483, 
4736. .4786, 
5410. .5448, 
5985. .6077, 
6248. .6331, 
6750. .6854 



0316.C13.ol. tm 



3444. .3527, 3445 

4280. .4492, 4564 

4861. .4932, 4870 

5411.. 5929, 5493 

6077.. 6148, 6078 

6399.. 6473, 6413 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 24.0316.C13 



11947 

TBLASTX : Maize 
6854 
80 

.3516, 4203. .4481, 4204. .4482, 

.4779, 4565. .4684, 4614. .4778, 

.5115, 4871. .5116, 49.44. .5117, 

.5804, 5807. .5890, 5982. .6089, 

.6143, 6246. .6329, 6247.. 6330, 

.6520, 6413. .6670, 6414. .6692, 



Seq. No. 44042 
Gene No. 92602 
Start 1 

Name OJ000210_24 . 0316 . C13 . ol . tc 

Start 4191 
GI none 

Exons 4191.. 4457, 4198.. 4482, 4212. 

4614. .4778, 4851. .4907, 4857. 
4876. .5115, 4959. .5117, 5410. 
5554. .5769, 5807. .5890, 5985, 
6078.. 6143, 6247. .6330, 6248. 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 
Method TBLASTX : Cress 
End 6854 
Score 200 

.4481, 4564. .4779, 4567. .4686, 
.4916, 4861. .4932, 4871. .5116, 
.5448, 5411. .5929, 5498. .5752, 
.6077, 5986. .6078, 6077. .6148, 
.6331, 6389. .6667, 6414. .6854 



Seq. No. 44042 

Gene No. 92602 

Start 1 

Name OJ000210_24 . 0316 . CI 3 . ol . ts 

Start 4212 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 

Method TBLASTX : Soybean 

End 6854 



45002 



GI 

Exons 



none 
4212. 
4614 . 
4944 . 
5807. 
6078. 



,4481, 4213. 
.4778, 4861. 
,5117/ 5406. 
,5890, 5853. 
,6143, 6080. 



6413. .6544, 6414. 



Score 429 

.4482, 4214. .4483, 4564. .4779, 4567.-4776, 

.4932, 4869. .4907, 4871. .5116, 4876. .5115, 

.5450, 5411. .5929, 5501. .5752, 5551. .5772, 

.5891, 5985. .6077, 5986. .6078, 6077. .6148, 

.6157, 6247. .6330, 6248. .6331, 6413. .6520, 

.6575, 6537.. 6854, 6614.. 6661 



Seq. No. 44042 
Gene No. 92602 
Start 1 

Name OJ0002 10_24 . 0316 . C13 . o3 . tw 

Start 4662 
GI none 

Exons 4662.. 4778, 4663.-4779, 4842. 

4874. .4984, 4876. .4992, 4984. 
6055.. 6078, 6063.. 6080, 6078. 
6244. .6330, 6247. .6339, 6413. 
6750. .6848 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 
Method TBLASTX : Wheat 
End 684 8 

Score 126 

.4916, 4861. .4926, 4871. .4993, 
.5112, 4984. .5115, 4997. .5116, 
.6143, 6079. .6141, 6236. .6331, 
.6520, 6413. .6541, 6414. .6677, 



Seq. No. 44042 

Gene No. 92602 

Start 1 

Name OJ0002 10_24 . 0316 . C13 . ol . tw 

Start 5526 

GI none 
Exons 



Seq. ID OJ000210_24.0316.C13 
Strand 

End 11947 

Method TBLASTX : Wheat 

End 6047 

Score 190 



5526. .5687, 5528.-5755, 5530. .5772, 5546. .5875, 5551. .5772, 
5825. .5929, 5825. .5887, 5985. .6047, 5986. .6045 



Seq. No. 44042 

Gene No. 92602 

Start 1 

Name OJ0002 10_24 . 0316 . C13 . o3 . gs 

Start 8017 

GI none 
Exons 



Seq. ID OJ000210_24 . 0316.C13 
Strand 

End 11947 

Method GENSCAN 

End 11947 

Score .46 



8017. .8197, 8894. .9053, 10095 .. 10405 , 104 10 .. 104 94 , 
10556. . 10587, 11772. .11947 



Seq. No. 44043 Seq. ID 

Gene No. 92603 Strand 

Start 57 End 

Name OJ000210_24 . 0316 . C17 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57 . . 253 



OJ000210_24.0316.C17 
+ 

253 

GENSCAN 

253 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



44043 Seq. ID 

92604 Strand 

1231 . End 

OJ000210_24 . 0316 . C17 . ol . np Method 

1094 End 

6143884 Score 



OJ000210_24.0316.C17 
+ 

2537 
AAT/NAP 
2537 
105 



1094. .1379, 1690. .1760, 1843. .1915, 2084. .2171, 2290. .2349, 
2454 . .2537 

(AC010927) unknown protein [Arabidopsis thaliana] 



44043 



Seq. ID OJ000210_24 .0316. C17 



45003 



Gene No. 


92604 








Strand 


+ 




Start 


1231 








End 


2537 




Name 


OJ000210 24 


0316 . 


C17 . ol 


.gp 


Method 


AAT/GAP 




Start 


1172 








End 


2177 




GI 


none 








Score 


918 




Exons 


n / z . . ±3 / y , 


i byu . 


i ~7 a n 
. 1 / bU , 


1843 . 


.1929, 2022. .2177 




Seq. No. 


4 4043 








Seq. ID 


OJ000210 


24 . 0316 . C17 


Gene No. 


92604 








Strand 


+ 




Start 


1231 








End 


2537 




Name 


OJUUU21U Z4 . 


U 3 1 0 . 


CI / . o2 


.gs 


Method 


GENSCAN 




Start 


1231 








End 


2516 




GI 


none 








Score 


.93 




Exons 


1231 . . i 3 / y , 


1 C A o 

1 64 3 . 


. 17 b(J, 


184 3 , 


.1929, 2022.. 2171, 


2290 . .234 9, 




2454 . .2516 














Seq. No. 


44043 








Seq. ID 


OJ000210 


24 . 0316 . C17 


Gene No. 


92605 








Strand 






Start 


2613 








End 


6455 




Name 


OJ000210 24. 


0316. 


C17.o2 


.gp 


Method 


AAT/GAP 




Start 


2613 








End 


5348 






29355 1.R1084 






Score 


2063 




Exons 


2613. .2899, 


3177. 


.3248, 


3468. 


.3572, 3669.. 3767, 


3838. .3921, 




4001. .4058, 


4136. 


.4211, 


4295. 


. 4347, 4439. .4471, 


4640. .4705, 




4784. .4830, 


4943. 


.5000, 


5095. 


.5167, 5260.. 5348 




GI Descrip. 


'2117937/pir | IJC4785 1. 


Oe-147 


UTP — glucose- 1 -phosphate 




uridylyl transferase (EC 


2.7.7 


.9) - barley 






>gi 1212996 


emb CAA62689 (X91347) UDP 


-glucose 


pyrophosphor 




[Hordeum vulgare] 


i 










Seq. No. 


44043 








Seq. ID 


OJ000210 


_24.0316.C17 


Gene No. 


92605 








Strand 






Start 


2613 








End 


6455 




Name 


OJ000210 24. 


0316. 


C17.o3 


.gs 


Method 


GENSCAN 




Start 


2873 








End 


6407 




GI 


none 








Score 


.97 




Exons 


2873. .2899, 


3177. 


.324 8, 


3468. 


.3572, 3669.. 3767, 


3838. .3921, 




4002. .4058, 


4136. 


.4211, 


4295. 


.4347, - 4439. .4471, 


4640. .4705, 




5095. .5167, 


5260. 


.5333, 


5716. 


.5776, 5893.. 6075, 


6349. . 6407 


beq. No. 


44043 








Seq. ID 


OJ000210 


_24.0316.C17 


bene No. 


92605 








Strand 






btart 


2613 








End 


6455 




Name 


OJ000210 24. 


0316. 


C17.o2 


.np 


Method 


AAT/NAP 




Start 


2876 








End 


6407 




GI 


7417426 








Score 


1812 




Exons 


2876. .2899, 


3177. 


.3248, 


3468. 


.3572, 3669.. 3767, 


3838. .3921, 




4002. .4058, 


4136. 


.4211, 


4295. 


.4343, 4435. .4471, 


4640. .4705, 




4784 . .4830, 


4943. 


.5000, 


5095. 


.5167, 5260.. 5333, 


5413. .5463, 




5541. .5618, 


5716. 


.5776, 


5893. 


.6075, 6195. .6242, 


6349. . 6407 



GI Descrip. (AF249880) UDP-glucose pyrophosphorylase [Oryza sativa subsp. 
indica] 



Seq. No. 44043 

Gene No. 92605 

Start 2613 

Name OJ000210_24 . 0316 . C17 . o3 . gp 



Seq. ID OJ000210_24.0316.C17 
Strand 

End 6455 

Method AAT/GAP 



45004 




Start 5412 End 6455 

GI 31303__1.R1084 Score 935 

Exons 5412. .5463, 5541. .'5618, 5716. .5776, 5893. .6075, 6195. .6242, 

6349. .6455 

GI Descrip. 1 2117937 /pir | | JC4785 2.0e-60 UTP--glucose-l-phosphate 
uridylyltransf erase (EC 2.7.7.9) - barley 

>gi_1212996_emb_CAA.62689_ (X91347) UDP-glucose pyrophosphorylase 
[Hordeum vulgare] 1 



Seq. No. 44043 

Gene No. 92606 

Start 7000 

Name OJ000210_24 . 0316 . C17 . o2 . ts 

Start 1685 

GI none 
Exons 



Seq. ID OJ000210_24.0316.C17 
Strand 

End 12682 

Method TBLASTX : Soybean 

End 2349 

Score 117 



1685. .1762, 1692. .1763, 1837. .1929, 1842. .1925, 2021. .2170, 
2022. .2171, 2287. .2349, 2292. .2348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 4 043 
92606 
7000 

OJ000210_24.0316.C17.o2.tc 

1691 

none 



Seq. ID OJ000210__24.0316.C17 
Strand 

End 12682 

Method TBLASTX : Cress 

End 2513 

Score 90 



1691. .1762, 1692. .1763, 1831. .1929, 1842. .1925, 2021. .2167, 
2022. .2171, 2287. -.2349, 2289. .2348, 2448. .2513 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44043 
92606 
7000 

OJ000210_24, 
3175 
none 
3175. 
3666. 
3840. 
4273. 
4438. 
4744 . 
4944 . 
5258. 
5526. 
5717. 
6197. 



0316.C17.ol.tm 



.3252, 
.3773, 
.3923, 
.4359, 
.4473, 
.4830, 
.5003, 
.5335, 
.5624, 
.5782, 
.6244, 



3175. 
3667. 
4002. 
4280. 
4637. 
4781. 
5095. 
5259. 
5542. 
5847. 
6336. , 



3252, 
3771, 
4067, 
4366, 
4705, 
4831, 
5166, 
5336, 
5619, 
5918, 
6407, 



3177, 
3668. 
4002, 
4285. 
4638. 
4782. 
5096. 
5410. 
5543. 
5887. 
6349. 



Seq. ID OJ000210 
Strand 

End 12682 
Method TBLASTX: 
End 6421 
Score 110 
.3257, 3469. .3573, 
.3787, 3809. .3922, 
.4061, 4134. .4211, 
.4389, 4433. .4474, 
.4706, 4642. .4707, 
.4829, 4783. .4830, 
.5167, 5257. .5334, 
.5469, 5413. .5469, 
.5620, 5716. .5778, 
.6078, 5970. .6098, 
. 6408, 6350. . 6412, 



24.0316.C17 



Maize 



3477 . 
3838. 
4136, 
4437, 
4642. 
4930. 
5257. 
5417. 
5717. 
6195. 
6350. 



.3575, 
.3924, 
.4210, 
.4472, 
.4710, 
.5016, 
.5334, 
.5476, 
.5779, 
.6245, 
.6421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44043 
92606 
7000 

OJ000210_24, 

3175 

none 

3175. .3255, 
3667. .3768, 
4002. .4061, 
4434. .4472, 
4781. .4831, 
5087. .5167, 



0316.C17.ol.ts 



3177. 
3838. 
4134 . 
4438. 
4782. 
5094. 



,3257, 3477. 

.3924, 3842. 

.4211, 4136. 

,4473, 4637. 

,4829, 4935. 

,5168, 5095. 



Seq. ID OJ000210_24 .0316.C17 
Strand 

End 12682 

Method TBLASTX : Soybean 

End 6265 

Score 68 
.3575, 3487. .3564, 
.3922, 3845. . 3940, 
. 4210, 4274 . .4366, 
.4705, 4638. .4706, 
.5003, 4936. .5004, 



.5169, 5095. .5166, 



3666. 
4002. 
4285. 
4778. 
4944 . 
5257. 



3773, 
4061, 
4389, 
4825, 
5003, 
5334, 



4500.5 



5258. .5335, 5259. .5336, 5410. .5466, 5417. .5464, 5526. .5624, 
5542. .5616, 5716. .5778, 5717. .5779, 5847. .5918, 5887. .6063, 
5985. .6065, 6170. .6265, 6171. .6245 



Seq. No. 44043 
Gene No. 92606 
Start 7000 

Name OJ0002 10_24 . 0316 . C17 . ol . tc 

Start 3177 
GI none 

Exons 3177.. 3266, 3178.. 3255, 3477. 

3666. .3773, 3668. .3790, 3838. 
4003. .4026, 4014. .4061, 4133. 
4280. .4348, 4285.-4347, 4433. 



Seq. ID OJ000210_24.0316.C17 
Strand 

End 12682 
Method TBLASTX : Cress 
End 4472 
Score 78 

.3575, 3478. .3612, 3646. .3768, 
.3924, 3842. .3922, 3990. .4061, 
.4210, 4134. .4211, 4136. .4210, 
.4471, 4434. .4472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44043 
92606 
7000 

OJ000210_24 .0316.C17 .o2.tw 

4637 

none 

4637. .4705, 4640. .4705, 4644. 
4782. .4829, 4785. .4835, 4930. 
5096. .5167, 5257. .5334, 5259. 

44043 
92606 
7000 

OJ000210_24 . 0316.C17 ,o3.tc 

4936 

none 

4936. .4971, 4947. .4967, 4954. 
5095. .5166, 5107. .5169, 5257. 
5414. .5464, 5526. .5624, 5542. 
5847. .5918, 5887. .5931 



Seq. ID OJ000210_24 .0316.C17 
Strand 

End 12682 
Method TBLASTX : Wheat 
End 5466 
Score 54 

.4706, 4651. .4722, 4781. .4831, 
.5004, 4944. .5003, 5095. .5166, 
.5336, 5410. .5466, 5413. .5466 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 24.0316.C17 



12682 

TBLASTX: Cress 
5931 
39 

.5004, 4959.. 5003, 5087. 
,5334, 5259.. 5336, 5410. 
,5616, 5716.. 5778, 5717. 



.5167, 
,5466, 
,5776, 



/ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210 24.0316.C17 



'Seq. No. 44043 
Gene No. 92606 
Start 7000 

Name OJ000210_24 . 0316 . C17 . o4 . gs 

Start 7000 
GI none 

Exons 7000.. 7367, 7762.. 7893, 8106, 

8788. .8854, 9327. .9702, 10724. .108 98, 11512 .. 1 1 691 , 
11780. .12029, 12504. .12655 



12682 
GENSCAN 
12655 
.57 



,8243, 8427. .8514, 8607. .8696, 



Seq. No. 44043 Seq. ID 

Gene No. 92606 Strand 

Start 7000 End 

Name OJ000210_24 . 0316.C17 .o4 . ts Method 

Start 8458 End 

GI none Score 
Exons 



OJ000210_24 .0316.C17 
12682 

TBLASTX: Soybean 

10716 

62 



8458. .8571, 8459. .8572, 8604. .8693, 8606. .8695, 8607. .8696, 
8608. .8706, 8780. .8854, 8785. .8859, 8785. .8853, 8790. .8855, 
9947. .10066, 9949. .10071, 10660. .10716 



Seq. No. 



44043 



Seq. ID OJ000210_24 .0316.C17 



45006 




Gene No. 


92606 




Strand 






Start 


7000 




End 


12682 




Name 


OJUUUzlU z4.Uo1d.C1/ 


rt O 

ol . tm 


Method 


TBLASTX: Maize 




Start 


11399 




End 


11824 




GI 


none 




Score 


405 




Exons 


1 1 .3 9 9 . .11 o9z , 11399., 


1 1692, 


114 04 .. 11694, 11404 . .11694, 






11769 11813, 11777.. 


11824 








O rt «■ M rt 

beq. no. 


a a n A o 
4 4 U 4 o 




Seq. ID 


OJ000210_24 .0316 


. C17 


Gene No. 


92606 




Strand 






Start 


7000 




End 


12682 




Name 


OJ000210 24.0316.C17. 


o3.np 


Method 


AAT/NAP 




Start 


11413 




End 


12682 




GI 


4263820 




Score 


352 




Exons 


11413. .11691, 11780.. 


12029, 


12501. .12682 




GI Descrip. 


(AC006067) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44043 




Seq. ID 


OJ000210_24 .0316 


.C17 


Gene No. 


92606 




Strand 






b tar t 


7000 




End 


12682 




Name 


OJ000210 24.0316.C17. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


11419 




End 


11605 




(jjI 


none 




Score 


187 




Exons 


11419. .11604, 11432. . 


11605 








Seq. No. 


44043 




Seq. ID 


OJ000210_24 .0316 


.C17 


Gene No. 


92606 




Strand 






Start 


7000 




End 


12682 




Name 


OJ000210 24.0316.C17. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11596 




End 


11929 




bl 


none 




Score 


80 




Exons 


11596. .11694, 11597.. 


11692, 


11771. . 1192 9, 11778. .11927 




Seq. No. 


44043 




Seq. ID 


OJ000210_24.0316 


C17 


Gene No . 


92606 




Strand 






Start 


7000 




End 


12682 




Name 


OJ000210 24.0316.C17. 


o4 . gp 


Method 


AAT/GAP 




Start 


11625 




End 


12577 




GI 


2431383 




Score 


731 




Exons 


11625. .11691, 11780.. 


12029, 


12504 . . 12577 




GI Descrip. 


4263820/gb|AAD15463| 


1.0e-21 


(AC006067) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


44043 




Seq. ID 


OJ000210_24.0316. 


C17 


Gene No. 


92606 




Strand 






btarr 


7000 




End 


12682 




Name 


OJ000210 24.0316.C17. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11762 




End 


12037 




GI 


none 




Score 


358 




Exons 


11762. .12037, 11778. . 


12035 








Seq. No. 


44044 




Seq. ID 


OJ000210 24.0316. 


C18 


Gene No. 


92607 




Strand 


+ 




Start 


3897 




End 


4004 




Name 


OJ000210 24.0316.C18. 


ol.gp 


Method 


AAT/GAP 




Start 


3897 




End 


4004 




GI 


LIB3477-003-P1-K1-E9 




Score 


143 





45007 




Exons 3897.. 4004 

GI Descrip. ' 24 98586/sp | Q40638 | MP01J3RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 





sativa] 1 












Seq. No. 


A A f\ A A 

4 4 044 






Seq. ID 


OJ000210_24 .0316, 


. Clo 


Gene No. 


92608 






Strand 






Start 


373 






End 


1833 




Name 


OJ000210 24 


. 0316 . Clo . ol 


.np 


Method 


AAT/NAP 




Start 


OTA 

370 






End 


942 




GI 


A C O O A 1 1 

4 522011 






Score 


445 




Exons 


370. . 942 












GI Descrip. 


(AC007069) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


A A C\ A A 

44044 






Seq. ID 


OJ000210_24 .0316, 


.Clo 


Gene No. 


92608 






Strand 


- 




Start 


373 






End 


1833 




Name 


/"vTAAAAIA A A 

OJ000210 24 


. 0316 . C18 . ol 


.gs 


Method 


GENSCAN 




Start 


373 






End 


1833 




GI 


none 






Score 


.87 




Exons 


373. .1833 












Seq. No. 


44044 






Seq. ID 


OJ000210_24 .0316, 


O 1 o 

.Clo 


Gene No. 


92609 






Strand 


- 




Start 


3238 






End 


3841 




Name 


OJ000210 24 


.0316.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


613 






End 


870 




GI 


none 






Score 


102 




Exons 


613. .645, 661. .870, 662 


. .847 








Seq. No. 


44044 






Seq. ID 


OJ000210_24 .0316, 


.Clo 


Gene No. 


92609 






Strand 


- 




Start 


3238 






End 


3841 




Name 


OJ000210 24 


.0316.C18.o2 


.tm 


Method 


TBLASTX : Mai ze 




Start 


670 






End 


885 




GI. 


none 






Score 


242 




Exons 


670. .870, 671. .853, 760 


. .885 








Seq. No. 


44044 






Seq. ID 


OJ000210_24 .0316, 


. Clo 


Gene No. 


92609 






Strand 






Start 


3238 






End 


3841 




Name 


OJ000210 24 


.0316.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


933 






End 


1222 




GI 


none 






Score 


151 




Exons 


933. .1067, 


934.. 1068, 935.. 1069, 1066. 


.1221, 1070. .1222 




Seq. No. 


44044 






Seq. ID 


OJ000210_24.0316, 


.Clo 


Gene No. 


92609 






Strand 






Start 


3238 






End 


3841 




Name 


OJ000210 24 


.0316.C18.o2 


.gs 


Method 


GENSCAN 




Start 


3238 






End 


3841 




GI 


none 






Score 


.59 




Exons 


3238. .3377, 


3594. .3841 










Seq. No. 


44045 






Seq. ID 


OJ000210_24 .0316, 


.C19 


Gene No. 


92610 






Strand 






Start 


1039 






End 


1170 





45008 



Name 


OJ000210 24.0316 


.C19.ol . gs 


Method 


GENSCAN 






Start 


1039 




End 


1170 






GI 


none ^ 




Score 


. 53 






Exons 


1039. . 117:0 












Seq. No. 


44046 




Seq. ID 


OJ000210 24. 


0316 


. C22 


Gene No. 


92611 




Strand 








Start 


1 




End 


707 






Name 


OJUUUzlU z4.Uolo 


.C22.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


707 






GI 


5852093 




Score 


76 






Exons 


1 . .26, 208 . . 375, 


650. .707 










GI Descrip. 


(AL117264) zwnlo 


. 1 [Oryza sativa] 








Seq. No. 


44046 




Seq. ID 


OJ000210 24. 


0316 


.C22 


Gene No. 


92611 




Strand 


- 






Start 


1 




End 


707 






Name 


OJ000210_24 .0316 


.C22.ol.gs 


Method 


GENSCAN 






Start 


233 




End 


392 






GI 


none 




Score 


. 52 






Exons 


233 . . 392 












Seq. No. 


44047 




Seq. ID 


OJ000210__24. 


0316 


C23 


Gene No. 


92612 




Strand 


+ 






Start 


582 




End 


1818 






Name 


OJ000210 24.0316 


.C23.ol.gs 


Method 


GENSCAN 






Start 


582 




End 


1818 






GI 


none 




Score 


. 67 






Exons 


582 . . 667, 1509 . . 


1642, 1699.. 


1818 








Seq. No. 


44047 




Seq. ID 


OJ000210_24 . 


0316 


C23 


Gene No. 


92613 




Strand 


+ ■ 






Start 


1729 




End 


4473 






Name 


OJ000210 24.0316 


.C23.ol.gp 


Method 


AAT/GAP 






Start 


1729 




End 


4319 






GI" 


82 1.R1084 




Score 


3626 






Exons 


1729.. 1802, 2091 


..2891, 2978 


. .3580, 3930. .4319 






GI Descrip. 


■2130069/pir |V| S70588 0.0e+00 


catalase 


(EC 1.11.1.6) 


catA - rice 




>gi_1261858_dbj_BAA06232_ (D29966) catalase [Oryza 


sativa] 1 


Seq. No. 


44047 




Seq. ID 


OJ000210_24. 


0316. 


C23 


Gene No. 


92613 




Strand 


+ 






Start 


1729 




End 


4473 






Name 


OJ000210 24.0316 


.C23.ol.np 


Method 


AAT/NAP 






Start 


2076 




End 


3986 






GI 


1705624 




Score 


2556 






Exons 


2076.. 2891, 2978 


..3580, 3930 


. .3986 








GI Descrip. 


CATALASE ISOZYME 


.A (CAT-A) 










Seq. No. 


44047 




Seq. ID 


OJ000210_24 . 


0316. 


C23 


Gene No. 


92613 




Strand 


+ 






Start 


1729 




End 


4473 






Name 


OJ000210 24.0316 


.C23.o3.gs 


Method 


GENSCAN 






Start 


3037 




End 


4473 






GI 


none 




Score 


.6 






Exons 


3037.. 3328, 4349 


.4473 











45009 




Seq. No. 


44047 








Seq. ID 


OJ000210_24.0316.C23 


Gene No. 


92614 








Strand 




Start 


o a n a 

20 i y 








End 


A A A A 
2 903 


Name 


OJOOOzlO 24 . 


0 3 1 0 


. CZ3 . OZ 


. gs 


Method 


GENSCAN 


Start 


a a -7 a 
2079 








End 


A A A A 

2903 


GI 


none 








Score 


. yy 


Exons 


oc\n q o an ^ 
zu / y . . ^yuj 












Seq. No. 


A A A A "7 

4404 / 








Seq. ID 


OJ000210_24.0316.C23 


Gene No. 


92615 








Strand 




Start 


4940 








End 


9362 


Name 


UJUUUZIU Z4 . 


031 O 


. Cz3 . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


20 / o 








End 


3998 


GI 


none 








Score 


1184 


Exons 


zu /o . . zoyy, 


a a o a 
zOoz 


. z yoo , 


O A A Q 

30zy . 


.3232, 3103.. 3213, 3227.. 3580, 




JZZ y . . jjUI, 


o y xo 










Seq. No. 


4 4 04/ 








Seq. ID 


OJ000210_24.0316.C23 


Gene No. 


92615 








Strand 




Start 


4940 








End 


9362 


Name 


ta a n o i n o / 
(JJUUUzlU Z4 . 


031 0 


Cz3 . Ol 


tm 


Method 


TBLASTX:Maize 


Start 


ZO / o 








End 


3989 


GI 


none 








Score 


1178 


Exons 


omo a o a a 

20 /o . . 2»99 , 


a a o a 

Z0o2 


O AAA 

. 2900, 


*D A A O 

iOOo . 


.3244, 3021.. 3242, 3029.. 3580, 




310 o . . Job4 , 


34 o o 


. 3oo0 , 


*3 A A *7 

jyz / . 


.3989 




Seq. No. 


44047 








Seq. ID 


OJ000210_24.0316.C23 


Gene No. 


92615 








Strand 




Start 


a a a a 

4 y4 U 








End 


9362 


Name 


OJ000Z 10 24 . 


031o 


C23 . Ol 


ts 


Method 


TBLASTX: Soybean 


Start 


a a *7 o 

2 0 /a 








End 


3989 


GI 


none 








Score 


1174 


Exons 


zu / o . . z o 99 , 


a a o o 
ZOoz 


O A A A 

. 2 900, 


O A A A 
302 9 . 


.3580, 31 


03. .3561, 3918. .3989 


Seq. No. 


44047 








Seq. ID 


OJ000210_24.0316.C23 


Gene No. 


92615 








Strand 




Start 


a q /i a 

4 y4 0 








End 


9362 


Name 


OJOOOz 10 24 . 


031 O , 


Cz3 . OZ 


tw 


Method 


TBLASTX: Wheat 


Start 


Z0 / o 








End 


2366 


GI 


none 








Score 


437 


Exons 


Z0 / O . . ZOOO, 


Z UdZ . 


. Z 3 DO 








Seq. No. 


4 4 04 / 








Seq. ID 


OJ000210_24 .0316.C23 


Gene No. 


92615 








Strand 




Start 


4940 








End 


9362 


Name 


OJOOOzlO 2 4 . 


0 3 1 o . 


C23 . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


o c a a 
ZOOo 








End 


3415 


GI 


none 








Score 


669 


Exons 


o c n c a a a a 

2505 . . 2900, 


a c r\ h 

Z507 . 


A O A A 

. 2899, 


A A T T 

2977 . 


.3039, 3005.. 3250. 3029.. 3376, 




3103 . . 337 5 , 


335o . 


.3415 








Seq. No. 


44047 








Seq. ID 


OJ000210_24 .0316.C23 


Gene No. 


92615 








Strand 




Start 


4940 








End • 


9362 


Name 


OJ000210 24. 


0316. 


C23.o2. 


gp 


Method 


AAT/GAP 


Start 


4811 








End 


5102 


GI 


8182 1.R1084 








Score 


555 



45010 




Exons 4811.. 5102 

GI Descrip. ' 1261857/dbj I D29966 | RICCA 3,0e-21 Rice CatA gene for catalase, 
complete eels' 



3 



beq. NO. 


a a n a n 
4 4 U 4 / 








Seq. ID 


OJ000210 


Z4 . UjId . <^Z 3 


Gene No . 


y Z D 1 3 








Strand 






Start 


A Ok A C\ 

4 y 4 u 








End 


9362 




Name 


UJUUUzlU Z4 


n o. i a 


H O "5 /-\ A 

. j . 04 


.gs 


Method 


GENSCAN 




brar u 


fl y 4 U 








End 


9362 






none 








Score 


.93 




Exons 


4 y 4 u . . 3U b3 , 


CI 1 c 

jllo 


CI Q1 


3Z / 3 . 


.5343, 5456. .5563, 


bzU b . . bz y 3 , 




£• A C\f\ C A 1 1 

b4 UU . . b4 / 1 , 


bbyz 


. . b / / o , 


bo 4 4 . 


.6915, 7040. .7147, 


/ ZZ4 . . / 3ZO , 




7616. .7714, 


7913 


. .8030, 


8246. 


.8363, 8438. .8512, 


8597. .9362 


beq. NO. 


A A C\ A "7 
4 4 U 4 / 








Seq. ID 


OJ000210 


OA m 1 C pO"3 

z4 . U Jib . to 


Gene No . 


yz bi j 








Strand 






Start 


A C\ A C\ 

4 y 4 u 








End 


9362 




Name 


UJUUU/i U - z 4 


.UjIO 


. L.Z J . Oj 


. tm 


Method 


TBLASTX: 


Mai ze 


O +- -v v +- 

otart 










End 


6443 




GI 


none 








Score 


78 




Exons 


5107. .5184, 


5111 


. .5182, 


5272. 


.5346, 5272. .5343, 


5273. .5347, 




5274. .5345, 


5453 


. .5569, 


5454 . 


.5564, 5455. .5583, 


6206. .6301, 




ozU / . . oz y b , 


b4 UU 


. . b4 4 1 , 


a a n o 
b4 Uz . 


.6440, 6402. .6443 




Seq. No. 


A A r\ A 1 

4 4 U4 / 








Seq. ID 


OJ000210 


z4 . UJlb . Cz J 


Gene No. 


yz DID 








Strand 






brart 


A Ok A f\ 

4 y 4 u 








End 


9362 




Name 


(JJUUUziU z4 


UjI b 


. J . O J 


.gp 


Method 


AAT/GAP 




Start 


C A A "3 

o4 4 o 








End 


7486 




GI 


none 








Score 


957 




Exons 


6443. . 6471, 


6692 


. . 6778, 


6844 . 


.6915, 7040. .7147, 


7224 . .7486 


beq. No. 


A A C\ A H 

4 4 U 4 / 








Seq. ID 


OJ000210 


z!4 . Uol b . Lz 3 


Gene No . 


yz o l o 








Strand 






btart 


-4 y 4 U 








End 


9362 




Name 


UJ UUUz 1U z4 




. Uz J . Oz 


. L S 


Method 


TBLASTX: 


Soybean 


Start 


bbo 4 








End 


7.673 






none 








Score 


62 




Exons 


6684. .6779, 


6689 


. .6781, 


6692. 


. 6787, 6841. . 6924, 


6842. .6928, 




7040. .7123, 


7224 


. .7523, 


7228. 


.7524, 7580.. 7669, 


7584. .7673 


Seq. No. 


a a n A 1 
4 4 U4 / 








Seq. ID 


OJ000210 


z4 . Uilo . Czo 


Gene No. 


yz bio 








Strand 






Of -,¥■+- 

b tart 


4 y 4 U 








End 


9362 




Name 


UJ UUUz 1U Z4 . 


Uo 1 b 


. Lz J . OZ 


. tm 


Method 


TBLASTX: 


Xlai ze 


Start 


/ oz b 








End 


7732 




GI 


none 








Score 


166 




Exons 


7326. .7523, 


7326 


. .7523, 


7336. 


.7524, 75? 


30. .7732, 


7607. .7717 , 




7615. .7728 














Seq. No. 


44048 








Seq. ID 


OJ000210 


_24 .0316.C24 


Gene No. 


92616 








Strand 


+ 




Start 


2568 








End 


2792 




Name 


OJ000210 24. 


0316 


.C24 .o4 


.np 


Method 


AAT/NAP 




Start 


2568 








End 


2792 




GI 


82227 








Score 


233 




Exons 


2568. .2792 















45011 



GI Descrip.' hypothetical protein 75 - common tobacco chloroplast 

gi|11786|emb|CAA26288| (X02441) .unidentified reading frame ORF 
75 [Nicotiana tabacum] gi | 11880J emb | CAA77 393 | (Z00044) 
hypothetical protein [Nicotiana tabacum] gi 1473681 (M23767) ORF 
75; putative [Nicotiana tabacum] gi | 1223679 | emb | CAA77400 | 
(Z00044) hypothetical protein [Nicotiana tabacum] 





gi I 225251 1 prf | (1211235CK ORF 


75 [Ni 




Seq. No. 


4 4 048 


Seq. ID 


OJ000210 24. 0316. C2 4 


Gene No. 


92617 


Strand 




Start 


22 6 


End 


2356 


Name 


OJ000210 24.0316.C24.ol.gs 


Method 


GENSCAN 


Start 


226 


End 


529 


GI 


none 


Score 


. 7 4 


Exons 


22 6 . . 234 , 4 22 .. 52 9 






Seq. No. 


A A f~\ A C\ 

44048 


Seq. ID 


OJ000210 24. 0316. C2 4 


Gene No. 


92617 


Strand 




Start 


226 


End 


2356 


Name 


OJ000210 24 . 0316 . C24 . o3 . np 


Method 


AAT/NAP 


o tar c 


354 


End 




GI 


225252 


Score 


193 


Exons 


354. .375, 2114. .2356 






GI Descrip. 


ORF 350 [Nicotiana tabacum] 






Seq. No. 


44048 


Seq. ID 


OJ000210_24.0316.C24 


Gene No. 


92617 


Strand 




Start 


226 


End 


2356 


Name 


OJ000210 24.0316.C24.ol.np 


Method 


AAT/NAP 


Start 


903 


End 


1158 


GI 


133799 


Score 


226 


Exons 


903. .1158 






GI Descrip. 


CHLOROPLAST 30S RIBOSOMAL PROTEIN S15 


gi I 70994 | pir | IR3RZ15 



ribosomal protein S15 - rice chloroplast gi | 1204 5 | emb | CAA3394 8 ! 
(X15901) ribosomal protein S15 [Oryza sativa] 

gi|12057|emb|CAA33912| (X15901 )■ ribosomal protein S15 . [Oryza 
sativa] gi f 226665 | prf | | 1603356CR ribosomal protein S15 [Oryza 
sativa] 

Seq. No. 44048 Seq. ID OJ000210_24 . 0316 . C24 

Gene No. 92617 Strand 

Start 226 End 2356 

Name OJ000210_24 . 0316 . C24 . ol . gp Method AAT/GAP 

Start 1101 End 1525 

GI 5886_1.R1084 Score 778 

Exons 1101.. 1525 

GI Descrip. ' 1 1 957 /emb | X15901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome ' 



Seq. No. 44048 Seq. ID OJ000210_24 . 0316 . C24 

Gene No. 92617 Strand 

Start 226 End 2356 

Name OJ000210_24 . 0316 . C24 . o2 . np Method AAT/NAP 

Start 1581 End 1769 

GI 82533 Score 328 

Exons 1581.. 1769 

GI Descrip. hypothetical 7.5K protein (trnR-rpsl5 intergenic region) - rice 



45012 



chloroplast gi | 12044 | emb | CAA33947 | (X15901) ORF63 [Oryza sativa] 
gil 12058 | emb | CAA33913 | (X15901) ORF63 [Oryza sativa].. 
gi I 226664 IprfM 1603356CQ ORF 63A [Oryza sativa]' 



Seq. No. 44048 Seq. ID OJ000210_24 . 0316 . C24 

Gene No. 92618 Strand 

Start 2891 " ' ?: ' .End 2959 

Name OJ000210_24 . 0316 . C24 . o5 . np Method AAT/NAP. 

Start 2891 End 2959 

GI 82521 Score 112 

Exons 2891.. 2959 

GI Descrip. hypothetical 2.5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 2130153 | pir | | S58624 hypothetical protein 23 - 
maize chloroplast gi 1 1204 3 | emb | CAA3394 6 | (X15901) ORF23 [Oryza 
sativa] gi | 12059 | emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gi| 902278|emb|CAA60343| (X86563) ORF23 [Zea mays] 
gi|902293|emb|CAA60357| (X86563) ORF23 [Zea mays] 
gi I 226662 |prf | 1 1603356CN ORF 



Seq. No. 44048 

Gene No. 92619 

Start 2959 

Name OJ0002 10^24 . 0316 . C2 4 . o2 . 

Start 1205 

GI none 

Exons 1205.. 1264, 1208.. 1264, 
1306. .1359, 1362. .1475 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_24.0316.C24 
3234 

TBLASTX: Maize 

1475 

99 



1253. .147 4, 1254. .1475, 1306. .135 6, 



Seq. No. 44048 

Gene No. 92619 

Start 2959 

Name OJ000210_24 . 0316 . C24 . ol . ts 

Start 2913 

GI none 

Exons 2913.. 2996, 2915.. 2995, 2925. 

3002. .3091, 3182. .3232, 3184, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2999, 2997.. 3089, 
.3234, 3184. .3234 



OJ000210_24 . 0316.C24 
3234 

TBLASTX: Soybean 
3234 
79 

3000. .3086, 



Seq. No. 44048 
Gene No. 92619 
Start 2959 

Name OJ000210_24 . 0316 . C24 . ol . tm 

Start 2927 
GI none 

Exons 2927.. 2998, 2928.. 3035, 2928. 

2981. .3127, 3000. .3125, 3111. 
3119. .3205 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3002, 2929 
.3203, 3112 



OJ000210 24.0316.C24 



3234 

TBLASTX: Maize 
3205 
106 

.3024, 2969. 
,3204, 3119, 



,3121, 
,3205, 



Seq. No. 44048 Seq. ID 

Gene No. 92619 Strand 

Start 2959 ' End 

Name OJ000210_24 . 0316 . C24 . 06 . np Method 

Start 2959 End 

GI 1334366 Score 

Exons 2959. . 3088 

GI Descrip. (X02441) gtg start [Nicotiana tabacum] 



OJ000210_24.0316.C24 

3234 
AAT/NAP 
3088 
146 



Seq. No. 



44049 



Seq. ID OJ000210_24.0316.C25 



45013 



Gene No. 92620 Strand + 

Start 138 End 505 

Name OJ000210_24 . 031 6 . C25 . ol . np Method AAT/NAP 

Start 138 End 505 

GI 6723799 Score 337 

Exons 138.. 248, 310.. 505 

GI Descrip. * (AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 

gi|6723824|emb|CAB67235.1| (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44049 Seq. ID OJ000210_24 . 0316 . C25 

92621 Strand 

1 End 283 

OJ000210_24 .0316.C25.ol.gp Method AAT/GAP 

1 End 283 

183_5.R1084 Score 507 

1. .283 

, 133999/sp|P05424 |RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA3394 2_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



is 

J 



Seq. No. 


4404 9 






Seq. ID 


OJ000210_24 .0316.C25 


Gene No. 


92622 






Strand 




Start 


327 






End 


791 


Name 


OJ000210 


24.0316.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


288 


GI 


none 






Score 


73 


Exons 


1..45, 2. 


.43, 3. .281, 4 


. .270, 


6. .281, 40. .288, 41. .283 


Seq. No. 


44049 






Seq. ID 


OJ000210_24 .0316.C25 


Gene No. 


92622 






Strand 




Start 


327 






End 


791 


Name 


OJ000210 


24.0316.C25.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


473 


GI 


none 






Score 


91 


Exons 


1..96, 15 


..95, 41. .97, 


103. .177, 122. .178, 125. .184, 195. .248, 




311. .400, 


336.. 395, 392 


. .463, 


396. .473, 


399. .464 


Seq. No. 


44049 






Seq. ID 


OJ000210_24 .0316.C25 


Gene No. 


92622 






Strand 




Start 


327 






End 


791 


Name 


OJ000210 


24.0316.C25.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


122 






End 


791 


GI 


none 






Score 


103 


Exons 


122. .229, 


123.. 209, 216 


. .242, 


218. .247, 


309. .398, 316. .435, 




325. .399, 


392.. 445, 397 


. .453, 


398. .445, 


399. .446, 410. . 481, 




500. .694, 


501. .581, 574 


. .609, 


578 . . 610, 


612. . 686, 646. . 693, 




724 . .783, 


726. .791 








Seq. No. 


44049 






Seq. ID 


OJ000210_24.0316.C25 


Gene No. 


92622 






Strand 




Start 


327 






End 


791 


Name 


OJ000210 


24.0316.C25.ol 


.gs 


Method 


GENSCAN 


Start 


327 






End 


397 



45014 




GI 


none 




Score 


Q A 

. y4 








Exons 


327 . . 397 














Seq. No. 


44050 




Seq. ID 


OJ000210 


_24 


.0316 


.C27 


Gene No. 


92623 




Strand 










Start 


2D 1 1 






z 1 yo 








Name 


UJ000210 24 . U Jib . / . OX 


.gs 


Method 










Start 


251 1 




hna 


2 / y 0 








GI 


none 




Score 


1 








Exons 


z o 1 1 . . z / y o 














Seq. No. 


44051 




Seq. ID 


OJ000210 


_24 


0316 


.C28 


Gene No. 


92624 




Strand 










Start 


jU 




IT r-i H 


c; "3 1 








Name 


OJ000210 24 . 0316 . C2o . Ol 


.gs 


Metnoa 


bLNbOAN 








Start 


50 




hna 


53 / 








GI 


none 




Score 


. 93 








Exons 


OU. . Jlj, OOO . . 0 J / 














Seq. No. 


44051 




Seq. ID 


OJ000210 


_24 


0316 


.C28 


Gene No. 


92625 




Strand 










Start 


lo 13 




17 T-i s4 


2 J2 1 








Name 


OJ000210 24 . 0316 . C2o . Ol 


. tc 


Method 


mnT 7\ PTV ■ 

TBLAbTX : 


Cress 




Start 


bZ 




End 


O ^ *D 

3.63 








GI 


none 




Score 


^ 0 
60 








Exons 


62. .142, 146. .214, 14/. 


01c: 
.215, 


O A A "0 £ *3 

244 . . 363 










Seq. No. 


4 4 (JO 1 




beq. 1U 


ATAAAOI A 

(JO 0002 10 


24 


0316 




Gene No. 


92625 




Strand 










Start 


1813 




End 


2321 








Name 


(JJ000210 24 . 0 Jib . L2o . Ol 


.np 


Method 


7\ 7\ rp / KT 7\ O 

AAJ. / NAr 








Start 


lo 13 




End 


0001 

2321 








GI 


/52351 / 




Score 


0 n c\ 

2 / y 








Exons 


1o13..1o6/, 2012. .2321 














GI Descrip. 


(AFOOlbJJ) nypotneticai 


protein [Oryza 


sat lva ] 








Seq. No. 


44052 




Seq. ID 


OJ000210 


_24 


0316. 


.C30 


Gene No. 


92626 




Strand 


+ 








Start 


231 




End 


OCT 
O02 








Name 


OJ000210 24 . 031 6 . C30 . ol 


.gs 


Method 


GENSCAN 








Start 


231 




End 


0 c 0 

352 








GI 


none 




Score 


. bb 








Exons 


231.. 352 














Seq. No. 


/ / AC) 

4 4 053 




Seq. ID 


OJ000210 


_24 


0316 




Gene No. 


92627 




Strand 


+ 








Start 


1 




End 


2181 








Name 


OJ000210 24 . 0316 . C31 . Ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


2170 








GI 


7340881 




Score 


392 










1 82 169 493 1137 


1358, 


2100. .2170 








GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 








Seq. No. . 


44053 




Seq. ID 


OJ000210 


_24 


0316 


.C31 


Gene No. 


92627 




Strand 


+ 








Start 


1 




End 


2181 








Name 


OJ000210 24.0316.C31.o3 


.np 


Method 


AAT/NAP 









45015 



Start 1280 End 2181 

GI 6721561 Score 91 

Exons 1280.. 1381, 2139.. 2181 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds- to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Can ' Mo 


44053 


Seq. ID 


n Tnnnoi n da mi c roi 




Gene No. 


92627 


Strand 


+ ~ 




Start 


1 


End 


2181 






OJ000210 24.0316.C31.ol.gp 


Method 






O Lei J- U 


1880 


End 






o J. 


uC-osflcyp088bl2bl 


Score 


1 LA 
1 Jfl 




OAUl 1 o 


1880. . 1986 










'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


3 6 Oryza sat i va genomic 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


44053 


Seq. ID 


OJ000210_24.0316.C31 




Gene No. 


y \j £. o 


Strand 






q-j- v-+- 
O L dl L 


153 


End 


458 




Name 


OJ000210 24.0316.C31.ol.gs 


Method 


GENSCAN 






153 ' ■ 


End 


458 






none 


Score 


.7 


in 


TT" v t\ c? 


153. .458 






F ! 3 


oeq, ln o . 


44053 


Seq. ID 


OJ000210_24 .0316.C31 






92629 


Strand 






Start 


1158 


End 


1307 




Name 


OJ000210 24.0316.C31.o2.np 


Method 


AAT/NAP 




O Lai L 


1158 


End 


1307 


ry 




4680183 


Score 


134 


s 




1158. .1307 






f ~i 




(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




O C LJ . IN (J • 


44054 


Seq. ID 


OJ000210_24 .0316.C32 




Gene No. 


92630 


Strand 


+ 




Start 


1 


End 


725 




Name 


OJ000210 24.0316.C32.ol.gp 


Method 


AAT/GAP 


f ^ 


Start 


1 


End 


725 




GI 


1808 1.R1084 


Score 


774 




Exons 


1..120, 447. .725 








GI Descrip. 


'2244 797 /emb|CAB10220. 1 | 1. 


Oe-22 (Z97336) hypothetical protein 






[Arabidopsis thaliana] ' 








Seq. No. 


44054 


Seq. ID 


OJ000210_24 .0316.C32 




Gene No. 


92630 


Strand 


+ 




Start 


1 


End 


725 




Name 


OJ000210 24.0316.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


725 




GI 


7485040 


Score 


219 



Exons 1..120, 447. .600, 652. .725 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 224 4797 | emb | CAB10220 . 1 1 (Z97336) hypothetical 
[Arabidopsis thaliana] gi | 72 6814 6 | emb | CAB78483 . 1 
hypothetical protein [Arabidopsis thaliana] 



protein 
I (AL161538) 



45016 




Seq. No. 


44054 


Seq. ID 


OJ000210_24.0316.C32 


Gene No. 


92630 


Strand 


+ 


Start 


1" 


End 


725 


Name 


OJ000210 24.0316.C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


725 


GI 


none 


Score 


93 


Exons 


1..120, 1..120, 2. .121, 2.. 


145, 445. .513, 445. .465, 450. .551 




500. .550, 528. .725, 574. .720, 615. .725 




Seq. No. 


AAC\^A 


Seq. ID 


ninnnoi n oa n*5i £ p^o 


Gene No. 


92630 


Strand 


+ ~~ 


Start 


1 


End 


725 


Name 


OJ000210 24.0316.C32.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


515 


GI 


none 


Score 


.58 


Exons 


50. . 120, 447. .515 






Seq. No." 


A A C\ EL c; 


Seq. ID 


OJ000210_24 .0316.C33 


Gene No. 


92631 


Strand 




Start 


1 


End 


717 


Name 


OJ000210 24.0316.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


717 


GI 


6016691 


Score 


135 


Exons 


1..386, 646. .717 






GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


44055 


Seq. ID 


OJ000210_24 .0316.C33 


Gene No. 




Strand 




Start 


1 


End 


717 


Name 


OJ000210 24.0316.C33.ol.gs 


Method 


GENSCAN 


Start 


10 


End 


372 


GI 


none 


Score 


1 


Exons 


10. .372 






oeq. no. 


44056 


Seq. ID 


OJ000210_26.0317.C3- 


Gene. No. 


92632 


Strand 


+ 


Start ' 


l 


End 


481 " 


Name 


OJ000210 26.0317.C3.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


481 


GI 


39067 1.R1084 


Score 


825 


Exons 


1. .481 






bl Uescrip. 


'2801536 3.0e-22 (AF039531) 


lysophospholipase homolog [Oryza 




sativa] 1 






Seq. No. 


44056 


Seq. ID 


OJ000210_26.0317.C3 


Gene No. 


92633 


Strand 




Start 


141 


End 


4129 


Name 


OJ000210 26.0317.C3.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


4129 


GI 


none 


Score 


. 9 


Exons 


141. .557, 1043. .1135, 1371. 


.1460, 1542. 


.1606, 2176. .2246, 




2367. .2405, 4008. .4129 






Seq. No. 


44056 


Seq. ID 


OJ000210_26.0317.C3 


Gene No. 


92633 


Strand 




Start 


141 


End 


4129 



45017 






Name 


OJ000210 26.0317.C3.ol.np 


Method 


AAT/NAP 




Start 


141 


End 


3805 






7489494 


Score 


712 




Exons 


141. .557, 1043. .1135, 1371 


..1463, 1542 


..1606, 2176. .2246, 






2367. .2442, 3781. .3805 








bi uescrip. 


lysophospholipase homolog 


- rice gi|2801536|gb|AAB97366.1| 






• (AF039531) lysophospholipase homolog [Oryza sativa] 




Seq. No. 


44056 


Seq. ID 


OJ000210_26.0317.C3 




Gene No. 


o jo 


C 4- -V -S ¥-1 s4 

btrana 








141 


End 


4129 




Name 


OJ000210 26.0317.C3.ol.ts 


Method 


TBLASTX: Soybean 




otari 


159 


End 


566 




p t 


none 


Score 


381 




Exons 


159. .566, 169. .561 








Seq. No. 


44056 


Seq. ID 


OJ000210_26.0317 .C3 




Gene No. 




Strand 








141 


End 


4129 




Name 


OJ000210 26.0317.C3.ol.tc 


Method 


TBLASTX: Cress 






165 


End 


507 




bl 


none 


Score 


206 





Exons 


165. .506, 175. .507 








Seq. No. 


44056 


Seq. ID 


OJ000210 26. 0317. C3 


tn 


Gene No. 


92633 


Strand 


- 




ot air l 


141 


End 


4129 




Name 


vjjuuuziu ZD. Uoi / .cj.oi. tm 


Method 


TBLASTX : Maize 




o tar l 


171 


End 


474 




PT 


none 


Score 


151 




Exons 


171. .473, 229. .474 






fit 


oeq . no . 


44056 


Seq. ID 


OJ000210_26.0317.C3 




UCllC ViKj . 


92633 


Strand 


- 




Start 


141 


End 


4129 




Name 


OJ000210 26.0317.C3.o2.gp 


Method 


AAT/GAP 




JLQlL 


386 


End 


1460 






2428226 


Score 


570 




Exons 


386.. 557, 1043.. 1135, 1371 


. .1460 






oi uescrip , 


2801536 3.0e-22 (AF039531) 


lysophospho 


lipase homolog [Oryza 


« =? 




sativa] 








Seq. No. 


44056 


Seq. ID 


OJ000210_26.0317.C3 




Gene No. 


92633 


Strand 






OLait 


141 


End 


4129 




Name 


OJ000210 26.0317.C3.ol.tw 


Method 


TBLASTX: Wheat 




Of -a >~+- 

o car r 


420 


End 


1162 






none 


Score 


89 




Exons 


420. .545, 420. .566, 421. .579, 1043. .1162, 1044. .1157 




Q pirr Kin 


44056 


Seq. ID 


OJ000210_26.0317.C3 




Gene No. 


92633 


Strand 






Start 


141 


End 


4129 




Name 


OJ000210 26.0317.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


992 


End 


4108 




GI 


none 


Score 


98 




Exons 


992. .1177, 993. .1151, 1371. 


.1475, 1372 


..1452, 1545. .1607, 



45018 



1579. .1608, 2174. .2245, 2175. .2246, 2175. .2249, 2176. .2247, 



2369. .2407^ .4046. .4108 



Seq. No. 


4 4 056 








Seq. ID 


OJ000210_26.0317.C3 


Gene No. 


92633 








Strand 




Start 


141 








End 


4129 


Name 


OJ000210 2o 


: 0317 . 


C3 . oz . 


tm 


Method 


TBLASTX: Maize 


Start 


i o o n 
1233 








End 


1601 


GI 


none 








Score 


39 


Exons 


1239. . 1274, 


1239. 


.1271, 


1298. 


.1357, 1306. .1338, 1366. .1464, 




1366. . 1467, 


1368. 


.1466, 


1368. 


.1478, 1533. .1601, 1536. .1601 


Seq. No. 


4 4 057 








Seq. ID 


OJ000210_26.0317.C4 


Gene No. 


92634 








Strand 


+ 


Start 


3228 








End 


3665 


Name 


OJ000210 26 


. 0317 . 


C4 , ol . 


gs 


Method 


GENSCAN 


Start 


3228 








End 


3665 


GI 


none 








Score 


.47 


Exons 














Seq. No. 


44057 








Seq. ID 


OJ000210_26.0317.C4 


Gene No. 


92635 








Strand 


+ 


Start 


4067 








End 


8520 


Name 


OJ000210 26 


.0317. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


4067 








End 


8520 


GI 


81286 








Score 


230 


Exons 


4067. .4396, 


4458. 


. 4509, 


7132. 


.7174, 7331. .7569, 8462. .8520 


GI Descrip. 


extensin - 


Volvox carteri (fraqment) gi | 21 992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox carteri] 




Seq. No. 


44057 








Seq. ID 


OJ000210_26.0317.C4 


Gene No. 


92636 








Strand 


+ 


Start 


8619 








End 


8772 


Name 


OJ000210 26 


.0317. 


C4.o4. 


gs 


Method 


GENSCAN 


Start 


8619 








End 


8772 


GI 


none • 








Score 


.8 ■ 


Exons 


8619. . 8772 












Seq. No. 


44057 








Seq. ID 


OJ000210_26.0317.C4 


Gene No. 


92637 








Strand 




Start 


6967 








End 


7581 


Name 


OJ000210 26 


.0317. 


C4 .o3. 


gs 


Method 


GENSCAN 


Start 


6967 








End 


7581 


GI 


none 








Score 


1 


Exons 


6967. .7581 












Seq. No. 


44057 








Seq. ID 


OJ000210_26.0317.C4 


Gene No. 


92637 








Strand 




Start 


6967 








End 


7581 


Name 


OJ000210 26 


.0317 . 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6970 








End 


7333 


GI 


none 








Score 


64 


Exons 


6970. .7017, 


6971. 


.7021, 


7066. 


.7143, 70E 


)1. .7144, 7204 . .7332, 




7286. .7333 












Seq. No. 


44058 








Seq. ID 


OJ000210_26.0317.C5 


Gene No. 


92638 








Strand 





45019 



Start 1 End 4176 

Name OJ000210_2.6 . 0317 . C5 . ol . np.. Method AAT/NAP 

Start 1 End 2554 

GI 7339707 Score 63 

Exons 1..191, 1024.. 1200, 2421.. 2554 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_26.0317.C5 
+ 

4176 
AAT/NAP 
4176 
546 



Seq. No. 44058 
Gene No. 92638 
Start 1 

Name OJ000210_26 . 0317 . C5 . o2 . np 

Start 2326 
GI 7436526 

Exons 2326.. 2553, 2738.. 2953, 3068, 

4082. .4176 

GI Descrip. phosphoribosylaminoimidazole carboxylase (EC 4.1.1.21) - 
Arabidopsis thaliana gi | 3236251 1 gb | AAC23639 . 1 1 (AC004684) 
putative phosphoribosylaminoimidazole carboxylase [Arabidopsis 
thaliana] 



,3179, 3595.-3657, 3728. .3866, 



Seq. No. 44058 

Gene No. 92638 

Start 1 

Name 0 JO 0 0 2 1 0_2 6 .0317.C5.o2.gs 

Start 2438 

GI none 

Exons 2438.. 2616, 2738.. 2953, 3068. 
4082. .4137 



Seq. ID OJ000210_26.0317.C5 

Strand + 

End 4176 

Method GENSCAN 

End 4137 

Score .93 

.3179, 3595. .3657, 3728. .3866, 



Seq. No. 44058 Seq. ID 

Gene No. 92639 Strand 

Start 112 End 

Name OJ000210_26 . 0317 .C5.ol.gs Method 

Start 112 End 

GI none Score 

Exons 112.. 904, 1759. .1798 



OJ000210_26.0317.C5 

1798 
GENSCAN 
1798 
.82 



•Seq. No. 44058 
Gene No. 92640 
Start 3069 

Name OJ000210_26 . 0317 . C5 . ol . tw 

Start 3069 
GI none 

Exons 3069.. 3179, 3084.. 3179, 

3591. .3659, 3725. .3865, 
4086. .4139, 4089. .4139 



3086. 
3727 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3187, 



OJ000210 26. 0317. C5 



4139 

TBLASTX: Wheat 
4139 
152 

3586.. 3660, 3590. 



.3867, 4081. .4137, 4084 , 



3658, 
4137, 



Seq. No. 44059 Seq. ID 

Gene No. 92641 Strand 

Start 700 End 

Name OJ000210_26 . 0317 . C6 . ol . np Method 

Start 700 End 

GI 7436526 Score 

Exons 700.. 773, 882.. 1029, 1117.. 1200 
GI Descrip. 



OJ000210_26.0317 .C6 
+ 

1200 
AAT/NAP 
1200 
350 



phosphoribosylaminoimidazole carboxylase {EC 4.1.1.21) - 
Arabidopsis thaliana gi | 3236251 | gb | AAC23639 . 1 | (AC004684) 
putative phosphoribosylaminoimidazole carboxylase [Arabidopsis 



45020 



thaliana] 

Seq. No. 44059 

Gene No. 92642 

Start 797 

Name OJ000210_26 . 0317 . C6 . ol . ts 

Start 690 \ 

GI none 

Exons 690.. 773, 699.. 773, 712.. 774, 
1117. .1200, 1119. .1199 



Seq. ID OJ000210_26.0317.C6 
Strand 

End 1200 

Method TBLASTX : Soybean 

End 1200 

Score 71 

879. .1022, 880. .1032, 1115. .1198, 



Seq. No. 44059 

Gene No. 92642 

Start 797 

Name OJ0002 10_2 6 . 0317 . C6 . ol . gs 

Start 797 

GI none 

Exons 797.. 897 



Seq. ID OJ000210_26.0317.C6 
Strand 

End 1200 

Method GENSCAN 

End 8 97 



Score 



.53 



n 

u 



Seq. No. 44060 

Gene No. 92643 

Start 1 

Name OJ000210_26 . 0317 . C10 . ol . gp 

Start 1 

GI none 

Exons 1 . . 450 

Seq. No. 44060 

Gene No. 92644 

Start 30 

Name OJ000210_2 6 . 0317 . C10 . ol . gs 

Start 30 

GI none 

Exons 30.. 120, 259.. 570 



Seq. ID OJ000210_26. 0317. C10 

Strand + 

End 450 

Method AAT/GAP 

End 450 

Score 861 



Seq. ID OJ000210_26. 0317. C10 

Strand 

End 570 

Method GENSCAN 

End 570 

Score . 6 



Seq. No. 44060 

Gene No. 92644 

Start 30 

Name OJ000210_2 6 . 0317 . C10 . ol . tm 

Start 227 

GI none 

Exons 227. .319, 233. .334, 235. .330, 
323. .484, 352. .486, 362. .487 



Seq. ID OJ000210_26. 0317. C10 

Strand 

End . . 570 

Method TBLASTX: Maize 

End 487 

Score 108 

240. .335, 306. .482, 307. .411, 



Seq. No. 44061 

Gene No. 92645 

Start 1757 

Name OJ000210_2 6 . 0317 . Cll . o2 . gp 

Start 1712 

GI none 

Exons 1712.. 1939, 2072.. 2116 

Seq. No. 44061 

Gene No. 92645 

Start 1757 

Name OJ000210_26 . 0317 . Cll . o2 . gs 

Start 1757 



Seq. ID OJ000210_26. 0317. Cll 

Strand + 

End 2116 

Method AAT/GAP 

End 2116 

Score 4 67 



Seq. ID OJ000210_26. 0317. Cll 

Strand + 

End 2116 

Method GENSCAN 

End 2116 



45021 








none 


Score 


. 98 








Exons 


i Ten 1 Q "5 Q OmO 01 1 C 

i/0/..iyoy, zu/z. .ziio 












beq. no. 


A A C\ C 1 

3 4 U Dl 


Seq. ID 


OJ000210 26 


. 0317 


. Cll 




Gene No. 


92646 


Strand 










Start 


1 


End • 


1485 








Name 


nTnnn9in 9£ n^i'7 n 1 ^i 
uuuuuziu . Uji / . lii . 01 . np 


Method 


AAT/NAP 








OCdlL 


i 


End 


1421 








C T 


9 n £9 1 7 9 
ZUDZ1 / Z 


Score 


291 








Exons 


1..0U/ ±Z U . . Z .3 1 , O / 4 . . 1 4 Z 1 












vji uescrip. 


^/\l.uuid4dj unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


44061 


Seq. ID 


OJ000210_26 


.0317 


.Cll 




Gene No. 


92646 


Strand 










OLaLt 


i 


End 


1485 








Name 


ujuuuziu zo.uox/ .uii.oi.gs 


Method 


GENSCAN 








Of -ivf 

btar t 


1ZU 


End 


1415 










none 


Score 


.99 








Exons 


ion 9^1 Qi/i i/iic; 

1ZU. .ZOl, O / 4 . .IfllO 












beq. mo. 


44061 


Seq. ID 


OJ000210_26 


.0317 


.Cll 




Gene No. 


92646 


Strand 










Start 


1 


End 


1485 






? "z 


Name 


OJ000210 26.0317.Cll.o2.tm 


Method 


TBLASTX: Maize 






OA , v-+- 

otart 


120 


End 


981 






y = 




none 


Score 


105 






ri§ 


Exons 


120. .179, 120. .182, 121. .189, 180. .221 


, 181. .228, i 


no. . 


980, 


s b? 

f 1 




871. .981 










LJ 


Seq. No. 


44061 


Seq. ID 


OJ000210_26 


0317 


.Cll 


? (=? 


Gene No. 


92646 


Strand 










Q+- a T--I- 


1 


End 


1485 






E a? 


Name 


OJ000210 26.0317.Cll.ol.gp 


Method 


AAT/GAP 






S 


ol art 


980 


End 


1485 






f i 




none 


Score 


1004 






■s. = 
e . 


Exons 


980. . 1485 












Seq. No. 


44061 


Seq. ID 


OJ000210_26. 


0317 


.Cll 




Gene No. 


92647 


Strand 








C3 




1807 


End 


2115 






5 s 
~" 


Name 


OJ000210 26.0317.Cll.ol.tm 


Method 


TBLASTX: Maize 






Q+- -3 v--J- 


1807 


End 


2115 










none 


Score 


182 








Exons 


1807. .1923, 1811. .1924, 2053. .2115 










Seq. No. 


44062 


Seq. ID 


OJ000210_26. 


0317 


.C13 




Gene No. 


92648 


Strand 


+ 








Of y-f 


, 398 


End 


1901 








Name 


OJ000210 26.0317.C13.ol.gp 


v Method 


AAT/GAP 








otart 


398 


End 


1901 








GI 


none 


Score 


794 








Exons 


398. .478, 1460. .1517, 1602. 


.1901 










Seq. No. 


44062 


Seq. ID 


OJ000210_26. 


0317 


.C13 




Gene No. 


92649 


Strand 










Start 


1323 


End 


2045 








Name 


OJ000210 26.0317.C13.ol.gs 


Method 


GENSCAN 







45022 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1323 
none 

1323. .1352, 1857. .2045 



End 
Score 



44063 
•92650 
3070 

OJ000210_2 6. 0317.C14 .ol.np 
3070 
4220462 
3070. .3418, 
4243. .4326, 
5317. .5502, 
7040. .7189, 



3472. 
4451. 
5602. 
7629. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3608, 3677.. 3767, 



2045 
.77 



OJ000210_2 6.0317 .C14 
+ 

8656 
AAT/NAP 
7775 
2313 
3848. .3943, 



4054 . 
5039. 
6527. 



,4167, 
,5225, 
, 6638, 



4606, 4685..47S9, 4833.-4939, 
5679, 5779. .5913, 6010. .6371, 

7775 

(AC006216) Strong similarity to gb|Z50851 HD-zip (athb-8) gene 
from Arabidopsis thaliana containing Homeobox PF| 00046 and bZIP 
PF| 00170 domains 



Seq. No. 44063 
Gene No. 92650 
Start 3070 

Name OJ000210_26 . 0317 . C14 . ol . gs 

Start 3085 
GI none 
Exons 3085. .3608, 

4685. .4759, 

5779. .5913, 

8517. .8656 



Seq. ID OJ000210_26.0317.C14 
Strand + 
End 8656 
Method GENSCAN 
End 8656 
Score .84 
3646. .3790, 3848. .3943, 4054. .4326, 4451. .4606, 
4818. .4939, 5039. .5225, 5317. .5502, 5602. .5679, 
6010. .6371, 6527. .6638, 7040. .7189, 8427. .8481, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44063 
92650 
3070 

OJ000210_26.0317.C14 .ol.gp 
3866 

uC-osroM202005g04bl 
3866. .3943, 4054. .4167, 4243 
'1149569/emb|CAA90703| 6.0e-18 (Z50851 
thaliana] 1 : 



OJ000210_26.0317.C14 
+ 

8656 
AAT/GAP 
4742 
889 

4326, 4451. .4606, 4685. .4742 
HD-zip [Arabidopsis 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



44063 
92650 
3070 

OJ000210_26.0317.C14.o2.gp 

5303 

428556 

5303. .5520 

114 9569/emb|CAA90703 | 6.0e-18 
thaliana] 

44063 
92651 
9920 

OJ000210_26.0317 .C14 .o2. tw 

3105 

none 



Seq. ID OJ000210_26.0317.C14 

Strand + 

End 8656 

Method AAT/GAP 

End 5520 

Score 343 

(Z50851) HD-zip [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_26.0317.C14 
10802 

TBLASTX: Wheat 

4898 

451 



3105. .3410, 3106. .3411, 4839. .4898 



45023 



Seq. No. 44063 

Gene No. 92651 

Start 9920 

Name OJ000210_26 . 0317 ..C14 . o2 . tc 

Start 3106 

GI aone 

Exons 3106.. 3411, 3139.. 3267, 3195. 

3577.. 3618, 3677.. 3766, 3678. 



Seq. ID OJ000210_26.0317.C14 
Strand 

End 10802 

Method TBLASTX : Cress 

End 3767 

Score 470 

.3410, 3511. .3543, 3516. .3542, 
.3767 



Seq. No. 44063 

Gene No. 92651 

Start 9920 

Name OJ000210_26 . 0317 . C14 . o2 . ts 

Start 3106 

GI none 

Exons 3106.. 3414, 3160.. 3267, 3195. 

3577. .3618, 3582. .3608 



Seq. ID OJ000210__26.0317.C14 
Strand 

End 10802 

Method TBLASTX : Soybean 

End 3618 

Score 487 

.3413, 3511. .3543, 3516. .3542, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44063 
92651 
9920 

OJ000210_26. 

3234 

none 

3234 . .3413, 
3686. .3766, 
4051. .4167, 
4451. .4618, 
5019. .5135, 
5317. .5472, 
5776. .5907, 
6318. .6392, 
7040. .7201, 



Seq. ID 
Strand 



OJ000210 26.0317.C14 









End 


10802 






0317 


C14 .ol 


. tm 


Method TBLASTX: 


Maize 










End 


7778 












Score 


258 








3247 


.3414, 


3508. 


.3609, 


3516. . 


3542, 


3678. 


.3767, 


3693 


.3767, 


3840. 


.3872, 


3842. . 


3958, 


3847. 


.3945, 


4066 


.4176, 


4237. 


.4329, 


4245. . 


4325, 


4435. 


.4614, 


4687 


.4758, 


4688. 


.4759, 


4809. . 


4940, 


4823. 


.4939, 


5036 


.5134, 


5112. 


.5225, 


5136. . 


5225, 


5295. 


.5459, 


5446 


.5502, 


5601. 


.5654, 


5623. . 


5688, 


5775. 


.5903, 


6010 


.6066, 


6145. 


.6279, 


6150. . 


6275, 


6295. 


.6372, 


6395 


. 6418, 


6579. 


. 6644, 


7015. . 


7200, 


7018. 


.7194, 


7616 


.7711, 


7626. 


.7724, 


7722 . . 


7778 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44063 
92651 
9920 

OJ000210_26.0317.C14 .ol.ts 

3692 

none 

3692. .3766, 3693. .3767, 3708. 
3847. .3882, 4007. .4111, 4051, 
4248. .4328, 4435. .4605, 4451. 
4809. .4940, 4823. .4939, 5031. 



Seq. ID OJ000210_26.0317.C14 
Strand 

End 10802 

Method TBLASTX : Soybean 

End 5135 

Score 121 

.3767, 3840. .3869, 3842. .3958, 
.4167, 4054. .4167, 4237. .4329, 
.4606, 4682. .4759, 4684. .4758, 
.5135, 5036.. 5134 



Seq. No. 44063 
Gene No. 92651 
Start 9920 

Name OJ000210_26 . 0317 . C14 . ol . tc 

Start 3848 
GI none 

Exons 3848. .3958, 4051. .4167, 4051. 

4441. .4614, 4451. .4618, 4682. 
4832. .4939, 5019. .5132, 5036. 



Seq. ID OJ000210_26.0317.C14 
Strand 

End 10802 
Method TBLASTX : Cress 
End 5132 
Score 136 

,4176, 4237. .4329, 4248. .4328, 
.4759, 4687. .4749, 4815. .4940, 
.5131 



Seq. No. 
Gene No. 



44063 
92651 



Seq. ID OJ000210_26.0317.C14 
Strand 



45024 



Start 


9920 








End 


10802 


Name 


OJ000210_26 


0317 


. C14 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3884 








End 


4750 


GI 


none 








Score 


90 


Exons 


3884 . . 3958 , 


4051 


. . 4167, 


4051 . 


.4176, 4237. .4329, 4245. .4325, 




4435 . .4 614 , 


4451 


. . 4618, 


4687 . 


.4749, 4688. .4750 


Seq. No. 


44063 








Seq. ID 


OJ000210_26.0317.C14 


Gene No. 


92651 








Strand 




Start 


c\ c\ o n 








End 


10802 


Name 


OJ000210 26 


0317 


. C14 . o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


5136 








End 


5502 


GI 


none 








Score 


97 


Exons 


5136 . . bzzb , 


5141 


. . 5224 , 


5317 . 


.5502, 5319.. 5501 


Seq. No. 


A A f\ f o 

44063 








Seq. ID 


OJ000210_26.0317.C14 


Gene No. 


92 651 








Strand 




Start 


9920 








End 


10802 


Name 


OJ000210_26. 


0317 


.C14.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


a f r\ o 








End 


7673 


GI 


none 








Score 


38 


Exons 


5608 . . 5652 , 


5775 


. .5906, 


5776. 


.5907, 6010. .6066, 6145. .6276, 




6150 . . 6278 , 


6304 


. . 6372, 


6318 . 


.6419, 6576. .6638, 7036. .7188, 




704 0. .718 9, 


7626 


. .7673 








Seq. No. 


44063 








Seq. ID 


OJ000210_26.0317.C14 


Gene No. 


92651 








Strand 




Start 


9920 








End 


10802 


Name 


OJ000210 26. 


0317 


. C14 . o3 


. tc 


Method 


TBLASTX: Cress 


Start 


6600 








End 


7866 


GI 


none 








Score 


65 


Exons 


6600 . . 6638 , 


7018 


. 7188, 


7034 . 


.7189, 7616. .7723, 7626. .7718, 




7712 . .7771, 


7734 


.7778, 


7807 . 


.7866 




Seq. No. 


44063 








Seq. ID 


OJ000210_26.0317.C14 


Gene No. 


92651 








Strand 




Start 


noon 

yy^u 








End 


10802 


Name 


OJ000210_26 . 


0317 


C14.o2 


gs 


Method 


GENSCAN 


Start 


9920 








End 


10802 


bl 


none 








Score 


1 


Exons 


9920 . . 104 80, 


10800. .10802 






Seq. No. 


44063 








Seq. ID 


OJ000210_26.0317.C14 


Gene No. 


92651 








Strand 




Start 


9920 








End 


10802 


Name 


OJ000210 26. 


0317. 


C14 .o2 


np 


Method 


AAT/NAP 


Start 


9977 








End 


10462 


GI 


3643605 








Score 


251 


Exons . } 


9977. .10054, 


100E 


12. .10462 






GI Descrip. 


(AC005395) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


44064 








Seq. ID 


OJ000210_26.0317.C15 


Gene No. 


92652 








Strand 


+ 


Start 


1086 








End 


2156 


Name 


OJ000210 26. 


0317. 


C15.ol. 


gs 


Method 


GENSCAN 


Start 


1086 








End 


2156 


GI 


none 








Score 


.46 



45025 



Exons 



1086.. 1232, 1915. .2156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44064 V- • Seq. ID OJ000210_26 . 0317 . C15 

92653 • Strand 

277 End 551 

OJ000210_26 . 0317 . C15 . ol . gp Method AAT/GAP 

277 End 551" " 

LIB3432-009-P1-K1-A5 Score 439 

277. .551 

, 3914493/sp|O58058|PUR6_PYRHO 3.0e-20 

PHOSPHORIBOSYLAMINOIMIDAZOLE CARBOXYLASE CATALYTIC SUBUNIT (AIR 
CARBOXYLASE) (AIRC) >gi_32567 1 l_dbj_BAA2 9394_ (AP000002) 177aa 
long hypothetical phosphoribosylaminoimidazole carboxylase 
catalytic subunit [Pyrococcus horikoshii] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44064 
92654 
458 

OJ000210 26.0317.C15.ol.np 



OJ000210 26.0317.C15 



Seq. ID _ 
Strand 

End 2323 
Method AAT/NAP 
End 2323 
Score 108 
,2323 

PHOSPHORIBOSYLAMINOIMIDAZOLE CARBOXYLASE CATALYTIC SUBUNIT (AIR 
CARBOXYLASE) (AIRC) gi | 7 4 36513 | pir | | E7 1 138 probable 
phosphoribosylaminoimidazole carboxylase catalytic subunit - 
Pyrococcus horikoshii gi | 3256711 | dbj | BAA29394 . 1 | (AP000002) 
177aa long hypothetical phosphoribosylaminoimidazole carboxylase 
catalytic subunit [Pyrococcus horikoshii] 



458 

3914493 
458. . 548, 



1115. .1224, 2311, 



Seq. No. 


44065 


Seq. ID 


OJ000210_26.0317. 


C16 


Gene No. 


92655 


Strand 


+ 




Start 


580 


End 


1793 




Name 


OJ000210 26.0317.C16.ol.gs 


Method 


GENSCAN 




Start 


580 


End 


1604 




GI 


none 


Score 


. 6 




Exons 


580. .739, 1178. .1445, 1534.. 


1604 






Seq. No. 


44065 


Seq. ID 


OJ000210_26.0317. 


C16 


Gene No. 


92655 


Strand 


+ 




Start 


580 


End 


1793 




Name 


OJ000210 26.0317.C16.o2.np 


Method 


AAT/NAP 




Start 


1282 


End 


1793 




GI 


7293868 


Score 


125 




Exons 


1282. .1445, 1534. .1604, 1731 


. .1793 






GI Descrip. 


(AE003519) CG6877 gene product [Drosophila melanogaster ] 




Seq. No. 


44065 


Seq. ID 


OJ000210_26.0317. 


C16 


Gene* No. 


92656 


Strand 






Start 


1 


End 


1793 




Name 


OJ000210 26.0317.C16.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


415 




GI 


29299 1.R1084 


Score 


182 




Exons 


1..71, 330. .415 








GI Descrip. 


1 480450/pir | IS36884 2.0e-42 


ketol-acid 


reductoisomerase 


(EC 



1.1.1.86) - Arabidopsis thaliana >gi_4 02552_emb_CAA4 9506_ 
(X69880) ketol-acid reductoisomerase [Arabidopsis thaliana] 1 



45026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44065 
92656 
1 

OJ000210__2 6.0317.C16.ol.np 
1 

6225542 



Seq. ID OJ000210_26. 0317.C16 
Strand 

End 1793 

Method AAT/NAP 

End 1793 

Score 165 



1..88, 346. .415, 510. .665, 1724. .1793 

KETOL-ACID REDUCTOISOMERASE PRECURSOR (ACETOHYDROXY-ACID 
REDUCTOISOMERASE) ( ALPHA- KETO-BETA-HYDROXYLACIL 
REDUCTOISOMERASE) gi | 74 3134 6 | pir | | T06825 ketol-acid 
reductoisomerase (EC 1.1.1.86) - garden pea 

gi|3452497|emb|CAA76854.1| (Y17796) ketol-acid reductoisomerase 
[Pisum sativum] 



Seq. No. 


A A f\ CZL 








Seq. ID 


OJ000210_26.0317 


.C16 


bene no . 










Strand 






Start 


1 








End 


1793 




Name 


OJ000210 26. 


0317. 


C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1282 








End 


1603 




GI 


none 








Score 


234 




Exons 


1282 . .144 6, 


1284 . 


.1445, 


1333 . 


.1446, 1534. .1602, 1535. .1603 


Seq. No. 


A a <z c 








Seq. ID 


OJ000210_26.0317 


.C16 


Gene No . 


n o a c a 








Strand 






Start 


1 








End 


1793 




Name 


OJ000210 26. 


0317. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1284 








End 


1603 






none 








Score 


103 




Exons 


1284. .1352, 


1284. 


. 1460, 


1285 . 


.1476, 1527. .1571, 1534. .1596, 




1535. .1603 














Seq. No. 


44065 








Seq. ID 


OJ000210_26.0317 


.C16 


Gene No. 


92656 








Strand 






Start 


1 








End 


1793 




Name 


OJ000210 26. 


0317. 


CI6.0I 


. ts 


Method 


TBLASTX: Soybean 




Start 


1285 








End 


1603 




GI 


none 








Score 


226 




Exons 


1285. .1476, 


1299. 


.1460, 


1534. 


.1602, 1535.. 1603 




Seq. No. 


44066 








Seq. ID 


OJ000210_26.0317 


C17 


Gene No. 


92657 








Strand 


+ 




Start 


114 








End 


1121 




Name 


OJ000210 26. 


0317. 


C17.ol 


.gs 


Method 


GENSCAN 




Start 


114 








End 


894 




GI 


none 








Score 


.69 




Exons 


114. .199, 658. .709, 790 


. .894 








Seq. No. 


44066 








Seq. ID 


OJ000210_26.0317. 


C17 


Gene No. 


92657 








Strand 


+ 




Start 


114 








End 


1121 




Name 


OJ000210 26. 


0317. 


C17.ol 


.np 


Method 


AAT/NAP 




Start 


147 








End 


1121 




GI 


7293868 








Score 


86 




Exons 


147. .199, 65 


8. .709, 790 


. .855, 


1082. . 1121 




GI Descrip. 


(AE003519) CG6877 


gene product [Drosophila melanogaster ] 




Seq. No. 


44067 








Seq. ID 


OJ000210_26.0317. 


C21 



45027 




Gene No. 


92658 




Strand 


+ 




Start 


llo 




End 


/I 1 T 

41/ 




Name 


OJQQ0210 26. Oil/ 


. C21 . ol . gs 


. Method 


GEN SCAN 




Start 


115 




End 


A T 1 

417 




GI 


none 




Score 


1 




Exons 


lie A T H 
110. .41 / 










Seq. No. 


44067 




Seq. ID 


OJ000210_26.0317, 


.C21 


Gene No. 


92659 




Strand 


-I- 




Start 


"3 O A A 




bna 


ooZZ 




Name 


UJUUUZ1U Zb.Uol/ 


. k^zl . oz . gs 


Method 


GENSCAN 




Start 


J24 4 




End 


"3 C O O 

3dZZ 




GI 


none 




Score 


. O 3 




Exons 


3244. . odZZ 










Seq. No. 


a a r\ a n 
4 4 U 0 / 




Seq. ID 


OJUUU21U zo.Ool/, 


. Czl 


Gene No . 


92660 




Strand 






Start 


4206 




End 


4330 




Name 


OJ000210 26.0317 


.C21.ol.np 


Method 


AAT/NAP 




Start 


4206 




End 


4330 




GI 


7106528 




Score 


103 




Exons 


4206. .4330 










GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 




predicted gene.; 


hypothetical 


■ protein 


[Oryza sativa] 




Seq. No. 


44067 




Seq. ID 


OJ000210 26.0317, 


.C21 


Gene No. 


n o a c i 
yz DDI 




Strand 






Start 


5593 




End 


6147 




Name 


OJ000210 26.0317 


.C21.o3.gs 


Method 


GENSCAN 




Start 


5593 




End 


6147 




GI 


none 




Score 


. 7 




Exons 


5S93..5654, 5697 


..5848, 6086. 


. 6147 






Seq. No. 


44068 




Seq. ID 


OJ000210_26.0317< 


,C24 


Gene No. 


92662 




Strand 






Start 


705 




End 


2888 




Name 


OJ000210 26.0317 


.C24.ol.gs 


Method 


GENSCAN 




Start 


705. 




End 


2819 




GI 


none 




Score 


. 65 




Exons 


705. .893, 1407.. 


1663, 1972.. 2415, 2708 


. .2819 




Seq. No. 


44068 




Seq. ID 


OJ000210__26.0317, 


,C24 


Gene No. 


92662 




Strand 






Start 


705 




End 


2888 




Name 


OJ000210 26.0317 


.C24.ol.gp 


Method 


AAT/GAP 




Start 


924 




End 


1428 




GI 


2317356 




Score 


941 




Exons 


924. .1428 










beq. no. 


44068 




Seq. ID 


OJ000210_26.0317. 


,C24 


Gene No. 


92662 




Strand 






Start 


705 




End 


2888 




Name 


OJ000210 26.0317 


.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


1386 




End 


2009 




GI 


none 




Score 


118 




Exons 


1386.. 1496, 1393 


..1497, 1397. 


.1534, 1401. .1496, 1498. .1605, 



1511. .1606, 1517. .1603, 1596. .1667, 1601. .1687, 1602. .1667, 



45028 



1604. .1687, 1932. .2009 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



44068 
92662 
705 

OJ000210 
1460 
7239515 
1460. .1663, 
(AC012654) 



OJ000210 26.0317.C24 



26.0317.C24.ol.np 



Seq. ID 
Strand 

End 2888 
Method AAT/NAP 
End 2888 
Score 98 

2847. .2888 

Strong similarity to the putative protein kinase 



F26A9.10 gi | 6682614 from A. thaliana on BAC gb|AC016163 ; It 
contains an eukaryotic protein kinase domain PF| 00069. This 







gene is cut 


of f . 


[Arabidopsis 


thaliana; 


1 




Seq. No. 


44068 








Seq. ID 


OJ000210_26.0317.C24 




Gene No. 


92662 








Strand 






Start 


705 








End 


2888 




Name 


OJ000210 26, 


.0317 


.C24 .ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


1517 








End 


1664 




GI 


none 








Score 


67 




Exons 


1517. .1663, 


1532 


. .1660, 


1605. , 


.1664 






Seq. No. 


44068 








Seq. ID 


.OJ000210_26.0317.C24 


& 


Gene No. 


92662 








Strand 




EK. 
3 


Start 


. 705 








End 


2888 




Name 


OJ000210 26. 


,0317 


.C24.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


2023 








End 


2812 




GI 


none 








Score 


100 




Exons 


2023. .2184, 


2024 


. .2161, 


2065. , 


.2172, 2170. .2265, 2176. .2274, 






2177. .2275, 


2275 


. .2421, 


2275. , 


.2418, 2277. .2447, 2708. .2812, 






2709. .2810 













Seq. No. 44068 

Gene No. 92662; 

Start 705 

Name OJ000210_26 . 0317 . C24 . o2 . gp. 

Start 2266 ^ 

GI uC-osflcyp068e01bl 

Exons 2266.. 2415, 2708.. 2826 

GI Descrip. 1 4539004 /emb i CAB39625 . 1 | 2.0e-42 (AL049481) putative protein 
kinase [Arabidopsis thaliana] 1 



Seq. ID OJ000210_26. 0317 .C24 
Strand 

End 2888 

Method AAT/GAP 

End 2826 

Score 479 



Seq. No. 


44069 




Seq. ID 


OJ000210__26.0317, 


.C25 


Gene No. 


92663 




Strand 






Start 


603 




End 


3231 




Name 


OJ000210 


_26.0317.C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


478 




End 


877 




GI 


none 




Score 


224 




Exons 


478. .537, 


643. .870, 650. .877 








Seq. No. 


44069 




Seq. ID 


OJ000210_26.0317, 


.C25 


Gene No. 


92663 




Strand 






Start 


603 




End 


3231 




Name 


OJ000210 


26.0317.C25.ol.np 


Method 


AAT/NAP 




Start 


603 




End 


3231 




GI 


3776559 




Score 


1186 




Exons 


603. .876, 


1338. .1655, 1828. . 


2112, 3031 


. .3231 





45029 



GI Descrip. (AC005388) Strong similarity to gene F14J9.26 gi | 3482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


/I y| ACQ 

4 H u by 




beq. ID 


Pi TAHA01 A 0£T A O 1 "7 /"»OC 

UJUUUZ1U ZO.Uol/.bZO 


bene No . 


y^ D DO 




Strand 




Start 






End 


o O "3 1 


Name 


UJUUU/J.U zd.UjI/.L^j.O^ 


4- T 1 

. tw 


Method 


mnT 7\ C"T> V . L7U — 4- 

I BLAbTX : Wheat 


Start 


640 




End 


1403 


GI 


none 




Score 


232 


Exons 


04U..O/U/ b4 1 . . o / / , / JJ 


Q "7 Q 

. . o / y , 


/JO . . O /Of 


1 TDC 1 ^ A O 1 "3 "3 *T 1 ji A i 

1JJ0..1<!UJ, ±jj0..14UI 


Seq. No. 


vi >i a r n 
4 4 U by 




Seq. ID 


✓"\TAAA01A A /*" rtTi n /-i o C 

OJ000210 26.0317.C25 


Gene No . 


yz bo 5 




Strand 




Start 


CAT 

oU 3 




End 


3231 


Name 


UJUUUzlU ZD. UJi / .L^j.OI 


. z s 


Method 


i bLAb i a : boyoean 


Start 


b4 J 




End 


1659 


bi 


none 




Score 


243 


Exons 


643.. 681, 650.. 877, 736 


.-.870, 


746. .877, 


1331. . 1471, 1335. . 1658, 




1335. .1658, 1336. .1659 








Seq. No. 


44069 




Seq. ID 


OJ000210_26.0317.C25 


Gene No. 


92663 




Strand 




Start 


60'3 




End 


3231 


Name 


OJ000210 26.0317.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


649 




End 


818 


GI 


uC-osflcyp068e01bl 




Score 


316 


Exons 


649. .818 








GI Descrip. 


' 4539004 /emb|CAB39625.1 


2.0e 


-42 (AL049481) putative protein 




kinase [Arabidopsis thaliana] 






Seq. No. 


44069 




Seq. ID 


OJ000210_26.0317.C25 


Gene No . 


92663 




Strand 




Start 


603 




End 


3231 


Name 


OJ000210 26.0317.C25.ol 


gs 


Method 


GENSCAN 


Start ■ 


654 




End 


3189 


bl 


none 




Score 


.72 


Exons 


654. .876, 1338. .1655, IE 


328. .2112, 3169. 


.3189 


Seq. No. 


44069 




Seq. ID 


OJ000210_26.0317.C25 


Gene No . 


92663 




Strand 




Start 


603 




End 


3231 


Name 


OJ000210 26.0317.C25.o2. 


tc 


Method 


TBLASTX : Cress 


b tar z 


742 




End 


877 


GI 


none 




Score 


133 


Exons 


742. .870, 743. .877, 743. 


. 877 






Seq. No. 


44069 




Seq. ID 


OJ000210_26. 0317..C25 


Gene No. 


92663 




Strand 




Start 


603 




End 


3231 


Name 


OJ000210 26.0317.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1335 




End 


2043 


GI 


none 




Score 


468 


Exons 


1335. . 1658, 1336. . 1656, 


1336. 


.1662, 1337. .1663, 1517. .1678, 




1816. .2043, 1823. .2041, 


1876. 


.2043 





45030 






Seq. No. 


44069 






Seq. ID 


OJ000210_26.0317 


.C25 




Gene No. 


92663 






Strand 








Start 


603 






End 


3231 






Name 


OJ000210 26 


. 0317 . C25 . ol 


. tc 


Method 


TBLASTX: Cress- 






Start 


1362 






End 


2068 






GI 


none 






Score 


126 






Exons 


i JoZ . . ID / 1 , 


lobD . . i boo , 


1 3bb . 


. lbo 9 , lc 


116. .2055, 1835. .2068 




Seq. No. 


44069 






Seq. ID 


OJ000210_26.0317 


.C25 




Gene No. 


92663 






Strand 








Start 


f" C\ *D 






End 


3231 






Name 


OJ000210_26 , 


. 0317 . C25 . ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


14 04 






End 


1981 






GI 


none 






Score 


85 






Exons 


14 U4 . . 1 bob , 


1 ^ AC 1/IOO 

14 Do . . 1 4 o o , 


i c i n 

lb 1U . 


. 1 bbb, lc 


il6. .1980, 1826. .1981 




Seq. No. 


44069 






Seq. ID 


OJ000210_26.0317 


.C25 




Gene No. 


92663 






Strand 








Start 


bU3 






End 


3231 






Name 


OJ000210_26 . 


. 0317 . C25 . o2 , 


. ts 


Method 


TBLASTX: Soybean 






Start 


1816 






End 


3153 






GI 


none 






Score 


335 






Exons 


1816. .2115, 


1823 . .2113, 


3023 . 


.3145, 3028.. 3153 




sJ 


Seq. No. 


44069 






Seq. ID 


OJ000210_26.0317, 


.C25 




Gene No. 


92663 






Strand 








Start 


603 






End 


3231 




f y 


Name 


OJ000210 26. 


.0317.C25.o2. 


.gp 


Method 


AAT/GAP 




£. -3 


Start 


1842- 






End 


3209 




= . 2 
~ ~~ 


GI 


2317355 






Score 


809 




sJ 


Exons 


1842. .2112, 


3031. .3209 










ri s 


GI Descrip. 


4539004/embl 


CAB39625.il 


2.0e- 


42 (AL049481) putative protein 


3 




kinase [Arabidopsis thaliana] 








?== 

- sr 


Seq. No. 


44069 






Seq. ID 


OJ000210_26.0317, 


.C25 




Gene No. 


92663 






Strand 








Start 


603 ■ 






End 


3231 






Name 


OJ000210 26. 


0317.C25.o3. 


. tm 


Method 


TBLASTX: Maize 




f 1 


Start 


2044 






End 


3156 






GI 


none 






Score 


85 






Exons 


2044. .2115, 


2045. .2113, 


3023. 


.3145, 3028. .3156 






Seq. No. 


44070 






Seq. ID 


OJ000210_26.0317. 


.C26 




Gene No . 


92664 






Strand 


+ 






Start 


12379 






End 


15390 






Name 


OJ000210 26. 


0317.C26.o2. 


,np 


Method 


AAT/NAP 






Start 


11973 






End 


15390 






GI 


7340884 






Score 


145 






Exons 


11973. .12153, 15364. .15390 










GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 


gene 






transposase . 


(AB013982) 


[Oryza sativa] 








Seq. No. 


44070 






Seq. ID 


OJ000210_26.0317. 


,C26 




Gene No. 


92664 






Strand 


" + 






Start 


12379 






End 


15390 






Name 


OJ000210 26. 


0317.C26.o3. 


np 


Method 


AAT/NAP 






Start 


12376 






End 


13350 





45031 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7228441 Score 82 

12376. .12545, 13281.. 13350 

(AP001366) hypothetical protein [Oryza sativa] 



44070 Seq. ID 

92664 Strand 

12379 End " 
OJ0002 10_2 6 . 0317 . C26 . o2 . gs Method 

12379 End 

none Score 
12379. .12588 



OJ000210_26.0317.C26 
+ 

15390 

GENSCAN 

12588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44070 Seq. ID 

92665 Strand 

6965 End 

OJ000210_26 . 0317 . C26 . ol . np Method 

6965 End 

6815053 Score 
6965.. 7402, 7902.. 8047 

(AP001080) hypothetical protein [Oryza sativa] 



OJ000210_26.0317.C26 

8047 
AAT/NAP 
8047 
664 





Seq. No. 


44070 




Seq. ID 


OJ000210_26 


.0317.C26 




Gene No. 


92666 




Strand 








Start 


14062 




End 


14940 






Name 


OJ000210 26.0317.C26. 


.o3 .gs 


Method 


GENSCAN 




a.: 3 


Start 


14062 




End 


14890 






GI 


none 




Score 


.95 




?=5 


Exons 


14062. .14152, 14654.. 


.14701, 


14841. .14890 




L Li 


Seq. No. 


44070 




Seq. ID 


OJ000210_26 


.0317.C26 




Gene No. 


92666 




Strand 






?! 3 


Start 


14062 




End 


14940 




\ Lr 


Name 


OJ000210 26.0317.C26. 


. o4 . np 


Method 


AAT/NAP 






Start 


14065 




End 


14890 




T "1 


GI 


7489497 




Score 


294 






Exons 


14065. -.14152, 14654.. 


,14701, 


14841. .14890 - 






GI Descrip. 


metal lot f ffionein-like 


protein 


- rice gi| 2072555 |gb|AAB.53811. 1| 



(AF001396) metallothionein-like protein [Oryza sativa] 

gi | 6103441 | gb | AAF03603 . 1 | (AF147786) metallothionein-like 

protein [Oryza sativa] 



Seq. No. 44070 Seq. ID OJ000210_2 6 . 0317 . C2 6 

Gene No. 92666 Strand 

Start 14062 End 14940 

Name OJ000210_26 . 0317 . C26 . ol . gp Method AAT/GAP 

Start 14654 End 14940 

GI 943_1.R1084 Score 512 

Exons 14654.. 14940 

GI Descrip. ' 6006848 /gb | AAF00624 . 1 1 AC0095'40_1 3.0e-50 (AC009540) unknown 
protein, 5 ,f partial [Arabidopsis thaliana] 1 



Seq. No. 44070 Seq. ID OJ0002 10_2 6 . 0317 . C2 6 

Gene No. 92667 Strand 

Start 16849 End ■ 17175 

Name OJ000210_2 6 . 0317 . C26 . o4 . gs Method GENSCAN 

Start 16849 End 17175 

GI none Score . 9 



45032 



Exons 16849. .16965, 17101.. 17175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44071 Seq. ID 

92668 Strand 

6780 End 

OJ0002 10_2 6 . 0317 . C27 . o2 . gp Method 

6780 End 

LIB34 31-028-P1-N1-A10 Score 
6780. .6850, 6878. .7224 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171 
protein [Sorghum bicolor] ' 



OJ000210_26.0317.C27 
+ 

7224 
AAT/GAP 
7224 
778 



TNP2-like 



44071 Seq. ID OJ0002 10_2 6 . 0317 . C27 

92669 Strand 

583 End 5437 

OJ0002 10_2 6 . 0317 . C27 . ol . gp Method AAT/GAP 

160 End 358 

LIB3477-003-P1-K1-E9 Score 120 

160. .197, 290. .358 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44071 

92-669 
583 

OJ000210 
472 

4680204 



26.0317.C27.ol.np 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ0002 10_26. 0317. C27 

5437 
AAT/NAP 
4181 
998 



472. .609, 959. .1178, 1273. .1446, 1554. .2650, 2746. .4181 
(AF114171) hypothetical protein [Sorghum bicolor] 



44071 
92669 
583 

OJ000210_2 6.0317.C27.ol. 

583 

none 

583. .639, 718. .816, 911, 
1554. .2239, 2241. .2383, 
5336. .5437 



gs 



. 983, 
2509. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1068 



OJ000210 26.0317.C27 



5437 
GEN SCAN 
5437 
.55 

1178, 1285. 



.2650, 2746. .3491, 



.1446, 

3506. .4166, 



Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_26 . 0317 . C27 . o5 

Start 1109 

GI none 

Exons 1109.. 1180, 1278.. 146p, 

Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_2 6 . 0317 . C27 . o3 

Start 3094 

GI none 

Exons 3094.. 3126, 3100.. 3120, 



Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 

.tw Method TBLASTX : Wheat 

End 1627 

Score 60 
1285. .1410, 1547. .1627 

Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 

.tw Method TBLASTX : Wheat 

End 3433 

Score 36 
3130. .3267, 3131. .3211, 3271. .3432, 



45033 



3284. .3433 



Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_26 . 0317 . C27 . o2 , 

Start 6843 

GI none 

Exons 6843.. 8304, 8410.. 8756 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_26.0317.C27 

9009 
GENSCAN 
8756 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44071 
92670 
6843 

OJ000210_2 6.0317 .C27.ol. 

6918 

none . 

6918. .7010, 6999. .7079, 
7212. .7271, 7278..7322, 
7332.. 7649, 7333.-8235 



Seq. ID OJ000210__26.0317.C27 
Strand 

End 9009 
tw Method TBLASTX : Wheat 

End 8235 

Score 136 
7092.. 7232, 7093.. 7233, 7180.. 7293, 
7279.-7323, 7283. .7324, 7317. .8234, 



Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ0002 10_26 . 0317 . C27 . o3 . np 

Start 7402 

GI 6742729 

Exons 7402.. 9009 
GI Descrip. (AF121139) RIM2 protein 

Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_26 . 0317 . C27 . ol . tc 

Start 7500 

GI none 

Exons 7500.. 7649, 7500. 



Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 

Method AAT/NAP 

End 9009 

Score 2522 



[Oryza sativa] 



.7943, 7504. 



Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 

Method TBLASTX : Cress 

End 7951 

Score 89 

.7947, 7510. .7947, 7769. .7951 



Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_2 6 . 0317 . C27 . ol . 

Start 7878 

GI none 

Exons 7878.. 8192, 7899. .8108, 



Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 

tm Method TBLASTX : Maize 

End 8192 

Score 65 
7906. .8181 



Seq. No. 44071 

Gene No. 92670 

Start 6843 

Name OJ000210_26 . 0317 . C27 . o2 . 

Start 8236 

GI none 

Exons 8236.. 8322, 8238.-8327, 
8583. .8645, 8596. .8646 



Seq. ID OJ000210_26.0317.C27 
Strand 

End .- 9009 

tw Method TBLASTX : Wheat 

End 8646 

Score 81 
8238. .8321, 8355. .8597, 8395. .8577, 



Seq. No. 
Gene No. 
Start 



44071 
92670 
6843 



Seq. ID OJ000210_26.0317.C27 
Strand 

End 9009 



45034' 



Name 

Start 

GI 

Exons 



OJ000210_2 6.0317.C27 .ol.ts Method 

8679 End 

none Score 
8679. .8921 



TBLASTX: Soybean 

8921 

208 



Seq. No. 44071 Seq. ID 

Gene No. 92670 Strand 

Start 6843 End 

Name OJ000210_26 . 0317 . C27 . o4 . tw Method 

Start 8785 End 

GI none Score 

Exons 8785.. 8991, 8790.. 8993 



OJ000210_26.0317.C27 
9009 

TBLASTX: Wheat 

8993 

151 



Seq. No. 44072 Seq. ID OJ000210_26 . 0317 . C28 

Gene No. 92671 Strand + 

Start 471 End 743 

Name OJ000210_2 6 . 0317 . C28 . ol . np Method AAT/NAP 

Start . 471 End 743 

GI '3914493 Score 138 

Exons 471.. 590, 692.. 743 

GI Descrip. PHOSPHORIBOSYLAMINOIMIDAZOLE CARBOXYLASE CATALYTIC SUBUNIT (AIR 
CARBOXYLASE) (AIRC) gi | 74 36513 | pir | | E7 1138 probable 
phosphoribosylaminoimidazole carboxylase catalytic subunit - 
Pyrococcus horikoshii gi | 3256711 | dbj | BAA2 9394 . 1 | (AP000002) 
177aa long hypothetical phosphoribosylaminoimidazole carboxylase 
catalytic subunit [Pyrococcus horikoshii] 



f -3 


Seq. No. 


44072 


Seq. ID 


OJ000210_26. 


.0317. C28 


: : ii 


Gene No. 


92672 


Strand 






%2 


Start 


156 


End 


373 






Name 


OJ000210 26.0317.C28.ol.gs 


Method 


GENSCAN 




: =r 


Start 


156 


End 


373 




E 


GI 


none 


Score 


.52 




% 4 


Exons 


156. .179, 353. .373 










Seq. No. 


44073 


Seq. ID 


OJ000350_29. 


0314. C5 




Gene No. 


92673 


Strand 








Start 


213 


End 


2545 






Name 


OJ000350 29.0314.C5.ol.gp 


Method 


AAT/GAP 






Start 


213 


End 


2545 






GI 


LIB3477-003-P1-K1-E9 


Score 


108 






Exons 


213. .258, 2480. .2545 










GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 










Seq. No. 


44074 


Seq. ID 


OJ000350_29. 


0314 .C6 




Gene No. 


92674 


Strand 


+ 






Start ... 


f 1362 


End 


2866 ' 






Name 


OJ000350 29.0314.C6.ol.gs 


Method 


GENSCAN 






Start 


1362 


End 


2866 






GI 


none 


Score 


.57 






Exons 


1362. .1775, 2577. .2866 










Seq. No. 


44074 


Seq. ID 


OJ000350_29. 


0314 .C6 




Gene No. 


92675 


Strand 


+ 






Start 


3802 


End 


12785 





ORY 



45035 






Name 


OJ000350 29 . 0314 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


"3 o n o 

3802 


End 


9927 




GI 


none 


Score 


. 99 




Exons 


3oU2..o787, 9914 9927 








Seq. No. 


A A r\ H A 

4 4 0 /4 


Seq. ID 


OJ000350_29 . 0314 . C6 




bene wo . 


QOCTC 

yzo / J 


Strand 


+ 






3802 


End 


12785 




Name 


OJ000350 29.0314.C6.ol.np 


Method 


AAT/NAP 




Start 


3864 


End 


8209 




GI 


7434424 


Score 


1576 




Exons 


3864. .4339, 4700. .6787, 8068. 


.8209 






GI Descrip. 


protein kinase Xa21 (EC 2.7.1 


.-) Al, receptor type - 






long-staminate rice gi | 2586083 | gb | AAB82755 . 1 | (U72725) receptor 






kinase-like protein [Oryza longistaminata] 




Seq. No. 


44074 


Seq. ID 


OJ000350__29.0314.C6 




Gene No. 


92675 


Strand 


+ 




Start 


3802 


End 


12785 




Name 


OJ000350 29.0314.C6.o3.np 


Method 


AAT/NAP 




Start 


8980 


End 


11800 




GI 


6983859 


Score 


585 


=. _Jj 


Exons 


8980. .9022, 11172. .11800 






S. ^ 


GI Descrip. 


(AP001168) Similar t<&,22 kDa 


kafirin cluster; Ty3-Gypsy type 


Cn 




(AF061282) [Oryza sativa] 






f 1 i 


Seq. No. 


44074 


Seq. ID 


OJ000350_29.0314 .C6 




Gene No. 


92675 


Strand 


+ 




Start 


3802 


End 


12785 




Name 


OJ000350 29.0314.C6.o3.gs 


Method 


GENSCAN 


r y 


Start 


10805 


End 


12785 






none 


Score 


.86 


E 

P ~ 


Exons 


10805. .10871, 12610. .12785 






v § 


Seq. No. 


44074 


Seq. ID 


OJ000350_29.0314.C6 


It A 


Gene No . 


92676 


Strand 






btart 


.8241 


End 


8677 




Name 


OJ000350 29.0314.C6.o2.np 


Method 


AAT/NAP 




Start 


8241 


End 


8677 


? "1 


GI 


6539553 


Score 


301 




Exons 


8241. .8677 








GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


44074 


S.eq. ID 


OJ000350_29. 0314. C6 




Gene No . 


92677 


Strand 






• Start 


14230 


End 


14358 




Name 


OJ000350 29.0314.C6.ol.tc 


Method 


TBLASTX: Cress 




oizar c 


3991 


End 


6708 




GI 


none 


Score 


52 




Exons 


3991. .4065, 4078. .4290, 4087. 


.4218, 4096. .4221, 4096. .4419, 






4096. .4221, 4096. .4293, 4096. 


. 4206, 4099. .4218, 4119. .4217, 






4264. .4398, 4276. .4491, 4276. 


.4419, 428 


8. .4710, 4294. . 4920, 






4300. .4416, 4300. .4491, 4309. 


.4503, 4369. .4938, 4377. .4637, 






4465. .4935, 4468. .4923, 4597. 


.4923, 4660. .4797, 4669. .4935, 



45036 




4942. .5073, 
5156. .5215, 
5242. .5592, 
5257. .5610, 
5515. .5586, 
5620. .5871, 
5749. .5874, 



4942. .5070, 
5170. .5232, 
5248. .5616, 
5263. .5580, 
5605. .5874, 
5620. .5874, 
5856. .5948, 



5071. .5181, 
5224 . .5613, 
5254 . .5595, 
5272. .5610, 
5620. .5874, 
5680. .5874, 
6319. .6417, 



• 

5155. .5250, 
5233. .5610, 
5257. .5457, 
5317. .5610, 
5620. .5871, 
5692. .5874, 
6529. .6708, 



5155. .5241, 
5233. .5514, 
5257. .5616, 
5461. .5601, 
5620. .5676, 
5715. .5873, 
6543. . 6701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44074 
92677 
14230 

OJ000350_29. 

4075 

none 

4075. .4221, 
4294. .4911, 
4585. .4923, 
5149. .5238, 
5257. .5610, 
5619. .5873, 
5700. .5873 



0314.C6.ol.ts 



4087. .4218, 4093. 

4377. .4778, 4468. 

4689. .4778, 4942. 

5233. .5514, 5233. 

5272.. 5610, 5283. 

5620. .5727, 5620. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4287, 4276 
.4935, 4468 
.5181, 4999 
.5610, 5236 
.5438, 5502 
.5874, 5620 



OJ000350 29. 0314. C6 



14358 

TBLASTX: Soybean 
5874 
91 

4848, 4279. .4710, 

4935, 4470. .4724, 

5073, 5146. .5226, 

5616, 5257.. 5616, 

5582, 5614. .5874, 

5874, 5665. .5736, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44074 
92677 
14230 

OJ000350_29, 

4084 

none 

4084. .4287, 
4294. .4491, 
4395. .4499, 
4558. .4923, 
4813. .4935, 
5248. .5583, 
5620. .5874, 



0314 .C6.o3.tm 



4093. .4218, 4096. 

4295. .4357, 4300. 

4465. .4779, 4465. 

4591. .4935, 4660. 

4951. .5070, 4954. 

5271. .5333, 5329. 

5620. .5874, 5620. 



Seq. ID OJ000350 
Strand 

End 14358 
Method TBLASTX : 
End 5936 
Score 90 
.4221, 4096. .4215, 
.4500, 4300.. 4506, 
.4716, 4548. .4640, 
.4932, 4669. .4923, 
.5076, 5248. .5601, 
.5592, 5392.. 5610, 
.5874, 5620.. 5874, 



29. 0314. C6 



Maize 



4276. .4503, 
4386. . 4718, 
4558. .4797, 
4689. .4928, 
5248. .5457, 
5398. .5592, 
5751. .5936 



Seq. No. 44074 

Gene No. 92677 

Start 14230 

Name OJ000350_29 . 0314 . C6 . o2 . tw 

Start 4558 

GI none 

Exons 4558.. 4761, 4726.. 4935, 4855, 
5314. .5538, 5692. .5874 



Seq. ID OJ000350_29.0314 .C6 
Strand 

End 14358 

Method TBLASTX : Wheat 

End 5874 

Score -7 4 

.5070, 5137. .5493, 5145. .5438, 



Seq. No. 44074 

Gene No. 92677 

Start 14230 

Name OJ000350_29 . 0314 . C6 . o2 . ts 

Start 6208 

GI none 

Exons 6208.. 6327, 6210.. 6290, 6315. 

6537. .6704, 6538. .6708, 6760. 



Seq. ID OJ000350_29.0314.C6 
Strand 

End 14358 

Method TBLASTX : Soybean 

End 67 8 6 

Score 89 

.6515, 6319. .6516, 6505. .6690, 
.6786 



Seq. No. 
Gene No. 
Start 



44074 
92677 
14230 



Seq. ID OJ000350_29.0314.C6 
Strand 

End 14358 



45037 




Name 


OJ000350 29 . 0314 . Co . o2 . tm 


Method 


TBLASTX : Maize 




Start 


/■TCI 

0 ODl 


End 


/C"*7 o n 

• o7o0 




GI 


none 


Score 


TOT 

lol 




Exons 


DODl . . DDlZ, DJJ^ . . DOiy, DDZD. 


.d/oU, OO 


3 / . . o / / 3 




Seq. No. 


A A f\~l A 

4 4 0 /4 


Seq. ID 


OJ000350_29.0314 


.C6 


Gene No. 


92677 


Strand 






Start 


14230 


End 


14358 




Name 


ninnmRn oo mi /i -*-r» 

ujuuuoou zy.i)ji4 .Lb.oj.tw 


Method 


TBLASTX: Wheat 




btart 


oj / 3 


End 


8678 




GI 


none 


Score 


110 




Exons 


ottd occo o a f\ tz o c /i n o c n n 
o3/3..oDDa, o4Ud..oo4U, o509. 


.8586, 8524. .8583, 8529. .8585 




qcqc q an q qcc\c\ qchh qcc\'\ 

OOyO..OD/o, ODUU..OD//, OOUl. 


.8678 






Seq. No. 


44074 


Seq. ID 


OJ000350_29.0314 


. Co 


Gene No. 


92677 


Strand 






otart 


1 A O "3 n 

14 23U 


End 


14358 




Name 


OJ0UU350 2 9 . 0314 . Co . Ol . tm 


Method 


TBLASTX: Maize 




Start 


lllOO 


End 


11611 




GI 


none 


Score 


426 




Exons 


llloo . . lloll, 11 1 / 0 . . 114 o3 , 1 


1485. .11598 




Seq. No. 


44074 


Seq. ID 


OJ000350_29.0314 


. Co 


Gene No. 


92677 


Strand 






Start 


1423U 


End 


14358 




Name 


OJ000350 29 . 0314 . Co . ol . tw 


Method 


TBLASTX: Wheat 




Start 


i i o c n 

11369 


End 


11770 




GI 


none 


Score 


366 




Exons 


113b9 . . 11 / /U, 113o4 . . llooo, 1 


1440. . 117 


69 




Seq. No. 


44074 


Seq. ID 


OJ000350_29.0314 


. Co 


Gene No. 


92677 


Strand 






Start 


i ^ o o n 
14 2 3U 


End 


14358 




Name 


OJ0UU3d(J 29 . 0314 . Co . 04 . gs 


Method 


GENSCAN 




Start 


i >i o o n 

14 230 


End 


14358 




Gl 


none 


Score 


.87 




Exons 


* 1 4 2 3 U . . 1 4 3 b o 








beq. No. 


A A C\ 1 C 

4 4 U / D 


Seq. ID 


OJ000350_29.0314 , 


. C7 


Gene No. 


92678 


Strand 


+ 




Start 


1 


End 


2587 




Name 


UJUUU3oO 2 9 . 031 4 . C / . Ol . np 


Method 


AAT/NAP 




Start 


-i 
1 


End 


2490 




GI 


/I /"O A1 "7 n 

4 ooUl / 9 


Score 


1235 




Exons 


i 01 iooo o/inn 

1 . . 21 f 1222 . .24 90 








GI Descrip. 


(AFlll/09) polyprotein [Oryza 


sativa subsp. indica] 




Seq: No. 


44075 


Seq. ID 


OJ000350_29.0314 . 


,C7 


Gene No. 


92678 


Strand 


+ 




b tart 


1 


End 


2587 




Name 


OJ000350 29 . 0314 . C7 . ol . gs 


Method 


GENSCAN 




Start 


133 


End 


251 




GI 


none 


Score 


.99 




Exons 


133. .251 








Seq. No. 


44075 


Seq. ID 


OJ000350_29.0314 . 


,C7 


Gene No. 


92678 


Strand 


+ 





45038 




Start 


1 


End 


O C O 1 






Name 


mnnoTCft on n o i * ^t—t _ o 

OJ000350 29 . 0314 . C7 . o2 . gs 


Method 


GENSCAN 






Start 


17 99 


End 


2587 * 






GI 


none 


Score 


. 53 






Exons 


1/99. .2021, 2234. .243J, 2465 


. .2587 








Seq. No. 


A A n 1 c. 
4 4 U / D 


Seq. ID 


OJ000350 


on n "3 t a 

29 . 0314 


. C7 


Gene No. 


92679 


Strand 


+ 






Start 


16687 


End 


17392 






Name 


OJ000350 29.0314 .C7.o3.np 


Method 


AAT/NAP 






Start 


16687 


End 


17392 






GI 


7228450 


Score 


151 






Exons 


16687. .16805, 1684 8 1 6933, 


17061. . 17134, 17206 


. . 17392 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44075 


Seq. ID 


OJ000350 


on n o i a 

_2 9 . 0314 


. C7 


Gene No. 


92680 


Strand 








Start 


3408 


End 


12474 






Name 


OJ000350 29.0314.C7.o2.np 


Method 


AAT/NAP 






bt art 


3408 


End 


12474 






GI 


6979320 


Score 


1115 






Exons 


3408.. 3854, 3952.. 4362, 4495 


..4689, 5252.. 5988, 


10986. . 


11303, 




11371. .11595, 12367. .12474 










GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44075 


Seq. ID 


OJ000350 


__29.0314 


.C7 


Gene No. 


92681 


Strand 








Start 


30724 


End 


33699 






Name 


OJ000350 29.0314.C7.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1358 


End 


1809 






GI 


none 


Score 


548 






Exons 


1358. .1765, 1375. .1809 










Seq. No. 


44075 


Seq. ID 


OJ000350 


_29.0314 


.C7 


Gene No. 


92681 


Strand 








Start 


30724 


End 


33699 






Name 


OJ000350 29.0314.C7.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


1364 


End 


1594 






GI 


none 


Score 


196 






Exons 


1364. .1594 










Seq. No. 


44075 


Seq. ID 


OJ000350 


_29.0314 


,C7 


Gene No. 


92681 


Strand 








Start 


30724 


End 


33699 






Name 


OJ000350 29.0314.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1409 


End 


1766 






GI 


none 


Score 


497 






Exons 


1409.. 1765, 1410.. 1607, 1417 


. .1680, 1463. .1762, 


1647. . 1766 


beq. no. 


44075 


Seq. ID 


OJ000350 


_29.0314 


,C7 


Gene No. 


92681 


Strand 








Start 


30724 


End 


33699 






Name 


OJ000350 29.0314.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1886 


End 


33699 * 






GI 


none 


Score 


125 






Exons 


1886.. 2086, 2088. .2339, 2089 


..2343, 33637.. 33699 





45039 




Seq. No. 


44075 


Seq. ID 


OJ000350_29.0314 


.C7 


Gene No. 


92681 


Strand 






Start 


30 1 24 


End 


33699 




Name 


OJ000350 29 . 0314 . C7 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2131 


End 


2385 




GI 


none 


Score 


269 




Exons 


2131. .23oD, 21Q2..23fo 








Seq. No. 


44075 


Seq. ID 


OJ000350_29.0314 


.C7 


Gene No. 


92681 


Strand 






Start 


O A "7 O / 

30 1 24 


hna 


O *3 f A A 

33699 




Name 


^taaa'Oca oo n 1 1 a r~* i o i 

OJ00U350 2 9 . 0314 . C7 . o2 . tm 


Method 


TBLASTX : Mai ze 




Start 


A 1 O /I 

2 134 


End 


2376 




GI 


none 


Score 


"D 1 A 

310 




Exons 


2134. .23/6, 2140. .2349, 2142 


. . 2375 






Seq. No. 


a a a "7 c 
4 4 U / 0 


Seq. ID 


s~\ t A A A "D C A OA A "!) 1 A 

OJUUU350 29.0314 


. C7 


Gene No . 


92681 


Strand 






Of n yf 

o tar l 


30724 


End 


33699 




Name 


OJ000350 29.0314.C7.o4.np 


Method 


AAT/NAP 




Start 


30724 


End 


32892 




GI 


7489509 


Score 


623 




Exons 


30724. .30771, 31523. .328 92 








GI Descrip. 


NBS-LRR type resistance protein - rice 


( fragment ) 






gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistan 




proLcin njryza sacivaj 








Seq. No. 


44075 


Seq. ID 


OJ000350_29.0314 


C7 


Gene No. 


92681 


Strand 






Start 


30724 


End 


33699 




Name 


OJ000350 29.0314.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


32064 


End 


32478 




GI 


none 


Score 


72 




Exons 


32064. .32180, 32196. .32324, 


32352. .324 65, 32374. .324 78 




Seq. No. 


44076 


Seq. ID 


OJ000350_29.0314 


.C8 


Gene No. 


92682 


Strand 


+ 




Start 


525 


End 


1501 




Name 


OJ000350 29.0314.C8.ol.gs 


Method 


GENSCAN 




Start 


525 


End 


1501 




GI 


none 


Score 


.45 




Exons 


525. .583, 1405. .1501 








Seq. No. 


44076 


Seq. ID 


OJ000350_29.0314. 


C8 


Gene No. 


92683 


Strand 






Start 


3899 


End 


10607 




Name 


OJ000350 29.0314.C8.o2.gs 


Method 


GENSCAN 




Start 


3899 


End 


10607 




GI 


none 


Score 


.74 




Exons 


3899. .3961, 4923. .5024, 5107 


..5178, 523 


8. .5399, 5670. .5777 




6528. .6947, 7946. .8030, 8937 


..9016, 9205. .9282, 9943. .1008; 




10193. . 10607 








Seq. No. 


44076 


Seq. ID 


OJ000350_29.0314. 


C8 


Gene No. 


92683 


Strand 






Start 


3899 


End 


10607 




Name 


OJ000350 29.0314.C8.ol.tc 


Method 


TBLASTX: Cress 





45040 




Start 


4 834 








End 


5780 




GI 


none 








Score 


67 




Exons 


4b 34 . . 4884 , 


524 7 


. . 5345, 


5508 . 


.5579, 


5518. .'5577, 


-5528 . . 5581 , 




DOD / . . 3 / bo, 


C C C H 

ODD/ 


c n o n 










Seq. No. 


4 4076 








Seq. ID OJ000350 


_29 . 0314 . C8 


Gene No. 


92 683 








Strand 






Start 


3899 








End 


10607 




Name 


OJ000350 29, 


.0314 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4834 








End 


5781 




GI 


none 








Score 


58 




Exons 


4834. .4884, 


4971 


. .5024, 


5122. 


.5169, 


5143. .5202, 


5247. .5345, 




5267. .5380, 


5508 


. .5579, 


5518. 


.5571, 


5667. .5780, 


5667. .5780, 




5722. .5781 















ry 



Seq. No. 


A A C\ 1 C 

4 4 U / b 








Seq. ID 


OJ000350_29.0314 


.C8 


Gene No. 


C\ O /"* o o 

92683 








Strand 






Start 


38 99 








End 


10607 




Name 


UJUUU jjU £)p 


• U J 1 4 . 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


4968 








End 


10607 




GI 


6633808 








Score 


1041 




Exons 


4968. .5024, 


5107. 


.5178, 


5262. 


.5349, 5509. .5576, 5670. .5777, 




6561. . 6975, 


8937. 


.9016, 


9205. 


.9282, 9943.. 10080, 10146., 


.10607 


GI Descrip. 


(AC009519) 


F1N19. 


1 [Arabidopsis thaliana] 




Seq. No. 


44076 








Seq. ID 


OJ000350_29.0314, 


.C8 


Gene No. 


92683 








Strand 






Start 


3899 








End 


10607 




Name 


OJ000350 29 


.0314 . 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6811 








End 


8012 




GI 


none 








Score 


134 




Exons 


6811. .6942, 


6816. 


. 6947, 


7932. 


.8012 






Seq. No. 


44076 








Seq. ID 


OJ000350_29.0314 . 


.C8 


Gene No. 


92683 








Strand 






Start 


3899 








End 


10607 




Name 


OJ000350 29 


.0314. 


C8..0I. 


gp 


Method 


AAT/GAP 




Start 


7994 








End 


10082 




GI 


3106646 








Score 


619 




Exons 


7994. .8030, 


8937. 


.9016, 


9205. 


.9282, 9943.. 10082 





Seq. No. 44077 Seq. ID 

Gene No. 92684 Strand 

Start 737 End 

Name OJ000350_29 . 0314 . C9 . ol . gs Method 

Start 737 End 

GI none Score 

Exons 737 . . 907 



OJ000350_29.0314 .C9 
+ 

907 

GENSCAN 

907 

.99 



Seq. No. 44077 Seq. ID 

Gene No. 92685 Strand 

Start 6556 End 

Name OJ000350_29 . 0314 . C9 . o3 . gs Method 

Start 6556 End 

GI none Score 

Exons 6556.. 6789, 8608.. 9699 



OJ000350_29.0314 .C9 
+ 

9699 
GENSCAN 
9699 
.66 



45041 



Seq. No. 


44077 


Seq. ID 


OJ000350 


Gene No. 


92686 


Strand 


+ 


Start 


10414 


End 


12672 


Name 


OJ000350 29 . 0314 . C9 . o4 . gs 


Method 


GENSCAN 


Start 


T f\ A 1 A 

104 14 


End 


12672 


GI 


none 


Score 


.58 


Exons 


104 14 . . 1 054 0 , lUo bo . . 10 oo7 , 


12571. .12672 


Seq. No. 


A A f\ "7 "7 

4 4 0// 


Seq. ID 


OJ000350 


Gene No . 


yz oo / 


Strand 


+ 


otart 


1 /II CQ 

1 4 1 o y 


End 


14611 


Name 


ujuuuoou 2 y . uoi 4 . Ly . oi . gp 


Method 


AAT/GAP 


Start 


14159 


End 


14611 


GI 


36280_1.R1084 


Score 


806 


Exons 


1 /I 1 CQ 1 Vl C 1 1 

14 loy . . 14 oil 






GI Descrip. 


' 529597 1/dbj | BAA8 1872 . 1 | 1. 


Oe-81 (AB026295) EST 




corresponds to a region of 


the predicted gene.; 




Tobacco DNA for retroviral- 


like transposon Tnt 




[Oryza sativa] ' 






Seq. No. 


A a no 1 

4 4 0 // 


Seq. ID 


OJ000350 


Gene No. 


92688 


Strand 


+ 


Start 


20373 


End 


25780 


Name 


ujuuuoou zy.uoi4.cy.OD.gs 


Method 


GENSCAN 


Start 


o n o o o 

20373 


End 


25780 


GI 


none 


Score 


.44 


Exons 


onooo onnco o *i i c i o o n /~ tr 

20373 .. 20958, 21151 .. 22065, 


23264 . .24020, 25521 




257 63 . .25780 






Seq. No. 


44077 


Seq. ID 


OJ000350 


Gene No. 


92688 


Strand 


+ 


Start 


o n o o o 
z 1)3 / o 


End 


25780 


Name 


/O THom cn on noi/i /^n o ~— . 

OJ000350 2 9 . 0314 . C9 . o2 . gp 


Method 


AAT/GAP 


Start 


o o n n c 

23905 


End 


25695 


GI 


o o n o O T o 

23098 /3 


Score 


535 


Exons 


oinnc o^non occot oc^nc 

zjyuj. . z4uzu, zoozi..zDbyo 






Seq. No. 


44077 


Seq. ID 


OJ000350_ 


Gene No. 


92689 


Strand 


+ 


Start 


25808 


End 


26159 


Name 


OJ000350 29.0314.C9.o3.gp 


Method 


AAT/GAP 


Start 


25808 


End 


26159 


GI 


none 


Score 


688 



29. 0314. C9 



D24315(R1718) 
Similar to 
1-94 . (X13777) 



29. 0314. C9 



.25722, 



Exons 



25808. .26159 



Seq. No. 44077 Seq. ID 

Gene No. 92690 Strand 

Start 35555 End 

Name OJ000350_2 9 . 0314 . C9 . o9 . gs Method .. 

Start 35555 End 

GI none Score 
Exons 



OJ000350_29.0314 .C9 
+ 

43744 
GENSCAN 
43744 
.53 



35555. .35700, 35825 .. 35892 , 36622 36691 , 368 96 .. 38004 , 
3818 6. .4 0601, 4 1310 . . 4 14 60, 41551. .41824, 4 18 93 4 1 936, 



42344. .42462, 42566 42686, 4277 9 .. 42933, 43020. 
43318. .43575, 43679. .43744 



,43248, 



Seq. No. 



44077 



Seq. ID OJ000350_29.0314.C9 



45042 



Gene No. 92691 Strand 

Start 1333 End 

Name OJ000350_29 . 0314 . C9 . o2 . gs Method 

Start 1333 End 

GI none Score 

Exons 1333.. 1613, 3827.. 4037 



4037 
GENSCAN 
4037 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44077 Seq. ID 

92692 Strand 

13782 End 

OJ000350_29 . 0314 . C9 . o5 . gs Method 

13782 End 

none Score 



OJ000350_29.0314 .C9 

18798 
GENSCAN 
18798 
.62 



13782. .14537, 14575 .. 15305 , 15327 .. 154 96, 15510 .. 15676, 
15700. . 17186, 17526. .18604, 18767. .18798 



Seq. No. 44077 

Gene No. 92693 

Start 26805 

Name OJ000350_29 . 0314 . C9 . o4 . gp 

Start 26805 

GI none 

Exons 26805. .27257 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 27257 

Method AAT/GAP 

End 27257 

Score 890 



m 



Seq. No. 44077 

Gene No. 92694 

Start - 28033 

Name - OJ000350_29 . 0314 . C9 . o7 . gs 

Start 28033 

GI none 
Exons 



Seq. ID OJ000350_29.0314 .C9 
Strand 

End 33842 

Method GENSCAN 

End 33842 

Score .77 



28033. .28521, 294 08 .. 29635 , 29934 .. 30220, 32221 .. 32277 , 
33401. .33842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44077 
92695 
34105 

OJ000350_2 9.0314.C9.o2.tc 

9025 

none 



Seq. ID OJ000350_29.0314 .C9 
Strand 

End 34828 

Method TBLASTX : Cress 

End '■' 9239 . 

Score 286 



9025. .9237, 9027. .9239, 9027... 9239 



Seq. No. 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . o4 . ts 

Start 13809 

GI none 
Exons 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX : Soybean 

End 14459 

Score 51 



13809. .14042, 1394 2 14 028 , 14097 14285, 14 125 .. 14286, 
14298. .14459 



Seq. No. 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . ol . tc 

Start 13818 

GI none 
Exons 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX: Cress 

End 14480 

Score 99 



13818. .14 036, 13852. . 14 028, 14 103 .. 14 183, 14 107 .. 14 184 , 



45043 






14193. 


.14480, 14289 


1 A A H 1 
. 14 4 /I 








Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


. C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9 


06 . tm 


Method 


TBLASTX: Maize 




Start 


13819 






End 


14208 




GI 


none 






Score 


345 




Exons 


13819. 


.14205, 13821 


1 A T o a 
. 141^0, 


13821. .14207, 13970. . 14176, 






14101. 


.14208 










Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


13848 






End 


14267 




GI 


none 






Score 


80 




Exons 


13848. 


.14051, 13860. 


1 a n a o 

. 14U4Z, 


14097. . 14267, 14107. .14184 




Seq. No. 


. 44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9. 


olo . tm 


Method 


TBLASTX: Maize 




Start 


14214 






End 


14397 




GI 


none 






Score 


114 




Exons 


14214 . 


.14396, 14215. 


i a o m 








Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


• C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14286 






End 


14480 




GI 


none 






Score 


180 




Exons 


14286. 


. 14480 










Seq. No. 


44077 






Seq. ID 


OJ000350__29.0314 


. C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14397 






End 


14781 




GI 


none 






Score 


154 




Exons 


14397. 


.14516, 14397. 


. 144 95, 


14423. .14521, 14501 .. 14716, 






14518. 


.14694, 14689. 


1 A "1 O 1 

.14 / o 1 , 


14692. .1471 


31. 




Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


. C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350 29. 0314. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14611 






End 


15157 




GI 


none 






Score 


68 






14611. 


.14688, 14722. 


. X '-i O J , 


14818. . 14967, 14842 .. 14964 , 






14960. 


.15004, 14962. 


. 15045, 


15040. . 15156, 15047. .15157 




Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


,C9 


Gene No. 


92695 






Strand 






Start 


34105 






End 


34828 




Name 


OJ000350_29.0314.C9. 


o3 . ts 


Method 


TBLASTX: Soybean 





45044 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14833 
5509260 



End 
Score 



15324 
100 - 



14833. . 14967, 14852 .. 14 965 , 14941 15045, 1504 0 .. 15324 , 
15065. .15244 



44077 
92695 
34105 

OJ000350_29.0314.C9.o5.tc 
14962 
none 

14962. .15045, 15040 .. 15204 , 15059. .15202 



Seq. ID OJ000350_29.0314.C9 
Strand 

34828 

TBLASTX: Cress 
15204 
95 



End 

Method 

End 

Score 



44077 
92695 
34105 

OJ000350_29.0314.C9.o9.tm 
14980 
none 

14980. . 15045, 14 980 .. 1504 5 , 15028 15237 , 15035 .. 15247 , 
15040. . 15273 



Seq. ID OJ000350_29.0314.C9 
Strand 

34828 

TBLASTX: Maize 
15273 
73 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44077 
92695 
34105 

OJ000350_29.0314 .C9.ol.ts 

15829 

none 

1582 9. .15912, 15934. .1624 5, 

44077 
92695 
34105 

OJ000350_29.0314 .C9.o2.tm 

15850 

none 

15850. .16272, 15851. .16276 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX : Soybean 

End 16245 

Score 173 
15950. .16240 

Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX: Maize 

End 16276 

Score 554 



44077 
92695 
34105 

OJ000350_2 9.0314.C9.o3.tw 
15919 
none 

15919. .16008, 15950. .16012, 16015 .. 16281, 1 612 1 16264 , 
16339. .16479 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX : Wheat 

End 16479 

Score 37 



Seq. No. 440.y7 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . o3 . tc 

Start 15937 

GI none 

Exons 15937. 



16230, 15944. .16090, 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX : Cress 

End 16230 

Score 63 
16148. .16180 



Seq. No. 



44077 



Seq. ID OJ000350 29. 0314. C9 



45045 



Gene No. 92695 Strand 

Start 34105 • End 

Name (^000350^2 9 . 0314 . C9 . olO . ts Method 

Start 16339 End 

GI none Score 

Exons 16339. .16614, 16438.. 16518 



34828 

TBLASTX: Soybean 

16614 

198 



Seq. No. ' 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . ol . tw 

Start 16552 

GI none 

Exons 16552 
16700 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16632, 16553. .16627, 16612 .. 16872, 16639 
17005 



OJ000350_29.0314.C9 
34828 

TBLASTX: Wheat 

17005 

40 

17004, 



Seq. No. 44077 Seq. ID 

Gene No. 92695 Strand 

Start 34105 End 

Name OJ000350_2 9 . 0314 . C9 . olO . tm Method 

Start 16675 End 

GI none Score 

Exons 16675. . 16914, 16676.. 16915 



OJ000350_29.0314.C9 
34828 

TBLASTX : Mai ze 

16915 

276 



O 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44077 
92695 
34105 
OJ000350 
16930 
none 
16930 
17077 
17216 
17370 



29.0314 .C9.o3.tm 



17076, 
17187, 
17350, 
17603, 



16937. 
17079. 
17356. 
17371. 



44077 
92695 
34105 

OJ000350_29.0314.C9, 

17859 

none 

17859. . 17930, 17860, 



17080, 
17180, 
17388, 
17607, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16942 

17106 



OJ000350 29. 0314. C9 



34828 

TBLASTX: Maize 
17628 
176 

17091, 16944 . . 17078, 
17291, 17113. . 17265, 



17358. .17387, 17360. 
17581. .17628 



, 17389, 



Seq. ID OJ000350_29.0314 .C9 

Strand - t 

End 34828 

o8.tm Method TBLASTX : Maize 

End 18100 

Score 65 
.18093, 17860. .18099, 17924. .18100 



Seq. No. 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_2 9 . 0314 . C9 . 

Start 21723 

GI none 

Exons 21723. .21950, 21723. 

21932. .22021, 21948. 



Seq. ID OJ000350_29.0314 .C9 
Strand 

End 34828 

ol2.tm Method TBLASTX : Maize 

End 22022 

Score 233 
.21875, 21724 . .21906, 21725 .. 2 194 9, 
.22022 



Seq. No. 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . 06 . ts 

Start 21938 



Seq. ID OJ000350_29.0314.C9 
Strand 

End 34828 

Method TBLASTX : Soybean 

End 22121 



45046 




GI 


none 




Score 


OCT 

Zoi 




Exons 


Z19Jo . . ZZ 111,. Z1948 


O O 1 O 1 

. . zzlzl 








Seq. No. 


44077 




Seq. ID 


OJ000350 


_29.0314 


Gene No. 


92695 




Strand 






Start 


j4 1UO 




End 


O / Q O D 

J4 oZo 




Name 


OJUUUJoU zy.UJl4.C9 


. o2 . tw 


Method 


rpnT 7\ O T V . 


Wheat 


Start 


Z Jz J J 




End 


O "3 A Q Q 
Z J4 OO 




GI 


none 




Score 


J f z 




Exons 


O'JO'3'? 0"3^Q"7 0"50"5c; 
Z j^jj . . Z J4o / , Z JZjj 


. . Z J 4 o o , 


z jz y / . . z j 4 1 


3 Q 0 Q*7 

do f z jz y / 


O *3 A Q Q 
. . Z J4 0 0 


Seq. No. 


A A m *7 

4 4 U / / 




Seq. ID 


OJ000350 


O Q rt O 1 A 

z y . u Ji 4 


Gene No. 


92695 




Strand 






Start 


34105 




End 


34828 




Name 




. o5 . tm 


Method 


TBLASTX: 


Mai ze 


Start 






End 


23759 




GI 


none 




Score 


483 




Exons 


iJZOJ. .ZOD/1, ZJZbO, 


. . Z Jo / U , 


23635. .23712, 23635 


O O 1 rt o 

. . Z J / U J , 




£jo4u . . t j /ii, zj/uy, 


. . z j / o y 








Seq. No. 


44077 




Seq. ID 


OJ000350 


_29.0314 


Gene No. 


92695 




Strand 






Start 


J4 11)0 




End 


34828 




Name 


/^Trtrtrtocrt on rt o 1 /i 

ujuuujou zy.uji4.Ly, 


, o9 . ts 


Method 


TBLASTX : 


Soybean 


Start 


Z J / b J 




End 


23937 




bl 


none 




Score 


203 




Exons 


O O "7 £ O O Q O rt /I OOIC/ 

Z J / bo . . Z Jo U 4 , zo/b4. 


O O rt O *7 

. . z Jy J / , 


23773. .23931, 23838 


o o n o 
. . Z J9 Jo 


Seq. No. 


a a n "j i 
4 4 U / / 




Seq. ID 


OJ000350 


on mi / 

zy . 0 J14 


Gene No. 


no m c 

92695 




Strand 






Start 


34105 




End 


34828 




Name 


OJ000350_29.0314.C9, 


. ol . tm 


Method 


TBLASTX: 


Maize 


otart 


Z J / b4 




End 


26301 




GI 


none 




Score 


352 




Exons 


Z J / b4 . . Z4 Uo 1 , ZJ/bb. 


O A rt O rt 

, . Z4 UZU , 


23870. .24070, 25513 


. . zoo y d, 




zooiy . . zooyb, zoozb. 


, . Z 0 blZ , 


25598. .25693, 25613 


. . z bz y y , 




Zo bZ4 . . Z b JUI 










Seq. No. 


/I / ATT 

4 4 U / / 




Seq. ID 


OJ000350 


O O rt O 1 A 

Z 9 . (J J14 


Gene No. 


92695 




Strand 






Start 


34105 




End 


34828 




Name 


ujuuujou zy.uji4.cy. 


. o / . ts 


Method 


TBLASTX : 


Soybean 


Start 


z jyoU 




End 


25731 




CjI 


none 




Score 


111 




Exons 


z jyou . . Z4 iz j , zjyoz. 


o /i rt o rt 
. ♦ Z 4 UZU , 


25513. .25593, 25519 


. . Zoo y o, 




Z o oZ b . . Z 0 bZ i , ZooZb. 


. Zoblo , 


25627. .25731, 25638 


o c: *7 o rt 
. . ZO / JU 


Seq. No. 


44077 




Seq. ID 


OJ000350 


_29.0314 


Gene No. 


92695 




Strand 






Start 


J4 105 




End 


34828 




Name 


OJ000350 29. 0314. C9. 


o2 . ts 


Method 


TBLASTX: 


Soybean 


Start 


25741 




End 


26157 




GI 


none 




Score 


88 




Exons 


25741. .25815, 25822. 


.25965, 


25966. .26157, 25974 


. .26156 


Seq. No. 


44077 




Seq. ID 


OJ000350 


_29.0314 


Gene No. 


92695 




Strand 







45047 



Start 
Name 
Start 
GI 

Exons 



34105 

OJ000350_29.0314 ,C9.o5. ts 

28384 

none 

28384 . .28476, 28489 .. 28527 , 
29409. .29636, 29931 .. 30065, 



End 34828 

Method TBLASTX : Soybean 

End 30065 

Score 209 
29406. .29564, 29408 .. 29644 , 
29935. .30039 



Seq. .No. 44077 

Gene No. 92695 

Start 34105 

Name OJ000350_29 . 0314 . C9 . ol5 . 

Start 29405 

GI none 
Exons 



tm 



Seq. ID OJ000350_29.0314 .C9 
Strand 
End 

Method 
End 
Score 



34828 

TBLASTX: Maize 

29648 

213 



29405. .29641, 29406 .. 29636, 29406. .29648 



Seq. No. 44077 Seq. ID 

Gene No. 92695 Strand 

Start 34105 End 

Name OJ000350_29 . 0314 . C9 . 08 . gs Method 

Start 34105 End 

GI none Score 

Exons 34105. .34666, 34725.. 34828 



OJ000350_29.0314 .C9 

34828 
GENSCAN 
34828 
.87 



Seq. No. 44077 

Gene No. 92696 ^ 

Start 36945 

Name OJ000350_29 . 0314 . C9 . o4 . tm 

Start 36945 

GI none 

Exons 36945..36998, 37 013 .. 3734 5 , 
374 67. .37748, 37 4 84. .37 624 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000350_29.0314.C9 
38160 

TBLASTX: Maize 

37748 

75 



37014. .374 63, 37 110 .. 37478 , 



Seq. No. 44077 

Gene No. 92696 

Start 36945 

Name OJ000350_29 . 0314 . C9 . o4 . tw 

Start 37572 

GI none 

Exons 37572. .37868, 37 605 .. 37859, 
37893. .38000 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_29.0314.C9 
38160 

TBLASTX: Wheat 

38000 

275 



37673. .37867, 37892 .. 37987 , 



Seq. No. 44077 

Gene No. 92696 

Start 36945 

Name OJ000350_29 . 0314 . C9 . oil . tm 

Start 37751 

GI none 

Exons * 37751. .37873, 37755 . . 37880 , 
38080.. 38160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_29.0314 .C9 
38160 

TBLASTX: Maize 

38160 

169 



37871. .38023, 37 884 .. 38018 , 



Seq. No. 44077 Seq. ID 

Gene No. 92697 Strand 

Start 39214 End 

Name OJ000350_29 . 0314 . C9 . ol4 . tm Method 

Start 39214 End 

GI none Score 
Exons 



OJ000350_29.0314.C9 
39669 

TBLASTX: Maize 

39669 

81 



39214. .39282, 39283 .. 39420, 39454. .39669 



45048 



Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No. 


92698 






Strand 






Start 


39813 






End 


40182 




Name 


OJ000350 29. 0314. C9. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


39813 






End 


40182 




GI 


none 






Score 


317 




Exons 


39813. . 


40097, 39838. 




39841. .40182 




Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No . 


92699 






Strand 






btart 


40486 






End 


40809 




Name 


OJ000350 29. 0314. C9. 


o4 . t C 


Method 


TBLASTX: Cress 




otart 


40486 






End 


40743 




bl 


none 






Score 


198 




Exons 


40486. . 


40743, 40494. 


A f\ C Q A 








Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No . 


92699 






Strand 






Start 


40486 






End 


40809 




Name 


OJ000350 29. 0314. C9. 


ol / . tm 


Method 


TBLASTX: Maize 




Start 


40489 






End 


40809 




GI 


none 






Score 


172 




Exons 


40489. . 


40716, 40491. 


. 4 (Jo J / , 


40735. .40809 




Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No . 


92700 






Strand 






Start 


40735 






End 


40917 




Name 


OJ000350 29. 0314. C9. 


08 . t S 


Method 


TBLASTX: Soybean 




Start 


40735 






End 


40917 




GI 


none 






Score 


205 




Exons 


40735. . 


40917, 40737. 


. 4 uyio 








Seq. No. 


44077 






Seq. ID 


OJ000350_29.0314 


.C9 


Gene No. 


92701 






Strand 






Start 


42223 






End 


43266 




Name 


OJ000350 29. 0314. C9. 


ol 0 . tm 


Method 


TBLASTX: Maize 




Start 


42223 






End 


43266 




GI 


none 






Score 


76 




Exons 


42223. . 


42288, 42383. 


A O A A O 


42799. .42£ 


197, 42833. .42901, 






43017. . 


43115, 43018. 


a "3 1 0 n 
. 4 J lo / , 


43150. .43266, 43176.. 43262 




Seq. No. 


44078 






Seq. ID 


OJ000350_29.0314 


.C10 


Gene No . 


92702 






Strand 






Start 


392 






End 


538 




Name 


OJ000350 29. 0314. C10 


. ol . gs 


Method 


GENSCAN 




Start 


392 






End 


538 




GI 


none 






Score 


.46 




Exons 


392. .53 


8 










Seq. No. 


44079 






Seq. ID 


OJ000350_28.0314 


.C8 


Gene No. 


92703 






Strand 


+ 




Start 


239 






End 


1282 




Name 


OJ000350 28. 0314. C8. 


ol . gs 


Method 


GENSCAN 




Start 


239 






End 


1282 




GI 


none 






Score 


. 67 




Exons 


239. .325, 1115. .1282 











45049 



Seq. No. 


44079 


Seq. ID 


OJ000350_28. 


0314 


.C8 


Gene No . 


don c\a 
yz i \jH 


bt rana 








Of _ „4_ 

b tart 




IT n 

bna 


O 1 A CL 

Z 1 4j 






Name 


UJUUUj jU Z o . U J 1 4 . Lo . OZ . CfS 


Method 


r 1 r m c p t\ m 






o tar t 






Z / HD 








none 


Score 


. O 3 






Exons 


ZJDl . . Z DID , ZDDD . . Z 1 HO 










Seq. No. 


44080 


Seq. ID 


OJ000350_28. 


0314 


.C9 


Gene No. 


92705 


Strand 


+ 






Of 2 V-+- 

bt art 


778 


End 


5821 






Name 


OJ000350 28.0314.C9.ol.gs 


Method 


GENSCAN 






b tar t 


778 


End 


5821 






P T 


none 


Score 


.49 






Exons 


778. .852, 1967. .2027, 2074 


..2193, 3011 


..3071, 3357. 


. 3491, 




4365. .4512, 5321. .5353, 5450. .5574, 5686. .5821 






Seq. No. 


44080 - 


Seq. ID 


OJ000350_28. 


Uol4 


. cy 


Gene No. 


92706 


Strand 


+ 






bt art 


8583 


End 


10444 






Name 


OJ000350 28.0314 .C9.o2.np 


Method 


AAT/NAP 






bt art 


8583 


End 


10444 






bl 


5852093 


Score 


56 






Exons 


8583. .8716, 10409. .10444 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 








Seq. No. 


44080 


Seq. ID 


OJ000350_28. 


UJ 1 4 


. cy 


Gene No. 


92707 


Strand 


+ 






bt art 


11636 


End 


11792 






Name 


OJ000350 28.0314 .C9.o3.np 


Method 


AAT/NAP 






cm — i -v--f- 

b tart 


11636 


End 


11792 






bl 


6721516 


Score 


64 






Exons 


11636. . 11792 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






beq . ino . 


44080 


Seq. ID 


OJ000350_28. 


0314 


C9 


belle 1NO . 


92708 


Strand 








Start 


1 


End 


12696 






Name 


OJ000350 28.0314.C9.ol.np 


Method 


AAT/NAP 






o l a r l. 


1 


End 


12696 






C T 


6685708 


Score 


56 






Exons 


1..21, 1183. .1327, 7383. .7474, 12635.. 


12696 






GI Descrip. 


85 KD CALCIUM-INDEPENDENT 


PHOSPHOLIPASE A2 (IPLA2) 


(CAI- 


-PLA2) 




gi | 174 384 6 | gb | AAC53136 . 1 | 


(U518 98) Ca2+-independent 








phospholipase A2 [Rattus norvegicus] 








Seq. No. 


44080 


Seq. ID 


OJ000350_28. 


0314 


C9 


Gene No . 


92708 


Strand 








Start 


1 


End 


12696 






Name 


OJ000350 28.0314.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


971 


End 


1453 








none 


Score 


118 






Exons 


971. .1045, 1153. .1428, 1163. .1453 








Seq. No. 


44081 


Seq. ID 


OJ000350_28. 


0314 . 


C10 


Gene No. 


92709 


Strand 


+ 







45050 



Cf y- 4- 


077 

Oil 


T7 r\ s4 

bna 


Z 000 


Name 


ujuuujou zo.Uji4.Liu.oi.gs 


Metnoa 


GENSCAN 


C 4 , v- 4- 

btart 


oil 


IT" _ _3 

hna 


0 0 c 0 


■ P T 


none 


Score 


. 41 0 


Exons 


O I I . . yon , Z/OZ. .ZOJO 






beq . no . 


41 4 Uo 1 


Seq. ID 


OJ000350 28. 0314. C10 


bene lno . 


92710 


Strand 




Start 


1916 


End 


2288 


Name 


OJ000350 28.0314.C10.ol.gp 


Method 


AAT/GAP 


OLall- 


1916 


End 


ZZOO 


P T 
bl 


uC-osflcyp033a04bl 


Score 


jib 


Exons 


1916. .2288 






bi uescrip. 


1 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 


oeq . no . 


44081 


Seq. ID 


UJUUUodU zo . Uol 4 . C10 




92711 


Strand 




Start 


2751 


End 


6981 


Name 


OJ000350 28.0314.C10.ol.np 


Method 


AAT/NAP 


Start 


2751 


End 


4666 


P T 


6907087 


Score 


1035 


Exons 


2751. .2852, 3404. .3964, 4141. 


.4666 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


44081 


Seq. ID 


OJ000350_28. 0314 .C10 


Gene No. 


92711 


Strand 




o tar u 


2751 


End 


6981 


Name 


OJ000350 28.0314.C10.o2.gs 


Method 


GENSCAN 




3279 


End 


6981 




none 


Score 


.45 


Exons 


3279. .4104, 4135. .4481, 5962. 


.6035, 6516. .6981 


oeq . no . 


44082 


Seq. ID 


OJ000350_28':0314 .Cll 


Gene No. 


92712 


Strand' 


+ 


Start 


1 


End 


4913 


Name 


OJ000350 28.0314 .Cll.ol.np 


Method 


AAT/NAP 




1 


End 


1697 


PT 
bl 


6721516 


Score 


132 


Exons 


1..20, 874. .978, 1397. .1697 






bi uescrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44082 


Seq. ID 


OJ000350_28.0314.Cll 


Gene No. 


92712 


Strand 


+ 


Start 


1 


End 


4913 


Name 


OJ000350 28.0314.Cll.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4913 


GI 


6069646 


Score 


311 



Exons 1..37, 2653.. 2954, 3552.. 3677, 3959.. 4913 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



45051 



Seq. No. 44082 Seq. ID 

Gene No. 92712 Strand 

Start 1 End 

Name OJ000350_28 . 0314 . Cll . ol . gp Method 

Start 2098 End 

GI .LIB3477-003-P1-K1-E9 Score 

Exons 2098.. 2164 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
• S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000350_28. 0314. Cll 
+ 

4913 
AAT/GAP 
2164 
92 





44082 




Seq. ID 


OJ000350_28.0314 


n 1 


bene lnu . 


92713 




Strand 


+ 






14580 




End 


16268 




Name 


OJ000350 28.0314 .Cll. o3 


.np 


Method 


AAT/NAP 




Start 


14580 




End 


16268 




C T 


7340869 




Score 


157 




Exons 


14580. .14783, 16211. .16268 








\j± uescrip . 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




oeq . no . 


44082 




Seq. ID 


OJ000350_28.0314 


.Cll 


bene no . 


92714 




Strand 


+ 




Start 


22780 




End 


22870 




Name 


OJ000350 28. 0314. Cll. 06 


.np 


Method 


AAT/NAP 




o car l 


22780 




End 


22870 




bl 


6721561 




Score 


119 




Exons 


22780. .22870 










GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gil 6815086|dbj IBAA90372 


1| (AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of the predicted gene.; hypothetical 




protein [Oryza sativa] 










oeq . no . 


44082 




Seq. ID 


OJ000350_28.0314 


.Cll 


bene no . 


92715 




Strand 






o car l 


7177 




End 


11501 




Name 


OJ000350 28.0314 .Cll. o2 


gs 


Method 


GENSCAN- 




otdit 


7177 




End 


11467 




bl 


none 




Score 


.89 




Exons 


7177. .8645, 9433. .9627, 


9636. 


9662, 10144 . .11467 




Seq. No. 


44082 




Seq. ID 


OJ000350_28.0314 


Cll 


Gene No. 


92715 




Strand 






Start 


7177 




End 


11501 




Name 


OJ000350 28. 0314. Cll. o2. 


gp 


Method 


AAT/GAP 




Start 


11078 




End 


11501 




GI 


none 




Score 


803 




Exons 


11078. .11501 










Seq. No. 


44082 




Seq. ID 


OJ000350_28.0314. 


Cll 


Gene No. 


92716 




Strand 






Start 


15780 




End 


22760 




Name 


OJ000350 28. 0314. Cll. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2783 




End 


3897 




GI 


none 




Score 


68 




Exons 


2783. .2911, 3555. .3779, 


3784. . 


3897 







45052 



Seq. No. 


44082 


Seq. ID 


OJ000350 


_28.0314 


.Cll 


Gene No. 


92716 


Strand 


- 






Start 


lb /o0 


End 


22760 






Name 


OJ000J50 28 . 0314 . Cll . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


4 4 7 4 


End 


4 686 






GI 


none 


Score 


221 






Exons 


A A 1 A A C O f~ A A C\ A A C O *") 

44/4. .4ooo, 4494. .4682 










Seq. No. 


A A C\ O O 

4 4 082 


Seq. ID 


OJ000350 


_28 . 0314 


. Cll 


Gene No. 


92716 


Strand 








Start 


15780 


End 


22760 






Name 


OJ000350 28.0314.Cll.o4.np 


Method 


AAT/NAP 






Start 


15780 


End 


22571 






GI 


7248392 


Score 


156 






Exons 


15780. .16139, 21546. .21742, 


22476. .22571 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44082 


Seq. ID 


OJ000350 


28 . 0314 


. Cll 


Gene No . 


92716 


Strand 








Start 


15780 


End 


22760 






Name 


OJ000350 28.0314.Cll.o3.gp 


Method 


AAT/GAP 






Start 


16687 


End 


17211 






GI 


LIB3434-038-P1-K1-F1 


Score 


759 






Exons 


16687. .17211 










GI Descrip. 


1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 


sativa genomi 




DNA, chromosome 8, clone : P0026F07 f 








Seq. No. 


44082 


Seq. ID 


OJ000350 


_28.0314 


.Cll 


Gene No. 


92716 


Strand 








Start 


15780 


End 


22760 






Name 


OJ000350 28.0314.Cll.o5.gs 


Method 


GENSCAN 






Start 


21498 


End 


22760 






GI 


none 


Score 


.55 






Exons 


21498. .21963, 22703. .22760 










Seq. No. 


44082 


Seq. ID 


OJ000350 


_28.0314 


.Cll 


Gene No. 


92716 


Strand 








Start 


15780 


End 


22760 






Name 


OJ000350 28.0314.Cll.o5.np 


Method 


AAT/NAP 






Start 


22659 


End 


22747 






GI 


4680183 


Score 


99 






Exons 


22659. .22747 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


44083 


Seq. ID 


OJ000350_ 


_28.0314 


.C12 


Gene No . 


92717 


Strand 


+ 






Start 


149 


End 


256 






Name 


OJ000350 28.0314.C12.ol.gp 


Method 


AAT/GAP 






Start 


149 


End 


256 






GI 


uC-osf Icyp088bl2bl 


Score 


130 






Exons 


149. .256 










GI Descrip. 


'5257255/dbj IAP000364.il AP000364 3.0e-36 Oryza sativa genomi< 




DNA, chromosome 8, clone : P0026F07 ? 








Seq. No. 


44083 


Seq. ID 


OJ000350_ 


_28.0314 


C12 


Gene No. 


92718 


Strand 


+ 






Start 


1331 


End 


3698 







45053 



Name OJ000350_28 . 0314 . C12 . ol . np Method AAT/NAP 

Start 1331 End 3698 

GI 7263180 Score 77 

Exons 1331. .1481, 1856. .1951, 2171.. 2244, 3614. .3698 

GI Descrip. (AF232060) cellular nucleic acid binding protein mutant H128D 
[synthetic construct] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44083 Seq. ID 

92719 Strand 

3008 End 
OJ000350_28 . 0314 . C12 . o2 . gs Method 

3008 End 

none Score 

3008. .3040, 5151. .5361, 5444. .5556 



OJ000350_28.0314 .C12 

5556 
GENSCAN 
5556 
.64 



44084 
92720 
240 

OJ000350_28. 0314 .C13.ol.gs 

240 

none 



Seq. ID OJ000350 28.0314.C13 



Strand 
End 

Method 

End 

Score 



+ 

2433 
GENSCAN 
2056 
.7 



240. .304, 494. .614, 1175. .1486, 1580. .1619, 1785. .2056 



OJ000350_28.0314.C13 
+ 

2433 
AAT/NAP 
2433 
112 



Seq. No. 44084 Seq. ID 

Gene No. 92720 Strand 

Start 24 0 End 

Name OJ000350_28 . 0314 . C13 . o3 . np Method 

Start 372 End 

GI 6721561 Score 

Exons 372.. 462, 2350.. 2433 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12 976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 44084 Seq. ID 

Gene No. 92720 Strand 

Start 240 End 

Name OJ000350_28 . 0314 . C13 . ol . gp Method 

Start 969 End 

GI uC-osflcyp088bl2bl Score 

Exons 969. . 1058 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



OJ000350_28.0314.C13 
+ 

2433 
AAT/GAP 
1058 
129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



44084 Seq. ID 

92720 Strand 

24 0 End 
OJ000350_28 . 0314 .C13 . o4 . np Method 

1246 End 

7340869 Score 
1246. . 1387, 1580. . 1903 

(AP001551) hypothetical protein [Oryza sativa] 



OJ000350_28.0314.C13 
+ 

2433 
AAT/NAP 
1903 
569 



44084 
92721 



Seq. ID 
Strand 



OJ000350 28.0314.C13 



45054 



Start 


1 


End 


162 






Name 


OJ000350 28.0314.C13.ol.np 


Method 


AAT/NAP 






C* 4- -i -v 4- 

start 


1 


End 


162 






bl 


7248392 


Score 


—J f\ 

70 






Exons 


1. .162 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa ] 






beq. NO. 


44084 


Seq. ID 


OJ UUU Jo(J 


Zo . U J14 


. CI J 


Gene No. 


92722 


Strand 








Start 


250 


End 


4320 






Name 


OJUUUJoU zo . U J14 . CI o . oz . np 


Method 


AAT/NAP 






btart 


250 


End 


4300 






GI 


46801,83 


Score 


128 






Exons 


250. .341, 4275. .4300 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


44084 


Seq. ID 


OJ000350 


__28.0314 


.C13 


Gene No. 


92722 


Strand 








b tar u 


250 


End 


4320 






Name 


OJ000350 28.0314.C13.o2.gs 


Method 


GENSCAN 






Start 


2968 


End 


4320 






bl 


none 


Score 


1 






Exons 


2968. .4320 










beq. no. 


44084 


Seq. ID* 


OJ000350 


2o . 0314 


. CI 3 


Gene No. 


92723 


Strand 








Start 


9879 


End 


11689 






Name 


OJ000350 28.0314.C13.o3.gs 


Method 


GENSCAN 






Start 


9879 


End 


11683 






bl 


none 


Score 


.78 






Exons 


987 9. .997 6, 10074 .. 10194 , 10231. .10608, 


10863. . 


1 11 JU , 






11223. .11521, 11615. . 11683 










O fc: ^ . LN U . 


44084 


Seq. ID 


OJ000350 


Z O . U J 1 H 


bio 


Gene No. 


92723 


Strand 








Start 


987.9 


End 


11689 






Name 


OJ000350 28.0314.C13.o5.np 


Method 


AAT/NAP 






Start 


10355 


End 


11689 






GI 


7228438 


Score 


199 






Exons 


10355. . 10608, 108 63. . 11116, 


11215. .11521, 11615 


. .11689 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



44085 
92724 
1 

OJ000350_28.0314 .C14 .ol.np 
1 

7228442* 

1..51, 1135. .3350, 3428. 



OJ000350 28.0314.C14 



Seq. ID 
Strand 

End 3788 
Method AAT/NAP 
End 3788 
Score 1538 

.3788 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 



44085 
92724 



Seq. ID 
Strand 



OJ000350 28.0314.C14 



45055 



Start 
Name 
Start 
GI 

Exons 



1 End 3788 

OJ000350_28.0314 .C14 .o2.tw Method TBLASTX : Wheat 

46 End 306 

none Score 100 

46. .81, 115. .243, 116. .244, 250. .303, 253. .306 



Seq. No. 44085 Seq. ID OJ000350_28 . 0314 . C14 

Gene No. 92724 Strand 

Start 1 End 3788 

Name OJ000350_28 . 0314 . C14 . ol . tw Method TBLASTX : Wheat 

Start 2004 End 2391 

GI none Score 71 

Exons 2004. .2201, 2081. .2167, 2100. .2189, 2146. .2193, 2214. .2390, 

2241. .2390, 2242. .2391 

Seq. No. 44085 Seq. ID OJ000350_28 . 0314 . C14 

Gene No. 92724 Strand 

Start 1 End 3788 

Name OJ000350_28 . 0314 . C14 . ol . tm Method TBLASTX : Maize 

Start 2100 End 2682 

GI none Score 38 

Exons 2100. .2180, 2152. .2178, 2220. .2528, 2224. .2529, 2529. .2681, 
2560. .2682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44086 
92725 
4583 

OJ000350_28.0314.C15.o2.np 



Seq. ID 

Strand 
End 

_ Method 
4583 " End 

7228457 Score .■ 

4 583. .4722, 6224. .6716, 12211. .12408 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000350_28.0314.C15 
+ 

12408 
AAT/NAP 
12408 
171 



Seq. No. , 44086 Seq. ID OJ000350_28 . 0314 . C15 

Gene No. 92725 Strand 

Start 4583 End 

Name OJ000350_28 . 0314 . C15 . o3 . np Method 

Start 5041 End 

GI 6063554 Score 

Exons 5041.. 5103, 7457. 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



OJ000350_ 
+ 

12408 
AAT/NAP 
9178 
286 

,7679, 7797. .8009, 8938. .8973, 9002. .9178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44086 Seq. 'ID OJ000350_28 . 0314 . C15 

92725 Strand + 

4583 End 12408 

OJ000350_28 . 0314 . C15 . o4 . np Method AAT/NAP 

7625 End 12186 

7486751 Score 82 

7 625. .7 648, 9995. .10173, 12115. .1218 6 

hypothetical protein F9F13.140 - Arabidopsis thaliana 
gi|5262172|emb|CAB45815.1| (AL080253) putative protein 
[Arabidopsis thaliana] gi | 7268845 | emb | CAB7904 9 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



45056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44086 .Seq. ID OJ000350_28 . 0314 . C15 

92726 Strand 

68 End 2153 

OJ000350_28.0314 .C15.ol.np Method AAT/NAP 

68 End 2153 

7523517 Score 262 

68. .122, 1146. .1224, 1658. .1712, 1856. .2153 
(AP001633) hypothetical protein [Oryza sativa] 

44086 Seq. ID OJ000350_28 . 0314 . C15 

92727 Strand 

8357 End 8428 

OJ000350_28.0314 .C15.ol.gp Method AAT/GAP 
8357 End 8428 

uC-osroM202024h08al Score 80 

8357. .8428 

'5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. No. 


44086 


Seq. ID 


OJ000350 


Gene No . 


92728 


Strand 




Start 


8569 


End 


9087 


Name 


OJ000350 28.0314.C15.o2.gp 


Method 


AAT/GAP 


Start 


8569 


End 


9087 


GI 


uC-osflM202048c!2bl 


Score 


841 


Exons 


8569. .9087 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2 . Oe- 


16 Oryza 




DNA, chromosome 8, clone : P002 6F07 1 




Sea No 


44086 


Seq. ID 


OJ000350 


Gene No. 


92729 


Strand 




Start 


10005 


End 


12613 


Name 


OJ000350 28.0314.C15.o2.gs 


Method 


GENSCAN 


Start 


10005 


End 


12613 


GI 


none 


Score 


.54 


Exons 


10005. .10185, 10254. .10422, 


10709. .10770, 11086 




11491. .11498, 11880. .12026, 


12237. .12348, 12425 


Seq. No. 


44087 


Seq. ID 


OJ000350 


Gene No. 


92730 


Strand 


+ 


Start 


342 


End 


752 


Name 


OJ000350 28.0314.C16.ol.gs 


Method 


GENSCAN 


Start 


342 


End 


752 


GI 


none 


Score 


.62 


Exons 


342. .529, 678. .752 






Seq. No. 


44087. 


Seq. ID 


OJ000350_ 


Gene No. 


92731 


Strand 


+ 


Start 


2615 


End 


4563 


Name 


OJ000350 28.0314.C16.o2.np 


Method 


AAT/NAP 


Start 


2615 


End 


4563 


GI 


4680186 


Score 


234 


Exons 


2615. .2635, 4342. .4563 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


44087 


Seq. ID 


OJ000350_ 



11300, 



28.0314.C16 



45057 




Gene No. 


yZ 1 3Z 


burana 




Start 


1 


End 


2852 


Name 


OJ000350_28.0314 .C16.ol.np 


Method 


AAT/NAP 


btart 


1 




Zo Z L 


bl 




Score 


CAO 

b4 Z 


Exons 


1 . . 4 1 , IOjj. . IojI/ ZVO\J . . ZO Z i. 






GI Descrip. 


/ ADO/11 1 \ O •« m 1 -> 4- ^ O O 1, Pi 

Iafuuhooj bimiiar to zz Kua 


ka £ ir in 


cluster; Ty3— Gypsy type 




[i\tuK>xzoz) [uryza sativa j 






Seq. No. 


44087 


Seq. ID 


OJ000350_28.0314.C16 


Gene No. 


92732 


Strand 




b tart 


i 


CjnQ 


Zo OZ 


Name 


ujuuujju z o . u o i 4 . bi o . oz . gs 


Method 


btjNbbAN 


Start 






Z O DZ 


C T 
bl 


none 


Score 


. ?Z 


Exons 


IjUj . . ZoDZ 






beq. NO. 


A A Ci Q H 


beq. id 


UJUUU jDU Zo.UJ14.blO 


bene wo . 


92733 


Strand 




Start 


4110 


End 


" 4492 


Name 


OJ000350 28.0314.C16.ol.gp 


Method 


AAT/GAP 


Start 


4110 


End 


A A Q O 

4 4 y z 


bl 


uC-osflcyp033a04bl 


Score 


byz 


Exons 


4110. .4492 






GI Descrip. 


f 601684 5/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


44087 


Seq. ID 


OJ000350_28.0314.C16 


Gene No. 


92734 


Strand 




C 4 , -v- 4- 

b rare 


4957 


End 


DO 3Z 


Name 


OJ000350 28.0314.C16.ol.tm 


Method 


i biiAb i a : ixtai ze 


btart 


2091 


End 


z o y u 


bl 


none 


Score 


/ 1 


Exons 


2091.. 2390, 2287.. 2376 






Seq. No. 


44087 


Seq. ID 


OJ000350_28.0314.C16 


Gene No. 


92734 


Strand 




btart 


4957 


End 


Do jZ 


Name 


OJ000350 28.0314.C16.ol.tw 


Method 


i bijAb i a : wneat 


btart 


2271 


End 


O £ *5 C\ 


C T 
bl 


none 


Score 


ID/ 


Exons 


2271.. 2630, 2275.. 2628 






beq. No. 


44087 


Seq. ID 


UJUUU jjU Zo.UJ14.blb 


Gene No . 


92734 


Strand 




JLdl L 


4957 


End 


6832 


Name 


OJ000350 28. 0314 .C16.o3.np 


Method 


AAT/NAP 


Start 


4957 


End 


6832 


bl 


6907087 


Score 


1090 


Exons 


4957. .5058, 5610. .6254, 6464. 


.6832 




GI Descrip. 


(AP001129) ESTs C7277 1 ( E2215 ) 


, AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


44088 


Seq. ID 


OJ000350_28.0314.C17 


Gene No . 


92735 


Strand 


+ 


Start 


2630 


End 


2750 



45058 



Name OJ000350_28 . 0314 . C17 . ol . gp Method AAT/GAP 

Start 2630 End 2750 

GI 55507_1.R1084 Score 129 

Exons 2630.. 2750 

GI Descrip. ' 504 24 37 /gb I AC007789 . 1 1 AC007789 1.0e-16 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 





oeq . no . 


A A n P Q 
4 fl U 0 O 




Seq. ID 


OJ000350 




Gene No . 


y z / j d 




Strand 


+ 










End 


3867 




Name 


UuUUU jjU ZO.U01fi.Ul/ 


. oZ . gp 


Method 


AAT/GAP 




Start 


3280 




End 


3867 




GI 


2310235 




Score 


301 




Exons 


JZoU. . Jjl / f J / ZO . . JO 


D / 








GI Descrip. 


CQCOI QO / rtrnK 1 r'RTJGlR/l OH 

jojZIoZ / eitlD | LAd 


1 i q n ^ _ 
. 1 1 y . ue 


13 (AL117265) zhbO 






sativa] 










beq. no. 


/I A f\ Q Q 

4 4 U 0 0 




Seq. ID 


OJ000350 




Gene No . 


yz / 0 / 




Strand 


+ 




Start 


"iQtZ A 

0 y d4 




End 


5786 




Name 


UJUUU JJU . .1,1 / 


. 0 1 . np 


Method 


AAT/NAP 




Start 






End 


5786 




GI 


4680203 




Score 


2352 




Exons 


3728. .5400* 5554. .57 


86 






% J 


GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


44088 




Seq. ID 


OJ000350 


rLJ 


Gene No. 


92737 




Strand 


+ 




Start 


3964 




End 


5786 




Name 


OJ000350 28.0314.C17 


.o3.gp 


Method 


AAT/GAP 


t _| 


Start 


3732 




End 


5786 




GI 


342 1.R1084 




Score 


3498 


i y 


Exons 


3732. .5786 










GI Descrip. 


' 4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


^ ~. 




sativa] ' 









1 [Oryza 



Seq. No. 


44088 










Seq. ID 


OJ000350_28.0314, 


.C17 


Gene No. 


92737 










Strand 


+ 




Start 


3964 










End 


5786 




Name 


OJ000350 


_28, 


.0314, 


.C17.o2 


.gs 


Method 


GENSCAN 




Start 


3964 










End 


5643 




GI 


none 










Score 


.74 




Exons 


3964 . .5643 














Seq. No. 


44088 










Seq. ID 


OJ000350_28.0314. 


.C17 


Gene No. 


92737 










Strand 


+ 




Start 


3964 










End 


5786 




Name 


OJ000350 


_28, 


.0314 , 


.C17.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


4078 










End 


4434 




GI 


none 










Score 


101 




Exons 


4078. .41* 


35, 


4168, 


. .4419, 


4176. 


.4418, 4177 . . 4434, 4178. . 4' 


129 


Seq. No. 


44088 










Seq. ID 


OJ000350_28.0314< 


.C17 


Gene No. 


92737 










Strand 


+ 




Start 


3964 










End 


5786 




Name 


OJ000350 


_28. 


.0314 . 


.C17.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4350 










End 


4779 





45059 




GI 


none 








Score 


102 


Exons 


4 JbU . . 4 4 Jo, 


4 obi 


A A O R 

. . 4 4 zb , 


/I A O C 

4 4 Z O , 


.4488, 4483. .4779, 4537. .4761 


Seq. No. 


44088 








Seq. ID 


OJ000350_28.0314.C17 


Gene No. 


92737 








Strand 


+ 


Start 


jy d4 








End 


5786 


-..Name 




U JI4 


. LI / . Oi . 


re 


Method 


TBLASTX : Cress 


Start 


4 D1Z 








End 


4860 


GI 


none 








Score 


318 


Exons 


4 3 1 Z . .4004, 


^ CI Q 

4 oi y 


. . 4 0 DU , 


4 / U4 . 


. 4841 




Seq. No. 


>i /i a q q 
4 4Uoo 








Seq. ID 


OJ000350_28.0314.C17 


Gene No. 


92737 








Strand 


+ 


Start 


3964 








End 


5786 


Name 


OJUUUobU . 


Uol 4 


. LI / . OI . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


Start 


A (Z A O 

4 64 o 








End 


5117 


GI 


none 








Score 


72 


Exons 


4 0 4 0 . .4 / 0 ,1 , 


a £ c a 


/i "7 n a 
. .4 / UU , 


a n A o 
4 / UZ . 


.4806, 4713. .4802, 4810. .4908, 




zoic ziom 
4 o 1 3 . . 4 y U / , 


A Q Q Q 
4 O O O 


ci 1 o 
. . 3 1 1Z / 


/I Q 1 1 

4 y 1 1 . 


.5117, 4938. .5117 


Seq. No. 


44088 








Seq. ID 


OJ000350_28.0314.C17 


Gene No. 


92737 








Strand 


+ 


Start 


jy o4 








End 


5786 


Name 


^TAAAOCA AO 

OJ000350 zo. 


A O "1 

0314 


CI / . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


A f~ A O 

4 69 J 








End 


5151 


GI 


none 








Score 


243 


Exons 


4 byo . . 4 y4 / , 


/i t n c 

4 /Ub 


. 4 y 4 / , 


^ ACT 

4 yb / . 


.5151 




Seq. No. 


44088 








Seq. ID 


OJ000350_28.0314.C17 


Gene No. 


92737 








Strand 


+ 


Start 


jy d4 








End 


5786 


Name 


OJOOOobO zo. 


0314 


CI / . oz . 


ts 


Method 


TBLASTX: Soybean 


Start 


4 yy i 








End 


5223 


GI 


none 








Score 


216 


Exons 


/ Q Q 1 R O O *3 

4 y o I . . jZZj 












beq. no. 


A A A Q O 

4 4 U o o 








Seq. ID 


OJ000350_28.0314.C17 


Gene No. 


92737 








Strand 


+ 


Start 


3964 








End 


5786 


Name 


(JJUUUobU Zo . 


U J14 . 


O 1 1 « o 

CI / . O^ . 


tw 


Method 


TBLASTX: Wheat 


Start 


a o c /~ 
DZOD 








End 


5705 


GI 


none 








Score 


87 


Exons 


cnc c coac 
OZDD . . D jUD/ 


C O C T 

b^b / . 


C O 1 A 

. b 3iy , 


c o o c 

bozb . 


.5507, 5329. .5547, 5575. .5703, 




CCOO C "7 A C 

bboU . . b 705 , 


5581 . 


. 5703 








Seq. No. 


4 4 Uo y 








Seq. ID 


OJ000350_28.0314.C18 


bene no . 


92738 








Strand 


+ 


Start 


1 








End 


1846 


Name 


OJ000350 28. 


0314. 


CI8.0I. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


1666 


GI 


342 1.R1084 








Score 


2434 


Exons 


1..990, 1120 


..1217, 1327 


. .1666 




GI Descrip. 


'4 574 4 06/gb|AAD24 04 2. 1 | 


0.0e+00 (AF121139) RIM2 protein [Or; 




sativa] 1 












Seq. No. 


44089 








Seq. ID 


OJ000350_28.0314.C18 


Gene No. 


92738 








Strand 


+ 



45060 




Start 


1 


End 


1846 




Name 


OJ000350 28.0314 .C18.o2.gp 


Method 


AAT/GAP 




o tar u 


1 


End 


1846 






342 1.R1084 


Score 


2750 




C V T^l 

Lxons 


1..990, 1120. .1217, 1327. .1846 






bi Ucscrip. 


'4574406/gb|AAD24042. 1 | 0.0e+00 (AF121139) RIM2 protein 


r Pi>- 
L ur 




C "f* 1 TT 3 1 ' 

ocx U -L vd J 








o e q . in v • 


h 4 u o y 


Seq. ID 


OJ000350_28.0314 


pi Q 


Gene No. 


7c / JO 


Strand 


+ 




Start 


i 

X 


End 


1846 




Name 


OJ000350 28.0314.C18.ol.np 


Method 


AAT/NAP 




C +- -j r*-h 
OLall 


1 


End 


891 




P T 


4680203 


Score 


789 




v r\ v~\ o 


1. .891 








p T noopn n 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




OStj . Vi O . 


44089 


Seq. ID 


OJ000350_28.0314 


PI Q 




92738 


Strand 


+ 




Start 


1 


End 


1846 




Name 


OJ000350 28.0314.C18.ol.tw 


Method 


TBLASTX: Wheat 






20 


End 


837 




P T 


none 


Score 


139 




Exons 


20. .406, 21. .422, 22. .438, 429. .476, 433. .477, 480. .515 


/ 




484. .522, 515. .649, 549. .662, 


550. . 663, 


552. .671, 668.. 


/ jy, 




676. .756, 745. .837, 771. .836 








Seq. No. 


44089 


Seq. ID 


OJ000350_28.0314 


.C18 


Gene No. 


92738 


Strand 


+ 




OlaiL 


1 


End 


1846 




Name 


OJ000350 28.0314.C18.ol.gs 


Method 


GENSCAN 




Of 3 


64 


End 


912 




P T 


none 


Score 


.86 




TP V y-\ »-\ 


64. .178, 359. .523, 548. .912 








oeq. in o . 


44090 


Seq. ID 


OJ000350_28 .0314 


PI Q 


Gene No. 


92739 


Strand 


+ 




Start 


624 


End 


3128 




Name 


OJ000350 28.0314.C19.ol.np 


Method 


AAT/NAP 




oldl L 


624 


End 


3128 




P T 
bl 


4680204 


Score 


947 






624. .2060, 2135. .2634, 3103.. 


3128 








(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


44090 


Seq. ID 


OJ000350_28.0314 


.C19 


Gene No. 


92739 


Strand 


+ 




OLdIL 


624 


End 


3128 




Name 


OJ000350 28.0314.C19.ol.gs 


Method 


GENSCAN 






639 


End 


2893 




P T 


none 


Score 


.46 




Exons 


639. .1895, 1941. .2060, 2135.. 


2276, 2453 


. .2547, 2549. .28 




Seq. No. 


44090 


Seq. ID 


OJ000350_28.0314 


.C19 


Gene No. 


92740 


Strand 






Start 


2669 


End 


3128 




Name 


OJ000350 28.0314.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1267 


End 


1670 





45061 





GI 


none 


Score 


221 




Exons 


12o/..1383, 1269.. 1505, 1269. 


.1418, 1370. .1510, 1500. .1670, 






1 £ "7 C 1 CIA 








Seq. No. 


44090 . 


Seq. ID 


OJ000350_28.0314 .C19 




Gene No. - 


92740 


Strand 






otart 


0 £ £ Q 


End 


3128 




Name 


ujuuujou . Uoi 4 . ti y . 02 . tw 


Method 


TBLASTX: Wheat 




Start 


1 D / 1 


End 


2347 




bl 


none 


Score 


69 




Exons 


lb/1. .l/ol, iyy2..2UbJ, 2126. 


.2347, 2128.. 2202 




beq. No. 


/i a n on 
4 4 u y U 


Seq. ID 


OJ000350_28.0314 .C19 




bene lno . 


92740 


Strand 






OLail 


2669 


End 


3128 




Name 


OJ000350 28.0314.C19.ol.gp 


Method 


AAT/GAP 




Start 


2669 


End 


3128 




C T 


uC-osflcypl76fl0bl 


Score 


791 




Exons 


2669. .3128 








GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 


.pes. 




complete sequence 1 






Z 2 

•3 SB" 


Seq. No. 


44091 


Seq. ID 


•OJ000350_28.0314 .C20 


ir 


Gene No. 


92741 


Strand 


+ 




Start 


1 


End 


4971 


?; | 


Name 


OJ000350 28.0314.C20.o2.np 


Method 


AAT/NAP 


- — 


Start 


1 


End 


3687 


: : J 


GI 


6552737 


Score 


93 




Exons 


1..28, 1828. .2092, 2193. .2314 


, 3548.. 3687 


s iji 


GI Descrip. 


(AC013482) T26F17.21 [Arabidopsis thaliana] 




Seq. No. 


44091 . 


Seq. ID 


OJ000350_28.0314 .C20 




Gene No. 


92741 


Strand 


+ 


~- i.i 


brart 


1 


End 


4971 




Name 


OJ000350 28.0314.C20.ol.gs 


Method 


GENSCAN 


. ^ 


C4- -I „ J_ 

btart 


138 


End 


1130 " 


% =? 


C T 
bl 


none 


Score 


.78 


[ ~i 


Exons 


138. .311, 373. .518, 603. .675, 


948. . 1130 




beq. no. 


44091 


Seq. ID 


OJ000350_28.0314 ,C20 




bene jno . 


• 92741 


Strand 


+ 




d tare 


1 


End 


4971 




Name 


OJ000350 28.0314.C20.ol.np 


Method 


AAT/NAP 




Start 


1184 


End 


1432 




GI 


862343 


Score 


117 




Exons 


1184. .1432 








GI Descrip. 


(L10908) 'Gcapl gene product [ 


Mus" musculus ] 






gi I 1092097 |prf| | 2022314A granule cell 


marker protein [Mus 






musculus] gi | 1092098 |prf| | 2022315A granule cell marker protein 






[Mus musculus] 








Seq. No. 


44091 


Seq. ID 


OJ000350_28 . 0314 . C20 




Gene No . 


92741 


Strand 


+ 




Start 


1 


End 


4971 




Name 


OJ000350 28.0314 .C20.o2.gs 


Method 


GENSCAN 




Start 


1733 


End 


4971 



45062 




bl 


none 








Score 


.61 




Exons 


1-7*3*3 1 one 


1 Q O Q 

1 yzo , 


. . zUll , 


zoi y . 


.2643, 3115. .3275, 3454. .3648, 




4 DjU . . 4 y / 1 














beq. No. 


A A f\ Q 1 

4 4 uy 1 








Seq. ID 


OJ000350_28.0314 


.C20 


Gene No. 


92741 








Strand 


+ 




Start 


1 








End 


4971 




Name 


nTnno^Rn op. 

UJ UUU jDU Zo 


.0314, 


,C20.o3 


.np 


Method 


AAT/NAP 




otart 


O O "7 1 








End 


4619 




bl 


DU4 z4 DO 








Score 


123 




Exons 


00*71 0"}n£ 
Z Z / 1 . . Z OU 0 , 


3442. 


. .3649, 


4310. 


.4463, 4515. .4619 




GI Descrip. 


( UU / toy) 


unknown protein [Oryza sativa] 




Seq. No. 


44091 








Seq. ID 


OJ000350_28.0314 


. bz U 


Gene No. 


92742 








Strand 


- 




bt art 


00 Off 








End 


7627 




Name 


UJUUUjjU zo 


.0314 . 


,C20.o2 


• gp 


Method 


AAT/GAP 




b tar t 


jj 0 4 








End 


n-)*)*i 

7380 




bl 


none 








Score 


1953 - 




Exons 


ccc/l CC/i*3 
jj 04 . . 004 o, 


7343. 


.7380 










Seq. No. 


44091 








Seq. ID 


OJ000350_28.0314 


. bz U 


Gene No. 


92742 








Strand 


- 




otart 


JJD4 








End 


7627 




Name 


UJUUUoOU zo 


.0314. 


C20.O3, 


.gs 


Method 


GENSCAN 




btart 


Ooz 4 








End 


752 9 




bl 


none 








Score 


.77 




Exons 


coo/1 £c;/l*3 
JO z 4 . . DO 4 o , 


7343. 


.7529 










Seq. No. 


44091 








Seq. ID 


OJ000350 28.0314 


. bzU 


Gene No. 


92742 








Strand 


- 






00 04 








End . 


7627 




Name 


OJUUUOOU 


.0314 . 


C20.ol, 


. tw 


Method 


TBLASTX: Wheat 




o tart 


04 z 1 








End 


7622 




bl 


none 








Score 


153 




Exons 


o4 z 1 . . b04 J , 


7379. 


.7621, 


7386. 


.7622 






Seq. No. 


44091 








Seq. ID 


OJ000350_28.0314 , 


. bzU 


Gene No. 


92742 








Strand 






b tart 


0 0 04 








End 


7627 




Name 


UJUUUJOU zo 


.0314. 


C20.ol. 


, tm 


Method 


TBLASTX: Maize 




bt art 


~i *3 "7 Q 

/ j / y 








End 


7627 




bl 


none 








Score 


116 




Exons 


1 0 / y . . / oz / , 


7386. 


.7622 










Seq. No. 


44092 








Seq. ID 


OJ000350_28.0314, 


poi 
. bz 1 


Gene No. 


92743 








Strand 


+ 




otart 


tec 
D 00 








End 


789 




Name 


OJUUUooU zo 


.0314 . 


C21.ol. 


gs 


Method 


GENSCAN 




btart 


000 








End 


789 




GI 


none 








Score 


.95 




Exons 


665. .789 














Seq. No. 


44092 








Seq. ID 


OJ000350__28.0314 . 


C21 


Gene No. 


92744 








Strand 






Start 


2605 








End 


2934 




Name 


OJ000350 28 


.0314. 


C21.o2. 


gs 


Method 


GENSCAN 





45063 



Start 
GI 

Exons 



2605 
none 

2605. .2934 



End 
Score 



2934 
.59 



Seq. No. 44093 

Gene No. 92745 

Start 280 

Name OJ000350_28 . 0314 . C22 . ol . np 

Start 280 

GI 6815097 

Exons 280.. 306, 1377.. 1673, 2233 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2845, 2960 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



OJ000350_28.0314 .C22 
+ 

5546 
AAT/NAP 
5546 
2757 

.4641, 4780. .5546 



C /-y NT r\ 
Octj. IN U . 


A A D Q"3 
h h u y J 








Gene No . 


y Z 1 4 D 








Start 


280 








Name 


OJ000350_28 


.0314, 


.C22.ol 


.gs 


Of a r-+- 

D Lam 


LZ>K>y 








bl 


none 








Exons 


i j by . . 14 / u, 


10UU 


. . lb Dl 




beq. no. 


4 4i u y O 








Gene No . 


yZ/HD 








OLail 


9 fi n 








Name 


OJ000350 28 


.0314, 


.C22.o2, 


.gs 


Start 


2602 








ul 


none 








Exons 




oil c 

Z / ID , 


9 Q A 1 
. . Z O 41 1 , 


OjDD. 


beq . no . 


41 41 u y O 








bene ino . 


n 9 7 /I c 
y Z I HO 








Of a v+- 

oL.ar l 


ZoU 








Name 


OJ000350 28, 


.0314 . 


.C22.o3. 


.gs 


Start 


4192 










none 








Exons 


4 i yz . . 4 i by , 


A A 1 A 

4 414. 


, . 4oUb, 


a a a ^ 
4 bo / . 


Seq. No. 


44093 








Gene No. 


92746 








Start 


7011 








Name 


OJ000350 28. 


.0314. 


■C22.ol. 


, ts 


Start 


4165 








GI 


5509260 








Exons 


4165. .4503, 


4168 . 


. .4371, 


4530. 


GI Descrip. 










Seq. No. 


44093 








Gene No. 


92746 








Start 


7011 








Name 


OJ000350 28. 


,0314 . 


C22.o2. 


, tm 


Start 


5055 








GI 


none 








Exons 


5055. .5345, 


5189. 


.5344 




Seq. No. 


44093 








Gene No . 


92746 









Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000350_28.0314.C22 
+ 

5546 
GENSCAN 
1861 
.5 



OJ000350_28.0314.C22 
+ 

5546 
GENSCAN 
3522 
.79 



OJ000350_28.0314 .C22 
+ 

5546 
GENSCAN 
5474 
.7 



OJ000350_28.0314.C22 
7821 

TBLASTX: Soybean 

4610 

173 



OJ000350_28.0314.C22 
7821 

TBLASTX: Maize 

5345 

271 



OJ000350 28.0314.C22 



45064 






701 1 








Hinu 


7 fi 9 1 
/ O £ 1 


Name 


n Tfinn 9R 




CO 9 
. Z . o^ 


. IS 




i dJjAo i a . ooyoean 




jU jj 








tna 


DO 37 J 




none 








Score 




Exons 


D\JDD . . Ol / ft f 


O -L 0 .7 < 










C /"* KT/^i 
ocCj. IN U . 










Seq. ID 


OJ000350_28.0314.C22 


OCJlC IN U . 


9 ? 7 4 6 








Strand 




Start 


7011 








End 


7821 


Name 


OJ000350 28, 


.0314. 


,C22.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


5346 








End 


5776 


GI 


none 








Score 


139 


Exons 


5346. .5441, 


5351. 


, .5443, 


5498. 


.5725, 5502. .5723, 5506. .5724, 




5511. .5726, 


5732, 


, .5776 









Seq. No. 44093 Seq. ID 

Gene No. 92746 Strand 

Start 7011 End 

Name OJ000350_28 . 0314 . C22 . o4 . gs Method 

Start 7011 End 

GI none Score 

Exons 7011.. 7027, 7296.. 7821 



OJ000350_28.0314 .C22 

7821 
GENSCAN 
7821 
.52 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44093 Seq. ID OJ000350_28 . 0314 . C22 

92746 Strand 

7011 End 7821 

OJ000350_28 . 0314 . C22 . ol . gp Method AAT/GAP 

7391 End 7792 

LIB3433-016-Q6-K6-F12 Score 681 

7391. .7792 

, 5730046/ref | NM_006632 . 1 | SLC17A3 | 2.0e-09 Homo 
carrier family 17 (sodium phosphate) , member 3 
>gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds' 



sapiens solute 
(S LCI 7 A3) mRNA 



Seq. No. 44094 Seq. ID 

Gene No. 92747 Strand 

Start 369 .End 

Name OJ000350_28 . 0314 . C23 . ol . gs ' Method 

Start 369 End 

GI none Score 

Exons 369.. 497, 793.. 1297 



OJ000350_28.0314 .C23 
+ 

1297 
GENSCAN 
1297 
.6 



Seq. No. 44095 

Gene No. 92752 

Start 837 

Name OJ000350__25 . 0309 . C4 . o2 . tm 

Start 837 

GI none 
Exons 



Seq. ID OJ000350_25.0309.C4 
Strand 

End 1040 

Method TBLASTX: Maize 

End 1040 

Score 106 



837. .911, 838. .912, 839. .910, 897. .1040, 905. .1030 



Seq. No. 44095 

Gene No. 92753 

Start 1894 

Name OJ000350_25 . 0309 . C4 . ol . tc 

Start 1894 

GI none 



Seq. ID OJ000350_25.0309.C4 
Strand 

End 2166 

Method TBLASTX : Cress 

End 2031 

Score 191 



45065 




Exons 


l R cm omi iqq/i omi 








Seq. No. 


44095 




Seq. ID 


OJ000350_25.0309.C4 


Gene No. 


92753 




Strand 




OUdlL 


1 fi Q4 




End 


2166 


Name 


ujuuujju zd . u juy . U4 . oi . 


cm 


Method 


TBLASTX: Maize 


otdi L 


x y u u 




End 


2166 


nr 


1 1U11C 




Score 


250 


Exons 


t Qnn ?n64 i Qnn onft 1 ? 


i Qni 


..2083, 1923. .2090, 2128. .2166 


Seq. No. 


44096 




Seq. ID 


OJ000350_25.0309.C5 


Gene No. 


92754 




Strand 




oLait 


1 ft 1 6 




End 


1946 


Name 


nTnnn'^n 9^1 n^na r 1 ^ 


IS 


Method 


TBLASTX: Soybean 




3 t J 




End 


516 




none 




Score 


128 


Exons 


TTQ Rn7 ^ Q4 C.1 C 








c /-i /-y M/^ 

oeq. ln o . 


4 4 n q £ 




Seq. ID 


OJ000350_25.0309.C5 


Gene No . 


92754 




Strand 




Start 


1816 




End 


1946 


Name 


OJ000350 25.0309.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


1816 




End 


1946 


GI 


5607624 




Score 


215 


Exons 


1816. .1946 








GI Descrip. 


287391/dbj ID13111IRICMT15 1. 


Oe-178 Oryza sativa mitochondrial 



rpoB pseudogene 



Seq. No. 


44096 








Seq. ID 


OJ000350_25.0309.C5 


Gene No. 


92755 








Strand 




Start 


1868 








End 


2525 


Name 


OJ000350 25 


.0309. 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1868 








End 


2438 


GI 


none 








Score 


38 


Exons 


1868. .1903, 


1873. 


. . 1902, 


1920. 


.1994, 1920. .1994, 1921. .1995 




2045. .2317, 


2053. 


. .2319, 


2053. 


.2316, 2055. .2318, 2320. .2436, 




* 2321. .2431, 


2331. 


. .2438, 


2331. 


.2438 




Seq. No. 


44096 








Seq. ID 


OJ000350_25.0309.C5 


Gene No. 


92755 








Strand 




Start 


1868 








End 


2525 


Name 


OJ000350 25, 


.0309. 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1915 








End 


2318 


GI 


none 








Score 


52 


Exons 


1915. .2019, 


1932. 


, .2006, 


1934. 


.2029, 2023. .2316, 2025. .2318 


Seq. No. 


44096 








Seq. ID 


OJ000350_25.0309.C5 


Gene .No . 


92755 








Strand 




Start 


18 68 








End 


2525 


Name 


OJ000350 25. 


.0309. 


,C5.ol. 


tm ' 


Method 


TBLASTX: Maize 


Start 


1933 








End 


2331 


GI 


none 








Score 


542 


Exons 


1933 ; .2331, 


1935. 


.2330 








Seq. No. 


44096 








Seq. ID 


OJ000350_25.0309.C5 


Gene No. 


92755 








Strand 




Start 


1868 








End 


2525 



45066 



Name OJ000350_25 . 0309 . C5 . o2 . tm 

Start 2332 

GI none 

Exons 2332.. 2517, 2332.. 2523', 2334, 

Seq. No. 44096 

Gene No. 92756 

Start 2518 

Name OJ000350_25 . 0309 . C5 . ol . tc 

Start 2518 

GI none 

Exons 2518.. 2877, 2520.. 2834, 2534. 



Method TBLASTX: Maize 

End 2525 

Score 304 
.2522, 2334.. 2525 

Seq. ID OJ000350_25.0309.C5 
Strand 

End 3514 

Method TBLASTX : Cress 

End 2878 

Score 483 
.2878 



Seq. No. 44096 
Gene No. 92756 
Start 2518 

Name OJ000350_25 . 0309 . C5 . ol . ts 

Start 2560 
GI none 

Exons 2560.. 2964, 2562.. 2834, 2564. 

2966.. 3121, 2988.. 3131, 3135. 
3173. .3391 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2965, 2824 
.3389, 3147 



OJ000350 25. 0309. C5 



3514 

TBLASTX: Soybean 
3391 
568 

2970, 2965. .3114, 
3389, 3160.. 3390, 



Seq. No. 44096 

Gene No. 92756 

Start 2518 

Name OJ000350_25 . 0309 . C5 . o3 . tc 

Start 2879 

GI none 

Exons 2879. 

2969. 



.3004, 2880. .2960, 2887. 
,3127, 2970. .3131, 2988. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 25. 0309. C5 



3514 

TBLASTX: Cress 
3246 
88 

.2964, 2944. .3126, 2965. 
,3131, 3135. .3242, 3135. 



.3114, 
.3242, 



3160. .3246, 3188. .3244 



Seq. No. 44096 

Gene No. 92756 

Start 2518 

Name OJ000350_25 . 0309 .C5 . o4 . tc 

Start 3267 

GI none 

Exons 3267.. 3317, 3277.. 3318, 3289. 

3319. .3360, 3321. .3398, 3409. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3324, 3318 
.3441, 3440 



OJ000350 25. 0309. C5 



3514 

TBLASTX: Cress 
3514 
49 

3398, 3319. 
3514, 3472, 



.3408, 
.3513 



Seq. No. 44097 

Gene No. 92757 

Start 5408 

Name OJ000350_25 . 0309 . C6 . 08 . ts 

Start 1 

GI" none 

Exons 1..51, 3. .53, 44. .82, 93.. 
104. .268 



Seq. ID OJ000350_25.0309.C6 
Strand 
End 

Method 
End 
Score 
230, 97. .249, 



7071 

TBLASTX: Soybean 

271 

73 

97. .231, 98. .271, 



Seq. No. 44097 Seq. ID 

Gene No. 92757 Strand 

Start 5408 * End 

Name OJ000350_25 . 0309 . C6 . 06 . ts Method 

Start 471 End 

GI none Score 



OJ000350_25.0309.C6 
7071 

TBLASTX: Soybean 

886 

105 



45067 



Exons 471. .698, 476. .700, 477. .695, 478. .696, 715. .843, 715. .849, 

719. .853, 720. .863, 850. .885, 851. .886 



Seq. No. 44097 ' Seq. ID 

Gene No. 92757 Strand 

Start 5408 End 

Name OJ000350_25 . 0309 . C6 . 08 . tm Method 

Start 664 End 

GI none - Score 

Exons 664.. 903, 719.. 1006, 1076.. 1267 



OJ000350_25. 0309. C6 
7071 

TBLASTX: Maize 

1267 

153 



o e q . in o . 


A A OQ1 
4 fi U y f 






Seq. ID 


OJ000350_25.0309.C6 


bene ino . 


y z id/ 






Strand 




b tar r 


UO 






End 


7071 


Name 


UJUUUjjU ZD 


. uou y 


.C6.0IO. tc 


Method 


TBLASTX: Cress 










End 


1276 


H T 


none 






Score 


155 


Exons 


/ 1 y . . iuud, 


/Of.. 


903, 1076.. 1276, 1168. 


. 1275 


Seq. No. 


44097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No . 


yz / D / 






Strand 




otart 


04 Uo 






End 


7071 


Name 


UJUUUoOU ZD 


n o n q 


.C6.o3.ts 


Method 


TBLASTX: Soybean 


oiart 


1 1 QQ 

i x o y 






End 


2005 


C T 


none 






Score 


437 


Exons 


i i qq i/ini 
iioy. . i4ui, 


1 1 QH 

x i y u 


..1522, 1262. 


.1549, 1377. .1550, 1531. .1650, 




1j4o . . zuuu , 


1 CCA 

loou 


..2005, 1551. 


.2000, 1591.. 2004 


Seq. No. 


44097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ000350 25 


.0309 


.C6.o7 .tc 


Method 


TBLASTX: Cress 


Start 


1289 






End 


1689 


GI 


none 






Score 


323 


Exons 


1289. .1528, 


1295 


. .1528,. 1386. 


.1550, 1557. .1688, 1559. .1687, 




1561. .1689 










Seq. No. 


44097 






Seq. ID 


-OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ000350 25 


.0309 


.C6.0IO. tm 


Method 


TBLASTX: Maize 


Start 


1909 






End 


2078 


GI 


none 






Score 


85 


Exons 


1909. .1956, 


1911 


..1964, 1917. 


.1958, 1958. .2026, 1959. .2024, 




2033. .2074, 


2035 


..2076, 2043. 


.2078 





Seq. No. 44097 Seq. ID 

Gene No. 92757 Strand 

Start 5408 End 

Name OJ000350_25 . 0309 . C6 . ol 1 . tc Method 

Start 1983 End 

GI none Score 

Exons 1983.. 2264, 1991.. 2209 



OJ000350_25.0309.C6 
7071 

TBLASTX: Cress 

2264 

270 



Seq. No. 44097 Seq. ID OJ000350_25 . 0309 . C6 

Gene No. 92757 Strand 

Start 5408 End 7071 

45068 



Name 

Start 

GI 

Exons 



OJ000350_25.0309.C6.o7.ts 

2090 

none 

2090. .2149, 2121. .2150, 2151. 
2264. .2503, 2273. .2458, 2286. 



Method TBLASTX : Soybean 
End 2543 
Score 43 

.2276, 2151. .2225, 2247. .2351, 
.2498, 2499. .2543, 2502. .2540 



Seq. No. 44097 

Gene No. 92757 

Start 5408 

Name OJ000350_25 . 0309 . C6 . 06 . tc 

Start 2353 

GI none 

Exons 2353.. 2400, 2354.. 2458, 2370. 
2507. .2776 



OJ000350_25.0309.C6 
7071 

TBLASTX : Cress 

2776 

52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2774, 2409. .2774, 2437. .2775, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44097 
92757 
5408 

OJ000350_25.0309.C6.o2.tc 

2786 

none 



Seq. ID OJ000350_25.0309.C6 
Strand- 
End 

Method 
End 
Score 



7071 

TBLASTX : Cress • 

3530 

664 



2786. .3226, 2787. .3233, 3280. .3528, 3294.. 3530, 3296. .3529 



Seq. No. .44097 

Gene No. 92757 

Start 5408 

Name OJ000350_25 . 0309 . C6 . o5 . ts 

Start 3060 

GI none 

Exons 3060.. 3227, 3076.. 3225, 3091. 

3278.. 3415, 3285. .3500, 3296. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000350 25. 0309. C6 



7071 

TBLASTX: Soybean 
3502 
218 

,3228, 3095.. 3226, 3268. .3498, 
,3502, 3298.. 3501 



Seq. No. 44097 

Gene No. 92757 

Start 5408 

Name OJ000350_25 . 0309 . C6 . o5 . tm 

Start 3171 

GI none 

Exons 3171.. 3227, 3172. .3228, 3173. 

3285. .3503, 3298. .3504 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C6 
7071 

TBLASTX: Maize 

3504 

82 



,3226, 3268. .3504, 3278. .3415, 



Seq. No. 44097 
Gene No. 92757 
Start 5408 

Name OJ000350__25 . 0309 . C6 . ol . ts 

Start 3503 
GI none 
Exons 3503. 

3772. 

4505. 

4655. 

5409. 



.3577, 3507. 

.3804, 3802. 

,4630, 4506. 

,5395, 4656. 

,5552, 5410. 

6117. .6401, 6118. 



.3581, 3510. 

.4509, 3803. 

.4655, 4506. 

.5402, 4866. 

,5613, 5521. 

.6399, 6191. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 25. 0309. C6 



7071 

TBLASTX: Soybean 
6466 
99 

3581, 3706.. 3753, 3710.. 3754, 
4162, 3804. .4511, 3805. .4518, 
4634, 4507.. 4635, 4642. .5394, 
5396, 5399. .5455, 5402. .5551, 
5691, 5546.. 5689, 5562.. 5690, 
6466 



Seq. No. 
Gene No. 
Start 



44097 
92757 
5408 



Seq. ID 

Strand 
End 



OJ000350 25. 0309. C6 



7071 



45069 




Name 


ojoocnso 25 


. 0309 


P6 n7 1-m 


Method 


TBLASTX : Maize 


^ta rt" 

o Lai L 


wJ «J \J O 






End 


4002 


GI 


none 






Score 


140 


i_J AV HQ 


3506 3607 


3507 


3611 3507 


.3608, 3706.. 3753, 3710.. 3754, 




3772 3804 


3802 


4002 3804 


.4001, 3805.. 4002 




4 4 0Q7 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ000350 25 


. 0309 


C6 ol3 tc 


Method 


TBLASTX: Cress 


Start 


3542 _ 






End 


3894 


GI 


none 






Score 


81 




3542 3607 


354 3 


3599 371 5 


.3765, 3719. .3766, 3805. .3894, 




3807 3893 










Seq. No. 


44097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ0003S0 2 5 


030Q' 


P6 n4 tr 


Method 


TBLASTX: Cress 


Start 


3897 ~~ 






End 


4290 


GI 


none 






Score 


595 


1—1 y\ UIIO 


3R97 42RQ 


3R QR 


4?9f) 3901 


.4290 




Seq. No. 


44097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


0.1000350 ?5 


030 q 

UJU J. 


P £ ^ 9 t- tat 


Method 


TBLASTX: Wheat 


Start 


4 590 ~~ 






End 


5034 


GI 


none 






Score 


634 


l—l -ti ^ 1 1 o 


4590 5033 


4 590 

T J Z) \J • 


4R?9 4 591 


.5034, 4591.. 5034 


Seq. No. 


44097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ0003 50 ?5 


030Q 


P6 n 5 


Method 


TBLASTX: Cress 


Start 


4735 _ 






End 


5151 


GI 


none 






Score 


394 


i_i *V ^ 1 1 O 


4735 5145 


4 736. 


514 9 4740 


.5147, 4741. .5151 


Spa Nn 


4 4 097 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ000350 25 


0309 . 


P6 n9 tr 


Method 


TBLASTX: Cress 


Start 


5166 _ 






End 


5681 


GI 


none 






Score 


158 


Fi x o n ^ 


5166 5363 


5166 . 


53R4 51 67 


.5403, 5167. .5388, 5425. .5679, 




5490 567? 


5535 
-j -j j o . 


56R1 








A AHQ1 
^ 4 U 3 / 






Seq. ID 


OJ000350_25.0309.C6 


Gene No. 


92757 






Strand 




Start 


5408 






End 


7071 


Name 


OJ000350 25. 


0309. 


C6 . ol . gp 


Method 


AAT/GAP 


Start 


5408 






End 


5493 


GI 


'LIB3432-013- 


Pl-Kl 


■-E3 


Score 


133 


Exons 


5408. .5493 











GI Descrip. 1 13344 6/sp | P12093 | RP0D_0RYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 
BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 



45070 



(EC 2.7.7.6) beta 11 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta * ' subunit-2 
[Oryza sativa] 1 



Sea No 


44097 










Seq. ID 


OJ000350 


25. 0309. C6 


Cpnp No 

W d 1 ^ 1 1 \J . 


92757 










Strand 








Start 


5408 










' End 


7071 






Name 


OJ000350 25 


. 0309 . 


C6 . 06 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


5661 










End 


6022 






GI 


none 










Score 


138 






Exons 


5661. 


.5783, 


5668 . 


. 5808, 


5670 . 


.5783, 5677. .5784, 


5680. 


.5754, 




5681. 


.5728, 


5682 . 


5753 


-) V Z* o . 


.5754, 5704. .5814, 


5708. 


.5806, 




5712. 


.5759, 


5713 . 


5808 


571 1 


.5814, 5717. .5818, 


5743. 


.5817, 




5746. 


.5805, 


5750 . 


.5836, 


5750 . 


.5857, 5771. .5857, 


5786. 


.5854, 




5789. 


.5845, 


5792 . 


. 5845, 


5798 . 


.5896, 5798.. 5896, 


5798 . 


.5845, 




5798. 


.5845, 


5840 . 


. 6004 , 


5840 . 


.6004, 5846. .6001, 


5864 . 


.6019, 




5867. 


.6001, 


5875 . 


591 9 

. sJ Zf -L ZJ f 




.6022, 5882.. 5905, 


5903. 


.5935, 




5909. 


.5974, 


5923. 


.5967, 


5924. 


.5974, 5926.. 6003, 


5927. 


.6013, 




5932. 


.5976, 


5960. 


.6022, 


5980. 


.6018, 5983.. 6021 






kJ C • LN \J . 


44097 










Seq. ID 


OJ000350 


25. 0309. C6 




92757 










Strand 








rt- 


5408 










End 


7071 






Name 


OJ000350 25 


. 0309 . 


C6 . ol . 


L-iLl 


Method 


TBLASTX: 


Maize 






6023 










End 


6834 






GI 


none 










Score 


46 






Exons 


6023. 


. 6061, 


6056. 


. 6421, 


6086. 


.6139, 6087. .6422, 


6088. 


.6834, 




6088. 


. 6420, 


6114 . 


. 6833, 


64 96 . 


. 6834 










■44097 










Seq. ID 


OJ000350 


25. 0309. C6 


ripnp No 


92757 










Strand 








Start 


5408 










End 


7071 






Name 


OJ000350 25 


. 0309 . 


C6 . ol2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


6065 










End 


6363 






GI 


none 










Score 


66 






Exons 


6065. 


. 6172, 


6087. 


. 6362, 


6088. 


.6363, 6088. .6360, 


6117.. 


.6362 


Sea No 


44097 










Seq. ID 


OJ000350 


25. 0309. C6 




92757 










Strand 








Start 


5408 










End 


7071 






Name 


OJ000350 25 


0309 

* \J J \J z? . 


C6 ol 


+- w 

L. W 


Method 


TBLASTX: 


Wheat 




Start 


6288 










End 


6907 






GI 


none 










Score 


42 








6288. 


.6359, 


U £. Z? Zs . 


6^7 


O _) KJ ± . 


.6360, 6325. .6585, 


6332. 


.6493, 




6486. 


. 6902, 


6486. 


. 6905, 


6487. 


.6906, 645 


38. .6907 






Seq. No. 


44097 










Seq. ID 


OJ000350 


25. 0309. C6 


Gene No. 


92757 










Strand- 








Start 


5408 










End 


7071 






Name 


OJ000350 25 


.0309. 


C6.08. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6364 










End 


7071 






GI 


none 










Score 


55 






Exons 


6364. 


6399, 


6398. 


. 6487, 


6406. 


.6483, 6475. . 6741, 


6501. 


. 6722, 




6509. 


6769, 


.6735. 


.6839, 


6735. 


.6842, 6736. .7071, 


6736. 


.7062, 




. 6927. 


7070 
















Seq. No. 


44097 










Seq. ID 


OJ000350 


_25.0309.C6 



45071 





UCiiC IN W • 


92758 










Strand 






Start 


7141 










End 


9265 




Name 


OJ000350 25 


.0309. 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7141 










End 


8283 




O J. 


none 










Score 


49 




DAU1IO 


7141. 


.7203, 




71SR 


7 ms 


.7349, 7352. .7417, 7353. .7427, 






7361. 


.7417, 


7439 . 


8038, 


74 1Q 

/ 1 —> Zs . 


.8140, 7440. .8081, 8084. .8170, 






8086. 


.8163, 


8092 , 


8235, 


8?1 7 


.8282, 8227. .8283 




Seq . No . 


4 4 097 










Seq. ID 


OJ000350_25.0309.C6 




ucnc nw • 


92758 










Strand 






Start 


7141 










End 


9265 




Name 


OJ000350 25 


.0309. 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7275 










End 


8348 




GI 


none 










Score 


143 






7275. 


.7430, 


7296 


7410 


79Q7 


.7431, 7439. .7816, 7439. .8140, 






7440. 


.8081, 


8084 . 


. . 8197 , 


80R6 


.8163, 8099. .8224, 8217. .8288, 






8228. 


.8284, 


8241 . 


8348 










Seq. No. 


44097 










Seq. ID 


OJ000350_25.0309.C6 




Gene No. 


92758 










Strand 






Start 


7141 










End 


9265 




Name 


OJ000350 25. 


oioq 

• \J Ji u z? * 


\J • \J Z> . 


•l-rn 


Method 


TBLASTX : Maize 


kJ 




7545 










End 


7683 




J. 


none 










Score 


215 




F.vnn s 


7545. . 


.7682, 


7545 . 


768? 


7 S4 6 


.7683, 7546. .7683 


fll 




44097 










Seq. ID 


OJ000350_25.0309.C6 


r ^ 
^ c=? 


Gene No. 


92758 










Strand 




^ is? 


Start 


7141 










End 


9265 




Name 


OJ000350 25. 


0109 

. \J J \J Zs . 




t*m 


Method 


TBLASTX: Maize 




Start 


7871 










End 


8164 


i y 


GI 


none 










Score 


67 






7871. . 


.7960, 


7R7Q 


R017 


7R7 Q 


.7926, 7907. .8140, 7908. .8081, 


h 




8007. . 


.8162, 


8075 . 


ft 1 64 


ftOR4 

O U O *i • 


.8164 




It JL 


Sea No 


44097 










Seq. ID 


OJ000350_25.0309.C6 


as. 


Gene No. 


92758 










Strand 






Start 


7141 










End 


9265 




Name 


OJ000350 25. 


0109 


P6 nl 


L. W 


Method 


TBLASTX: Wheat 




Start 


7922 










End 


8328 




GI 


none 










Score 


240 




F.xon 

U jtv \J 1 1 


7922. . 


,8140, 


/ Z? u . 


ft Oft 1 


ft 007 

O \J U 1 . 


.8225, 8075. .8254, 8076. .8225, 






8084. . 


,8260, 


8185 . 


. 8328 , 


U 4. U 1 . 


.8323, 8217. .8327, 8242. .8328 




Seq . No . 


44097 










Seq. ID 


OJ000350_25.0309.C6 




fipnp Nfn 


92758 










Strand 






Start 


7141 










End 


9265- 




Name 


OJ000350 25. 


oio q 


P6 n9 


LIU 


Method 


TBLASTX: Maize 






8165 










End 


8824 




GI 


none 










Score 


96 




Exons 


8165. . 


8227, 


8166. 


.8225, 


8210. , 


.8335, 8217. .8336, 8218. .8337, 






8332. . 


8364, 


8333. 


.8365, 


8334. . 


.8372, 8370. .8411, 8376. .8411, 






8419. . 


8484, 


8419. 


.8484, 


8470. . 


.8514, 8476. .8568, 8484. .8546, 






8486. . 


8569, 


8608. 


.8784, 


8618. . 


.8803, 8621. .8803, 8798. .8824, 






8798. . 


8824 













45072 



Seq. No. 44097 

Gene No. 92758 

Start 7141 

Name OJ000350_25 . 0309 . C6 . o3 . tc 

Start 8483 

GI none 

Exons 8483.. 8503, 8484.. 8501, 8618. 

8990. .9103, 8992. .9105 



Seq. ID OJ000350_25. 0309.C6 
Strand 

End 9265 

Method TBLASTX: Cress 

End 9105 

Score ' 35 

.8992 7 , ' 8620. .8994, 8621.. 8995, 



Seq. No. 44097 

Gene No. 92758 

Start 7141 

Name OJ000350_25 . 0309 . C6 . o4 . ts 

Start 8617 

GI none 

Exons 8617.. 8784, 8618.. 9262, 8620. 

Seq. No. 44097 

Gene No. 92758 

Start 7141 

Name OJ000350_25 . 0309 . C6 . o3 . tm 

Start 8825 

GI none 

Exons 8825.. 9109, 8825.. 9109 



Seq. ID OJ000350_25.0309.C6 
Strand 

End 9265 

Method TBLASTX : Soybean 

End 9265 

Score 167 
.9264, 8621. .9265 

Seq. ID OJ000350_25.0309.C6 
Strand 

End 9265 

Method TBLASTX : Mai ze 

End 9109 

Score 475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000350_ 
+ 

4037 
AAT/GAP 
4037 
1047 



44098 Seq. ID OJ000350_25 . 0309 . C7 

92761 Strand 
34 91 End 
OJ000350_25. 0309.C7 .o5.gp Method 
3491 End 
5005311 Score 
3491. .4037 

114521/ sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_C AA3 3 9 9 3_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 

44098 Seq. ID OJ000350_25 . 0309 . C7 

92762 Strand 

1258 End 2298 

OJ000350_25. 0309.C7 .o3.gp Method AAT/GAP 

1258 End 2298 

2721_1.R1084 Score 1982 

1258. .2298 

' 114622/sp| P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

{ SUBUNIT I) >gi_67929_pir LWRZ1 H+-transport ing ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase, I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



44098 Seq. ID 

92763 Strand 

2336 End 

OJ000350_25.030 9.C7.ol.ts Method 

1 End 

none Score 



OJ000350_25.0309.C7 
4345 

TBLASTX: Soybean 

4345 

534 



45073 



Exons 



1..504, 2.. 
1269. .1556, 
1989. .2165, 
2261. .2314, 
2360. .2413, 
2472. .2513, 
2551. .2610, 
2879. .3373, 
3446. .4345, 



355, 9. .539, 410. .505, 1137. .1199, 1224. .1292, 

1282. .1554, 1414. .1560, 1581. .1649, 1985. .2164, 

1989. .2165, 1994. .2167, 2256. .2315, 2258. .2329, 

2262. .2315, 2321. .2374, 2322 .. 2375, 2325 .. 2372 , 

2362. .2445, 2382. .2453, 2406. .2450, 2472. .2519, 

247.4.. 2521, 2479.. 2514, 2541.. 2609, 2544.. 2615, 

27*00. .2717, 2799.. 2840, 2806.. 2841, 2873.. 3034, 

2883. .3350, 2905. .3375, 3395. .3430, 3435. .3998, 

3625. .4278, 4276. .4344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44098 
92763 
2336 

OJ000350_25.0309.C7 . o2 . tm 
844 



Seq. ID OJ000350_25.0309.C7 
Strand 

End 4345 
Method TBLASTX: Maize 
End 1779 
Score 186 

1011, 859. .888, 879. .1004, 881. .1012, 988. .1068, 
1021. .1119, 1060. .1122, 1096. .1188, 1121. .1192, 1122. .1193, 
1124. .1192, 1197. .1238, 1197. .1235, 1224. .1280, 1225. .1281, 
1281, 1262. .1348, 1273. .1644, 1275. .1643, 1413. .1667, 
1695, 1653. .1697, 1680. .1778, 1681. .1779, 1696. .1779 



none 
844 . 



1234 
1651 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44098 
92763 
2336 

OJ000350_25, 

1782 

none 

1782. . 1946, 
1932. .2234, 
2318. .2410, 
2397. .2543, 
2537. .2617, 
2628. .2843, 
2877. .3368, 
3380. .3439, 



0309.C7.ol.tm 



1782. 
1939. 
2319. 
2439. 
2544. 
2664. 
2879. 
3385. 



1883, 
2235, 
2435, 
2543, 
2621, 
2789, 
3385, 
3447 



1874 . 
2193. 
2319. 
2440. 
2574. 
2689. 
2905. 



Seq. ID OJ000350 
Strand 

End 4345 
Method TBLASTX: 
End 3447 
Score 200 
.1906, 1919. .2233, 
.2318, 2203.. 2316, 
.2447, 2320. .2457, 
.2544, 2453. .2548, 
.2684, 2577.. 2690, 
,2844, 2837. .3040, 
,3375, 3104. ..3385, 



25. 0309. C7. 



Maize 



1931. .2233, 
2205. .2318, 
2326. .2457, 
2536. .2613, 
2605. .2706, 
2859. .3374, 
3380. .3433, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44098 
92763 
2336 

OJ000350_25.0309.C7.ol.tc 

2048 

none 

2048. .2146, 2049. .2144, 2057. 
2972. .3382, 3435. .3932, 3449. 

44098 
92763 ' 
2336 

OJ000350_25.0309.C7.o2.tw 

2166 

none 

2166. .2285, 2166. .2285, 2282. 
2319. .2441, 2320. .2442, 2320. 
2445. .2525, 2446. .2526, 2525. 
2538..2642, 2601. .2633, 2605. 



Seq. ID OJ000350_25.0309.C7 
Strand 

End 4345 
Method TBLASTX : Cress 
End 3946 
Score 125 

.2146, 2971. .3345, 2971. .3375, 
.3946, 3625.. 3945 

Seq. ID OJ000350_25.0309.C7 
Strand 

End 4345 
Method TBLASTX : Wheat 
End 2642 
Score 183 

.2329, 2282.. 2320, 2319.. 2441, 
,2442, 2416. .2526, 2445. .2528, 
.2611, 2528. .2608, 2529. .2615, 
.2640 



45074 




Cnrr NT r\ 

oeq . lno . . 


A A OQft 






oeq . i v 




Gene No . 


92763 






Strand 




Start 


2336 






End 


4345 


Name 


OJ000350 25.0309 


.C7.o4 


gp 


Method 


AAT/GAP 




2336 






FnH 


1 

zool 


TT 


2135 1.R1084 






Score 


1 U o4 


Exons 


2336. .2881 










(~1 T Hd coyi ta 


' 11957/emb|X15901 | CHOSXX 1 . Oe 


■Ljj Kice 


complete chloroplast 




genome 1 










O tr m * Ln u . 


a a n n o 
4 4 U y o 






Seq. ID 


OJ000350_25.0309.C7 


Gene No. 


92763 






Strand 




Start 


2336 






End 


4345 


Name 


UJUUUooU zo.UoUy 


. C / . Ol . 


tw 


Method 


TBLASTX: Wheat 


Olai O 


A O £ /I 






End 


3308 




none 






Score 


119 




A O *T /I A AA *D a o f~ c 
2bo4..292J, DJ 


A A A O 

. . 2948 , 


A O T A 

2o / / . 


.2957, 2878. .2949, 2953. .3303, 




zyoo. .o2yj, 2yoo 


A A A A 

. . JJOo 








Seq. No. 


44098 






Seq. ID 


OJ000350_25.0309.C7 


Gene No. 


92763 






OLI ell 1U 






2oOO 






£jI1Q 


4 O 4 0 


Name 


/-\ T A A A O C A a ct a a a a 

OJ000350 25.0309 


. C7 . o5 . 


tm 


TVAa "I - r~\ r-1 

i v ie tnou 


i hsiiAb i a : Mai ze 




A /I A 1 

34 91 








JOU4 




none 






Score 






O ^ ftl A A A A A /" A O 

34 91. . 3802 , 3628 


A /^T A 

. . 3672 , 


A "7 A -5 

3733 . 






Seq. No. 


44098 






Seq. ID 




Gene No. 


92763 






Strand 




u Lai L 


2 Job 






End 


4345 


Name 


OJUUUJ5U 25.0309 


. C7 . o5 . 


tc 


Method 


TBLASTX: Cress 


□ Ldl L 


A A C 1 

3951 






End 


4221 


Vj 2. 


none 






Score 


57 


Hi A. 1 1 0 


one 1 / "1 A A A A C C 

3951 . .4133, 3955 


A A A 1 

. . 4221 , 


3956 . 


.4213 




Seq. No. 


A A A A O 

4 4 0 98 






Seq. ID 


OJ000350_25.0309.C7 


Gene No. 


y Z / 0 4 






Strand 




O La I L 


a q n /i 
4 oU4 






End 


4444 


IN dlLLt: 


OJ000350 25.0309 


-C7.o4. 


tc 


Method 


TBLASTX :Cress 


OLal L 


4304 






End 


4444 


O -L 


none 






Score 


229 


£j AUIlO 


4304. .4444, 4305 


. .4433, 


4306'. 


.4443 






44099 






Seq. ID 


OJ000350_25. 0309.C8 


fjpnp Mo 


92766 






Strand 


+ 


Start 


4448 






End 


5177 


Name 


OJ000350 25.0309 


.C8.o3. 


gp 


Method 


AAT/GAP 


Start 


4448 






End 


5177 




24824 1.R1084 


> 




Score 


1379 


Hi aui lb 


4448. .5177 










fll T Ho c r 1 y i ia 


'476752 5.0e-87 


(L24073) rubisco large 


subunit [Oryza sativa] 




>gi 1583954 prf 


212148 


9A 








RuBisCO: SUBUNIT=large: IS0TYPE= 


=truncated [Oryza sativa] f 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309.C8 


Gene No. 


92767 






Strand 


+ 


Start 


5274 






End 


6099 



45075 



Name OJ000350_25 . 0309 . C8 . o4 . gp Method AAT/GAP 

Start 5274 End 6099 

GI 14384JL.R1084 Score 1358 

Exons 5274.. 5985, 6071.. 6099 

GI Descrip. ' 5881726/dbj | BAA84417 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44099 Seq. ID 

92768 Strand 
7915 End 
OJ000350_25 . 0309 . C8 . o5 . gp Method 
7915 End 
7528_2.R1084 Score 
7915. .8538 

' 140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_JL1997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



OJ000350_25.0309.C8 
+ 

8538 
AAT/GAP 
8538 
1143 



OJ000350_25.0309.C8 
+ 

10390 
AAT/GAP 
10390 
831 



44099 Seq. ID 

92769 Strand 
9949 End 
OJ000350_25 . 0309 ,C8 . o7 . gp Method 
9949 End 
uC-osflM202092b08bl Score 
9949. .10390 

' 118048/sp| P07888 | CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol--plastocyanin reductase {EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf_1603356AU cytochrome f [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44099 Seq. ID 

92770 Strand 
14955 End 
OJ000350_25. 0309.C8 .08 .gp Method 
14955 ' End 
uC-osflm202104g03bl Score 
14955. . 15477 

, 131211/sp|P19443|PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] f 



OJ000350_25.0309.C8 
+ 

15477 
AAT/GAP 
15477 
1026 



44099 
92771 
19021 

OJ000350_25.0309.C8.ol0.gp 
19021., 

LIB3432-057-P1-K1-A8 
19021. .19149 

' 11957/emb|X15901 ICHOSXX 7. 
genome ' 



Seq. ID OJ000350_25.0309.C8 

Strand + 

End 19149 

Method AAT/GAP 

End 19149 

Score 169 - 



Oe-52 Rice complete chloroplast 



Seq. No. 
Gene No. 
Start 



44099 
92772 
19699 



Seq. ID OJ000350_25.0309.C8 
Strand + 
End 20251 



45076 



Name OJ000350_25 . 0309 . C8 . oil . gp Method AAT/GAP 

Start 19699 End 20251 

GI 2896_1.R1084 Score 1023 

Exons 19699. .20251 

GI Descrip. 1 131271/sp I P12157 | PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_727 05__pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ' 



Seq. No. 44099 t Seq. ID 

Gene No. 92773 Strand 

Start 22308 End 

Name OJ000350_25 . 0309 . C8 . ol4 . gp Method 

Start 22308 End 

GI uC-osf IcypOllbOlbl . Score 

Exons 22308. .22814 

GI Descrip. '343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 

>gi_22 67 62_prf 1604469A cytochrome b6 [Oryza sativa] 1 



OJ000350__25.0309.C8 
+ 

22814 
AAT/GAP 
22814 
987 



OJ000350_25.0309.C8 
+ 

29938 
AAT/GAP 
29938 
2153 



Seq. No. 44099 Seq. ID 

Gene No. 92774 Strand 

Start 28834 End 

Name OJ000350_25 . 0309 . C8 . ol9 . gp Method 

Start 28834 End 

GI 2291_1.R1084 Score 

Exons 28834 . .29938 

GI Descrip. ' 133936/sp | P12146 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



OJ000350_25.0309.C8 
+ 

31425 • 
AAT/GAP 
31425 
2931 



Seq. No. 44099 Seq. ID 

Gene No. -92775 Strand 

Start 29953 End 

Name OJ000350_25 . 0309 . C8 . o20 . gp Method 

Start 29953 ^ End 

GI 3073_1.R1084 Score 

Exons 29953. .31425 

GI Descrip. 1 133936/sp | P12 14 6 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 44099 Seq. ID 

Gene No } . 92777 Strand 

Start 8542 End 

Name OJ000350_25 . 0309 . C8 . 06 . gp Method 

Start 8542 End 

GI 2653__1.R1084 Score 

Exons . 8542.. 9079 

GI Descrip. 1 11998/emb | CAA33959 | 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] 1 



OJ000350_25.0309.C8 

9079 
AAT/GAP 
9079 
1052 



45077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44099 Seq. ID OJ000350_25 . 0309 . C8 

92778 Strand 

17792 End 17959 

OJ000350_25 . 0309 . C8 . o9 . gp Method AAT/GAP 

17792 End 17959 

LIB3431-017-P1-K1-H4 Score 283 

17792. .17959 

' 1173189/sp| P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi__342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_121614 l_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] ' 



Seq. No. 44099 
Gene No. 92779 
Start 21407 

Name OJ000350_25 . 0309 . C8 . ol2 . gp 

Start 21407 
GI uC-osflcyp003hllbl 
Exons 21407.. 21858 

GI Descrip. ' 131332/sp | P09449 | PSBH_ORYSA 
PHOSPHOPROTEIN >gi_727 16_pir 
phosphoprotein psbH - rice chl 

(X12695) 10 kD phosphoprotein 
>gi_12016_emb_CAA3397 6_ (X1590 

[Oryza sativa] >gi__22 6635_prf_ 
phosphoprotein [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C8 

21858 
AAT/GAP 
21858 
872 



.Oe-09 PHOTOSYSTEM II 10 KD 
F2RZ0P photosystem II 
oroplast >gi_11953_emb_CAA31204 
(AA 1 - 73) [Oryza sativa] 
1) PSII lOkDa phosphoprotein 
1603356BJ photosystem II lOkD 



Seq. No. 44099 Seq. ID OJ000350_25 . 0309 . C8 

Gene No. 92780 Strand 

Start 21988 End 22151 

Name OJ000350_25 . 0309 . C8 . ol3 . gp Method AAT/GAP 

Start 21988 End 22151 

GI uC-osflcyp084g07al Score 201 

Exons 21988. .22151 

GI 'Descrip. 1 11957/emb | X15901 1 CHOSXX 7 . Oe-38 Rice complete chloroplast 
genome 1 



Seq. No. 44099 Seq. ID OJ000350__25 . 0309 . C8 

Gene No. 92781 Strand 

Start 25289 End 25854 

Name OJ000350_25 . 0309 . C8 . ol5 . gp Method AAT/GAP 

Start 25289 End 25854 

GI 2798177 Score 1010 

Exons 25289. .25854 

GI Descrip. 5881726/dbj | BAA844 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



Seq. No. 44099 Seq. ID OJ000350_25 . 0309 . C8 

Gene No. 92782 Strand 

Start 26637 End 27027 

Name OJ000350_25 . 0309 . C8 . ol6 . gp Method AAT/GAP 

Start 26637 End 27027 

GI 5003883 . Score 782 

Exons 26637. .27027 

GI Descrip. 11957/emb | X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



45078 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44099 Seq. ID OJ000350_25 . 0309 . C8 

92783 Strand 

27598 End 28183 

OJ000350_25 . 0309 . C8 . ol7 . gp Method AAT/GAP 

27598 End 28183 

481_1.R1084 Score ■ 1023 

27598. .28183 

1 132672/sp| P12137 |RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22 6644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 Seq. ID 

92784 Strand 
28488 End 
OJ000350_25 . 0309 . C8 . ol8 . gp Method 
28488 End 
LIB34 32-015-P1-K1-H8 Score 
28488. .28751 

, 11957/emb|X15901|CHOSXX 1. 
genome 1 

44099 

92785 Strand 
38519 End 
OJ000350_25 . 0309 . C8 . 08 . ts Method 
3107 End 
none Score 



OJ000350_25.0309.C8 

28751 
AAT/GAP 
28751 
450 



Oe-129 Rice complete chloroplast 



Seq. ID OJ000350_25.0309.C8 



41708 

TBLASTX : Soybean 

4192 

289 



3107. .3367, 3108. .3458, 3108. .3701, 3109. .3702, 4136. .4192 



Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25 


.03.09. 


C8.o26 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4132 








End 


4441 




GI 


none 








Score 


186 




Exons 


4132. .4254, 


4136. 


.4255, 


4231. 


.4341, 4240. .4296, 


4242. .4319, 




4244. .4339, 


4245. 


.4349, 


4314 . 


.4439, 4316. .4441, 


4358. .4441 


Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25 


.0309. 


C8.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4175 








End 


4860 




GI 


none 








Score 


182 




Exons 


4175. .4303, 


4175. 


.4336, 


4177. 


.4320, 4294 . .4392, 


4323. .4385, 




4348. .4422, 


4386. 


.4814, 


4406. 


.4858, 4406. .4858, 


4435. .4860 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 030 9 . C8 . o5 . ts 

Start 4415 

GI none 
Exons 



Seq. ID OJ000350_25.0309.C8 



Strand 
End 

Method 

End 

Score 



41708 

TBLASTX: Soybean 

5118 

1013 



4415. .5101, 4415. .5116, 4438. .5118, 4603. .5118 



45079 





Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


-C8 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25 


0309. 


C8.oll 


. tc 


Method 


TBLASTX: Cress 






Start 


4424 








End 


4900 






GI 


none 








Score 


41 






Exons 


4424. .4456, 


4458. 


.4808, 


4459. 


.4881, 4460. .4900, 4463. .4 


900 




Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 


0309. 


C8.08. 


tm 


Method 


TBLASTX: Maize 






Start 


4442 








End 


5188 






GI 


none 








Score 


436 






Exons 


4442. .5140, 


4452. 


.4814, 


4454 . 


.5182, 5138. .5188 






Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 


0309. 


C8.o22 


. tw 




TRT.ASTX * Wheat- 






Start 


4861 








End 


5043 






GI 


none 








Score 


319 




^5 


Exons 


4861. .5043, 


4862. 


.5041 












Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 


f j = 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 


0309. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


5186 








End 


5938 




^ J 


GI 


none 








Score 


926 




r : z 


Exons 


5186. .5932, 


5187. 


.5888, 


5192. 


.5938 






rg 


Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 


0309. 


C8.o32 


. tm' ' 


Method 


TBLASTX: Maize 






Start 


5191 








End 


5479 




fl! 


GI 


none 








Score 


205 




r **s 


Exons 


5191. .5475, 


5192. 


.5479, 


5196. 


.5474 








Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 


0309. 


C8.o37 


. tc 


Method 


TBLASTX: Cress 






Start 


5423 








End 


5570 






GI 


none 








Score 


156 






Exons 


5423. .5545, 


5424. 


.5570, 


5425. 


.5559 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 
92785 
38519 

OJ000350_25. 

5533 

none 

5533. .5892, 
6014 . .6067 



0309.C8.ol7.tm 
5542.. 5748, 5555. 



OJ000350_25.0309.C8 
41708 

. TBLASTX: Maize 
6069 
310 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5902, 5558. .5902, 6010. .6069, 



45080 



Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


OJ000350 25.0309.C8.o24 .tc 


Method 


TBLASTX: Cress 




Start 


5653 


End 


5922 




GI 


none 


Score 


'353 




Exons 


5653.. 5784, 5654.. 5920, 5654 


..5920, 5821. .5922 




Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


OJ000350 25.0309.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


6209 


End 


33576 




GI 


none 


Score 


49 




Exons 


6209.. 6241, 6239.. 6268, 6255 


..6332, 6268.. 6330, 32359.. 


32532, 




32359 .. 32553, 324 35 .. 32566, 


32553. .32669, 32554 .. 3267 3, 






32677 .. 3288 6, 32679 .. 33392 , 


32682. .33392, 3337 9 .. 334 77 , 






33389 33484 , 33397 .. 334 83, 


33411. .33485, 334 8 6 .. 335 66, 






33490.. 33576, 33491.. 33574 








Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


OJ000350_25.0309.C8.o7. tm 


Method 


TBLASTX: Maize 




Start 


6210 


End 


33454 




GI 


none 


Score 


53 




Exons 


6210.. 6242, 6211.. 6261, 6211 


..6246, 6236. .6268, 6236. .6268, 




6254.. 6358, 6254.. 6340, 6268 


..6360, 6892. .6954, 32677.. 


32886, 




ft. ^ "-J /"\ ft. /"\ ft. "J — i r-\ i^i /-\ """N ft ft ft ^ 

32679. .32927, 32682. .32927, 


32756. .32929, 328 63 .. 32928 , 






32922. .33452, 32930. .33454, 


32931. .33452 




Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


s~\ TArt r ^ o r ft. o ft. r\ « ft •—> i_ 

OJ000350_25 . 0309 . C8 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


6210 


End 


33424 




GI 


none 


Score 


56 




Exons 


/*" <~1 1 ft. /"A J ft ✓* ft -1 1 ft. ^* 1 ft -1 1 

6210. .6242, 6211. .6261, 6211 


..6246, 6215. .6247, 6236. .6268, 




6236.. 6268, 6268.. 6360, 6272 


..6358, 33048. .33422, 33048 


. .3342 




ft ft. ft. Jl ft. ft. ft Jt ft ft. ft ft /"\ Jl ft ft ft Jl ft ft 

330 49.. 33423, 33049.. 33 423, 


33122. .33424 




Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


OJ000350_25 .0309.C8.olO.ts 


Method 


TBLASTX: Soybean 




Start 


6268 


End 


33386 




GI 


none 


Score 


96 




Exons 


6268. .6351, 6270. .6332, 6271 


..6333, 32809. .32886, 32811 


. .3338 




32814 . . 33380 








Seq. No. 


44099 


Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 


Strand 






Start 


38519 


End 


41708 




Name 


OJ000350 25.0309.C8.ol9.ts 


Method 


TBLASTX: Soybean 




Start 


6958 


End 


9449 




GI 


none 


Score 


140 





45081 



Exons 



6958. .7179, 7017. .7136, 7639. .7776, 7641. .7730, 7651. .7737, 

7652. .7738, 8098. .8259, 8103. .8243, 8247. .8450, 8255. .8296, 

8281. .8496, 8281. .8493, 8516. .8578, 8519. .8578, 8527. .8583, 

8605. .8664, 8605. .8682, 8978. .9046, 8990. .9049, 8992. .9054, 

9071. .9445, 9075. .9449, 9081. .9185, 9101. .9448 



Seq. No. 44099 
Gene No. 92785 
Start 38519 

Name OJ000350_25 . 0309 . C8 . ol9 . tm 

Start 7593 
GI none 

Exons 7593.. 7772, 7599.-7772, 7775. 

7870. .7941, 7873. .7941, 7875. 
7909. .8007, 7931. .8008, 7934. 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 
Method TBLASTX : Mai ze 
End 8023 
Score 273 

.7873, 7776'.. 7889, 7862.. 7939, 
.7961, 7898. .7942, 7909. .8007, 
.8023, 7938. .8009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 
92785 
38519 

OJ000350_25. 0309.C8.o7.tc 

8104 

none 



Seq. ID OJ000350_25. 0309.C8 
Strand 

End 41708 

Method TBLASTX : Cress 

End 9445 

Score 341 



8104. .8589, 8106. .8486, 8106. .8594, 8107. .8595, 8529. .8597, 
8576. .8665, 8581. .8664, 8993. .9067, 9067. .9426, 9067. .9273, 
9068. .9445, 9072. .9443 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . ol5 . tm 

Start 8262 

GI none 
Exons 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 

Method TBLASTX: Maize 

End 8859 

Score 4 6 



8262. .8294, 8263. .8295, 8273. .8680, 8278. .8682, 8281. .8682, 
8768. .8791, 8769. .8792, 8787. .8834, 8788. .8835, 8790. .8834, 
8827. .8859, 8831. .8851 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . o2 . ts 

Start 9453 

GI none 

Exons 9453. .9770, 9473. .9778, 9999. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Soybean 

10989 

332 



10208, 10005. . 10988, 10006. .10989 



Seq. No. 44099 Seq. ID 

Gene No. 92785 Strand 

Start 38519 End 

Name OJ000350_25 . 0309 . C8 . o33 . tc Method 

Start 94 65 End 

GI none Score 

Exons 9465.. 9680, 9467.. 9682 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 

9682 

228 



Seq. No. 44099 Seq. ID 

Gene No. ' 92785 Strand 

Start 38519 End 

Name OJ000350_25 . 0309 . C8 . o3 . tc Method 

Start 9683 End 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 
10949 



45082 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 91 

9683.-9763, 9684.. 9755, 9985.. 10785, 9999.. 10208, 10006 .. 10794 , 
10891. .10947, 108 91. .1094 7, 10899. .1094 9 



44099 
92785 
38519 

OJ000350_25. 0309.C8.ol4 .tw 

9774 

none 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 

Method TBLASTX : Wheat 

End 10200 

Score 39 



9774. .9800, 9775. .9810, 9776. .9814, 9804. .9875, 9805. .9924, 
9820. .9945, 9860. .10072, 9880. .10071, 9972. .10073, 10075 .. 10200, 
10078. .10197, 10080.. 10199 



Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


r> Q 


Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 


. ol6 . tm 


Method 


TBLASTX : Maize 




Start 


9826 




End 


10306 




GI 


none 




Score 


58 




Exons 


9826 . . 9864 , 9828 . . 91 


372, 9861 


..10208, 9862. .10305, 9863.. 


1 U . 




9866. . 10306 










Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 




Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350_25. 0309.C8 


. o31 . tm 


Method 


TBLASTX: Maize 




Start 


10306 




End 


10474 




GI 


none 




Score 


273 




Exons 


10306. .10473, 10307 


. . 10474 , 


10309. .10473 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 




Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350_25.0309.C8 


.o28.tw 


Method 


TBLASTX: Wheat 




Start 


10531 




End 


10648 • 




GI 


none 




■' Score 


205 




Exons 


10531. .10647, 10532 


. . 10648, 


10534. .10647 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


C8 


Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 


. ol6 . tw 


Method 


TBLASTX: Wheat 




Start 


10767 




End 


11094 




GI 


none 




Score 


377 




Exons 


10767. .11030, 10774 


. . 11094, 


10774. .11094 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


C8 


Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 ' 




Name 


OJ000350 25. 0309. C8 


.o28.tc 


Method 


TBLASTX: Cress 




Start 


11913 




End 


12250 




GI 


none 




Score 


273 




Exons 


11913. . 12158, 11916 


. . 12158, 


12197 .. 12250, 12198 .. 12248 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


C8 


Gene No. 


92785 




Strand 







45083 





Start 


38519 






End 


41708 






Name 


OJ000350 25. 0309. C8 


, o22. tm 


Method 


TBLASTX: Maize 






Start 


11967 






End 


12250 






GI 


none 






Score 


364 






Exons 


11967. 


.12182, 11967 


. .12221, 


11968. . 12210, 12181. .12237, 








12182. 


.12250, 12183 


. .12248, 


12184.. 1224 9 






Seq . No . 


44099 






Seq. ID 


OJ000350 0^09 






Gene No. 


92785 






Strand 








Start 


38519 






End 


41708 






Name 


OJ000350 25. 0309. C8 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


12203 






End 


12644 






GI 


none 






Score 


669 






Exons 


12203. 


.12628, 12204 


. .12644 










Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


.C8 




Gene No. 


92785 






Strand 








Start 


38519 






End 


41708 






Name 


OJ000350 25. 0309. C8 


olO . tc 


Method 


TBLASTX: Cress 






Start 


12289 






End 


12867 






GI 


none 






Score 


89 






Exons 


12289. 


.12342, 12290 


. 12346, 


12291. .1234 7, 1234 5. . 124 76, 








12348. 


.12476, 12349 


. 12477, 


12350. .124 78, 1247 9. .127 60, 








12482. 


.12748, 12484 


. 12756, 


12484. .12765, 127 60 .. 127 92 , 








12764. 


.12793, 12796 


.12867, 


12800. . 12E 


}62 




f n 

?! 5 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


.C8 


~ E=. 


Gene No. 


92785 






Strand 








Start 


38519 






End 


41708 




iy 


Name 


OJ000350 25. 0309. C8 


o38.tm 


Method 


TBLASTX: Maize 




*3 


Start 


12709 






End 


12861 




fit 


GI 


none 






Score 


89 




_ 


Exons 


12709. 


.12762, 12709 


.12756, 


12710. .12778, 12757. .12816, 








12763. 


.12816, 12764. 


.12817, 


12764. .12817, 12817 .. 12861, 




= : 

'"•4 




12820. 


.12861 












Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


C8 




Gene No 


92785 






Strand 








Start 


38519 






End 


41708 






Name 


OJ000350 25. 0309. C8. 


ol8.tw 


Method 


TBLASTX: Wheat 






Start 


12722 






End 


13123 






GI 


none 






Score 


86 






Exons 


12722. 


.12796, 12723. 


. 12773, 


12724 .. 12774, 127 4 3. . 12 958, 








12755. 


.12958, 12952. 


. 13098, 


12977. .13120, 12 998. .13123 






Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309. 


C8 




Gene No. 


92785 






Strand 








Start 


38519 






End 


41708 






Name 


OJ000350 25. 0309. C8. 


J / . LIU 


Method 


TBLASTX: Maize 






Start 


12915 






End 


13305 






GI 


none 






Score 


64 






Exons 


12915. 


.12968, 12919. 


. 12975, 


12 920. .12 973, 12 948 .. 1304 0, 








12980. 


.13036, 13034. 


. 13075, 


1304 7. .13112, 13052. .13114, 








13055. 


13117, 13121. 


.13198, 


13122. .13193, 13123. .13194, 








13205. 


13297, 13228. 


.13305, 


13230. .13292 






Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309. 


C8 



45084 




Gene No. 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13382 






End 


40486 


GI 


none 






Score 


81 


Exons 


13382. 


.13429, 13383. 


. 13430, 


38608. .39078, 38608 .. 40017, 




38609. 


.40045, 38627. 


.40039, 


39573. .4 004 6, 39954. .4 0055, 




40101. 


.40184, 40102. 


.40185, 


40123. .40185, 40127 .. 40186, 




40179. 


.40478, 40181. 


.40486, 


40184 . .40486 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


Gene No. 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8 . 


olO. tw 


Method 


TBLASTX: Wheat 


Start 


13485 






End 


14081 


GI 


none 






Score 


136 


Exons 


13485. 


.13613, 13489. 


. 13614, 


13490. . 13585, 134 92 .. 13614 , 




13638. 


.13679, 13672. 


. 13755, 


13677. .13754, 13729 13806, 




13758. 


.13805, 13758. 


. 13808, 


13759. .13806, 137 91 13916, 




13792. 


.13917, 13796. 


.13915, 


13804. .13917, 13905. .14081, 




13910. 


.14080 








Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


Gene No. 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8. 


ol2.tm 


Method 


TBLASTX: Maize 


Start 


13647 






End 


14390 


GI 


none 






Score 


139 


Exons 


13647. 


.13805, 13672. 


. 13797, 


13674 . .13823, 13679 .. 13819, 




13792. 


.13878, 13793. 


. 13876, 


13872. .14042, 13872 .. 14 042 , 




13874 . 


.14044, 14059. 


. 14091, 


14060. . 14113, 14086. .14112, 




14094 . 


.14123, 14109. 


. 14180, 


14110. . 14217, 14111. . 1417 9, 




14175. 


.14390, 14177. 


. 14383, 


14178. . 14384 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


Gene No . 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8. 


o31. tc 


Method 


TBLASTX: Cress 


Start 


13974 






End 


14316 


GI 


none 






Score 


74 


Exons 


13974 . 


.14060, 13976. 


.14041, 


14116. . 14181, 14119. .14181, 




14181. 


.14315, 14191. 


. 14316, 


14202. . 14312 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


Gene No. 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8 . 


o25. ts 


Method 


TBLASTX: Soybean 


Start 


14116 






End 


14331 


GI 


none 






Score 


146 


Exons 


14116. 


.14181, 14175. 


. 14324, 


14175. . 14330, 14176.. 14331 


Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309 


Gene No. 


92785 






Strand 




Start 


38519 






End 


41708 


Name 


OJ000350 25. 0309. C8. 


o21. tw 


Method 


TBLASTX: Wheat 


Start 


14852 






End 


15240 


GI 


none 






Score 


83 



45085 




Exons 


14852. . 


14911, 


14853 


. .14930, 


14894. .14 


932, 14955 


. .*15203, 






14959. . 


15225, 


14965 


. .15240 












44099 








Seq. ID 


OJ000350 


25 . 0309 . 


,C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


417.08 






Name 


OJ000350 25. 0309. C8 


,o20. tm 


Method 


TBLASTX: 


Maize 




Start 


14937 








End 


15252 






GI 


none 








Score 


380 






Exons 


14937. . 


15245, 


14938 


. . 15252, 


14938. .15 


252 






Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309, 


.C8 


Gene No. 


92785 








Strand 


- 






Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


. o23 . ts 


Method 


TBLASTX: 


Soybean 




Start 


15011 








End 


16373 






GI 


none 








Score 


168 






Exons 


15011. . 


15118, 


15013 


. .15165, 


15013. .15 


165, 15584 


. . 15724, 






15591. . 


15800, 


15594 


. .15800, 


15595. .15 


813, 16063 


. .16134, 






16065. . 


16127, 


16071 


. .16115, 


16122. .16 


184, 16194 


. .16364, 






16196. . 


16360, 


16196 


. .16369, 


16212. .16373 






L_J C • LlU • 


44099 








Seq. ID 


OJ000350 


25 . 0309 . 


. C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ00035 


i0_25.0 


309. C8 


.o34 . tc 


Method 


TBLASTX: 


Cress 




Start 


15014 








End 


15174 






GI 


none 








Score 


165 






Exons 


15014. . 


15118, 


15016 


. . 15165, 


15016. . 15174 






Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309, 


.C8 




92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25.0 


309. C8 


.o24 . tm 


Method 


TBLASTX: 


Maize 




Start 


15425 








End 


15771 






GI 


none 








Score 


94 






Exons 


15425. . 


15493, 


15435 


. .15518, 


15525. . 15593, 15536 


... 15592, 






15583. . 


15771, 


15585 


. .15770 










Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309, 


,C8 


Gene No. . 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25.0 


309. C8 


.o29. tc 


Method 


TBLASTX: 


Cress 




Start 


15588 








End 


16516 






GI 


none 








Score 


75 






Exons 


15588. . 


15662, 


15598 


. .15801, 


15600. .15800, 16068 


. .16115, 






16092. . 


16184, 


16196 


. .16360, 


16196. .16360, 16212 


. .16373, 






16418. . 


16516 














Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309. 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25.0 


309. C8 


.ol7.ts 


Method 


TBLASTX: 


Soybean 




Start 


16409 








End 


39410 






GI 


none 








Score 


178 






Exons 


16409. . 


16495, 


39008 


. .39130, 


39009. .39131, 39143 


. .39256, 






39143. . 


39256, 


39226 


. .39408, 


39255. .39410, 39257 


. .39409 





45086 




Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


"41708 






Name 


OJ000350 25. 0309. C8 . 


o32.tc 


Method 


TBLASTX: 


Cress 




Start 


17115 








End 


17692 






GI 


none 








Score 


37 






Exons 


17115. 


. 17144, 


17181. 


. 17216, 


17184. .17213, 17206 


. . 17265, 






17219. 


.17266, 


17302. 


. 17388, 


17303. .17377, 17394 


. . 17492, 






17395. 


.17538, 


17477, 


. 17539, 


17575. .17619, 17578 


. . 17619, 






17648. 


.17692 














Seq. No. 


44099 








Seq. ID 


OJ000350 


_25 .0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 . 


o20. ts 


Method 


TBLASTX: 


Soybean 




Start 


17211 








End 


18260 






GI 


none 








Score 


73 






Exons 


17211. 


.17261, 


17219. 


. 17269, 


17295. .17336, 17299 


. . 17376, 






17300. 


.17326, 


17338. 


. 17382, 


17372. .17440, 17393 


. . 17437, 






17394 . 


.17447, 


17437. 


. 17502, 


17443. .17535, 17444 


. . 17536, 






17477. 


.17548, 


17631. 


. 17696, 


i7638. .17691, 17744 


. . 17905, 






17747. 


.17923, 


17772. 


. 17906, 


17908. .17952, 17926 


. . 17952, 






18103. 


.18258, 


18103. 


.18258, 


18111. .18260, 18113 


. . 18259 




Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o33 . tm 


Method 


TBLASTX: 


Maize 




Start 


17602 








End 


17790 






GI 


none 








Score 


62 






Exons 


17602. 


. 17628, 


17604. 


. 17630, 


17632. .17790, 17634 


. . 17789 




Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


. C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


17791 








End 


38607 






GI 


none 








Score 


230 






Exons 


17791. 


.17919, 


17792. 


. 17923, 


17792. .17923, 17793 


. . 17924, 






17911. 


.17955, 


17917. 


. 17955, 


17956. . 17979, 17957 


. . 17983, 






17957. 


.17983, 


17986. 


.18795, 


17991. . 18797, 17992 


. . 18774, 






38252. 


.38569, 


38253. 


.38606, 


38255. .38605, 38299 


. .38607 




Seq. No. 


44099 








Seq. ID 


OJ000350 


25.0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


ol6 . ts 


Method 


TBLASTX: 


Soybean 




Start 


- f 18262 








End 


18752 






GI 


none 








Score 


374 






Exons 


18262. 


18690, 


18272. 


.18691, 


18273. . 18710, 18519 


. .18710, 






18729. 


18752 














Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


olS.tc 


Method 


TBLASTX: 


Cress 





45087 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18280 End 18710 

none Score 351 

18280. . 18690, 18281 .. 18691, 18324. .18710 



44099 
92785 
38519 

OJ000350_25 . 0309 . C8 . o21 . tm 
19008 
none 

19008. . 19124, 19008. .19124, 19009 
19128. . 19298 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 

Method TBLASTX : Mai ze 

End 19298 

Score 167 

19128, 19115. . 19297, 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . o36. tc 

Start 19177 

GI none 

Exons 19177. . 19449, 19190.. 19456 

Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . 08 . tc 

Start, 19626 

GI none 

Exons 19626. .19757, 1 9633 .. 1977 9, 
19640. . 19780, 19763 19840, 
19819. .20175, 19968. .20183 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 

Method TBLASTX : Cress 

End 19456 

Score 166 



Seq. ID OJ000350_25.0309.C8 

Strand 
. End 41708 

Method TBLASTX : Cress 

End 20183. 

Score 90 
19634 . .19801, 19639. . 19758, 
19775. .2017 9, 1977 8. .2017 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
j Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



44099 

92785 Strand 

38519 End 
OJ000350_25.0309.C8.o5.tw . Method 

19741 End 

none Score 

19741. .19785, 1 9742 20170, 19742. .20170 



Seq. ID OJ000350_25.0309.C8 



41708 

TBLASTX: Wheat 
20170 
691 



44099 
92785 
38519 

OJ000350_25.0309.C8.o34.tm 

19778 

none 



Seq. ID OJ000350_25.0309.C8 



Strand 
End 

Method 

End 

Score 



41708 

TBLASTX: Maize 

19987 

221 



19778. .19918, 1 977 9 .. 19916, 19922. .19987 



44099 
92785 
38519 

OJ000350_25. 030 9.C8.ol2.ts 

19850 

none 



Seq. ID OJ000350_25.0309.C8 



Strand 
End 

Method 

End 

Score 



41708 

TBLASTX: Soybean 

20294 

694 



19850. .20290, 1 9851 .. 20156, 19852 .. 2028 9, 20193. .20294 



44099 
92785 



Seq. ID 
Strand 



OJ000350 25. 0309. C8 



45088 




Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


ol8 . tm 


Method 


TBLASTX: Maize 




Start 


19990 








End 


20304 






GI 


none 








Score 


567 






Exons 


19990. 


.20304, 


19991. 


.20302 










Seq. No. 


44099 








Seq. ID 


OJ000350_ 


25 . 0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o9. tc 


Method 


TBLASTX : 


Cress 




Start 


20185 








End 


20593 






GI 


none 








Score 


686 






Exons 


20185. 


.20373, 


20186. 


.20593, 


20186. .20593 






Seq. No. 


44099 








Seq. ID 


OJ000350 


_25 . 0309 


. C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o4 . tc 


Method 


TBLASTX : 


Cress 




Start 


20678 








End 


23325 






GI 


none 








Score 


75 






Exons 


20678. 


.20761, 


20681. 


.20758, 


20683. .20763, 20795 


. .20875, 






20795. 


.20875, 


20874 . 


. 20996, 


20875. .20967, 21028 


. . 21225, 






21032. 


.21235, 


21032. 


.21229, 


21236. .21262, 21237 


. .21275, 






21269. 


.21442, 


21273. 


.21374, 


21274. .21504, 21275 


. .21517, 






21482. 


.21508, 


21588. 


.21614, 


22445. .22939, 22448 


. .23095, 






22450. 


.23112, 


22456. 


.23094, 


22979. .23095, 23148 


. .23219, 






23150. 


.23218, 


23153. 


.23227, 


23271. .23324, 23271 


. .23324, 






23287. 


.23325 














Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


.C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


ol5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


20964 








End 


21640 






GI 


none 








Score 


228 






Exons 


20964 . 


.20990, 


21001. 


.21180, 


21023. .21181, 21029 


. .21181, 






21217. 


.21276, 


21228. 


.21266, 


21269. .21442, 21274 


. .21504, 






21274. 


.21504, 


21281. 


.21517, 


21482. .21508, 21589 


. .21639, 






21590. 


.21640 














Seq. No. 


44099 








Seq. ID 


OJ000350 


_25 . 0309 


,C8 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o9. tm 


Method 


TBLASTX: 


Maize 




Start 


21047 








End 


21811 






GI 


none 








Score 


785 






Exons 


21047. 


.21553, 


21047. 


.21442, 


21198. .21560, 21271 


. .21558, 






21459. 


.21569, 


21538. 


.21615, 


21549. .21614, 21549 


. .21620, 






21590. 


.21619, 


21607. 


.21657, 


21607. .21657, 21608 


. .21658, 






21648. 


.21779, 


21659. 


.21691, 


21663. .21743, 21737 


. .21778, 






21745. 


.21780, 


21772. 


.21807, 


21785. .21811 






Seq. No. 


44099 








Seq. ID 


OJ000350 


_25.0309 


.C8 


Gene No . 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8. 


o26. tw 


Method 


TBLASTX: 


Wheat 




Start 


21129 








End 


21378 







45089 



GI 

Exons 



none 



Score 



62 



21129. .21161, 21129. .21296, 21131 .. 21298 , 21297 .. 21365, 
21298. .21366, 21298 .. 21378, 21299.. 21367 



Seq. No. 44099 
Gene No. 92785 
Start 38519 

Name OJ000350_25 . 0309 . C8 . o4 . ts 

Start 21941 
GI none 

Exons 21941. .21985, 2 1987 .. 2204 0, 

22049. .22081, 22366 .. 224 10, 
22406. .23122, 224 18 .. 22939, 
23151. .23180, 23152. .23187 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21989. .22039, 
22367. .22429, 
22456. .23121, 



OJ000350 25. 0309. C8 



41708 

TBLASTX : Soybean 
23187 
57 

22047. .22085, 
22367. .22426, 
22988. .23122, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 Seq. ID 

92785 Strand 

38519 End 

OJ000350_25. 0309.C8 .oil. tm Method 

22451 End 

none Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Maize 

23095 

967 



224 51. .23095, 224 54 .. 22921, 22513. .23094 



44099 
92785 
38519 

OJ000350_25. 0309.C8.o29.tm 

23261 

none 



Seq. ID OJ000350_25.0309.C8 



Strand 
End 

Method 

End 

Score 



41708 

TBLASTX: Maize 

23501 

290 



23261. .23455, 23262 .. 23453, 234 57 .. 23501 , 23458.. 23499 



44099 
92785 
38519 

OJ000350_25. 0309.C8.o7.ts 
23410 
none 
23410, 
23667. 
23947, 
24424 , 



.23502, 
.23693, 
.24516, 
.24522, 
24776. .24952, 



23410, 
23770, 
23954, 
24541. 
24778. 



.23529, 
.23817, 
.24493, 
.24621, 
.24972 



Seq. ID 
Strand 
End 

Method 
End 
Score 
23505. .23651, 



OJ000350 25. 0309. C8 



23776. 
23954 . 
24564 . 



41708 

TBLASTX: Soybean 
24972 
75 

23561. .23650, 
.23817, 23929. .24384, 
.24520, 23964 . .24518, 
.24620, 24775. .24948, 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350__25 . 0309 . C8 . o23 . tc 

Start 23947 

GI none 

Exons 23947. .24192, 23960.. 24193 

Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . o27 . tc 

Start 24194 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 

24193 

367 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 

24399 

316 



45090 




Exons 


24194 


. .24397, 


24196. 


.24399 








Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


,C8 


Gene No. 


92785 








Strand 








38519 








End 


41708 




Name 


OJ000350 25. 0309. C8. 


o30.tc 


Method 


TBLASTX : Cress 




Start 


24799 








End 


25241 




GI 


none 








Score 


36 




Exons 


24799 


. .24864, 


24850. 


.24888, 


24855. .248 


93, 24905. .24949, 






24992 


. .25228, 


25001. 


.25228, 


25047. .252 


41, 25099. .25230, 






25110 


. .25241 












o e q . ln u . 


44099 








Seq. ID 


OJ000350 25.0309 


.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25. 0309. C8. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


24992 








End 


25756 




GI 


none 








Score 


523 




Exons 


24992 


. .25702, 


24992. 


.25756, 


24999. .257 


27, 25063.. 25749 




o e q . in u . 


44099 








Seq. ID 


OJ000350 25 0309 


.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25. 0309. C8 . 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


25190 








End 


25664 




GI 


none 








Score 


662 




Exons 


25190 


. .25663, 


25191. 


.25664 








Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25.0 


309. C8. 


ol4 . tc 


Method 


TBLASTX: Cress 




Start 


25484 








End 


26071 




GI 


none 








Score 


295 




Exons 


25484 


. .25756, 


25488. 


.25727, 


25739. .257 


98, 25771. .25815, 






25771 


. .25815, 


25798. 


.25971, 


25804 . .25938, 25812 .. 25973, 






25812 


. .25982, 


25841. 


.25996, 


25973. .26071, 2597 4 .. 2 6069, 






25975 


. .26070 












Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8' 


Gene No. 


92785 








Strand 






OLal L 


38519 








End 


41708 




Name 


OJ000350 25.0 


309. C8. 


o36 . tm 


Method 


TBLASTX : Maize 




Start 


25672 








End 


25934 




GI 


none 








Score 


51 




Exons 


25672 


. .25746, 


25691. 


.25750, 


25692. .25730, 25693.-2574 6, 






25800 


. .25928, 


25813. 


.25929, 


25813. .25929, 25815 .. 25934 , 






25841 


. .25933 












Seq. No. 


44099 








Seq. ID 


OJ000350_25.0309 


.C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


ojooo: 


350_25.0 


309. C8. 


o23. tm 


Method 


TBLASTX: Maize 




Start 


25951 








End 


26238 




GI 


none 








Score 


188 




Exons 


25951 


. .26064, 


25952. 


.26068, 


25952. .26068, 26066 .. 2 6236, 






26067 


. .26237, 


26068. 


.26238, 


26069. .26236 





45091 






44099 






<J ~ v.^ • J. l_y 


OJ0003S0 ?S 0^09 


. C8 


Gene No. 


92785 






Strand 






Start 


' 38519 






End 


41708 




Name 


OJ000350 25. 0309. C8. 


o26. ts 


Method 


' TBLASTX: Soybean 




Start 


26026 






End 


26278 




GI 


none 






Score 


91 




Exons 


26026. 


.26118, 26026. 


.26196, 


26027. .261 


97, 26036. .26197, 






26177. 


.26278, 26178. 


.26270, 


26182. .262 


71 

* 




Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309, 


,C8 


Gene No. 


92785 






Strand 


- 




Start 


38519 






End 


41708 




Name 


OJ000350 25. 0309. C8. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


26239 






End 


27756 




GI 


none 






Score 


38 




Fynn <5 


26239. 


.26271, 26240. 


26290. 


26263 263 


46 26283 26345 






26295. 


.26372, 26302. 


.26373, 


26357. .263 


74, 26391. .26630, 






26394. 


.26615, 26413. 


.26631, 


26637. .269 


15, 26638. .26916, 






26654. 


.26917, 26658. 


.26918, 


26666. .267 


16, 26690. .26968, 






26701. 


.26979, 26923. 


.26964, 


26924. .269 


62, 26926. .27006, 






27014. 


.27058, 27019. 


.27072, 


27021. .270 


71, 27090. .27173, 






27091. 


.27738, 27091. 


.27621, 


27110. .277 


54, 27321. .27755, 






27694 . 


.27756 










Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309, 


.C8 


Gene No. 


92785 






Strand 


- 




Start 


38519 






End 


41708 




Name 


OJ000350 25. 0309. C8 . 


o27.ts 


Method 


TBLASTX: Soybean 




Start 


26723 






End 


26912 




GI 


none 






Score 


174 




Exons 


26723. 


.26908, 26724. 


.26912 








O G ^ • LN W • 


44099 






Seq. ID 


OJ000350_25.0309, 


.C8 


Gene No. 


92785 






Strand 






Start 


38519 






End 


41708 




Name 


OJ000350 25. 0309. C8. 


08 . tw 


Method . 


TBLASTX: Wheat 




Start 


27014 






End 


27472 




GI 


none 






Score 


45 




Exons 


27014. 


.27058, 27020. 


.27058, 


27021. .27071, 27069 .. 27089, 






27091. 


.27465, 27110. 


.27463, 


27110. .274 


72, 27195. .27464 




Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309. 


.C8 


UC11C IVU • 


92785 






Strand 






Start 


38519 






End 


41708 




Name 


OJ000350 25. 0309. C8 . 


ol6. tc 


Method 


TBLASTX: Cress 




Start 


27103 






End 


27623 




GI 


none 






' Score 


156 




Exons 


27103. 


.27315, 27106. 


.27276, 


27110. .273 


07, 27310. .27519, 






27323. 


.27517, 27332. 


.27526, 


27337. .275 


25, 27541. .27582, 






27542. 


.27574, 27585. 


.27623 








Seq. No. 


44099 






Seq. ID 


OJ000350_25.0309, 


,C8 


Gene No. 


92785 






Strand 






Start 


38519 






End 


41708 




Name 


OJ000350 25. 0309. C8 . 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


27103 






End 


32808 





45092 




GI 


none 








Score - 158 






Exons 


27103. 


.27267, 


27103. 


. .27315, 


27110. .27319, 27110 


. .27337, 






27310. 


.27516, 


27326. 


. .27517, 


27330. .27638, 27332 


. .27553, 






27551. 


.27577, 


27594 . 


. .27659, 


'2764S..27947, 27656 


. .27946, 






27765. 


.27959, 


27935. 


. .28036, 


27942. .28061, 28122 


. .28355, 






28138. 


.28500, 


28138. 


. .28533, 


28152. .28541, 28157 


. .28543, 






28404. 


.28538, 


29766. 


. .29906, 


29767. .30147, 29768 


. .30136, 






30151. 


.30258, 


30322. 


. .30471, 


30322. .30471, 30323 


. .30481, 






30381 . 


. 30476, 


30466. 


30495, 


31076. .31228. 31080 


. . 31313, 






31090. 


.31314, 


31318. 


. .31344, 


31319. .31342, 31539 


. .31883, 






31592. 


.31882, 


31593. 


. .31922, 


31648. .31887, 31828 


. .32037, 






31855. 


.32052, 


31955. 


. .32053, 


32024. .32170, 32039 


. .32137, 






32129. 


.32173, 


32131'. 


. .32172, 


32132. .32173, 32173 


. .32352, 






32175. 


.32351, 


32176, 


. .32403, 


32357. .32434, 32358 


. .32435, 






32413. 


.32808, 


32427. 


. .32720 








Seq. No. 


44099 








Seq. ID OJ000350_ 


_25.0309. 


C8 




92785 








Strand 






Start 


38519 








End 41708 






Name 


OJ000350 25. 0309. C8 , 


,ol9. tw 


Method TBLASTX : Wheat 




Start 


27544 








End 27908 






GI 


none 








Score 60 






Exons 


27544. 


.27579, 


27544 . 


. .27579, 


27553. .27621, 27563 


. .27619, 






27565. 


.27621, 


27630, 


. .27908, 


27630. .27905, 27647 


. .27907 




Seq. No. 


44099 








Seq. ID OJ000350 


_25.0309. 


C8 


Gene No. 


92785 








Strand 






OLdl L 


38519 








End 41708 






Name 


OJ000350 25. 0309. C8. 


,o21. tc 


Method TBLASTX :< 


Cress 




Start 


27649 








End 28036 






GI 


none 








Score 114 






Exons 


27649. 


.27849, 


27650, 


. .27853, 


27657. .27854, 27854 


. .27901, 






27854. 


.27946, 


27855. 


. .27947, 


27922. .27954, 27935 


. .28036, 






27942. 


.28034 












Seq. No. 


44099 








Seq. ID OJ000350; 


_25.0309. 


C8 




92785 








Strand 






Start 


38519 








End 41708 






Name 


OJ000350 25. 0309. C8. 


,ol0. tm 


Method TBLASTX : Mai ze 




Start 


27797 








End 29636 






GI 


none 








Score 75 






Exons 


27797. 


.27841, 


27798. 


. .27842, 


27842..28543, 27843 


. .28538, 






29580. 


.29636 












Seq. No. 


44099 








Seq. ID OJ000350 


_25.0309. 


C8 


UCHC INV^. 


92785 








Strand 






Start 


38519 








End 41708 






Name 


OJ000350 25. 0309. C8. 


, ol3 . tw 


Method TBLASTX : Wheat 




Start 


28061 








End ■ 28452 






GI 


none 








Score 80 






Exons 


28061. 


.28114, 


28063. 


, .28113, 


28065. .28118, 28068 


. .28451, 






28069. 


.28452 












Seq. No. 


44099 








Seq. ID OJ000350_ 


_25.0309. 


C8 


Gene No. 


92785 








Strand 






Start 


38519 








End 41708 






Name 


OJ000350 25. 0309. C8 . 


ol7.tc 


Method TBLASTX : Cress 





45093 






Start 


28070 








End 


28543 






GI 


none 








Score 


48 






Exons 


28070. 


.28102, 


28176 


. .28241, 


28221. .28541, 28222 


. . 28497, 






28232. 


.28543, 


28236 


. . 28535 










Seq. No. 


44099 








Seq. ID 


OJ000350 


_25 . 0309 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


.o23. tw 


Method 


TBLASTX: 


Wheat 




Start 


28484 








End 


36635 






GI 


none 








Score 


131 






Exons 


28484. 


.28558, 


28485 


.28559, 


28529. .28654, 28555 


. .28 659, 






28559. 


.28654, 


28564 


.28 68 9, 


28673. .28696, 28675 


O O f Ci o 

. .28 698, 






28697. 


.28744, 


28729 


.28809, 


28740. .28802, 28856 


o o r> n o 

. . 28888 , 






28857. 


.28889, 


36549 


. 36635 










Seq. No. 


44099 








Seq. ID 


OJ000350 


25 . 0309 




Gene No . 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


o27 . tm 


Method 


TBLASTX: 


yiaize 




Start 


28853 








End 


29176 






GI 


none 








Score 


352 




f ^ 


Exons 


28853. 


.29101, 


28854 


.29102, 


28861. .29172, 28864 


. . 29157 , 






29108. 


.29176 












%■ = 


Seq. No. 


44099 








Seq. ID 


OJ000350 


_2 5 . 0 3 0 9 


flj 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


.ol9. tc 


Method 


TBLASTX: 


Cress 




Start 


28892 








End 


30126 




2 ~_ 


GI 


none 








Score 


49 




i y 


Exons 


28892. 


.28933, 


28900 


. . 28920, 


28952. .29014, 28970 


. . 29014 , 


E 




29007. 


.29096, 


29008 


. . 29097, 


29011. .29103, 29224 


. .29250, 


|3 




29246; 


.29290, 


29399 


29461, 


29572. .29613, 29583 


. . 29630, 


V z 

*^ 




29703. 


.29945, 


29710 


. . 30081, 


29752. .30126, 29753 


. .30109 


1 J, 
" =. 


Seq. No. 


44099 








Seq. ID 


OJ000350 


_2 5 . 0 3 0 9 


\J 


Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


oil . tw 


Method 


TBLASTX: 


tfheat 


^ CP 


Start 


28976 








End 


29610 






GI 


none 








Score 


202 






Exons 


28976. 


.29134, 


28977 


. 2 9126, 


28978. .29154, 29101 


. . 29187 , 






29102. 


.29188, 


29111 


. 2 9185, 


29173. .29286, 29182 


o r\ o o r\ 

. .29289, 






29189. 


.29290, 


29296 


. 29505, 


29302. .29415, 29304 


. .29483, 






29363. 


.29533, 


29373 


. 29543, 


29387. .29533, 29563 


. . 29610, 






29577. 


.29609 














Seq. No. 


44099 








Seq. LP 


OJ000350 


_25 . 0309 




Gene No. 


92785 








Strand 








Start 


38519 








End 


41708 






Name 


OJ000350 25. 0309. C8 


o28.tm 


Method 


TBLASTX: 


Maize 




Start 


29217 








End 


29540 






GI 


none 








Score 


59 






Exons 


29217. 


.29246, 


29218 


.29253, 


29218. .29250, 29243 


. .29284, 






29243. 


.29290, 


29248 


.29505, 


29248. .29418, 29375 


. .29533, 






29376. 


.29483, 


29379 


.29540, 


29387. .29521, 29473 


. .29532 



45094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



44099 

92785 

38519 

OJ0003 

29680 

none 

29680. 

29711. 

30263. 

30881. 

31013. 

31277. 

31340. 



50 25.0309.C8.o3.tm 



.29712, 29689. 

.30259, 30154. 

.30493, 30475. 

.30994, 30925. 

.31231, 31032. 

.31351, 31283. 

.31441, 31353. 



.30261, 
.30261, 
.30933, 
.30999, 
.31346, 
.31351, 
.31442 



44099 
92785 
38519 

OJ000350_25. 0309.C8.o2. tw 

30162 

none 

30162. .30257, 30163. .30495, 
30532. .30927, 30533.. 30931 

44099 

92785- 

38519 

OJ000350_25. 0309.C8.o20. tc 

30358 

none 

30358. .30468, 30365. .30469, 
30541. .30837, 30550.. 30873 

44099 
92785 
38519 

OJ000350_25.0309.C8.o24 .ts 

.30548 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29691. .29909, 
30214. .30492, 
30487. .30933, 
30942. .30998, 
31041. .31310, 



OJ000350 25. 0309. C8 



41708 

TBLASTX: Maize 
31442 
37 

29704. .30102, 
30256. .30495, 
30506. .30934, 
30944. .31048, 
31048. .31347, 



31312. .31401, 31338. .31397, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Wheat 

30931 

137 



30163. .304 92, 30526. .30924, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 

30873 

129 



30372. .30470, 30519. .30626, 



Seq. ID OJ000350_25.0309.C8 



Strand 
End 

Method 

End 

Score 



41708 

TBLASTX: Soybean 

30876 

137 



30548. .30838, 30550 .. 3087 6, 30562.. 30843 



44099 
92785 
38519 
OJ000350 
31215 
none 
31215. 
31454. 
31505. 
31593. 
31786. 



25.0309.C8.ol2.tc 



31313, 
31531, 
31534, 
31763, 
32103, 



31218. 
31455. 
31591. 
31648. 
31955. 



.31307, 
.31511, 
.31758, 
.31764, 
.32023 



Seq. ID 

Strand 

End 

Method 

End 

Score 

31453, 

31456. 

31592. 

31774. 



OJ000350 M 25.03C)9.C8 

41708 

TBLASTX 

321 



J1503, 
31521, 
31759, 
32022, 



31454 . 
31505. 
31593. 
31778. 



,31504, 
,31534, 
,31760, 
,32017, 



44099 
92785 
38519 

OJ000350 25.0309.C8.o6.tm 



Seq. ID 

Strand 

End 

Method 



OJ00035C_25.0309.C8 
41708 

TBLASTX: Maize 



45095 




f 5 ^ 



Start 


31624 




End 


32453 




GI 


none 




Score 


1254 




Exons 


31624. .32445, 31625. 


. .32446, 


31648. .324- 


48, 32082. .32453 




oeq . NO . 


A A D Q Q 




Seq. ID 


OJ000350_25.0309, 




Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 , 


. ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


31764 




End 


32071 




GI 


none 




Score 


365 




Exons 


31764 . .32039, 31765. 


. .32070, 


31765. .32070, 31955.. 32071 




o e q . in o . 


A A P) QQ 
4 4 u y y 




Seq. ID 


OJ000350_25.0309, 




Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 . 


.o27. tw 


Method 


TBLASTX: Wheat 




Start 


33425 




End 


33652 




GI 


none 




Score 


104 




Exons 


33425.-33484, 33427. 


. .33483, 


33491. .33652, 33506.. 33652 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309, 


.C8 


Gene No. 


92785 




Strand 






Cf a v--|- 

o ram 


ion q 

JO Ji 1/ 




End 


41708 




Name 


OJ000350 25. 0309. C8. 


.o25. tc 


Method 


TBLASTX: Cress 




Start 


33806 




End 


34214 




GI 


none 




Score 


61 




Exons 


33806. .33850, 33837, 


. .33998, 


33850. .33999, 33851 .. 34000, 






33852. .33998, 33985, 


. .34080, 


33995. .34081, 33995 .. 34 108 , 






33996. .34082, 34083, 


. .34214, 


34085. .34165, 34092. .34172 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309, 


.C8 


(aene imo . 


QOi o c 
i?Z / 0 o 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 . 


.o28. ts 


Method 


TBLASTX: Soybean 




Start 


34162 




End 


34341 




GI 


none 




Score 


52 




Exons 


34162. .34191, 34164. 


, .34187, 


34197. ,.34337, 34200 .. 34 337., 






34201. .34341 










Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


,C8 


Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350_25.0309.C8. 


.ol7.tw 


Method 


TBLASTX: Wheat 






jjjIU 




End 


35995 




GI 


none 




Score 


92 




Exons 


35510. .35587, 35510. 


, .35587, 


35589. .35645, 35589 .. 35645, 






35620. .35700, 35625. 


. .35702, 


35627. .35704, 35636 .. 35698 , 






35652. .35717, 35662. 


. .35703, 


35662. .35730, 35663 .. 35704 , 






35690. .35710,-, 35715. 


, .35765, 


35715. .35756, 357 1 6 . . 35808 , 






35716. .35766, 35755. 


. .35994, 


35762. .35995, 35762.. 35995 




Seq. No. 


44099 




Seq. ID 


OJ000350_25.0309. 


,C8 


Gene No. 


92785 




Strand 






Start 


38519 




End 


41708 




Name 


OJ000350 25. 0309. C8 . 


,ol3. ts 


Method 


TBLASTX: Soybean 




Start 


35791 




End 


36284 




GI 


none 




Score 


684 





45096 



Exons 



35791. .36282, 35801 36199, 35803 36282, 3594 9 36284 , 
36162. .36284 



Seq. No. 44099 

Gene No. 92785 

Start 38519 

Name OJ000350_25 . 0309 . C8 . o2 1 . ts 

Start 37490 

GI none 
Exons 



Seq. ID OJ000350_25.0309.C8 
Strand 
End 

Method 
End 
Score 



41708 

TBLASTX: Soybean 

37716 

347 



37490. .37714, 37492 .. 37716, 37492.. 37716 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44099 
92785 
38519 
OJ000350 
37717 
none 
37717. 
38022. 
38083. 



25.0309.C8.ol4.ts 



38034, 
38096, 
3*8169 



37717. 
38039. 



.38034, 
.38098, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37721. .38035, 
38052. .38168, 



OJ000350 25. 0309. C8 



41708 

TBLASTX : Soybean 
38169 
448 

38022. .38099, 
38054 . .38167, 



Seq. No. 44099 
Gene No. 92785 
Start 38519 

Name OJ000350_25 . 0309 . C8 . o9 . ts 

Start 38282 
GI none 

Exons 38282.-38329, 38285 .. 3832 6, 

38330. .38569, 38580 .. 38888 , 
38843. .38887, 38879 .. 39001, 



Seq. ID OJ000350_25.0309.C8 
Strand 

End 41708 

Method TBLASTX : Soybean 

End 39006 

Score 59 
38325. .38555, 38329 .. 38574 , 
38581. .38826, 38 627 .. 38827 , - 
38881. .39006, 38881. .39006 



Seq. No. 44099 
Gene No. 92785 
Start 38519 

Name OJ000350_25 . 0309 . C8 . ol3 . tc 

Start 38294 
GI none 
Exons 38294 . .38329, 

38330. .38557, 

38581. .38715, 

38711. .38803 



38297. .38326, 
38331. .38582, 
38581. .38715, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
38325. .38555, 
38579. .38701, 
38693. .38719, 



OJ000350 25. 0309. C8 



41708 

TBLASTX: Cress 
38816 
47 

38329. .38574, 
38580. .38693, 
38709. .38816, 



Seq. No. 44099 Seq. ID OJ000350_25 . 0309 . C8 

Gene No. 92785 Strand 

Start, 38519 End 41708 

Name OJ000350_25 . 0309 . C8 . o2 1 . gp Method AAT/GAP 

Start 38519 End 40488 

GI 183_5.R1084 Score ' 2766 

Exons 38,519. .38903, 39444.. 40488 

GI Descrip. ' 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037__emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



Seq. No. 



44099 



Seq. ID OJ000350_25.0309.C8 



45097 



Gene No. 92785 Strand 

Start 38519 End 

Name ■ OJ000350_25 . 0309 . C8 . o25 . tw Method 

Start 38683 End 

GI none Score 

Exons 38683. .38793, 3868 6 38766, 38687. 

38752. .38865, 38869 .. 38901, 38870. 



41708 

TBLASTX: Wheat 

38902 

99 



38770, 
38902 



38750. .38881, 



OJ000350 25. 0309. C8 



Seq. No. 44099 Seq. ID 

Gene No. . 92785 Strand 

Start 38519 End 
Name OJ000350_25 . 0309 . C8 . o35 . tc Method 

Start 38863 End 

GI none Score 

Exons 38863. .39018, 38874 .. 38984 , 38881 .. 39018, 38882 .. 39022, 
38883. .39023 



41708 • * 
TBLASTX: Cress 
39023 
194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 
92785 
38519 

OJ000350_25.0309.C8.o9. tw 

39278 

none 



Seq. ID OJ000350_25.0309.C8 
Strand 
End 

Method 
End 
Score 



41708 

TBLASTX: Wheat 

39688 

42 



39278. .39337, 39329.-39688, 39344.. 39685 



Seq. No. 44099 
Gene No. 92785 
Start 38519 

Name OJ000350_25 . 0309 . C8 .06 . tc 

Start 39297 
GI none 
Exons 39297. 

39770. 

39779. 

39901. 



,39518, 39298. 

,39886, 39774. 

,39895, 39831. 

,39948, 39938, 



.39819, 
,39887, 
,39899, 
,40012, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 25. 0309. C8 



39998. .40039, 4 0004 .. 4 0045, 



41708 

TBLASTX: Cress 
40046 
365 

39299. .39775, 39299 .. 39820, 
39775. .39801, 39778 .. 39894 , 
39863. .39937, 39868 .. 39969, 
39954 . .40022, 39964 .. 4 0008 , 
40026. .40046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44099 
92785 
38519 
OJ00035 
39568 
none 
39568. . 
39784 . . 
39901. . 
39967. . 
40163. . 
40327. . 
40516. . 



0 25.0309.C8.ol8.ts 



39768, 
39879, 
39936, 
40029, 
40189, 
40383, 
40680, 



39569. 
39785. 
39905. 
40102. 
40196. 
40415. 
40541. 



,39775, 
.39874, 
.39937, 
.40167, 
.40300, 
.40453, 
.40681 



Seq. ID 
Strand 
End 

Method 
End 
Score 

39569 

39831 

39937 

40104 

40223 

40514 



OJ000350 25. 0309. C8 



41708 

TBLASTX: Soybean 
40681 
308 

39769, 39752 
39881, 39838 
39978, 39944 
40169, 40162 
40300, 40308 



40672, 40515. 



39874, 
39885, 
39979, 
40188, 
40400, 
40670, 



Seq. No. 44099 Seq. ID 

Gene No. 92785 Strand 

Start 38519 End 

Name. OJ000350_25 . 0309 . C8 . o38 . tc Method 

Start 40106 End 

GI none Score 



OJ000350_25.0309.C8 
41708 

TBLASTX: Cress 

40327 

40 



45098 



Exons 


40106. . 


.40141, 


40131. 


, .40172, 


40143. . 


40175, 


40165 


. .40302, 




40166. . 


.40309, 


40167. 


.40298, 


40168. . 


40299, 


40304 


. .40327 


Seq. No. 


44099 








Seq. 


ID OJ000350_ 


_25.0309 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


' OJ000350 25. 0309. C8 . 


,o5. tc 


Method TBLASTX : Cress 


Start 


40328 








End 


41708 




GI 


none 








Score 


110 




Exons 


40328. 


.40423, 


40328. 


, .40414, 


40421. . 


40447, 


40421 


. . 40447, 




40423. 


.40452, 


40514 . 


, .40660, 


40521. . 


40652, 


40555 


. . 40653, 




40617. 


.40688, 


40707. 


, .40784, 


40708. . 


40788, 


40708 


. .40788, 




40709. 


.40789, 


40781. 


, .40852, 


40784. . 


40852, 


40785 


. . 40853, 




40808. 


.40915, 


40854 . 


, .40916, 


40912. . 


41043, 


40932 


. .41048, 




40934. 


.41041, 


40938. 


, .41096, 


40988. . 


41095, 


41056 


. .41100, 




41114 . 


.41161, 


41115. 


, .41291, 


41116. . 


41298, 


41199 


. .41300, 




41201. 


.41299, 


41325. 


. .41384, 


41327. . 


41386, 


41338 


. .41391, 




41393. 


.41509, 


41394. 


. .41477, 


41395. . 


41511, 


41479 


. . 41604, 




41488. 


.41595, 


41507. 


, .41602, 


41517. . 


41609, 


41603 


. .41629, 




41603. 


.41629, 


41607. 


, . 41642, 


41631. . 


41708, 


41633 


. .41707 


Seq. No. 


44099 








Seq. 


ID OJ000350 


_25.0309 


Gene No. 


92785 








Strand 






Start 


38519 








End 


41708 




Name 


OJ000350 25. 0309. C8 . 


,o24 . tw 


Method TBLASTX : 1 


Wheat 


Start 


41413 








End 


41708 




GI 


none 








Score 


76 






Exons 


41413. 


.41508, 


41413. 


. .41490, 


41479. . 


41550, 


41488 


. .41550, 




41507. 


.41551, 


41520. 


. .41561, 


41524 . . 


41610, 


41546 


. .41611, 




41597. 


.41674, 


41614 . 


. .41670, 


41615. . 


41671, 


41673 


. .41708, 




41675. 


.41707 















Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



44100 Seq. ID 

92786 Strand 

114 End 

OJ000350_25 . 0309 . C9 . ol . gp Method 

114 End 

uC-osflcyp097b05bl Score 
114. .589 

' 140503/sp | P12173 | YCTI_ORYSA 
IN TRNI INTRON (ORF 133) >gi 



OJ000350_25.0309.C9 
+ 

589 

AAT/GAP 

589 

809 



3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) 0RF133; ORF 
within trnl intron [Oryza sativa] >gi_226660_prf_ 
intron ORF 133 [Oryza 1 



1603356CL trnl 



Seq. ID OJ000350_25.0309.C9 



44100 

92787 Strand 

862 End 

OJ000350_25.0309.C9.ol. tm Method 

39 End 

none Score 
39. .86, 40. .87, 72. .317, 79. .315, 554, 

738. .818, 752. .814, 755. .835, 764. .1063, 793. .1065, 793. .1065 

44100 Seq. ID OJ000350_25 . 0309 . C9 



+ 

1331 

TBLASTX: Maize 
1065 
52 

.745, 554. .745, 556. .750, 



45099 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



92787 Strand 

8 62 End 

OJ000350_25.0309.C9.o2.tc Method 

39 End 

none Score 



+ 

1331 

TBLASTX: Cress 

899 

123 



39. .71, 6.9. .149, 72. .149, 73. .150, 551. .646, 553. .645, 634. .720, 
637. .699, 650. .721, 750. .803, 752. .799, 773. .814, 775. .819, 
805. .834, 812. .898, 814. .897, 852. .899 



Seq. No. 44100 

Gene No. 92787 

Start 862 

Name OJ000350_25 . 0309 . C9 . o2 . ts 

Start 71 

GI none 
Exons 



Seq. ID OJ000350_25.0309.C9 

Strand + 

End 1331 

Method TBLASTX : Soybean 

End 866 

Score 55 



71. .118, 74. . 118, 509. .553, 526. .549, 528. .551, 543. .644, 
551. .646, 552. .644, 634. .699, 637. .699, 650.. 703, 781. .816, 
782. .817, 820. .864, 822. .866, 827. .865 



cn 



OJ000350_25.0309.C9 
+ 

1331 
AAT/GAP 
1331 
907 



Seq. No. 44100 Seq. ID 

Gene No. 92787 Strand 

Start 8 62 End 

Name OJ000350_25 . 0309 . C9 . o2 . gp Method 

Start 862 End 

GI uC-osflcyp097b05bl Score 

Exons 862.. 1331 

GI Descrip. ' 14 0503/sp | P12173 i YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44100 
92788 
1277 

OJ000350_25.0309.C9.ol.ts 

1277 

none 

1277. .1408, 1277. .1414, 1398, 
1460. .1519, 1461. .1520, 1461. 

44100 
92789 
1540 

OJ000350_25.0309.C9.ol.tc 

1540 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1448, 1398 
.1520, 1462 



OJ000350 25. 0309. C9 



1521 

TBLASTX: Soybean 
1521 
199 

1454, 1399. .1452, 
1521 



Seq. ID OJ000350_25.0309.C9 



Strand 
End 

Method 

End 

Score 



1927 

TBLASTX: Cress 

1927 

80 



1540. .1569, 1568. .1657, 1570. .1659, 1571. .1660, 1635. .1925, 
1656. .1925, 1660. .1926, 1661. .1927 



Seq. No. 
Gene No, 
Start 
Name 
Start 



44101 
92792 
1 

OJ000350 
1 



25.0309.C15.o3.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_25.0309.C15 
149 

TBLASTX: Maize 
149 



45100 




GI 


none 




Score 


7 ° 


Exons 


1..57, 11. .76, 12. .68, 


37. .147 


, 42. .149 


, 51 . . 149 


oeq . jno . 


a a i m 




Seq. ID 


OJ000350 25 . 0309 . CI 5 


Gene No. 


92793 




Strand 




Start 


142 




End 


422 


Name 


OJ000350 25. 0309. CIS. ol 


. tc 


Method 


TBLASTX : Cress 


Start 


142 




End 


422 


GI 


none 




Score 


215 


Exons 


142. .285, 155. .298, 155 


. .298, 


396. .422, 


396. . 422 


oeq. emo . 


A A 1 HI 

*i *a X U X 




Seq. ID 


OJ000350 25.0309.C15 


Gene No. 


92793 




Strand 




Start 


142 




End 


422 


Name 


OJ000350 25.0309.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


156 




End 


422 


GI 


none • , 




Score 


113 


Exons 


156.. 284, 157.. 282" # 158 


. .286, 


327 . . 422 




Seq. No. 


44101 




Seq. ID 


OJ000350_25. 0309.C15 


Gene No. 


92794 




Strand 




OA 1 >-4- 


A OA 
H J 4 




End 


1164 


Name 


OJ000350 25.0309.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


494 




End 


922 


GI 


none 




Score 


95 


Exons 


494. .559, 495. .560, 496 


. .561, 


545. .604, 


546. .602, 550. .624, 




551. .655,, 630. .659, 660 


. .776, 


661. .798, 


678. .800, 756. .818, 




756. .818, 757. .819, 825 


. . 920, 


825. . 905, 


827 . . 922, 827 . . 922 


Seq. No. 


44101 




Seq. ID 


OJ000350_25. 0309.C15 


Gene No. 


92794 




Strand 




Start 


494 




End 


1164 


Name 




tw 


Method 


TBLASTX: Wheat 


Start 


599 




End 


1154 


GI 


none 




Score 


57 


Exons • 


599. .658, 630. .659, 648 


. .740, 


653. .739, 


661. .741, 661. .744, 




715. .786, 733. .774, 735 


. .824, 


735. .785, 


744. .818, 760.-. 831, 




823.. 948, 825.. 938., 917 


. .lll-l^ 


935. .1075, 964. . 1086, 1035.. 




1080. .1154, 1081. .1149 








Seq. No. 


44101 




Seq. ID 


OJ000350_25. 0309. CI 5 


L^ene no . 


92794 




Strand 




Start 


494 




End 


1164 


Name 


OJ000350 25.0309.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


924 




End 


1164 


GI 


none 




Score 


181 


Exons 


924. .1061, 935. .1060, 935. .1063, 1065.. 


1109, 1068. .1121, 




1070. .1111, : 1099. .1164, 


1101. 


1154 




Seq. No. 


44101 




Seq. ID 


OJ000350_25.0309.C15 


Gene No. 


92795 




Strand 




Start 


1155 




End 


1435 


Name 


OJ000350 25.0309.C15.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1155 




End 


1435 


GI 


none 




Score 


44 


Exons 


1155. .1187, 1158. .1205, 


1163. 


.1204, 1177. .1206, 1197. .1253, 




1207. .1254, 1211. .1255, 


1212. 


.1256, 1243. .1269, 1248. .1283, 



45101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254.. 1376, 1255.. 1380, 1255. 
1407. .1433, 1412. .1435 



44102 
92796 
1217 

OJ000350_25. 0309.C17.ol.gp 
1217 

uC-osflcyp08 6a01bl 
1217. .1667 

'11957/emb|X15901|CHOSXX 1. 
genome 1 



.1377, 1256. .1381, 1379. .1396, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

1667 
AAT/GAP 
1667 
902 



25.0309.C17 



Oe-135 Rice complete chloroplast 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44102 
92797 
1748 

OJ000350_25.0309.C17.o2.gp 
1748 

uC-osflcyp08 6a01al 
1748. .1992, 2803. .2993 

, 133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA3697 3_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 



OJ000350_ 
+ 

2993 
AAT/GAP 
2993 
842 



25.0309.C17 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44102 
92798 
3587 

OJ000350_25.0309.C17.o3.gp 
3587 

40596_1.R1084 
3587. .3855 

, 11957/emb|X15901|CHOSXX 1.0e-104 Rice complete chloroplast 
genome ' 



OJ000350_ 
+ 

3855 
AAT/GAP 
3855 
450 



25.0309.C17 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

6751 
AAT/GAP 
6751 
887 



25.0309.C17 



44102 
92799 
6299 

OJ000350_25.0309.C17.o4 .gp 
6299 

24570_1.R1084 
6299. .6751 

' 131251/sp|P12094 | PSBAJDRYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 1 



44102 Seq. ID 

92800 Strand 

7114 End 
OJ000350_25 . 0309 . C17 . o5 . gp Method 

7114 End 

5455469 Score 
7114. .7477 



OJ000350_25.0309.C17 

4- 

7477 
AAT/GAP 
7477 
666 



45102 




GI Descrip. 131251/sp I P12094 | PSBAJDRYSA 8 . 0e-56 PHOTOS YSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN)' (PHOTOSYSTEM II PROTEIN Dl)' 
>gi 72661 pir. FMRZ32 photosystem II protein Dl precursor - rice 
chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 





Seq. No. 


44102 




Seq.- ID 


OJ000350 25.0309.C17 




Cpnp No 


92801 




Strand 


+ 




Start 


7504 




End 


7724 




Name 


OJ000350 25.0309.C17.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


132 




End 


698 




GI 


none 




Score 


56 




Exons 


132. .173, 134. .184, 134. 


. 184, 


170. .232, 


170. .235, 172. .234, 






234. .425, 238. .552, 239. 


. 547, 


541. . 690, 


545 . . 691, 570 . . 698 






44102 




Seq. ID 


OJ000350 25.0309.C17 




Gene No. 


92801 




Strand 


+ 




Start 


7504 




End 


7724 




Name 


OJ000350 25.0309.C17.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


262 




End 


494 




GI 


none 




Score 


156 


^c? 
b. ~S 


Exons 


262. .480, 263..487, 263. 


.478, 


282. .494 




:? F= 


L_y C V_J ■ INU • 


44102 




Seq. ID 


OJ000350 25.0309.C17 


rii 


Gene No. 


92801 




Strand 


+ 


f ^ 


Start 


7504 




End 


7724 




Name 


OJ000350 25.0309.C17.o6. 


ts 


Method 


TBLASTX: Soybean 




Start 


269 




End 


520 




GI 


none 




Score 


223 


i y 


Exons 


269. .520, 285. .491, 286. 


. 498 






= 

I? 


Seq. No. 


44102 




Seq. ID 


OJ000350_25.0309.C17 




Gene No. 


92801 




Strand 


+ 


S . : 


Start 


7504 




End 


7724 


=_ ^ 


Name 


OJ000350 25 0309 C17.o3. 


tw 


Method 


■TBLASTX: Wheat 


% 


Start 


389 




End 


662 


~ a; 


. GI 


none 




Score 


368 


? s» 


Exons 


389. .661, 390. .662 










Seq. No. 


44102 




Seq. ID 


OJ000350_25.0309.C17 




Gene No. 


92801 




Strand 


+ 




Start 


7504 




End 


7724 




Name 


OJ000350 25.0309.C17.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1768 




End 


2396 




GI 


none 




Score 


64 




Exons 


1768. .1812, 1771. .1818, 


1813. 


.1845, 1815. .1856, 1845. .1871, 






1866.'. 2120, 1874. .2134, 


1888 . 


.2124, 1895. .2146, 2108.. 2242, 






2119. .2256, 2122. .2289, 


2166. 


.2309, 2260. .2292, 2301. .2396, 






2312. .2395 










Seq. No. 


44102 




Seq. ID 


OJ000350__25.0309.C17 




Gene No. 


92801 




Strand 


+ 




Start 


7504 




End 


7724 




Name 


OJ000350 25.0309.C17.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


1857 




End 


2999 



45103 



GI 

Exons 



none 

1857V .1898, 1880, 

2011. .2070, 2045, 

2161.. 2262, 2176. 

2484. .2531, 2691. 



,1900, 1925, 

.2098, 2045. 

.2283, 2401, 

.2789, 2701, 



2769. .2975, 2771. .2998 

44102 
92801 
7504 

OJ000350_25.0309.C17 .06. tc 

2737 

none 

2737. .2832, 2738. .2923, 2745. 

44102 
92801 
7504 

OJ000350_25.0309.C17 .o7 . tm 

3228 

none 

3228. .3281, 3278. .3373, 3278. 
3364. .3408, 3402. .3482, 3406. 
3467. .3505, 3470. .3508, 3497. 
3560. .3601, 3561. .3602 

44102 
92801 
7504 

OJ000350_25.0309.C17 .o4 .tc 

3568 

none 

3568. .3717, 3576. .3719, 3577. 
3772. .3816, 3798. .3911, 3823. 
3839. .3931, 4015. .4050, 4016. 
4062. .4103, 4063. .4110, 4065. 



Seq. No. 44102 

Gene No. 92801 

Start 7504 

Name OJ000350_25 . 0309 . C17 . 06 . tm 

Start 3603 

GI none 

Exons 3603.. 3755, 3603.. 3803, 3604, 
3840. .3863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 38 

,2014; "1940.. 2014, 2006.. 2056, 

,2107, 2118. .2156, 2120. .2158, 

,2433, -2436. .2486, 2437. .2478, 

,2793, '2727. .2798, 2760. .2999, 



Seq. ID OJ000350_25. 0309.C17 

Strand + 

End 7724 

Method TBLASTX : Cress 

End 2925 

Score 230 
.2924, 2872.. 2925 

Seq. ID OJ000350_25. 0309.C17 

Strand + 

End 7724 

Method TBLASTX: Maize 

End 3602 

Score 65 

.3337, 3279. .3374, 3286. .3384, 
.3483, 3407. .3466, 3456. .3494, 
.3562, 3522.. 3563, 3559.. 3600, 



Seq. ID OJ000350_25. 0309.C17 

Strand + 

End 7724 

Method TBLASTX: Cress 

End 4115 

Score 157 

.3717, 3706. .3747, 3708. .3746, 
.3915, 3835. .3921, 3839. .3922, 
.4060, 4020. .4061, 4023. .4061, 
.4115 

Seq. ID OJ000350_25.0309.C17 

Strand + 

End 7724 

Method TBLASTX: Maize 

End 38 63 

Score 209 

.3783, 3748.-3843, 3774. .3851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



44102 
92801 
7504 

OJ000350_25.0309.C17 .08 . tm 

4011 

none 

4011. .4094, 4018. .4092, 4072. 
4099. .4191, 4103. .4192, 4211. 

44102 
92801 



Seq. ID OJ000350_25. 0309.C17 

Strand + 

End 7724 

Method TBLASTX : Mai ze 

End 4244 

Score 114 

.4116, 4090. .4116, 4092. .4187, 
.4243, 4212. .4244, 4212. .4244 

Seq. ID OJ000350_25.0309.C17 
Strand + 



45104 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7504 

OJ000350_25.0309.C17 . o2 . ts 

4303 

none 

4303. .4434, 4446. .4556, 4449. 
4571. .4645, 4585.-4638, 4652. 

44102 
92801 
7504 

OJ000350_25.0309.C17 ,o7.tc 

4303 

none 

4303. .4416, 
4451. .4603, 



44102 
92801 
7504 

OJ000350_25. 

4662 

none 

4662. .4733, 
4924 . .4983, 



End 

Method 
End 
Score 

.4580, 4450 
.4849, 4659 



7724 

f BLASTX : Soybean 
4849 
60 

4557, 4451.. 4582, 
4835, 4673. .4840 



4304. .4417, 4305. .4418, 4446 
4453. .4575, 4577. .4645, 4591 



Seq. ID OJ000350_25.0309.C17 

Strand + 

End 7724 

Method TBLASTX : Cress 

End 4656 

Score 116 

4556, 4448. .4555, 
4656 



0309.C17.o3.tc 



4662. .4841, 4663. 
4925.. 4990, 4925. 



Seq. ID OJ000350_25.0309.C17 

Strand + 

End 7724 

Method TBLASTX : Cress 

End 5143 

Score 62 

.4854, 4667. .4906, 4676. .4909, 
.4993, 4981. .5142, 4988. .5143 





Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 


ru 


Gene No. 


92801 








Strand 


+ 




Start 


7504 








End 


7724 




Name 


OJ000350 25. 


0309 


.C17.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


4724 








End 


5104 




GI 


none 








Score 


590 


fl! 


Exons 


4724 . .5104, 


4724 


. .5101, 


4825. 


.5103 






Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 


L _J 


Gene No. 


92801 








Strand. 


+ 




Start 


7504 








End • 


7724 




Name 


OJ000350 25. 


,0309 


.C17.o3, 


,ts 


Method 


TBLASTX : Soybean 


% 2 


Start 


4872 








End 


5319 




GI 


none 








Score 


43 




Exons 


4872. .4928, 


4878 


. .5021, 


4911. 


.5048, 4912. .5055, 4919. .5065, 






5059. .5178, 


5070 


. .5318, 


5108. 


.5317, 5134. .5319, 5230. .5319 




Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 




Gene No. 


92801 








Strand 


+ 




Start 


7504 








End 


7724 




Name 


OJ000350 25, 


.0309 


.C17.o4, 


. tm 


Method 


TBLASTX: Maize 




Start 


5272 








End 


5538 




GI 


none 








Score 


415 




Exons 


5272. .5538, 


5273 


. .5536 










Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 




Gene No. 


92801 








Strand 


+ 




Start 


7504 








End 


7724 




Name 


OJ000350 25, 


.0309 


.C17.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5370 








End 


5758 




GI 


none 








Score 


46 




Exons 


5370. .5396, 


5371 


. .5397, 


5392. 


.5757, 5392.. 5736, 5393. .5758 



45105 





4 4102 








Seq. ID 


OJ000350_25.0309.C17 


Gene No. 


92801 








Strand 


- + 


Start 


7504 








End 


7724 


Name 


OJ000350 25, 


0309 


.C17.o5 




Method 


TBLASTX : Soybean 


Start 


5457 








End 


5838 


GI 


none 








Score 


109 


Exons 


5457. .5582, 


5464 


. . 5589, 


5468 . 


.5584, 5576. .5722, 5578.. 5718, 




5689. .5742, 


5693 


. .5746, 


5749. 


.5826, 5775.. 5822, 5785.. 5838 


Seq. No. 


" 44102 








Seq. ID 


OJ000350_25.0309.C17 


Gene No. 


92801 








Strand 


+ 


Start 


7504 








End 


7724 


Name 


OJ000350 25. 


0309 


.C17.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


6295 








End 


6610 


GI 


none 








Score 


169 


Exons 


6295. . 6474, 


6305 


. . 6610, 


6306. 


.6608, 6314. .6610 


Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 




92801 








Strand 


+ 


Start 


7504 








End 


7724 


Name 


OJ000350 25 


0309 


.C17.o2 


tm 


Method 


TBLASTX: Maize 


Start 


6295 








End 


6789 


GI 


none 








Score 


524 


Exons 


6295. . 6612, 


6300 


. .6614, 


6302. 


.6613, 6314. .6646, 6614. .6751, 




6615. . 6755, 


6615 


. . 6749, 


6616. 


.6783, 6616. .6750, 6741. .6788, 




6753. . 6788, 


6754 


. . 6789 








Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 


UCllC LNU. 


92801 








Strand 


+ 


Start 


7504 








End 


7724 


Name 


OJ000350 25 


0309 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6313 








End 


6984 


GI 


none 








Score 


44 


Exons 


6313. . 6354, 


6319 


. . 6354, 


6351. 


.6614, 6353. .6613, 6359. .6646, 




6614 . . 6751, 


6615 


. . 6749, 


6616. 


.6750, 6617. .6760, 6748. .6981, 




6751. . 6984 












Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 


Gene No. 


92801 








Strand 


+ 


Start 


7504 








End 


7724 


Name 


OJ000350 25 


.0309 


.C17.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


6892 








End 


7266 


GI 


none 








Score 


110 


Exons 


6892. .7038, 


7150 


. .7266 








Seq. No. 


44102 








Seq. ID 


OJ000350_25.0309.C17 


Gene No. 


92801 








Strand 


+ 


Start 


7504 








End 


7724 


Name 


OJ000350 25 


.0309 


.C17.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7072 








End 


7440 


GI 


none 








Score 


579 


Exons 


7072. .7440, 


7072 


. . 7422 








Seq. No. 


44102 








Seq. ID 


OJ000350_25. 0309.C17 


Gene No. 


92801 








Strand 


+ 


Start 


7504 








End 


7724 



45106 



Name OJ000350_25 . 0309 .C17 . 06 . gp Method AAT/GAP 

Start 7504 - End 7724 

GI 3073_1.R1084 Score 398 

Exons 7504.. 7724 - : ' 

GI Descrip. 1 133936/sp I P1214 6 I RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67__pir R3RZ3 ribosomal protein S3 - rice - 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 


44102 




Seq. ID 


OJ0U035U zb.UJUy.Cl/ 


Gene No. 


92801 




Strand 


+ 


Start 


7504 




End 


7724 


Name 


OJ000350_25.0309.C17 .o5. 


tm 


Method 


TBLASTX : Maize 


Start 


7517 




End 


H 1 O A 


GI 


none 




Score 


310 


Exons 


7517. .7723, 7536. .7724, 


7545. 


.7724 




Seq. No. 


44102 




Seq. ID 


OJ000350_25.0309.C17 


Gene No. 


92801 




Strand 


+ 


Start 


7504 




End 


7724 


Name 


OJ000350 25.0309.C17 .o7 


ts 


Method 


TBLASTX: Soybean 


Start 


7584 




End 


7724 


GI 


none 




Score 


147 


Exons 


7584..7724, 7594. .7722, 


7611. 


.7724 




Seq. No. 


44103 




Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92809 




Strand 


+ 


Of a y-t- 
OLdl L 


1247 




End 


2573 


Name 


OJ000350 25.0309.C22.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


777 


GI 


none 




Score 


364 


Exons 


1. .255, 5. .256, 135. .260, 257 


..379, 258. .359, 259. .387, 




291. .398, 293. .388, 394 


. .777, 


399. .704, 


446. .775 


Seq. No. 


44103 




Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92809 




Strand 


+ 


Start 


1247 




End 


2573 


Name 


OJ000350 25.0309.C22.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


169 




End 


2573 


GI 


none 




Score 


151 


Exons 


169. .255, 170. .256, 257 


. .379, 


258. .311, 


259. .390, 291. .392, 




293. .388, 394. .852, 446 


. .853, 


648. .872, 


1840. .1920, 1842. .2186, 




1848. .2186, 1850. .2188, 


1975. 


.2193, 2145.. 2342, 2180.. 2380, 




2186.. 2377-, 2398.. 2571, 


2445. 


.2573, 2454. .2573 


Seq. No. 


44103 




Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92809 




Strand 


+ 


Start 


1247 




End 


2573 


Name 


OJ000350 25.0309.C22.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


855 




End 


2385 


GI 


none 




Score 


40 


Exons 


855. .977, 928. .978, 963 


..1025, 986. .1024, 1073. .1108, 




1078. .1110, 1142. .1210, 


1161. 


.1223, 1176. .1208, 1302. .1385, 




1304 . . 1372, 1305. . 1379, 


1543. 


.1581, 1597. .1632, 1633. .1668, 




1743. .2342, 1748. . 1807, 


1749. 


.2360, 1763. .2383, 1841. .2383, 




1963. .2385 









45107 





44103 






Seq. ID 


OJ000350 25.0309.C22 


Gene No. 


92809 






Strand 


+ 


Start 


1247 






End 


2573 


Name 


OJ000350 25. 


,0309.C22.ol. 


,gp 


Method 


AAT/GAP 


Start 


1247 






End 


1449 


GI 


6012822 






Score 


337 


Exons 


1247. .1449 










GI Descrip. 


11957/emb 1X15901 ICHOSXX 


l.Oe- 


52 Rice < 


complete chloroplast g< 


Seq. No. 


44103 






Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92810 






Strand 




Start 


2478 






End 


2673 


Name 


OJ000350 25, 


.0309.C22.o8. 


.ts 


Method 


TBLASTX: Soybean 


Start ■ 


2478 






End ' 


2673 


GI 


none 






Score 


177 


Exons 


2478. .2672, 


2484. .2672, 


2485. 


.2673 




Seq. No. 


44103 






Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92811 






Strand 




Start 


2656 






End 


5254 


Name 


OJ000350 25. 


.0309.C22.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2656 






End 


4947 


GI 


none 






Score 


67 


Exons 


2656. .2709, 


4500. .4916, 


4 500. 


.4916, 4501. .4917, 4888. .4947 



Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309. 


,C22 


Gene No. 


92811 








Strand 






Start 


■ 2656 








End 


5254 




Name 


OJ000350 25. 


,0309. 


C22.o5. 


. ts 


Method 


TBLASTX : Soybean 




Start 


2675 








End 


2925 




GI 


none 








Score 


125 




Exons 


2675. .2800, 


2676. 


.2798, 


2676. 


.2801, 2677.. 2799, 2792.. 2914, 




2792. .2923, 


2800. 


.2925, 


2800. 


.2925 






Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309. 


.C22 


Gene No. 


■ 92811 








Strand 






Start 1 


• 2656 








End 


5254 




Name 


OJ000350 25. 


.0309. 


C22.o6. 


. ts 


Method 


TBLASTX: Soybean 




Start 


3384 








End 


3645 




GI 


none 








Score 


135 




Exons 


3384. .3479, 


3386. 


.3478, 


3462. 


.3644, 3476.-3643, 3483. .3( 


544 , 




3484. .3645 














Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309, 


.C22 


Gene No. 


92811 








Strand 






Start 


2656 








End 


5254 




Name 


OJ000350 25, 


.0309. 


C22.o7, 


. tc 


Method 


TBLASTX: Cress 




Start 


3593 








End 


3818 




GI 


none 








Score 


218 




Exons 


3593. .3790, 


3594. 


.3797, 


3594. 


.3818 






Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309. 


.C22 


Gene No. 


92811 








Strand 






Start 


2656 








End 


5254 




Name 


OJ000350 25, 


.0309. 


C22.o4, 


. ts 


Method 


TBLASTX: Soybean 




Start 


3753 








End 


5254 





45108 






GI ■ 


none 








Score 


209 




Exons 


3753. .3824, 


3954, 


. .4187, 


3963. 


.4286, 3964. .4305, 3965. .4306, 






4563. .4598, 


4625, 


. .4678, 


4631. 


.4675, 4716. .5018, 4738. .5019, 






4751. .5029, 


5067, 


. .5111, 


5071. 


.5112, 5111. .5254, 5112. .5237', 






5114. .5248 














Oc4' IN (J • 










Seq. ID 


OJ000350_25.0309.C22 




Gene No. 


92811 








Strand 






Start 


2656 








End 


5254 




Name 


OJ000350 25 


.0309, 


,C22.o5 


. tc 


Method 


TBLASTX: Cress 




Start 


3963 








End 


4288 




GI 


none 








Score 


210 




Exons 


3963. .4193, 


3963, 


. .4187, 


3964. 


.4287, 3965..4288 




Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 




Gene No. 


92811 








Strand 






OLdIL 


jy 








End 


5254 




Name 


OJ000350 25 


.0309, 


.C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4494 








End 


4730 




GI 


none 








Score 


78 




Exons 


4494. .4541, 


4495, 


. .4545, 


4495. 


.4545, 4541. .4630, 4549. .4620, 






4629. .4676, 


4632, 


. .4682, 


4633. 


.4686, 4634. .4687, 4686. .4730, 






4686. .4730 














Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 




(^oriQ Ma 


_7 Z, O ± -L 








Strand 




fit 


Start 


2656 








End 


5254 


- — 


Name 


OJ000350 25 


.0309, 


.C22.o3 


. tc 


Method 


TBLASTX: Cress 


— IS? 


Start 


4737 








End 


5254 


%w 


GI 


none 








Score 


213 


L _J 


Exons 


4737. .4940, 


4737, 


. .4940, 


4738. 


.4941, 4935. .5024, 4936. .5013, 


e ; ; 




5094. .5111, 


5111, 


. .5254, 


5112. 


.5252 




5 












Seq. ID 


OJ000350_25.0309.C22 


C3 


Gene No. 


92812 








Strand 




™ - S 


Start 


5255 








End 


5561 


jr ~ 


Name 


OJ000350 25 


.0309, 


,C22.o7 


. ts 


Method 


TBLASTX: Soybean 


=& 


Start 


5255 








End 


5530 


f ^ 


GI 


none 








Score 


270 




Exons 


5255. .5530, 


5262, 


. .5498, 


5434. 


.5529 






Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 




vatJiits in <J. 


Z> £- O -L 








Strand 






.Start 


5255 








End 


5561 




Name 


OJ000350 25 


.0309, 


.C22.o6 


. tc 


Method 


TBLASTX: Cress 




Start 


5280 








End 


5561 




GI 


none 








Score 


106 




Exons 


5280. .5354, 


5280, 


. .5393, 


5287. 


.5400, 52? 


37*. .5400, 5288.. 5401, 






5400. .5561, 


5402, 


. .5560 










Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 




Gene No. 


92813 








Strand 






Start . 


5484 








End 


6101 




Name 


OJ000350 25 


.0309, 


.C22.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5484 








End 


5927 




GI 


none 








Score 


163 




Exons 


5484. .5678, 


5540, 


. .5677, 


5772. 


.5927, 5786.. 5926 



45109 




Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92813 








Strand 




Start 


5484' 








End 


OlU 1 


Name 


OJ000350_25 . 


0309 . 


C22 . o3 


. ts 


Method 


I bLAo I a : boyoean 


Start 


5531 








End 


6032 


GI 


none 








Score 


7 9 9 


Exons 


5531 . .5956, 


5532 . 


. 6032, 


5532 . 


r f\ i o 

. 6032 




Seq. No. 


44103 








Seq. ID 


OJ000350_25.0309.C22 


Gene No. 


92813 








Strand 




Start 


5484 








End 


6101 


Name 


OJ000350_25 . 


0309 , 


C22 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


. 5562 








End 


6101 


GI 


none 








Score 


48 


Exons 


5562 . . 5672 , 




a n c cl 


C£ JIT 


.5937, 5651. .6100, 5654. .6034, 




5658 . . 6101 












Seq. No. 


44103 








Seq. ID 


OJ000350 25.0309.C22 


Gene No. 


92814 








Strand 




Start 


6153 








End 


6478 


Name 


OJ000350_25 . 


0309 


C22 . o4 


. tc 


Method 


TBLASTX: Cress 


Start 


6153 








End 


6470 


GI 


none 








Score 


410 


Exons 


6153 . . 6470, 


6155 


. 6454 








Seq. No. 


44103 








Seq. ID 


OJ000350 25.0309.C22 


Gene No. 


92814 








Strand 




Start 


6153 








End 


6478 


Name 


OJ000350_25 . 


0309 


. C22 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6233 








End 


6478 


GI 


none 








Score 


391 


Exons 


6233. . 6478, 


6234 


. . 6476, 


6433 . 


. 6477 




Seq. No. 


44103 








Seq. ID 


OJ000350 25.0309.C22 


Gene No. 


92814 








Strand 




Start 


.6153 








End 


6478 


Name 


OJ000350_25 . 


0309 


. C22 . o9 


. ts 


Method 


TBLASTX: Soybean 


Start 


6312 








End 


6478 


GI 


none 








Score 


206 


Exons 


6312 . . 6470, 


6314 


. . 6478 , 


6314 . 


.6478 




Seq. No. 


44104 








Seq. ID 


OJ000150_26.0317.C2 


Gene No. 


92815 








Strand 


+ 


Start 


78 








End 


1199 


Name 


OJ000150 26. 


0317 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


78 








End 


1199 


GI 


none 








Score 


.53 


Exons 


78. .131, 741. .789, 1114 


. .1199 






Seq. No. 


44104 








Seq. ID 


OJ000150_26.0317.C2 


Gene No. 


92816 








Strand 




Start 


1 








End 


1452 


Name 


OJ000150 26. 


0317 


,C2.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1452 


GI 


7340860 








Score 


48 


Exons 


1..66, 1142. 


.1452 









45110 




GI Descrip. (AP001551) EST D24084 (R1183 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


44105 




Seq. ID 


OJ000150_26, 


,0317 


.C3 


Gene No. 


92817 




Strand 


+ 






Start 


375 




End 


9778 






Name 


OJ000150 26.0317.C3.ol.np 




Method 


AAT/NAP 






Start 


375 




End 


9010 






GI 


7442091 




Score 


184 






Exons 


375. .760, 8689. .8845, 8920 


. . 9010 








GI Descrip. 


proline-rich protein F25E4 


.50 


- Arabidopsis thaliana 






gi|7321040|emb|CAB82148.1 | 


(AL050399) 


putative proline-: 


rich 




protein [Arabidopsis thaliana 


] 








Seq. No. 


44105 




Seq. ID 


OJ000150_26. 


, 0317 


. C3 


Gene No. 


92817 




Strand 


+ 






Start 


375 




End 


9778 






Name 


OJ000150 26.0317.C3.ol.gs 




Method 


GENSCAN 






Start 


676 - 




End 


2473 






GI 


none 




Score 


.55 






Exons 


676.-936, 2270. .2473 












Seq. No. 


44105 




Seq. ID 


OJ000150_26. 


, 0317 


. C3 


Gene No. 


92817 




Strand 


+ 






Start 


375 




End 


9778 






Name 


OJ000150 26.0317.C3.o2.gs 




Method 


GENSCAN 






Start' 


8041 




End 


9778 






GI 


none 




Score 


.41 






Exons 


8041. .8114, 8439. .8495, 8954. 


.9124, 9625. .9778 






Seq. No. 


44105 




Seq. ID 


OJ000150_26, 


. 0317 


. C3 


Gene No. 


92818 




Strand 


+ 






Start 


17709 




End 


18474 






Name 


OJ000150 26.0317.C3.o4.gs 




Method 


GENSCAN 






Start 


17709 




End ... 


18474 






GI 


none 




Score 


.67 






Exons 


17709. .17863, 18420. .18474 












Seq. No. 


44105 




Seq. ID 


OJ000150_26. 


.0317 


. C3 


Gene No. 


92819 




Strand 


+ 






Start 


• 21014 




End 


22170 






Name 


OJ000150 26.0317.C3.o5.gs 




Method 


GENSCAN 






Start 


21014 




End 


22147 






GI 


none 




Score 


.94 






Exons 


21014. .21502, .22040. .22147 












Seq. No. 


44105 




Seq. ID 


OJ000150_26. 


,0317 


.C3 


Gene No. 


92819 




Strand 


+ 






Start 


21014 




End 


22170 






Name 


OJ000150 26.0317.C3.o2.np 




Method 


AAT/NAP 






Start 


21407 




End 


22170 






GI 


6862916 




Score 


213 






Exons 


214 07. .21502, 2204 0. .2217 0 












GI Descrip. 


(AC018907) putative helix- 


loop-helix 1 


DNA-binding protein 




[Arabidopsis thaliana] 












Seq. No. 


44105 




Seq. ID 


OJ000150_26. 


.0317 


.C3 



45111 




Gene No. 


92820 




Strand 




Start 


13231 




End 


15480 


Name 


OJ000150 26. 0317. C3. 


o3 . gs 


Method 


GENSCAN 


Start 


13231 




End 


15480 


GI 


none 




Score 


.7 


Exons 


13231. .13395, 13959. 


.14052, 


15473.. 15480 


Seq. No. 


44106 




Seq. ID 


OJ000150 


Gene No. 


92821 




Strand 


+ 


Start 


98 




End 


1951 


Name 


OJ000150 26. 0317. C4. 


ol . gs 


Method 


GENSCAN 


Start 


98 




End 


1951 


GI 


none 




Score 


.94 


Exons 


98. .451, 1886. .1951 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44107 
92822 
6860 

OJ000150_26 . 0317 . C5 . o3 . gp 
6825 
3762066 
6825. .7251 

44107 
92822 
6860 

OJ000150_26.0317.C5.o2.gs 
6860 
none 

6860. .7240, 8278. .8526, 8661. .8945 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_26.0317.C5 
+ 

8945 
AAT/GAP 
7251 
750 



OJ000150_26.0317.C5 
+ 

8945 
GENSCAN 
8945 
. 93 



Seq. No. 


44107 


Seq. ID 


OJ000150 


Gene No. 


92823 


Strand 


+ 


Start 


10788 


End 


11244 


Name 


OJ000150 26.0317.C5.o2.np 


Method 


AAT/NAP 


Start 


10762 


End 


11241 


GI 


3395756 


Score 


250 


Exons 


107 62. .10956, 1104 5. .11241 






GI Descrip. 


(U76297) ^plantacyanin [Arabidopsis thaliana] 




gi|3461812|gb|AAC32906.1| (AC004138) putative b 




(plantacyanin) [Arabidopsis 


thaliana] 




Seq. No. 


44107 


Seq. ID 


OJ000150 


Gene No. 


92823 


Strand 


+ 


Start 


10788 


End . 


11244 


Name 


OJ000150 26.0317.C5.o3.gs 


Method 


GENSCAN 


Start 


10788 


End 


11244- 


GI 


none 


Score 


.87 


Exons 


10788. .10956, 1104 2. .1124 4 






Seq. No. 


44107 


Seq. ID 


OJ000150 


Gene No. 


92824 


Strand 




Start 


2256 


End 


7049 


Name 


OJ000150 26.0317.C5.ol.gp 


Method 


AAT/GAP 


Start 


1946 


End 


2531 


GI 


none 


Score 


934 


Exons 


1946. .2379, 2479. .2531 







26. 0317. C5 



basic blue protein 



45112 



Seq. No. 44107 

Gene No. 92824 

Start 2256 

Name OJ000150_26 . 0317 . C5 . ol . gs 

Start 2256 

GI none 

Exons 2256.. 2372, 2479.. 2664, 2769. 

4183. .4306, 4611. .5603, -5863. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2960, 3142 
.5988, 6643 



OJ000150 26. 0317. C5 



7049 
GENSCAN 
6713 
.65 

3177, 
6713 



3470. .3550, 



Seq. No. 44107 

Gene No. 92824 

Start 2256 

Name OJ000150_26 . 0317 . 

Start 2335 

GI 7267602 

Exons 2335.. 2379, 2479. 

4036. .4080, 4183. 

7004 . .7049 



Seq. ID 
Strand 
End 

.C5.ol.np Method 
End 
Score 

,.2598, 2766. .2960, 
,.4285, 4611. .4955, 



OJ000150 26. 0317. C5 



7049 
AAT/NAP 
7049 
569 
3470. .3550, 
4983. .5072, 



3947. .3988, 
5196. .5315, 



GI Descrip. (AL161491) hypothetical protein [Arabidopsis thaliana] 



OJ000150_26.0317.C5 

7049 
AAT/GAP 
4276 
1184 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3550, 3634. .3708, 3794. .3868, 



Seq. No. 44107 
Gene No. 92824 
Start 2256 

Name OJ000150_26 . 0317 . C5 . o2 . gp 

Start 2569 
GI " 7423JL.R1084 

Exons 2569.. 2664, 2769.. 2960, 3470. 

4021. .4080, 4183. .4276 
GI Descrip. '2191152 1.0e-27 (AF007269) A_IG002N01 . 31 gene product 

[Arabidopsis thaliana] 1 

Seq. No. 44107 Seq. ID 

Gene No. 92825 Strand 

Start 12021 End 

Name OJ000150_2 6 . 0317 . C5 . o3 . tc Method 

Start 3465 End 

GI none Score 

Exons 3465.. 3551, 3468.. 3551, 3470.. 3553, 
3634. .3708, 3786. .3857 



OJ000150_26.0317.C5 
12325 

TBLASTX: Cress 
3857 
91 

3632. .3709, 3632. .3679, 



Seq. No. 44107 
Gene No. 92825 
Start 12021 

Name OJ000150_26 . 0317 . C5 . ol . tm 

Start 3786 
GI none 

Exons 3786.-3869, 3791.. 3859, 4037. 

4173. .4283, 4187. .4303, 4187. 
4940. .4981, 4964. .5056 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4081, 
.4288, 



OJ000150 26. 0317. C5 



12325 

TBLASTX : Maize 
5056 
103 

4039. .4083, 4171. 
4605. .4856, 4607, 



,4284, 
,48.55, 



Seq. No. 44107 Seq. ID 

Gene No. 92825 Strand 

Start 12021 End 

Name OJ000150_26 . 0317 . C5 . o2 . tm Method 

Start 7139 End 

GI none Score 



OJ000150_26.0317.C5 
12325 

TBLASTX: Maize 

8462 

76 



45113 



Exons 


7139.. 7216, 8253. 


.8462, 8266 


. .8451, 8274 . .8462 




O S * LN U • 


4 4107 




Seq. ID 


OJ000150 26.0317 


.C5 


Gene No. 


92825 




Strand 






Start 


12021 




End 


12325 




Name 


OJ000150 26.0317 


C5.o2. tc 


Method 


TBLASTX: Cress 




Start 


8311 




End 


8858 




GI 


none 




Score 


230 




Exons 


8311.. 8526, 8319 


.8492, 8661 


. .8858 






O /-» KI /"\ 

oeq * INU . 


44107 




Seq. ID 


OJ000150_26.0317 


.C5 


Gene No. 


92825 




Strand 






Start 


12021 




End 


12325 




Name 


OJ000150 26.0317 


C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10854 




End 


11232 




GI 


none 




Score 


92 




Exons 


10854. .10955, 10877. .10936, 


11040. .11228, 11047. . 11232 




Seq. No. 


44107 




Seq. ID 


OJ000150_26. 0317 


. C5 


bene lnu ■ 


92825 




Strand 






Start 


12021 




End 


12325 




Name 


OJ000150 26.0317 


.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


10854 




End 


11264 




GI - 


none 




Score 


95 




Exons 


10854. .10955, 10857. .10955, 


1104 3. .11264, 1104 4. . 11232, 






11178. .11243 










Seq. No. 


44107 




Seq. ID 


OJ000150_26.0317 


. C5 


Gene No. 


92825 




Strand 






Start 


12021 




End 


12325 




Name 


OJ000150 26.0317 


.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


10862 




End 


11232 




GI 


none 




Score 


88 




Exons 


10862. .10939, 101 


363. .10955, 


1104 3. .11231, 1104 4. .11232 





Seg. No. 

Gerfe No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000150_26. 0317 .C5 
Strand 

End 12325 

Method AAT/NAP 

End 12325 

Score 136 



44107 
92825 
12021 

OJ000150_26. 0317 .C5.o3.np 
12021 
1518059 
12021.. 12325 

(U65650) blue-copper binging protein III [Arabidopsis thaliana] 
gi I 3395770 (AF039404) uclacyanin 3 [Arabidopsis thaliana] 



44108 
92826 
760 

OJ000150_2 6.0317.C6.ol.gs 

760 

none 

760. . 915, 994 . . 998 

44108 
92827 
1507 

OJ000150 26.0317.C6.o2.gs 



Seq. ID OJ000150_26.0317.C6 

Strand + 

End " 998 

Method GEN SCAN 

End 998 

Score . 7 



Seq. ID OJ000150_26.0317.C6 
Strand 

End 1776 

Method GENSCAN 



45114 




Start 


1507 


End 


1776 


GI 


none ■ 


Score 


.55 


Exons 


1507. .1776 






Seq. No. 


44109 


Seq. ID 


OJ000150_26.0317.C7 


belle 1NU . 


92828 


Strand 


+ 


Start 


7387 


End 


11953 


Name 


OJ000150 26.0317.C7.o3.gs 


Method 


GENSCAN 


Start 


7387 


End 


11953 


GI 


none 


Score 


.56 


Exons 


7387. .7558, 7837. .8041, 8644 


..8787, 8914. .9142, 9221. .9452, 




9656. .9715, 11315 .. 11578 , 11612 .. 11 697 , 11834. .11953 


Seq. No. 


44109 


Seq. ID 


OJ000150_26.0317.C7 


fipnp No 


92828 


Strand 


+ 


Start 


7387 


End 


11953 


Name 


OJ000150 26.0317.C7.o2.np 


Method 


AAT/NAP 


Start 


7480 


End 


8033 


GI 


2129490 


Score 


166 


Exons 


7480. .7558, 7837. .8033 






GI Descrip. 


plantacyanin - spinach 






Seq. No. 


44109 


Seq. ID 


OJ000150_26.0317.C7 


Gene. No. 


92829 


Strand 


+ 




15082 


End ■ 


15168 


Name 


OJ000150 26.0317.C7.ol.gp 


Method 


AAT/GAP 


Start 


15082 


End 


15168 


GI 


69953 1.R1084 


Score 


119 


Exons 


15082. .15168 






GI Descrip. 


, 5295936/dbj | AB026295 . 2 | AB02 6295 7.0e- 


34 Oryza sativa genomic 




DNA, chromosome 6 , clone : PO 6 


81F10, complete sequence 1 


Seq. No. 


44109 


Seq. ID 


OJ000150_26.0317.C7 




92830 


Strand 




Start 


1 


End 


8230 


Name 


OJ000150 26.0317.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


8230 


GI 


7340723 


Score 


200 


Exons 


1..46, 3835.-4462, 6592. .672 


4, 8199. .8 


230 


GI Descrip. 


(AL162507) putative protein 


[Arabidopsis thaliana] 




44109 


Seq. ID 


OJ000150_26.0317.C7 


Gene No. 


92830 


Strand 




Start 


1 


End 


8230 


Name 


OJ000150 26.0317.C7.ol.gs 


Method 


GENSCAN 


Start 


1497 


End 


3534 


GI . 


none 


Score 


.78 


Exons 


1497. .1638, 1800. .2212, 2222 


..2287, 34 


18. .3534 


Seq. No. 


44109 


Seq." ID 


OJ000150_26.0317.C7 


Gene No. 


92830 


Strand 




Start 


1 


End 


8230 


Name 


OJ000150 26.0317.C7.o2.gs 


Method 


GENSCAN 


Start 


5800 


End 


6862 


GI 


none 


Score 


. 55 


Exons 


5800. .5982, 6314. .6862 







45115 




Qprr No 


44110 


Seq. ID 


OJ000150 26. 


0317 


C8 


Gene No. 


92831 


Strand 


+ 






Start 


625 


End 


1439 






Name 


OJ000150 26. 0317 . C8 .ol . gs 


Method 


GENSCAN 






Start 


625 


End 


1439 






GI 


none 


Score 


. 93 






Exons 


625 . . 7 64/ 838 . . 1039, 1190. . 


1390, 1432. 


. 1439 






Seq. No. 


44110 


Seq. ID 


OJ000150_26 . 


0317 


C8 * 


Gene No. 


92832 


Strand 


+ 






Start 


2832 


End 


3860 






Name 


OJ000150 26.0317.C8.ol.gp 


Method 


AAT/GAP 






Start 


2810 


End 


3008 






GI 


20538 2.R1084 


Score 


367 






Exons 


2810 . . 3008 










GI Descrip. 


f 52 627 63/emb|CAB4 5911. 1 | 9. 


Oe-09 (AL080283) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


44110 


Seq. ID 


OJ000150 26. 


0317 


,C8 


Gene No. 


92832 


Strand 


+ ~ 






Start 


2832 


End 


3860 






Name 


OJ000150 26.0317.C8.o2.gs 


Method 


GENSCAN 






Start 


2832 


End 


3860 






GI 


none 


Score 


1 






Exons 


2832. .3860 










Seq. No. 


44110 


Seq. ID 


OJ000150_26. 


0317 


.C8 


Gene No. 


92832 


Strand 


+ 






Start 


2832 


End 


3860 






Name 


OJ000150 26.0317.C8.o2.gp 


Method 


AAT/GAP 






Start 


3420 


End 


3646 






GI 


428633 


Score 


446 






Exons 


3420 . . 3646 










Seq. No. 


44111 


Seq. ID 


OJ000150_26. 


0317 


■ C12 


Gene No. 


92833 


Strand 


+ 






Start 


91 


End 


395 






Name 


OJ000150 26.0317.C12.ol.gs 


Method 


GENSCAN 






Start 


91 


End 


395 






GI 


none 


Score 


.92 






Exons 


91. .245, 265. .395 










Seq. No. 


44112 


Seq. ID 


OJ000150_26. 


0317 


.C14 


Gene No . 


92834 


Strand 


+ 






Start 


213 


End 


1098 






Name 


OJ000150 26.0317.C14.ol.np 


Method 


AAT/NAP 






Start 


213 


End 


1098 






GI 


6721547 


Score 


71 






Exons 


213.. 326, 1030.. 1098 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


44113 


Seq. ID 


OJ000150_26. 


0317 


.C28 


Gene No. 


92835 


Strand 








Start 


4 05 


End 


515 






Name 


OJ000150 26.0317.C28.ol.gs 


Method 


GENSCAN 






Start 


405 


End 


515 






GI 


none 


Score 


.42 







45116 



Exons 



405. .515 



Seq. No. 44114 Seq. ID OJ000150_26 . 0317 . C33 

Gene No. 92836 Strand 

Start 1 End 713 

Name OJ000150_26 . 0317 . C33 . ol . np Method AAT/NAP 

Start 1 End 713. 

GI 7486957 Score 451 

Exons 1..476, 661.. 713 

GI Descrip. hypothetical protein T13J8.190 - Arabidopsis thaliana 
gi|4455367|emb|CAB36777.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269662 | emb | CAB79610 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



iy 



Seq. No. 


44114 






Seq. ID 


OJ000150 


Gene No. 


92836 






Strand 




Start 


1 






End 


713 


Name 


OJ000150 26.0317, 


.C33.ol 


. gs 


Method 


GENSCAN 


Start 


32 






End 


'476 


GI 


none 






Score 


.57 


Exons 


32. .476 










Seq. No. 


44114 






Seq. ID 


OJ000150 


Gene No. 


92836 






Strand 




Start 


1 






End 


'713 


Name 


OJ000150 26.0317, 


.C33.ol 


.ts 


Method 


TBLASTX: 


Start 


147 






End 


385 


GI 


none 






Score 


121 


Exons 


147. .383, 178. .324, 250 


. .384, 


263. .385 




Seq. No. 


44115 






Seq. ID 


OJ000150 


Gene No. 


92837 






Strand 


+ 


Start 


7880 






End 


9913 


Name 


OJ000150 26.0317. 


.C34 .o2 


.gs 


Method 


GENSCAN 


Start 


7880 






End 


9913 


GI 


none 






Score 


.75 


Exons 


7880. .8097, 8412, 


. .8457, 


8502. 


.8654, 8925. .9208, 




9515.. 9913 










Seq. No. 


44115 






Seq. ID 


OJ000150 


Gene No. 


92838 






Strand 


+ 


Start 


18231 






End 


21089 


Name 


OJ000150 26.0317, 


.C34.o2 


.np 


Method 


AAT/NAP 


Start 


18231 






End 


21089 


GI 


7486746 






Score 


1378 ■ 



Exons 



GI Descrip. 



26.0317.C34 



9380. .9428, 



26.0317.C34 



18231. . 18302, 18522 . .187'79, 18870 18990, 19833 .. 20007 , 
20258. .20328, 20458.. 21089 

hypothetical protein F9D16.290 - Arabidopsis thaliana 
gi | 4454051 l i emb|CAA23048 . 1 1 (AL035394) putative polygalacturonase 
[Arabidopsis thaliana] gi | 7269231 | emb | CAB8 1300 . 1 | (AL161560) 
putative polygalacturonase [Arabidopsis thaliana] 



Seq. No. 44115 Seq. ID 

Gene No. 92839 Strand 

Start 1 End 

Name OJ000150_26 . 0317 . C34 . ol . np Method 

Start 1 End 



OJ000150_26.0317.C34 

4543 

AAT/NAP 

2921 



45117 




GI 7486957 Score 923 

Exons 1..442, 698. .1477, 1811. .1852, 1937. .2063, 2524. .2921 

GI Descrip. hypothetical protein T13J8.190 - Arabidopsis thaliana 
gi I 4455367 |emb| CAB36777.il (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269662 | emb | CAB79610 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


44115 








Seq. ID 


OJ000150_26.0317 


.C34 


Gene No. 


92839 








Strand 






Start 


1 








End 


4543 




Name 


OJ000150 26.0317 


.C34 


.ol.gs 


Method 


GENSCAN 




Start 


342 








End 


4543 




GI 


none 








Score 


.95 




Exons 


342. .< 


442, 698. .8 


58, 


947. . 1477, 1811. . IE 


J52, 1937.. 2068, 






2373. 


.2458, 2592 


..2903, 2996 


..3101, 3159. .3251, 4174. .4235, 




4474 . 


.4543 












Seq. No. 


44115 








Seq.' ID 


OJ000150_26.0317, 


.C34 


Gene No. 


92840 








Strand 






Start 


10378 








End 


15879 




Name 


OJ000150 26.0317 


.C34 


. o3 . gs 


Method 


GENSCAN 




Start 


10378 








End 


15879 




GI 


none 








Score 


.59 




Exons 


10378 


..10521, 10706. 


.10862, 


10960. .11062,- 12559. .12611, 






12731 


..12804, 12964. 


.13099, 


13146. . 13314, 13411. .13533, 






13792 


..13815, 14545. 


.14708, 


15749. . 15879 




Seq. No. 


44115 








Seq. ID 


OJ000150_26.0317, 


.C34 


Gene No . 


92841 








Strand 






Start 


18404 








End 


18979 




Name 


OJ000150 26.0317 


.C34 


. o4 . gs 


Method 


GENSCAN 




Start 


18404 








End 


18979 




GI 


none 








Score 


.88 




Exons 


18404 


. .18979 












Seq. No. 


44115 








Seq. JD 


OJ000150_26.0317, 


.C34 


Gene No . 


92842 








Strand 






Start 


22098, 








End 


22338 




Name 


OJ000150 26.0317 


.C34 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


944 








End 


1386 




GI 


none 








Score 


121 




Exons 


944 .. : 


1000, 1148. 


.1384, 1179. 


.1325, 1251. .1385, 1264. .1386 


Seq. No. 


44115 








Seq. ID 


OJ000150_26.0317, 


.C34 


Gene No. 


92842 








Strand 






Start 


22098 








End 


22338 




Name 


OJ000150 26.0317 


.C34 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


2830 








End 


3257 ' 




GI 


.< none 








Score 


96 




Exons 


' 2830. 


.2892, 3000 


..3071, 3156 


:.3257, 3157. .3252 




Seq. No. . 


44115 








Seq. ID 


OJ000150_26.0317, 


.C34 


Gene No. 


92842 








Strand 






Start 


22098 








End 


22338 




Name 


OJ000150 26.0317 


.C34 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


18522 








End 


18781 




GI 


none 








Score 


302 





45118 




Exons 


18522. , 


.18776, 18542., 


.18781 








Seq. No. . 


44115 






Seq. ID 


OJ000150__26.0317 


.C34 


KjQTIS NO . l 


92842 






Strand 






Start 


22098 






End 


22338 




Name 


OJ000150 26.0317.C34, 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


18528 






End 


19983 




GI 


none 






Score 


299 




Exons 


18528. , 


.18779, 18536., 


.18772, 


18867. .18995, 18869. .18991, 






19831. , 


.19983, 19865., 


.19969 








Seq. No. 


44115 






Seq. ID 


OJ000150_26.0317 


.C34 


Gene No. 


92842 






Strand 








22098 






End 


22338 




Name 


OJ000150 26.0317.C34, 


,o2. tm* 


Method 


TBLASTX: Maize 




Start 


18528 






End 


20009 




GI 


none 






Score 


46 




Exons 


18528. 


.18560, 18557., 


.18781, 


18558. .18779, 18863 .. 18994 , 






18867. 


.18995, 19812., 


.19919, 


19831. .20004, 19868. .20005, 






19968. 


.20009 










Seq. No. 


44115 






Seq. ID 


OJ000150_26.0317 


.C34 


Gene No. 


92842 






Strand 






Start 


22098 






End 


22338 




Name 


OJ000150 26.0317.C34, 


> Ul • Lb 


Method 


TBLASTX: Soybean 




Start 


18870 






End 


21056 




GI 


none 






Score 


183 




Exons 


18870. 


.18995, 18881. 


.18994, 


19811. .20026, 19831. .20043, 






19851. 


.19925, 19865. 


.20005, 


19962. .20009, 20255 .. 20326, 






20256. 


.20327, 20456. 


.20665, 


20457. .20969, 20706 208 97 , 






20738. 


.20947, 20985. 


.21056, 


20987. .21055 




Seq. No. 


44115 






Seq. ID 


OJ000150_26.0317 


.C34 


t^ene no . 


92842 






Strand 






Start 


22098 






End 


22338 




Name 


OJ000150 26.0317.C34 


. o2. tc 


Method 


TBLASTX: Cress 




Start 


20439 






End 


20978 




GI 


none 






Score 


173 




Exons 


20439. 


.20606, 20456. 


.20566, 


20612. .20665, 20652 .. 20978 , 






20741. 


.20917 










o e q . in o . 


44115 






Seq. ID 


OJ000150_26.0317 


. C34 


Gene No. 


92842 






Strand 






Start 


22098 






End 


22338 




Name 


OJ000150 26.0317.C34 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20456 






End 


21080 




GI 


none 






Score 


667 




Exons 


* 20456. 


.20665, 20457. 


.21080, 


20706. .21050, 20738. .21052 




Seq. No. 


44115 






Seq. ID 


OJ000150_26.0317 


.C34 


Gene No. 


92842 






Strand 






Start 


22098 






End 


22338 




Name 


OJ000150 26.0317.C34 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20706 






End 


20957 




GI 


none 






Score 


196 




Exons 


20706. 


.20957, 20795. 


.20953 









45119 



Seq. No. 44115 Seq. ID 

Gene No. 92842 Strand 

Start 22098 End 

Name OJ000150_2 6. 0317 . C34 . 06 . gs Method 

Start 22098 End 

GI none Score 

Exons 22098. .22338 



OJ000150_26.0317.C34 

22-338 
GENS CAN 
22338 
.72 



Seq. No. 44116 Seq. ID 

Gene No. ' 92843 Strand 
Start 1 End - 

Name 0 JO 0015 0_2 6.0317.C35.ol.np Me t hod 

Start 1 End 

GI 7486746 Score 

Exons 1..148, 992.. 1166 

GI Descrip. hypothetical protein F9D16.290 - Arabidopsis thaliana 

gi|4454051|emb|CAA23048.1| (AL035394) putative polygalacturonase 
[Arabidopsis . thaliana] gi | 7269231 | emb | CAB81300 . 1 | (AL161560) 
putative polygalacturonase [Arabidopsis thaliana] 



OJ000150__26.0317.C35 

-f 

1202 
AAT/NAP 
1166 
349 



Seq. No. 44116 

Gene No. 92843 

Start 1 

Name . OJ000150_26 . 0317 . C35 . ol . tm 

Start 12 

GI none 
Exons 



Seq. ID OJ000150_26.0317 .C35 

Strand + 

End 1202 

Method TBLASTX : Mai ze 

End 1170 

Score 101 



12. .110, 20. .97, 85. .153, 87. .152, 990. .1163, 994. .1170, 
1001. .1078, 1027. .1164, 1127. .1168 



Seq. No. 44116 

Gene No. 92843 

Start 1 

Name OJ000150_26 . 0317 . C35 . ol . ts 

Start 36 

GI none 
Exons 



Seq. ID OJ000150_26.0317.C35 

Strand + 

End 1202 

Method TBLASTX : Soybean 

End 1202 

Score 83 



36. .98, 38. .97, 76. .150, 78. .152, 85. .153, 961. .1185, 990. .1163, 
990. .1202, 1024. .1164 



Seq. No. 44117 Seq. ID 

Gene No. 92844 Strand 

Start 626 End 

Name OJ000150_26 . 0317 . C39 . ol . gs Method 

Start 62 6 End 

GI none Score 

Exons . 626. .834 



OJ000150_26.0317.C39 
895 

GENSCAN 
834 
. 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-Gl Descrip. 

Seq. No. 
Gene No. 



44117 Seq. ID 

92844 Strand 

626 End 
OJ000150_26 . 0317 . C39 . ol . np Method 

638 1 End 

3860333 Score 
638. .895 

(AJ012693) basic blue copper protein [Cicer .arietinum] 



OJ000150_26. 0317 . C39 
895 

AAT/NAP 
895 
142 



44117 
92844 



Seq. ID 
Strand 



OJ000150 26.0317.C39 



45120 






Start 


626 




End 


895 




Name 


OJ000150 26.0317.C39.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


657 




End 


835 




GI 


none 




Score 


84 




Exons 


657. .824, 659. .835 










o e q . IN O . 


4 4 11ft 

H *i X J. O 




Seq. ID 


OJ000150 26.0317.C45 




Gene No. 


92845 




Strand 






Start 


178 




End 


808 




Name 


OJ000150 26.0317.C45.ol 


.gs 


Method 


GENSCAN 




Start 


178 




End 


808 




GI 


none 




Score 


. 92 




Exons 


178. .263, 297. .560, 739 


. .808 










4 4119 




Seq. ID 


OJ000150 26.0317.C48 




Gene No. 


92846 




Strand 






Start 


610 




End 


704 




Name 


OJ000150 26.0317.C48.ol 


.gs 


Method 


GENSCAN 




Start 


610 




End 


704 




GI 


none 




Score 


.94 




Exons 


610. .704 










o6Cj. IN O . 


4 4 190 




Seq. ID 


OJ000150 26. 0317. C4 9 




Gene No. 


92847 




Strand 


+ ~ 


%j 


Start 


278 




End 


647 


r rk 


Name 


OJ000150 26.0317.C49.ol 


.gs 


Method 


GENSCAN 




Start 


278 




End 


647 




GI 


none 




Score 


.88 


: . 3 


Exons 


278. .347, 586. .647 










Seq. No. 


44121 




Seq. ID 


OJ000150_26.0317.C59 


F; 5 

s y 




92848 




Strand 


+ 




Start 


1 




End 


533 


Is 


Name 


OJ000150 26.0317.C59.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


403 




GI 


7270055 




Score 


276 


Li. 


Exons 


1. .110, 257. .403 








i] 


GI Descrip. 


(AL161579) putative protein 


[Arabidopsis thaliana] 


f 

x sz. 


Seq. No. 


44121 




Seq. ID 


OJ000150_26.0317.C59 




Gene No. 


92848 




Strand 


+ 




Start 


1 




End 


533 




Name 


OJ000150 26.0317.C59.ol 


.gp 


Method 


AAT/GAP 




Start 


70 




End 


533 




GI 


2442924 




Score 


553 




Exons 


70. .110, 257. .533 










GI Descrip. 


52 627 63/emb|CAB45911. 1 | 


9.0e 


-09 (AL080283) putative protein 






[Arabidopsis thaliana] 










Seq. No. 


44121 




Seq. ID 


OJ000150_26.0317.C59 




Gene No. 


92849 




Strand 






Start 


1053 




End 


1160 




Name 


OJ000150 26.0317.C59.ol 


.gs 


Method 


GENSCAN 




Start 


1053 




End 


1160 




GI 


none 




Score 


.42 




Exons 


1053. .1160 









45121 




Seq. No. 


44122 


Seq. ID 


OJ000150 26.0317 


.C72 


Gene No. 


92850 


Strand 






Start 


957 • 


End 


1018 




Name 


OJ000150 26.0317.C72.ol.gs 


Method 


GENSCAN 




Start 


957 


End 


1018 




GI 


none 


Score 


.89 




Exons 


957. .1018 








Seq. No. 


44123 


Seq. ID 


OJ000150_26.0317 


.C75 


Gene No. 


92851 


Strand 


+ 




Start 


248 


End 


751 




Name 


OJ000150 26.0317.C75.ol.np 


Method 


AAT/NAP 




Start 


248 


End 


751 




GI 


4850399 


Score 


130 




Exons 


248. .343, 677. .751 








GI Descrip. 


(AC007357) F3F19.18 [Arabidopsis thaliana] 




Seq. No. 


44124 


Seq. ID 


OJ000150_26.0317 


.C77 


Gene No. 


92852 


Strand 






Start 


127 


End 


315 




Name 


OJ000150 26 0317 C77 ol tw 


Mp1~ hod 


TBLASTX : Wheat 




Start 


118 ~ 


End 


294 




GI 


none 


Score 


139 




Exons 


118 294, 145 294 








Sea. No. 


44124 


Seq. ID 


OJ000150_26.0317 


.C77 


Gene No. 


92852 


Strand 






Start 


127 


End 


315 




Name 


OJ000150 26.0317.C77.ol.tm 


Method 


TBLASTX: Maize 




Start 


125 ~~ 


End 


315 




GI 


none 


Score 


185 




Exons 


125 310. 126 293. 127 315, 


127 . . 294 






Seq. No. 


44124 


Seq. ID 


OJ000150 26.0317 


.C77 


Gene No. 


92852 


Strand 






Start 


127 


End 


315.-..- . 




Name 


OJ000150 26.0317.C77.ol.gs 


Method 


GENSCAN 




Start 


127 


End 


293 




GI 


none 


Score 


.42 




Exons 


127. .293 








Seq. No. 


44125 


Seq. ID 


OJ000250_29.0309 


.C2 


Gene No . 


92853 


Strand 






Start 


1 


End 


1646 




Name 


OJ000250 29.0309.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End- 


1646 




GI 


4680203 


Score 


775 




Exons 


1..724, 1626. .1646 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


44125 


Seq. ID 


OJ000250_29.0309 


. C2 


Gene No. 


92853 


Strand 






Start 


1 


End 


1646 




Name 


OJ000250 29.0309.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22 


End 


373 




GI 


none 


Score 


195 




Exons 


22. .273, 32. .283, 33. .275, 266. .373 







45122 




Seq. No. 


44125 




Seq. ID 


OJ000250_29. 


0309 


.C2 


Gene No. 


92853 




Strand 








Start 


1 




End 


1646 






Name 


OJ000250_29. 0309 ,C2 . ol . 


gs 


Method 


GENSCAN 






Start 


31 




End 


724 






GI 


none 




Score 


. 96 






Exons 


31 . . 724 












Seq. No. 


44125 




Seq. ID 


OJ000250_29. 


0309 


.C2 


Gene No. 


92853 




Strand 








Start 


1 




End 


1646 






Name 


OJ000250_29. 0309.C2 .ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


32 




End 


250 






GI 


none 




Score 


111 






Exons 


32. .250, 36. .242 












Seq. No. 


44125 




Seq. ID 


OJ000250_29. 


0309 


.C2 


Gene No. 


92853 




Strand 








Start 


1 




End 


1646 






Name 


OJ000250 29.0309.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


586 




End 


1162 






GI 


2310235 




Score 


298 






Exons 


586. .724, 1125. . 1162 












GI Descrip. 


5852182/emb | CAB55420 . 1 | 


9. Oe- 


13 (AL117265) zhb0012. 


1 [Oryzi 




sativa] 












Seq. No. 


44126 




Seq. ID 


OJ000250_29. 


0309 


.C4 


Gene No. 


92854 




Strand 


+ 






Start 


739 




End 


1195 






Name 


OJ000250 29. 0309. C4 .ol. 


np 


Method 


AAT/NAP 






Start 


739 




End 


1195 






GI 


6539570 




Score 


179 






Exons 


739. . 942, 1122. . 1195 












GI Descrip. 


(AP000836) hypothetical 


. protein [Oryza 


sativa] 






Seq. No. 


44126 




Seq. ID 


OJ000250_29. 


0309 


.C4 


Gene No. 


92854 




Strand 


+ 






Start 


739 




End 


1195 






Name 


OJ000250 29.0309.C4.ol. 


gs 


Method 


GENSCAN 






Start 


804 




End 


1101 






GI 


none 




Score 


.72 






Exons 


804 . . 998, 1047 . . 1101 












Seq. No. 


44126 




Seq. ID 


OJ000250_29. 


0309 


.C4 


Gene No. 


92855 




Strand 


+ 






Start 


4666 




End 


6562 






Name 


OJ000250 29. 0309.C4 .o2. 


gs 


Method 


GENSCAN 






Start 


4666 




End 


6562 






GI 


none 




Score 


. 64 






Exons 


4666.-4693, 5490. .5523, 


6445. 


.6562 








Seq. No. 


44127 




Seq. ID 


OJ000250_29. 


0309 


.C6 


Gene No. 


92856 




Strand 








Start 


1 




End 


503 






Name 


OJ000250 29.0309.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


502 







45123 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7487315 Score 143 

1. .502 

hypothetical protein T22A6.140 - Arabidopsis thaliana 
gi|5051773|emb|CAB45066.1| (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269281 | emb I CAB7934 1 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



44127 Seq. ID 

92856 Strand 
1 End 
OJ000250_29.0309.C6.ol.gs Method 
94 End 
none Score 
94. .330, 390. .503 

44128 

92857 Strand 
1 End 
OJ000250_29.0309.C8.o2 . tw Method 
1' End 
none Score 
1..96, 18. .95, 76. .300, 96... 305, 99. .305 



OJ000250_29.0309.C6 
503 

GENSCAN 
503 
.77 



Seq. ID OJ000250_29.0309.C8 
+ 

1097 

TBLASTX: Wheat 
305 
143 



Seq. No. 44128 Seq. ID 

Gene No. 92857 Strand 

Start 1 End 

Name OJ000250_2 9 . 0309 . C8 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..135, 145.. 339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44128 Seq. ID 

92857 Strand 

1 End 

OJ000250_2 9 . 0309 . C8 . ol . np Method 

1 End 

6742729 Score 
1..1097 

(AF121139) RIM2 protein [Oryza sativa] 

44128 Seq. ID 

92857 Strand 

1 End 

OJ000250_29 . 0309 . C8 . ol . ts Method 

169 End 

none Score 
169. .411, 255. .359 



OJ000250_29.0309.C8 
+ 

1097 

TBLASTX: Maize 

339 

141 



OJ000250_29.0309.C8 
+ 

1097 
AAT/NAP 
1097 
1727 



OJ000250_29.0309.C8 
+ 

1097 

TBLASTX : Soybean 

411 

224 



Seq. No. 44128 Seq. ID 

Gene No. 92857 Strand 

Start 1 End 

Name OJ000250_29 . 0309 . C8 . ol . tw Method 

Start 444 End 

GI none Score 

Exons 444. .494, 445. .507, 513. .695, 517. ^735, 
769. .891 



OJ000250_29.0309.C8 
+ 

1097 

TBLASTX: Wheat 

893 

87 

763. .891, 768. .893, 



45124 






44128 






Seq. ID 


OJ000250_29.0309 


.C8 


Gene No. 


92857 






Strand 


+ 




Start 


1 






End 


1097 




Name 


■OJ000250 29 


.0309.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


894 






End 


1095 




GI 


- none 






Score 


111 




Exons 


894. .1088, \ 


394.'. 1094, 8 


95. . 1095 






Seq. No. 


44129 






Seq. ID 


OJ000250 29.0309 


. C9 




92858 






Strand 


+ 




Start 


1 






End 


653 




Name 


OJ000250 29 


.0309.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


632 




GI 


4680203 






Score 


597 




Exons 


1. . 632 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




O C ^ • 1.M W • 


44129 






Seq. ID 


OJ000250_29.0309 


.C9 


Gene No. 


92858 






Strand 


+ 




Start 


1 






End 


653 




Name 




0309 C9 ol 


y ° 


Method 


GENSCAN 




Start 








End 


653 




GI 


none 






Score 


. 87 




Exons 


UJ • . u J J 














d d 1 9 Q 

4 4 X ^ -_7 






Seq. ID 


OJ000250_29.0309 


.C9 


Gene No. 


92859 






Strand 


+ 




Start 


1979 






End 


2473 




Name 


OJ000250 29 


.0309.C9.o2. 


gs 


Method 


GENSCAN 




Start 


1979 






End 


2473 




GI 


none 






Score 


. 92 




Exons 


1979. . 2473 












Seq. No. 


44129 






Seq. ID 


OJ000250_29.0309 


.C9 




92860 






Strand 


+ 




Start 


3238 






End 


6898 




Name 


OJ000250 29 


.0309.C9.o3. 


gs 


Method 


GENSCAN 




Start 


3238 






End 


6898 




GI 


none 






Score 


.75 




Exons 


3238. .4659, 


4734. .4875, 


5001. 


.5793, 5903. .6076, 6173. .6283, 




6368. .6440, 


6535. . 6633, 


6713. 


. 6898 






Seq. No. 


44129 






Seq. ID 


OJ000250_29.0309 


.C9 




92861 






Strand 


+ 




Start 


9323 






End 


12950 




Name 


OJ000250 29 


.0309.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


12 






End 


578 




GI 


none 






Score 


155 




Exons 


12. .179, 20 


..163, 174.. 


218, 178. .213, 


221. .316, 225. .28 


4, 




263. .403, 264. .404, 40< 


). .480, 


417. .497, 486. .578, 512.. 


577 


Seq. No. 


44129 






Seq. ID 


OJ000250_29.0309 


.C9 


Gene No. 


92861 






Strand 


+ 




Start 


9323 






End 


12950 




Name 


OJ000250 29 


.0309.C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3866 






End 


4269 




GI 


none 






Score 


62 





' 45125 




Exons 3866.. 4006, 3866.. 3976, 3868.. 4104, 3868.. 4017, 3969.. 4136, 

4099. .4269 



Seq. No. 


44129 




Seq. ID 


OJ000250_29.0309. 


C9 


Gene No. 


92861 




Strand 


+ 




Start 


9323 




End 


12950 




Name 


OJ000250 29. 0309. C9. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


5720 




End 


6242 . 




GI 


none 




Score 


60 




LAUllo 


5720. .5800, 5889. .6071, 5939. .6064, 6171. .6242 




Seq. No. 


44129 




Seq. ID 


OJ000250_29.0309. 


C9 


Gene No. 


92861 




Strand 


+ 




Start 


9323 




End 


12950 




Name 


OJ000250 *29.0309.C9. 


o2 . np 


Method 


AAT/NAP 




Start 


9323 




End 


12950 




GI 


4680183 




Score 


4761 






9323. .11782, 12278. . 


12320, 


12408. . 12823", 12894.. 12950 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


A A 1 9 Q 

fi *± L £ J 




Seq. ID 


OJ000250_29.0309. 


,C9 


Gene No. 






Strand 


+ 




Start 






End 


12950 




Name 




niA rr q 
, u *i • y o 


Method . 


GENSCAN 




Start 


9323 




End 


12901 




C T 


none 




Score 


. 92 




Exons 


iJJZO. . -L Z Z O fi , It JJl . < 


1 9 901 

, J. Z, _7 VJ _L 








Seq. No. 


/I /I 1 9 Q 




Seq. ID 


OJ000250_29.0309, 


.C9 


Gene No. 






Strand 


+ 




Start 


Q^9 ^ 




End 


12950 




Name 


OJ000250 29. 0309. C9. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10603 




End 


11005 




C T 


none 




Score 


301 




Exons 


10603. . 10872, 10604 . 


. .11005 








Seq. No. 


44129 




Seq. ID 


OJ000250_29.0309 


. C9 


Gene No. 


92861 




Strand 


+ .' 




Start 


9323 




End 


12950 




Name 


OJ000250 29. 0309. C9. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11582 




End 


12039 




CT 


none 




Score 


149 




Exons 


11582. . 11758, 11803, 


. .12039, 


11807. .12037 




Seq. No. 


44129 




Seq. ID 


OJ000250_29.0309 


.C9 


Gene No. 


92861 




Strand 


+ 




Start 


9323 




End 


12950 




Name 


OJ000250 29. 0309. C9. 


. o2 .tm 


Method 


TBLASTX :Maize 




-Start 


11890 




End 


12037 




GI 


none 




Score 


183 




Exons 


11890. . 12036, 11891 


. . 12037 








Seq. No. 


44129 




Seq. ID 


OJ000250_29.0309 


.C9 


Gene No. 


92861 




Strand 


+ 




Start 


9323 




End' 


12950 




Name 


OJ000250 29. 0309. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12259 




End 


12715 





45126 



GI 


none 


Score 


497 




Exons 


12259. .12714, 12260. .12715 










44129 


Seq. ID 


OJ000250 29.0309. 


C9 


Gene No. 


92861 


Strand 


+ ~~ 




Start 


9323 


End 


12950 




Name 


OJ000250 29.0309.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12299 


End 


12664 




GI 


none 


Score 


138 




Exons 


12299. . 12523, 12530. .12 664 








Seq . No . 


44129 


Seq. ID 


OJ000250 29.0309. 


C9 


Gene No. 


92861 


Strand 


+ 




Start 


9323 


End 


12950 




Name 


OJ000250 29.0309.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


12389 


End 


12745 




GI 


none 


Score 


375 




Exons 


12389. .12745, 12430. .12735, 


12452 . . 127' 


15 




Qprj Ma 

O *3 \J . IN • 


44129 


Seq. ID 


OJ000250 29.0309 


C9 


Gene No. 


92861 


Strand 


+ 




Start 


9323 


End 


12950 




Name 


OJ000250 29.0309.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


12715 . 


End 


12949 




GI 


none 


Score 


251 




Exons 


12715. .12948, 12716.. 12949 








Seq. No. 


44130 


Seq. ID 


OJ000250_29.0309 


C10 


Gene no . 


92862 


Strand 


+ 




Start 


1 


End 


1999 




Name 


OJ000250 29.0309.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1999 




GI 


5902445 


Score 


3419 




Exons 


1. . 1999 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44130 


Seq. ID 


OJ000250_29.0309 


C10 


Gene No. 


92863 


Strand 


+ 




Start 


8510 


End 


11881 




Name 


OJ000250 29.0309.C10.ol.gp 


Method 


AAT/GAP 




Start 


6578 


End 


6726 




GI 


uC-osflcypl77g01al 


Score 


244 




Exons 


6578. .6726 








GI Descrip. 


f 4 884 8 64/gb| AAD3184 6.1 |AF133530_1 4 . Oe- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 




O C \*i • l,iU t 


44130 


Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92863 


Strand 


+ 




Start 


8510 


End 


11881 




Name 


OJ000250 29.0309.C10.o3.gs 


Method 


GENSCAN 




Start 


8510 


End 


11881 




GI 


none 


Score 


.51 




Exons 


8510. .8707, 994 7. .1004 2, 1054 3. .10600, 


11706. . 11881 




Seq. No. 


44130 


Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92864 


Strand 


+ 




Start 


12965 


End 


13047 





45127 



n 



Name 


OJ000250 29. 0309. CIO. o2 


gp 


Method 


AAT/GAP 


Start 


12965 




End 


13047 


GI 


38012 1.R1084 




Score 


104 


Exons 


12965. .13047 








GI Descrip. 


M097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


4 4130 




Seq. ID 


OJ000250 29. 0309. C10 


f;pnp No. 


92865 




Strand 




Start 


2319 




End 


6002 


Name 


OJ000250 29. 0309. C10. o2 


crs 


Method 


GENSCAN 


Start 


2319 ~ 




End 


6002 


GI 


none 




Score 


.87 


Exons 


2319. .2767, 2840. .2944, 


3017. 


.3206, 32 


83. .3470, 3545. .3973, 




4007. .4310, 4397. .5320, 


5907. 


.6002 




Seq. No. 


44130 




Seq. ID 


OJ000250_29. 0309. C10 


Gene No. 


92865 




Strand 




Start 


2319 




End 


6002 


Name 


OJ000250 29. 0309. C10. o2 


np 


Method 


AAT/NAP 


Start 


2322 ~~ 




End 


5281 


GI 


6691716 




Score 


2347 


Exons 


2322. .2767, 2840. .2952, 


3103. 


.3206, 3283.. 3470, 3545.. 3707, 




3819. .3939, 4021. .-4213, 


4411. 


.5281 




GI Descrip. 


(AP000492) hvoothetical 


protein [Oryza 


sativa] 




ai 1 6691717 1 dbi 1 BAA89397 


11 (AP000570) 


hypothetical protein 




fOrvza sat ival 








Sea. No. 


44130 ■ • 




Seq. ID 


OJ000250_29. 0309. C10 


Gene No. 


92866 




Strand 




Start 


9181 




End 


15861 


Name 


OJ000250 29. 0309. C10. ol 


ts 


Method 


TBLASTX : Soybean 


Start 


125 ~~ • 




End 


513 


GI 


none 




Score 


261 


Exons " 


125. .511, 133. .228, 265 


.513 






Seq. No. 


44130 




Seq. -ID 


OJ000250_29. 0309. C10 


Gene No. 


92866 




Strand 




Start 


9181 




End 


15861 


Name 


OJ000250 29. 0309. C10. o2 


tw 


Method 


TBLASTX: Wheat 


Start 


134 ~~ 




End 


556 


GI 


none 




Score 


412 


Exons 


134 556. 142 480 








Seq. No. 


44130 




Seq. ID 


OJ000250_29. 0309. C10 


Gene No. 


92866 




Strand 




Start 


9181 




End 


15861 


Name 


OJ000250 29. 0309. C10. o3 


tm 


Method 


TBLASTX: Maize 


Start 


187 




End 


4 60 


GI 


none 




Score 


127 


Exons 


187. .357, 197. .358, 362 


.460, 


394. .459 




Seq. No. 


44130 




Seq. ID 


OJ000250_29. 0309. C10 


Gene No. 


92866 




Strand 




Start 


9181 




End 


15861 


Name 


OJ000250 29. 0309. C10. o5 


tw 


Method 


TBLASTX: Wheat 


Start 


572 




End 


871 



45128 




GI 


none 






Score 


137 




Exons 


572.. 706, 731.. 87.1 










Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


. 0309. C10. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


869 






End 


1192 




GI 


none 






Score 


447 




Exons 


869. . 1192, 


389. .1179 










Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


.0309. C10. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


874 






End 


1261 




GI 


none 






Score 


417 




Exons 


874. .1185, 


375. .1261, 1076.. 


1261 






Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


.0309. C10. o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1333 






End 


1606 




GI 


none 






Score 


95 




Exons 


1333. .1440, 


1334 . . 1432, 


1423 


..1497, 1427. .1510, 1520. .1606 


Seq. No. 


4 4130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 ■ 






End 


15861 




Name 


OJ000250 29 


.0309. C10. o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1376 






End 


1990 




GI 


none 






Score 


273 




Exons 


1376. .1654, 


1396. .1485, 


1537 


..1638, 1709. .1867, 1853. .1990 


Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


.0309. C10. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1718 






End 


1951 




GI 


none 






Score 


149 




Exons 


1718. .1870, 


1810. .1869, 


1849 


..1950, IE 


i50. .1951 




Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


.0309. C10. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4871 • ™ 






End 


5161 




GI 


none 






Score 


56 




Exons 


4871. .5161, 


4908. .5021 










Seq. No. 


44130 






Seq. ID 


OJ000250_29.0309 


.C10 


Gene No. 


92866 






Strand 






Start 


9181 






End 


15861 




Name 


OJ000250 29 


.0309. C10. o3. 


np 


Method 


AAT/NAP 




Start 


9181 






End 


15861 




GI 


6649857 






Score 


91 





45129 



Exons 

GI Descrip. 

Seq. No. 

Gene No.,/ ■ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



9181. .9475, 12203. .12282, 14285 14450, 14884 .. 1514 5, 
15818. .15861 

(AF009222) kexin-like serine endoprotease [Pneumocystis carinii] 



44130 
92866 
9181 

OJ000250_2 9 . 0309 . CIO . o4 . gs 

12116 

none 



Seq. ID OJ000250_29. 0309. C10 
Strand 

End 15861 

Method GENSCAN 

End 15167 

Score .78 



12116. .12202, 12440. .12532, 13921 14 4 69, 14910.. 15167 



44131 Seq. ID 

92867 Strand 

174 End 
OJ000250_29.0309.C12.ol.gs Method 

174 End 

none Score. 

174. .311, 1007. .1634, 2270. .2350 



OJ000250_29.0309.C12 
+ 

2350 
GENSCAN 
2350 
.55 



OJ000250 29.0309.C12 



44131 Seq. ID 

92868 Strand 
903 End 2864 

OJ000250_29.0309.C12 .ol.gp Method AAT/GAP 
903 End 2864 

1103_1.R1084 Score 1944 

903. .1643, 2618. .2864 

' 131225/sp| P23993 | PSAL_HORVU 7.0e-95 PHOTOSYSTEM I REACTION 
CENTRE SUBUNIT XI PRECURSOR (SUBUNIT V) (PSI-L) 

>gi_100605_pir A39759 photosystem I 18K protein precursor - 

barley >gi_167087 (M61146) photosystem I hydrophobic protein 
[Hordeum vulgare] 1 



0309.C12.ol.np 



Seq. ID OJ000250_29.0309.C12 
Strand 

End 2864 ... 

Method AAT/NAP 
End 2752 
Score 961 

2618. .2752 

I REACTION CENTRE SUBUNIT XI PRECURSOR (SUBUNIT V) 
(PSI-L) gi|100605|pir| IA39759 photosystem I 18K protein 
precursor - barley gi 1167087 (M61146) photosystem I hydrophobic 
protein [Hordeum vulgare] 



44131 
92868 
903 

OJ000250_29. 
1155 , ■■ 
131225' 
1155. . 1643, 
PHOTOSYSTEM 



44131 
92869 
4053 

OJ000250_29.0309.C12.ol.tm 

1138 

none 

1138. .1641, 1152. .1640, 1461, 
2657. .2743, 2661. .2744 

44131 
92869 
4053 



Seq. ID OJ000250_29.0309.C12 
Strand 

End 7453 

Method TBLASTX : Maize 

End 2744 

Score 683 

.1646, 1531. .1641, 1541. .1642, 



Seq. ID 

Strand 

End 



OJ000250 29.0309.C12 



7453 



45130 




Name 


OJ000250 29 


. 0309. 


C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1140 








End 


1646 


GI 


none 








Score 


487 


Exons 


1140. .1646, 


1141. 


. 1644, 


1467 . 


. 1*64 6 




Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


Gene No. 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


. 0309. 


C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1149 








End 


1641 


GI 


none 








Score 


488 


Exons 


1149. .1640, 


1150. 


. 1641, 


1531 . 


. 1641 




Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


Hpnp No. 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


.0309. 


C12.o2. 


np 


Method 


AAT/NAP 


Start • 


4020 








End 


7105 


GI 


6728982 








Score 


470 


Exons 


4020. .4280, 


4368. 


.4411, 


4521. 


.4578, 6767. .6860, 6966. .7105 


GI Descrip. 


(AC018363) unknown protein [Arabidopsis thaliana] 


Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


Gene No. 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


. 0309 . 


C12 . o2 . 


as 


Method 


GENSCAN 


Start 


4053 








End 


7453 


GI 


none 








Score 


.46 


Exons 


4053. .4280, 


4763. 


.4786, 


6767. 


.6860, 6966.-7453 


Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


fZpnp No 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


.0309. 


C12.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


4128 








End 


7069 


GI - 


none 








Score 


79 


Exons 


4128. .4322, 


4134. 


.4322, 


4144. 


.4329, 4368. .4421, 6765. .6860, 




6767. .6859, 


6965. 


.7069 








Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


Gene No. 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


.0309. 


C12.ol. 


,tw 


Method 


TBLASTX: Wheat 


Start 


4134 








End 


4421 


GI 


none 








Score 


169 


Exons 


4134. .4307, 


4144. 


.4281, 


4368 . 


.4421, 4372. .4419 


Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 


npnp No 


92869 








Strand 




Start 


4053 








End 


7453 


Name 


OJ000250 29 


.0309. 


C12.o2. 


,ts 


Method 


TBLASTX: Soybean 


Start 


4134 








End 


7070 


GI 


none 








Score 


147 


Exons 


4134. .4307, 


4147. 


.4371, 


4368. 


.4421, 6767. .6859, 6767. .6859, 




6965. .7069, 


6976. 


.7011, 


7008. 


.7070 




Seq. No. 


44131 








Seq. ID 


OJ000250_29.0309.C12 



45131 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



92869 Strand 

4053 End 

OJ000250_29 . 0309 . C12 . o2 . tc Method 

6773 End 

none Score 



7453 

TBLASTX: Cress 

7070 

90 



6773. .6859, 6774. .6863, 6965. .7069, 7008. .7070 



44132 Seq. ID 

92870 Strand 

8 96 End 
OJ000250_29.0309.C13.ol.gs Method 

896 End 

none Score 
896. . 1003 



OJ000250_29.0309.C13 
+ 

1003 
GENSCAN 
1003 
.51 



44133 Seq. ID OJ000250_29 . 0309 . C14 

92871 Strand + 

5180 End 10226 

OJ000250_29.0309.C14 .ol.np Method AAT/NAP 
5143 End 8002 

1362162 Score 1287 

5143. .5381, 5649. .5707, 
6543.. 6790, 6887.. 6998, 
7725. .8002 

beta-glucosidase BGQ60 precursor - barley gi 1 804656 
beta-glucosidase [Hordeum vulgare] 



5816. 
7089. 



,5891, 5980. .6051, 
,7300, 7398. .7429, 



6147. 
7508. 



, .6234, 
, .7610, 

(L41869) 



44133 
92871 
5180 

OJ000250_29.0309.C14 .o2.gs 
5180 



,5381, 5649. .5707, 5816. 
.6759, 6883..6998, 7089. 
.7993, 9207.. 9353, 9450. 



none 
5180. . 
6543. . 
7725. . 

44133 
92871 
5180 

OJ000250_29.0309.C14 .o2.np 

9264 

3850621 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5891, 5980. .6051, 
.7300, 7398.. 7429, 
. 9590, 9687. . 9773, 



OJ000250_29.0309.C14 
+ 

10226 
GENSCAN 
10140 
.72 



6147. 
7508. 
10018 



, 6234, 
,7610, 
, . 10140 



Seq. ID OJ000250_29.0309.C14 



Strand 
End 

Method 

End 

Score 



+ 

10226 
AAT/NAP 
10226 
310 



9264. .9353, 9450. .9590, 9687. .9773, 10018. .10226 

(Y15382) putative RNA binding protein [Arabidopsis thaliana] 



44133 
92872 
785 

OJ000250_29.0309.C14 .ol.gs 

785 

none 

785. .853, 1055. .1198, 1278. 
1833. .1907, 1987. .2103 

44134 
92875 



Seq. ID 

Strand 
End 

Method 
End 
Score 
1349, 1494 



Seq. ID 
Strand 



OJ000250_29.0309.C14 

2131 
GENSCAN 
2103 
.79 

..1565, 1644. .1784, 



OJ000250_29.0309.C15 
+ 



45132 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1096 

OJ000250_29 . 0309 . C15 . ol . gp Method AAT/GAP 
1 End 1096 

1450_1.R1084 Score 1501 

1..156, 249. .365, 465. .554, 660. .1096 

'4337177/gb|AAD18098| 1.0e-163 (AC006416) Identical to gb_Y10557 
g5bf gene from Arabidopsis thaliana. ESTs gb_.R30578, gb_R90475, 
gb_T22384, gb_T22425, gb_N64934 and gb_T46767 come from this 
gene. [Arabidopsis thaliana]' 



44134 
92875 
1 

OJ000250_29.0309.C15.ol.np 
1 

3850621 



Seq. ID OJ000250_29.0309.C15 

Strand + 

End 1096 

Method AAT/NAP 

End 833 

Score 74 5 



1..156, 249. .365, 465. .554, 660. .833 

(Y15382) putative RNA binding protein [Arabidopsis thaliana] 



44134 
92875 
1 

OJ000250_29. 0309.C15.ol.gs 

249 

none 

249. .365, 465. .554, 660. .836 



Seq. ID OJ000250_29.0309.C15 

Strand + 

End 1096 

Method GENSCAN 

End 836 

Score .98 



Seq. ID OJ000250_29. 0309. CIS 
Strand 

End 2345 

Method TBLASTX : Cress 

End 827 

Score 255 

1..156, 6. .152, 7. .156, 243. .383, 248. .373, 462. .554, 464. .550, 
656. .820, 657. .827, 659. .826, 696. .827 



44134 
92876 
1424 

OJ000250_29. 0309.C15.ol.tc 
1 

none 



Seq. No. 44134 

Gene No. 92876 

Start 1424 

Name OJ000250_29 . 0309 . C15 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000250_29.0309.C15 
Strand 

End 2345 

Method TBLASTX : Mai ze 

End 859 

Score 279 



1..156, 5. .79, 6. .158, 6. .152, 116. .157, 213. .365, 243. .383, 
248. .373, 462. .554, 463. .501, 464. .562, 464. .553, 653. .859, 
657. .848 



Seq. No. 44134 

Gene No. 9287 6 

Start * 1424 

Name OJ000250_2 9 . 0309 . C15 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000250_29.0309.C15 
Strand 

End 2345 

Method TBLASTX : Soybean 

End 844 

Score 267 



1..156, 6. .152, 12. .158, 243. .383, 248. .373, 462. .554, 464. .562, 
464. .553, 653. .844, 657. .836, 659. .838 



Seq. No. 
Gene No. 



44134 
92876 



Seq. ID OJ000250_29.0309.C15 
Strand 



45133 






Start 


1424 


End 


2345 




Name 


OJ000250 29.0309.C15.o2.gs 


Method 


GENSCAN 




Start 


1424 


End 


2345 




GI 


none 


Score 


.62 




Exons 


1424.. 1560, 1949.. 2033, 2295. 


. 2345 






Con Nrj 


44135 


Seq. ID 


OJ000250 29.0309.C16 




Gene No. 


92877 


Strand 


4- ~~ 




Start 


8547 


End 


10681 




Name 


OJ000250 29.0309.C16.o2.gs 


Method 


GENSCAN 




Start 


8547 


End 


10681 




GI 


none 


Score 


.7 




Exons 


8547. .8713, 9631. .9761, 10083 


. . 10198, 


10244 . . 10681 




Seq. No. 


44135 


Seq. ID 


OJ000250_29.0309.C16 




Gene No. 


92878 


Strand 






Start 


1 


End 


20873 




Name 


OJ000250 29.0309.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5058 




GI 


7228457 


Score 


1421 




Exons 


1..279, 500. .649, 773. .1589, 


1627. .2581, 2866. .3487, 5035.. I 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 


si 




sativa] 








Cprr Ma 


44135 


Seq. ID 


OJ000250_29.0309.C16 




Gene No. 


. 92878 


Strand 


- 




Start 


1 


End 


20873 


J 


Name 


OJ000250 29.0309.C16.ol.ts 


Method 


TBLASTX: Soybean 


L3 


Start 


533 


End 


958 




GI 


none 


Score 


45 


! ; 


Exons 


533.-958, 561. .707, 687. .722, 


759. .926 






O C • IN <^ • 


44135 


Seq. ID 


OJ000250_29.0309.C16 




Gene No. 


92878 


Strand 






Start 


1 


End 


20873 




Name 


OJ000250 29.0309.C16.o2.tw 


Method 


TBLASTX: Wheat - - 


,-5 


Start 


590 


■ End 


1012 


=. 


GI 


none 


Score 


217 


S 


Exons 


590. .1012, 594. .914 








Seq. No. 


44135 


Seq. ID 


OJ000250_29.0309.C16 




Gene No: 


92878 


Strand 






Start 


1 


End 


20873 




Name 


OJ000250 29.0309.C16.o2. tm 


Method 


TBLASTX: Maize 




Start 


686 


End 


1069 




GI 


none 


Score 


116 




Exons 


686.. 1069, 690.. 917 








Seq. No. 


44135 


Seq. ID 


OJ000250_29.0309.C16 




Gene No. 


92878 


Strand 






Start 


1 


End 


20873 




Name 


OJ000250 29.0309.C16.ol.gs 


Method 


GENSCAN 




Start 


845 


End 


7255 - 




GI 


none 


Score 


.4 




Exons 


845. .1464, 1782. .2339, 2400.. 


2668, 2737. .3025, 3157. .3246, 






3363. .3495, 3604. .3963, 3994. 


.4151, 4297. .4864, 4899. .5006, 



45134 



7196. .7255 



Seq. No. . 44135 

'^Gene No. 92878 

Start 1 • 

Name OJ000250_29 . 0309 . CI 6 . ol . tm 

Start 1097 

GI none 
Exons 



Seq. ID OJ000250_29.0309.C16-- 
Strand 

End 20873 

Method TBLASTX : Mai ze 

End 1450 

Score 206 



1097. .1450, 1107. .1391, 1148. .1411 



Seq. No. 44135 

Gene No. 92878 

Start 1 

Name OJ000250_29 . 0309 . CI 6 . ol . tw 

Start 1127 

GI none 
Exons 



Seq. ID OJ000250_29.0309.C16 
Strand 

End 20873 

Method TBLASTX : Wheat 

End 1580 

Score 268 

1127. .1486, 1128. .1487, 1492. .1521, 1512. .1580, 1513. .1572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44135 
92878 
1 

OJ000250_2 9.0309.C16.o3. tw 

1792 

none 



Seq. ID OJ000250_29.0309.C16 
Strand 

End 20873 

Method TBLASTX : Wheat 

End 2188 

Score 95 



1792. .1878, 1798. .1878, 1817. .1879, 1882. .1998, 1979. .2188, 
2014. .2184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene'. No. 

Start 

Name 

Start 

GI 

Exons 



44135 
92878 
1 

OJ000250__29.0309.C16.o4 . tw 

3137 

none 



Seq. ID OJ000250_29.0309.C16 
Strand 

End 20873 

Method TBLASTX : Wheat 

End 3445 

Score 65 



3137. .3301, 3219. .3359, 3350. .3445, 3351. .3443 



44135 
92878 
1 

OJ000250_29.0309.C16.o2.ts 

5842 

none 

5842. .6087, 5957. .6040 



Seq. ID OJ000250_29.0309.C16 
Strand 

End 20873 

Method TBLASTX : Soybean 

End 6087 

Score 80 



Seq. No. 44135 
Gene No. 92878 
Start 1 

Name . OJ000250_29. 0309 .C16 . o2 .np 

Start: - 5848 
GI 4544372 
Exons 5848.. 6090, 12254.. 12277 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000250_29.0309.C16 
Strand 

20873 
AAT/NAP 
12277 
92 ... 



End 

Method 

End 

Score 



Seq. No. 44135 

Gene No. 92878 

Start 1 

Name OJ000250_29 . 0309 . C16 . o3 . gs 



Seq. ID OJ000250_29.0309.C16 
Strand 

End 20873 

Method GENSCAN 



45135 




Start 


11532 


End 


20873 






GI 


none 


Score 


.48 






Exons * 


11532. .11561, 11737. .11820, 


13164. .13297, 15122 


. . 16400, 






17063. . 17137, 18227. .18334, 


18938. .19002., 19667 


. . 19976, 






19984 . .20018, 20060 .. 20277 , 


20362.. 20873 






Seq. No. 


44136 


Seq. ID 


OJ000250_ 


29.0309. 


C17 


Gene No. 


92879 


Strand 


+ 






Start 


367 


End 


942 






Name 


OJ000250 29.0309.C17.ol.gs 


Method 


GENSCAN 






Start 


367 


End 


942 






GI 


none 


Score 


. 7 






Exons 


367. .562, 857. .942 










Seq. No. 


44136 


Seq. ID 


OJ000250_ 


_29. 0309 


C17 


Gene No. 


92880 


Strand 


+ 






Start 


1549 


End 


8199 






Name 


OJ000250 29.0309.C17.ol.gp 


Method 


AAT/GAP 






Start 


1371 


End 


1752 






GI 


uC-osflcyp033a04bl 


Score 


659 






Exons 


1371. .1752 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


44136 


Seq. ID 


OJ000250 


_29.0309 


C17 




92880 


Strand 


+ 






Start 


1549 


End 


8199 






Name 


OJ000250 29.0309.C17.o2.gs 


Method 


GENSCAN 






Start 


1549 


End 


8140 






GI 


none 


Score 


.76 






Exons 


1549. .1620, 2635. .2744, 2832. .3089, 3251. .3439, 


3502. .3526, 




3695. .4507, 4659. .4878, 5065. .6585, 6663. .8140 






Seq. No. 


44136 


Seq. ID 


OJ000250 


_29.0309 


.C17 


Gene No. 


92880 


Strand 


+ 






Start 


1549 


End 


8199 






Name . 


OJ000250 29.0309.C17.o2.np 


Method 


AAT/NAP 






Start 


. 2635 


End 


4450 






GI 


6983858 


Score 


113 






Exons 


2635. .3203, 4418. .4450 










GI Descrip. 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) 


[Oryza sativa] 






Seq. No. 


44136 


Seq. ID 


OJ000250 


_29.0309 


.C17 


Gen? No . 


92880 


Strand 


+ 






Start 


1549 


End 


8199 






Name 


OJ000250 29.0309.C17.o3.np 


Method 


AAT/NAP 






Start 


3692 


End 


8199 






GI 


4680179 


Score 


5231 






Exons 


3692. .4766,. 4800. .8199 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 




Seq. No. 


44136 


Seq. ID 


OJ000250 


_29.0309 


.C17 


Gene No. 


92881 


Strand 


+ 






Start 


8826 


End 


9811 






Name 


OJ000250 29.0309.C17.o3.gs 


Method 


GENSCAN 






Start 


8826 


End 


9811 







45136 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
8826. .9200, 9368. .9431, 9726. .9811 



.7 



44136 
92882 
10240 

OJ000250_29.0309.C17.o2.gp 
10240 

uC-osflcyp033a04bl 
10240. .10621 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000250_29.0309.C17 

Strand + 

End 10621 

Method AAT/GAP 

End 10621 

Score 655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92883 
1 

OJ000250_2 9.0309.C17.ol.np 
1 

5852180 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13348 

Method AAT/NAP 

End 5265 

Score 5'14 



1..451, 503. .621, 1601. .1666, 5215. .5265 
(AL117265) zhbOOOlO.l [Oryza sativa] 



44136 
92883 
1 

OJ000250_2 9. 0309.C17.o4 . np 

3963 

5852180 



Seq. ID OJ000250_29.0309.C17 
Strand 

End '13348 

Method AAT/NAP 

End 10527 

Score 4 61 



3963.. 4065, 8945.. 9490, 10470.. 10527 
(AL117265) zhbOOOlO.l [Oryza sativa] 



44136 
92883 
1 

OJ000250_2 9.0309.C17.o4 .gs 

10161 

none 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13348 

Method GENSCAN 

End 13348 

Score . 5 



10161. .10371, 10470. . 10523, 11256 .. 11263, 13277. .13348 



Seq. No. 44136 

Gene No. 92884 

Start 13587 

Name OJ000250_29 . 0309 . C17 . o9 . tw 

Start 3935 

GI none 

Exons 3935.. 4126, 3958.. 4125 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13987 

Method TBLASTX: Wheat 

End 4126 

Score 199 



Seq. No. 44136 

Gene No. 92884 

Start 13587 

Name OJ000250_2 9 . 0309 . C17 . o7 . tw 

Start 4168 

GI none 

Exons 4168.. 4362, 4169.. 4519 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13987 

Method TBLASTX : Wheat 

End 4519 

Score 292 



Seq. No. 
Gene No. 



44136 
92884 



Seq. ID OJ000250_29.0309.C17 
Strand 



45137 






Start 


13587 








End 


13987 




Name 


OJ000250 29. 


0309. 


C17.o6, 


, tm 


Method 


TBLASTX: Maize 




Start 


4169 








End 


4474 




GI " 


none 








Score 


242 




Exons 


4169. .4474, 


4183. 


.4299 










Can Mo 


44136 








Seq. ID 


OJ000250_29.0309.C17 




Gene No. 


92884 








Strand 






Start 


13587 








End 


13987 




Name 


OJ000250 29. 


0309. 


C17.o8. 


. tw 


Method 


TBLASTX: Wheat 




Start 


4827 








End 


5195 




GI 


none 








Score 


150 




Exons 


4827 . . 5036, 


4862. 


. 5035, 


5081 . 


.5194, 5082.. 5195 






4 4136 








Seq. ID 


OJ000250_29.0309.C17 




Gene No. 


92884 








Strand 


_ 




Start 


13587 








End 


13987 




Name 


OJ000250 29. 


0309. 


C17.o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


5360 








End 


5846 




GI 


none 








Score 


52 




Exons 


5360. .5803, 


5364. 


, .5414, 


5469. 


. 5846 






O /~\ r~t K\r\ 
0 v-J • LN \J . 


44136 








Seq. ID 


OJ000250_29.0309.C17 




Gene No. 


92884 








Strand 






Start 


13587 








End 


13987 


n 


Name 


OJ000250 29. 


,0309, 


,C17.o5 


. tm 


Method 


TBLASTX: Maize 


as. 


Start 


5375 








End 


5665 


GI 


none 








Score 


276 


sr 


Exons 


5375. .5665, 


5376. 


. . 5663 








y 


Can t\\r\ 

JC^. IN KJ . 


44136 








Seq. ID 


OJ000250_29.0309.C17 


y 


Gene No. 


92884 








Strand 






Start 


13587 








End 


13987 




Name 


OJ000250 29. 


.0309, 


,C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5733 








End 


6233 




GI 


none 








Score 


165 


s 


Exons 


5733. .5912, 


5741. 


. . 5860, 


5919. 


..6233, 6061. .6117, 6140. .6190 




Seq. No. 


44136 








Seq. ID 


OJ000250_29.0309.C17 






92884 








Strand 






Start 


13587 








End 


13987 




Name 


OJ000250 29. 


.0309, 


.C17 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


5787 








End 


6182 




GI 


none 








Score 


57 




Exons 


5787. .5819, 


5789, 


. .5818, 


5823. 


.6182, 5824. .5856, 5825. .5860, 






5906. .6181, 


5910, 


. . 6182 










Con Mo 


44136 








Seq. ID 


OJ000250_29.0309.C17 




Gene No. 


92884 








Strand 






Start 


13587 








End 


13987 




Name 


OJ000250 29, 


.0309 


.C17.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


5895 








End 


6197 




GI 


none 








Score 


366 




Exons 


5895. .6197, 


•5896 


. .5967, 


5906. 


. 6181 






Seq. No. 


44136 








Seq. ID 


OJ000250_29.0309.C17 




Gene No. 


92884 








Strand 





45138 



Start 
Name 
Start 
GI 

Exons 



13587 

OJ000250_29. 

6198 

none 

6198. .6623, 



030.9. C17.o3.tw 



6230. .6586, 6261. 



End 

Method 
End 
Score 
.6623 



13987 

TBLASTX: Wheat 

6623 

594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29. 

6204 

none 

6204 . . 6449, 



0309.C17.o3.ts 



6221. .6448 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_29.0309.C17 
13987 

TBLASTX : Soybean 

6449 

210 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29. 

6269 

none 

6269. .6571, 



0309.C17.o2'.tm 



6270. .6623, 6270. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6632 



OJ000250_29.0309.C17 
13987 

TBLASTX: Maize 

6632 

479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29, 

6653 

none 

6653. .7189, 



0309.C17.o2.tw 



6697. .7188 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_29.0309.C17 
13987 

TBLASTX: Wheat 

7189 

654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29. 

6896 

none 

6896. .7069, 



0309.C17.ol.tc 



7070.. 7213, 7072. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7212 



OJ000250_29.0309.C17 
13987 

TBLASTX: Cress 

7213 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29. 

6977 

none 

6977. .7237, 



0309.C17.o2.ts 



6982. .7236 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_29.0309.C17 
13987 

TBLASTX : Soybean 

7237 

286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44136 
92884 
13587 

OJ000250_29, 

7035 

none 

7035. .7190, 



0309.C17.o4 .tm 



7036. .7323, 7037, 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13987 

Method TBLASTX : Mai ze 

End 7327 

Score 87 
.7327 



Seq. No. 
Gene No. 
Start 



44136 
92884 
13587 



Seq. ID OJ000250_29.0309.C17 
Strand 

End 13987 



45139 




Name 


OJ000250 29.0309.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7196 


End 


7822 




GI 


none 


Score 


674 




Exons 


7196.;7822, 7252. .7710, 7697 


. .7819 








44136 


Seq. ID. 


OJ000250_29.0309. 


C17 


Gene No. 


92884 


Strand 






Start 


13587 


End 


13987 




Name 


OJ000250 29.0309.C17.ol. tm 


Method 


TBLASTX: Maize 




Start 


7376 


End 


7975 




GI 


none 


Score 


218 




Exons 


7376.-7537, 7384. .7530, 7535 


..7975, 7537. .7959 




Seq. No. 


44136 


Seq. ID 


OJ000250_29.0309. 


C17 


Gene No. 


92884 


Strand 






Start 


13587 


End 


13987 




Name 


OJ000250 29.0309.C17.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7822 


End 


8155 




GI 


none 


Score 


344 




Exons 


7822. .8088, 7823. .8155, 7826 


. .8113 






Seq. No. 


44136 


Seq. ID 


OJ000250 29.0309. 


C17 


Gene No . 


92884 


Strand 






Start 


13587 


End 


13987 




Name 


OJ000250 29.0309.C17.o5.np 


Method 


AAT/NAP 




Start 


13587 


End 


13987 




GI 


5852176 


Score 


72 




Exons 


13587. . 13705, 13960. .13987 . 








GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 






Seq. No. 


44137 


Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92885 


Strand 


+ 




Start 


2591 


End 


3314 




Name 


OJ000250 29.0309.C18.o3.np 


Method 


AAT/NAP 




Start 


2591 


End 


3314 




GI 


6983860 


Score 


471 




Exons 


2591. .3314 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kaf irin 


cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


44137 


Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92886 


Strand 


+ 




Start 


4436 


End 


5170 




Name 


OJ000250 29.0309.C18.ol.gp 


Method 


AAT/GAP 




Start 


4436 


End 


5170 




GI 


101153 1.R1084 


Score 


568 




Exons 


4436.-4625, 4942. .5170 








GI Descrip. 


1 585217 0/emb|AL1172 65. 1 IOST17804 1 . Oe 


-115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome" 


4, BAC clone:tl7804 ' 


Seq. No. 


44137 


Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92887 


Strand 


+ 




Start 


5188 


End 


5617 




Name 


OJ000250 29.0309.C18.o2.gp 


Method 


.AAT/GAP 




Start 


5188 


End 


5617 




GI 


2428185 


Score 


809 




Exons 


5188. .5617 









45140 




GI Descrip. 5852170/emb I AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 


44137 




Seq. ID 


OJ000250_29. 0309. 


C18 


Gene No. 


92888 




Strand 


+ 




Start 


6452 




End 


6693 




Name 


OJ000250 29.0309.C18 


. o5 . np 


Method 


AAT/NAP 




Start 


6452 




End 


6693 




GI 


5902447 




Score 


226 




Exons 


6452. .6693- 










GI Descrip. 


(AB030283) orf4 [Oryza sativa] 






Seq. No. 


44137 




Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92889 




Strand 






Start 


1 




End 


1474 




Name 


OJ000250 29.0309.C18 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1337 




GI 


5852176 




Score 


1189 




Exons 


1..182, 474. .774, 829. .1000, 


1089.. 1337 




GI Descrip. 


(AL117265) zhb0006.1 


[Oryza 


sativa] 






Seq. No. 


44137 




Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92889 




Strand 






Start 


1 




End 


.1474 




Name 


OJ000250 29.0309.C18 


.ol .gs 


Method 


GENSCAN 




Start 


17 




End 


1474 




GI 


none 




Score 


.55 




Exons 


17. .182, 266. .1000, 


1089. .1292, 1366. . 


1474 




Seq. No. 


44137 




Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92890 




Strand 






Start 


4 4 06 




End 


6693 




Name 


OJ000250 29.0309.C18 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


759 




End 


998 




GI 


none 




Score 


98 




Exons 


759. .998, 874. .996 










Seq. No. ■ 


44137 




Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92890 




Strand 






Start 


4406 




End 


6693 




Name 


OJ000250 29.0309.C18 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


795 




End 


2029 




GI 


none 




Score 


79 




Exons 


795. .998, 813. .995, 


857.. 1003, 1358.. 1771, 1811.. 2029 




Seq. No. 


44137 




Seq. ID 


OJ000250_29.0309. 


C18 


Gene No. 


92890 




Strand 






Start 


4406' 




End 


6693 




Name 


OJ000250 29.0309.C18 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


795 




End 


998 




GI 


none 




Score 


202 




Exons 


795. .998 










Seq. No. 


44137 




Seq. ID 


OJ000250_29. 0.309. 


C18 


Gene No. 


92890 




Strand 






Start 


4406 




End 


6693 




Name 


OJ000250 29.0309.C18 


.ol.ts 


Method 


TBLASTX: Soybean 





45141 




Start 


795 


End 


1008 






GI 


none 


Score 


39 






Exons 


795. .881,, 886. .915, 888. .1007, 897. .1007, 949. .1008 




- 


Seq. No. 


44137 


Seq. ID 


OJ000250_29. 


0309 


.C18 


Gene No. 


92890 


Strand 








Start 


4406 


End 


6693 






Name 


OJ000250 29.0309.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2679 


End 


2961 






GI 


none 


Score 


241 






Exons 


2679. .2927, 2681. .2857, 2896 


. .2961 








Seq. No. 


44137 


Seq. ID 


OJ000250_29. 


0309 


.C18 


Gene No. 


92890 


Strand 








Start 


4406 


End 


6693 






Name 


OJ000250 29.0309.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


2679 


End 


2978 






GI 


none 


Score • 


202 






Exons 


2679. .2927, 2681. .2842, 2892 


. . 2978 








Seq. No. 


44137 


Seq. ID 


OJ000250_29. 


0309 


. Cla 


Gene No. 


92890 


Strand 








Start 


4406 


End 


6693 






Name 


OJ000250 29.0309.C18.o4.np 


Method 


AAT/NAP 






Start 


4406 


End 


6693 






GI 


5852180 


Score 


322 






Exons 


4406. .4775, 5786. .5863, 6627 


. .6693 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


44137 


Seq. ID 


OJ000250_29. 


0309 


. C18 


Gene No. 


92890 


Strand 








Start 


4406 


End 


6693 






Name 


OJ000250 29.0309.C18.o3.gp 


Method 


AAT/GAP 






Start 


6144 


End 


6435 






GI 


61605 3.R1084 


Score 


/ 1 c 






Exons 


6144. .6435 










GI Descrip. 


'1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] 1 










Seq. No. 


44138 


Seq. ID 


OJ000250_29. 


0309 


.C19 


Gene No. 


92891 


Strand 








Start 


1 


End 


789 






Name 


OJ000250 29.0309.C19.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


789 






GI 


5852176 


Score 


656 






Exons 


1..41, 285. .515, 588. .789 










GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 








Seq. No. 


44138 


Seq. ID 


OJ000250_29. 


0309 


.C19 


Gene No. 


92891 


Strand 








Start 


1 


End 


789 






Name 


OJ000250 29.0309.C19.ol.gs 


Method 


GENSCAN ' 






Start 


59 


End 


744 






GI 


none 


Score 


.77 






Exons 


59. .165, 259.'. 515, 588. .744 










Seq. No. 


44139 


Seq. ID 


OJ000250_29. 


0309 


.C26 



45142 




Gene No. 


92892 


Strand 


+ 




Start 


747 


End 


1040 




Name 


OJ000250 29.0309.C26.ol.gs 


Method 


" GENSCAN 




Start 


747 


End 


1040 




GI 


none 


Score 


. 53 




Exons 


747. .877, 926. .1040 








Seq. No. 


44140 


Seq. ID 


OJ000250 29.0309, 


,C27 


Gene No. 


92893 


Strand 


+ 






516 


End 


995 




Name 


OJ000250 29.0309.C27.ol.np 


Method 


AAT/NAP 




Start 


516 


End 


995 




GI 


7106512 


Score 


156 




Exons 


516. .576, 650. .793., 917. .995 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309. 


.C28 


Gene No. 


92894 


Strand 


+ 




Start 


1 


End 


2738 




Name 


OJ000250 29.0309.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2731 




GI 


7106512 


Score 


1417 




Exons 


1..27, 136. .1042, 1797. .2295, 


2350. .2731 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 


predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309, 


,C28 


oentr lnu . 


92894 


Strand 


+ 




Start 


1 


End 


2738 




Name 


OJ000250 29.0309.C28.ol.gs 


Method 


GENSCAN 




Start 


125 


End 


2738 




GI 


none 


Score 


.65 




Exons 


125. .546, 642. .836, 842. .1042, 1865..: 


1969, 2043.. 2295, 






2320. .2738 








Seq. . No. 


44141 


Seq. ID 


OJ000250_29.0309, 


.C28 




92895 


Strand 


+ 




Start 


3350 


End 


10949 




Name 


OJ000250 29.0309.C28.o2.gs 


Method 


GENSCAN 




Start 


3350 


End 


10930 




GI 


none 


Score 


.68 




Exons 


3350. .3544, 3718. .3826, 5542. 


.6030, 6112. .6146, 8576.. 8647, 




10283. .10358, 10485. .10930 








Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


.C28 


Gene No. 


92895 


Strand 


+ 




Start 


3350 


End 


10949 




Name 


OJ000250 29.0309.C28.ol.gp 


Method 


AAT/GAP 




Start 


9943 


End 


10704 




GI 


20519 1.R1084 


Score 


788 




Exons 


9943. .10094, 10283. .10358, 10485. .10704 




GI Descrip. 


' 1922242/emb|CAA71173| 4.0e-16 (Y10084) hypothetical protei 




[Arabidopsis thaliana] 1 








Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


.C28 


Gene No. 


92895 


Strand 


+ 





45143 




Start 


3350 


End 


10949 




Name 


OJ000250 29.0309.C28.o3.np 


Method 


AAT/NAP 




Start 


10277 


End 


10949 




GI 


1922242 


Score 


272 




Exons 


10277. . 10358, 10485 .. 10813, 


10919. .10949 




GI Descrip. 


(Y10084) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44141 


Seq. ID 


OJ000250 29.0309 


C28 


Gene No. 


92896 


Strand 






Start 


3326 


End 


3578 




Name 


OJ000250 29.0309.C28.o2.np 


Method 


AAT/NAP 




Start 


3326 


End 


3578 




GI 


7106513 


Score 


170 




Exons 


3326. .3434, 3535. .3578 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sat iva] 




Seq. No. 


44141 


Seq. ID 


OJ000250 29.0309 


C28 


Gene No. 


92897 


Strand 






Start 


8806 


End 


9039 




Name 


OJ000250 29.0309.C28 .o3. tm 


Method 


TBLASTX: Maize 




Start 


8806 ~~ 


End 


9039 




GI 


none 


Score 


77 




Exons 


8806. . 9039, 8891 . . 9037 








Sea No . 


44141 


Seq. ID 


OJ000250_29.0309 


C28 


Gene No. 


92898 


Strand 






Start 


9117 


End 


9682 




Name 


OJ000250 29.0309.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9117 ~ 


End 


9483 




GI 


none 


Score 


72 




Exons 


9117. .9167, 9185. .9283, 9186 


. .9266, 9301. .9483 




Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


,C28 


Gene No. 


92898 


Strand 






Start 


9117 


End 


9682 




Name 


OJ000250 29.0309.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


9214 


End 


9682 




GI 


none 


Score 


52 




Exons 


9214. .9681, 9240. .9296, 9320 


. .9682 






Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


.C28 


Gene No. 


92899 


Strand 






Start 


10277 


End 


10624 




Name 


OJ000250 29.0309.C28.ol.tc 


Method 


TBLASTX: Cress 




Start 


10277 


End 


10624 




GI 


none 


Score 


91 




Exons 


10277. .10369, 104 84. .10624, 


10484. .10612 




Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


.C28 


Gene No. 


92899 


Strand 






Start 


10277 


End 


10624 




Name 


OJ000250 29.0309.C28.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10277 


End 


10624 




GI 


none 


Score 


98 




Exons 


10277. .10360, 104 78. .1057 6, 


10574 . . 10624 




Seq. No. 


44141 


Seq. ID 


OJ000250_29.0309 


.C28 



45144 



Gene No. 


92899 




Strand 




Start 


10277 




End 


10624 


Name 


OJ000250 29.0309.C28 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


10280 




End 


10573 


GI 


none 




Score 


118 


Exons 


10280. . 10363, 10282. 


. 10365, 


10484. . 10573, 10484. .10573 


Seq. No. 


44141 




Seq. ID 


OJ000250_29.0309 


ftc*np No . 


92899 




Strand 




Start 


10277 




End 


10624 


Name 


OJ000250 29.0309.C28 


,o2. tw 


Method 


TBLASTX: Wheat 


Start 


10280 




End 


10606 


GI 


none 




Score 


113 


Exons 


10280. .10360, 10282. 


. 10362, 


10484. .10528, 10484 .. 10528 , 




10529. . 10576, 10529. 


. 10576, 


10574. .10606, 10583. .10606 


Seq. No. 


44142 




Seq. ID 


OJ000250_29.0309 


Gene No. 


92900 




Strand 


+ 


Start 


54 




End 


4812 


Name 


OJ000250 29.0309.C29 


. ol . gs 


Method 


GENSCAN 


Start 


54 




End 


4812 


GI 


none 




Score 


.83 


Exons 


54. .177, 1154. .1783, 


1924 . . 


2027, 2126. 


.2733, 4606. .4812 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44142 

92901 

13115 

OJ000250 

13115 

none 



29.0309.C29.o4 .gs 



Seq. ID OJ000250_29. 0309.C29 

Strand + 

End 14580 

Method GENSCAN 

End 14580 

Score .89 



13115. .13132, 13345. . 13545, 14428. .14580 



Seq. No. 


44142 


Seq. ID 


OJ000250_29.0309. 


.C29 


Gene No. 


92901 


Strand 


+ 




Start 


13115 


End 


14580 




Name 


OJ000250 29.0309.C29.o2.np 


Method 


AAT/NAP 




Start 


i 13431 


End 


13511 




GI 


5852084 


Score 


67 




Exons 


13431. .13511 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


44142 


Seq. ID 


OJ000250_29.0309. 


X29 


Gene No. 


92902 


Strand 






Start 


7650 


End 


11488 




Name 


OJ000250 29.0309.C29.o3.gs 


Method 


GENSCAN 




Start 


7650 


End 


11488 




GI 


none 


Score 


.68 




Exons 


7650. .7862, 10178 .. 10211 , 10385 .. 104 93, 


11154. .11383, 






11442. .11488 








Seq. No. 


44142 


Seq. ID 


OJ000250_29.0309. 


.C29 


Gene No. 


92903 


Strand 






Start 


19556 


- End 


19715 




Name 


OJ000250 29.0309.C29.o6.gs 


Method 


GENSCAN 




Start 


19556 


End 


19715 




GI 


none 


Score 


.59 




Exons 


19556. . 19715 









,45145 



Seq. No. 


44143 


Seq. ID 


OJ000250_ 


29, 


.0309 


.C30 


Gene No. 


92904 


Strand 


+ 








Start 


80 


End 


O /CO 








Name 


OJ000250 29 . 0309 . C30 . ol . gs 


Method 


GENSCAN 








Start 


80 


End 


o c o 








GI 


none 


Score 


C A 








Exons 


80 . . 188 , 225 .. 268 












Seq. No. 


44143 


Seq. ID 


OJ000250_ 


29, 


.0309 


.C30 


Gene No. 


92905 


Strand 


+ 








Start 


7816 


End 










Name 


OJ000250 29.0309.C30.o3.np 


Method 


AAT/NAP 








Start 


7816 


End 


O "3 A O 








GI 


7228450 


Score 


ice 
1 DO 








Exons 


7816. .7877, 8026. .8143, 8229. .8342 










GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


44143 


Seq. ID ' 


OJ000250_ 


_29 


.0309 


.C30 


Gene No. 


92906 


Strand 


+ 








Start 


11569 


End 


11921 








Name 


OJ000250 29.0309.C30.o4.np 


Method 


AAT/NAP 








Start 


11569 


End 


11921, 








GI 


6721512 


Score 


172 








Exons 


11569. .11683, 11711. . 11845, 


11885. .11921 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44143 


Seq. ID 


OJ000250_ 


_29 


.0309 


.C30 


Gene No. 


92907 


Strand 


+ 








Start 


12616 


End 


15939 








Name 


OJ000250 29. 0309.C30.o5.gs 


Method 


GENSCAN 








Start 


12616 


End 


15939 








GI 


none 


Score 


.73 








Exons 


12 616. .12688, 14 072. .1414 3, 


14508. .14701, 15000, 


. . 15085, 






15272. .15648, 15878. .15939 












Seq. No. 


44143 


Seq. ID 


OJQ00250_ 


_29 


.0309 


.C30 


Gene No. 


92907 . 


Strand 


+ 








Start 


12616 


End 


15939 








Name 


OJ000250 29.0309.C30.o6.np 


Method 


AAT/NAP 








Start 


14708 


End 


15735 








GI 


6907089 


Score 


252 








Exons 


14708. .14854, 15124. .15735 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44143 


Seq. ID 


OJ000250_ 


_29 


.0309 


.C30 


Gene No. 


92908 


Strand 










Start 


611 


End 


5231 








Name 


OJ000250 29.0309.C30.o2.gs 


Method, 


GENSCAN 








Start 


611 


End 


4638 








GI 


none 


Score 


.49 








Exons 


611. .615, 786. .1002, 1042.. 


4638 










Seq. No. 


44143 


Seq. ID 


OJ000250_ 


_2 9 


.0309 


.C30 


Gene No. 


92908 


Strand 










Start 


611 


End 


5231 








Name 


OJ000250 29.0309.C30.ol.np 


Method 


AAT/NAP 









451.46 



Start 


667 


End 


5231 




GI 


6623973 


Score 


2638 




Exons 


667. .4617, 5137. .5231 








GI Descrip. 


(AC007505) .Highly similar .to Tal-3 polyprotein [Arabidopsis 




thaliana] 








Seq. No. ■ 


44T43 


Seq. ID 


OJ000250_29.0309. 


C30 


Gene No. 


92909 


Strand 






Start 


10806 


End 


12510 




Name 


OJ000250 29.0309.C30.o4. 


gs Method 


GENSCAN 




Start 


10806 


End 


12510 




GI 


none 


Score 


.54 




Exons 


10806. .11294, 11769. .11965, 11976 .. 12037 , 12170. .12510 




Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309. 


C30 


Gene No. 


92910 


Strand 


- 




Start 


12473 


End 


14568 




Name 


OJ000250 29.0309.C30.ol. 


tc Method 


TBLASTX: Cress 




Start 


676 


End 


1278 




GI 


none 


Score 


64 




Exons 


676. .888, 904. .1041, 1051. .1155, 1150. 


.1278 




Seq. No. 


44143 


Seq. ID 


OJ000250_2'9.0309 


C30 


Gene No. 


92910 


Strand 






Start 


12473 


End 


14568 




Name 


OJ000250 29.0309.C30.ol 


tm Method 


TBLASTX: Maize 




Start 


676 


End 


1098 




GI 


none 


Score 


301 




Exons 


676.. 1098, 680.. 1081 








Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309 


C30 


Gene No. 


92910 


Strand 






Start 


12473 


End 


14568 




Name 


OJ000250 29. 0309.C30.o2 


ts Method 


TBLASTX: Soybean 




Start 


679 


End 


1077 




GI 


none 


Score 


53 




Exons 


679. .792,- 686. .784, 802 


..1077, 805. .1068, 815. .1075 




Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309 


. C30 


Gene No. 


92910 


Strand 






Start 


12473 


End 


14568 




Name 


OJ000250 29.0309.C30.o4 


. tw Method 


TBLASTX: Wheat 




Start 


703 


End 


1156 




GI 


none 


Score 


63 




Exons 


703. .903, 704. .892, 919 


..1071, 922. .1125, 935. .1156 




Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309 


.C30 


Gene No . 


92910 


Strand 






Start 


12^4 73 


., End 


14568 




Name 


OJ000250 29.0309.C30.o2 


. tm Method 


TBLASTX: Maize 




Start 


1149 


End 


1599 




GI 


none 


Score 


86 




Exons 


1149. .1400, 1154. .1465, 


1162. .1479, 1172. .1465, 1384. .1479, 




1441.. 1599, 1511. .1591 








Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309 


.C30 


Gene No. 


92910 


Strand 







45147 



Start 12473 . End . 

Name OJ000250_29 . 0309 . C30 . o2 . tw Method 

Start 1252 End 

GI none Score 

Exons 1252.. 1596, 1417.. 1635, 1702.. 1872 

Seq. No. 44143 Seq. ID 

Gene No. 92910 Strand 

Start 12473 End 

Name OJ000250_29 . 0309 . C30 . ol . ts Method 

Start 1620 End 

GI none Score 

Exons 1620.. 1886, 1662.. 1886, 1663.. 2010, 



14568 

TBLASTX: Wheat 

1872 

69 



OJ000250_2 9. 0309.C30 
14568 

TBLASTX: Soybean 
2010 
123 
1718. .2008 



Seq. No. 44143 * Seq. ID 

Gene No. 92910 Strand 

Start 12473 End 

Name OJ000250_29 . 0309 . C30 . o4 . tm Method 

Start 1654 End 

GI none Score 

Exons 1654.. 2034, 1739.. 2035 



OJ000250_29.0309.C30 
14568 

TBLASTX: Maize 

2035 

96 



Seq. No. 44143 Seq. ID 

Gene No. 92910 Strand 

Start 12473 End 

Name OJ000250_29 . 0309 . C30 . o3 . tc Method 

Start 1828 End 

GI none Score 

Exons 1828.. 2034, 1862.. 2029 



OJ000250_29.0309.C30 
14568 

TBLASTX: Cress 

2034 

65 



Seq. No. 44143 Seq. ID 

Gene No. 92910 Strand 

Start 12473 End 

Name OJ000250_29 . 0309 . C30 . ol . tw Method 

Start 1874 End 

GI none Score 

Exons 1874.. 2302, 1876.. 2301 



OJ000250_2 9.0309.C30 
14568 

TBLASTX: Wheat 

2302 

420 



Seq. No. 44143 Seq. ID 

Gene No. 92910 Strand 

Start 12473 End 

Name OJ000250_29 . 0309 . C30 . o2 . tc Method 

Start 2392 End 

GI none Score 

Exons 2392.. 2562, 2582.. 2644, 2656.-2934 



OJ000250_29.0309.C30 
14568 

TBLASTX: Cress 

2934 

62 



Seq. No. 44143 Seq. ID 

Gene No. 92910 ' Strand 

Start 12473 .. End 

Name OJ0002 50_2 9 . 0309 . C30 . o3 . t s Method 

Start 2503 End 

GI none Score 

Exons 2503.. 2652, 2638.. 2967, 2639.-2959 



OJ000250_29.0309.C30 
14568 

TBLASTX: Soybean 

2967 

135 



Seq. No. 
Gene No. 
Start 



44143 
92910 
12473 



Seq. ID 

Strand 

End 



OJ000250 29.0309.C30 



14568 



45148 




Name 


OJ000250_29.0309.C30.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


2614 


End 


3202 




GI 


none 


Score 


148 




Exons 


2614. .2643, 2657. .2716, 2749. 


.3201, 2825.. 3202 




Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309. 


C30 


Gene No. 


92910 


Strand 


- . 




Start 


12473 


End 


14568 




Name 


OJ000250_2 9 . 0309 . C30 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


2716 


End 


3210 




GI 


none 


Score 


105 




Exons 


2716. .3210, 2774.. 307 6 








Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309. 


C30 


Gene No. 


92910 


Strand 






Start 


12473 


End 


14568 




Name 


OJ000250_29 . 0309.C30.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3881 


End 


4291 




GI 


none 


Score 


46 




Exons 


3881. .3940, 4006. .4059, 4048. 


.4170, 4059. .4115, 4143. .42 


89, 




4144.. 4290, 4145.. 4291 








Seq. No. 


44143 


Seq. ID 


OJ000250_29.0309. 


C30 


Gene No. 


92910 


Strand 






Start 


12473 


End 


14568 




Name 


OJ000250 29.0309.C30.o5.np 


Method 


AAT/NAP 




Start 


12473 


End 


14568 




GI 


7523517 


Score 


225 




Exons 


12473. .12521, 14079. . 14124, 14275. .14568 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44144 


Seq. ID 


OJ000250_29.0309. 


C31 


Gene No. 


92911 


Strand 


+ 




Start 


1 


End 


2004 




Name 


OJ000250 29.0309.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1125 




GI 


6721561 


Score 


845 




Exons 


1..151, 222. .280, 350. .1125' 








GI Descrip. 


(AP001073) EST AQ082058 (C1297 


6) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi | 681508 6|.dbj IBAA9037 2. 1 1 (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


44144 






Seq. ID 


OJ000250_29 


0309 


C31 


Gene No. 


92911 






Strand 


+ 






Start 


1 






End 


2004 






Name 


OJ000250 


_29.0309.C31.ol 


.gs 


Method 


GENSCAN 






Start 








End 


2004 






GI 


none 






Score * 


.71 






Exons 


76. .151, 


172. .280, 460. 


793, 


818. .993, 


1242. .1387, 


1487 


.2004 


Seq. No. 


44144 






Seq. ID 


OJ000250_29. 


0309 


C31 


Gene No. 


92912 






Strand 


+ 






Start 


11432 






End 


13205 






Name 


OJ000250 


_29.0309.C31.o4 


np 


Method 


AAT/NAP 






Start 


11432 






End 


13205 







45149 



GI 5852180 Score 557 

Exons 11432. .11502, 124 39 12556, 12608 .. 13016, 13156.. 13205 

GI Descrip. (AL117265) zhb00010..1 [Oryza sativa] 



Seq. No. 44144 

Gene No. 92912 

Start 11432 

Name OJ000250_29 . 0309 . C31 . o4 . gs 

Start 12601 

GI none 

Exons 12601. .13155 



Seq. ID OJ000250_29.0309.C31 

Strand + 

End 13205 

Method GENSCAN 

End 13155 

Score . 97 



Seq. No. 44144 

Gene No. 92913 

Start 2611 

Name OJ000250_29 . 0309 . C31 . o2 . np 

Start 2611 

GI 5902445 

Exons 2611. .3857, 3897. .4448, 7807. 
GI Descrip. 



Seq. ID OJ000250_29.0309.C31 
Strand 

9090 
AAT/NAP 
9090 
2972 



End 

Method 
End 
Score 
.9090 



(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 44144 

Gene No. 92914 

Start 9157 

Name OJ000250_29 . 0309 . C31 . o3 . tw 

Start 2620 

GI none 
Exons 



Seq. ID OJ000250_29.0309.C31 
Strand 

End 11732 

Method TBLASTX : Wheat 

End 3228 

Score 72 



2620.. 2751, 2776.. 3228, 2972.. 3079, 3128.. 3214 



Seq. No. 44144 

Gene No. 92914 

Start 9157 

Name 0 JO 0025 0_2 9.0309.C31.o3.tm 

Start 3205 

GI none 

Exons 3205.. 3318, 3339.. 3473, 3341. 



Seq. ID OJ000250_29.0309.C31 
Strand 

End 11732 

Method TBLASTX : Mai ze 

End 3580 

Score 64 
.3580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44144 
92914 
9157 

OJ000250_29. 0309.C31.o5.tw 

3250 

none 



Seq. ID OJ000250_29.0309.C31 
Strand 

End 11732 

Method TBLASTX : Wheat 

End 3589 

Score 48 



3250. .3327, 3260. .3331, 3335. .3589, 3363. .3503 



Seq. No. 44144 

Gene No. 92914 

Start 9157 

Name OJ000250_29 . 0309 . C31 . o4 . tm 

Start 3585 

GI none 

Exons 3585.. 3851, 3592.. 3732 



Seq. ID OJ000250_29.0309.C31 
Strand 

End 11732 

Method TBLASTX : Mai ze 

End 3851 

Score 86 



Seq. No. 44144 

Gene No. 92914 

Start 9157 

Name OJ000250 29 . 0309 . C31 . 06 . tw 



Seq. ID OJ000250_29.0309.C31 
Strand 

End 11732 

Method TBLASTX : Wheat 



45150 



Start 
GI 

Exons 



4014 
none 

4014. .4388, 



4156. .4323 



End 
Score 



4388 
'7 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44144 
92914 
9157 

OJ000250_29. 

7846 

none 

7846. .8085, 



0309.C31.o7.tw 



7856. .8086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_29.0309.C31 
11732 

TBLASTX: Wheat 

8086 

78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44144 
92914 
9157 

OJ000250_29. 

8095 

none 

8095. .8520, 



0309.C31.ol.ts 



8336. .8461 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_29. 0309.C31 
11732 

TBLASTX: Soybean 

8520 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. - No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



44144 
92914 
9157 

OJ000250_29. 

8150 

none 

8150. .8464, 

44144 
92914 
9157 

OJ000250_29. 

8248 

none 

8248. .8631, 

44144 
92914 
9157 

OJ000250_29. 

8659 

none 

8659. .9015, 



0309.C31.o2.tw 



8152. .8574, 8185. 



0309.C31.o2.tm 



8249. .8464 



0309.C31.ol.tm 



8660. .8953 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8571 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
" Strand 
End 

Method 

End 

Score 



OJ000250_29.0309.C31 
11732 

TBLASTX: Wheat 

8574 

248 



OJ000250_29.0309.C31 
11732 

TBLASTX: Maize 

8631 

112 



OJ000250_29.0309.C31 
11732 

TBLASTX: Maize 

9015 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



44144 
92914 
9157 

OJ000250_29, 

8689 

none 

8689. .9144, 

44144 
92914 
9157 

OJ000250_29. 
9157 



0309.C31.ol.tw 



8690. .9145 



0309.C31.o3.np 



Seq. ID 

Strand 

End" 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_29.0309.C31 
11732 

TBLASTX: Wheat 

9145 

352 



OJ000250_29.0309.C31 

11732 

AAT/NAP 

10650 



45151 




GI 


5902444 


Score 


843 




Exons 


9157 . . 10650 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44144 


Seq. ID 


OJ000250_29.0309 


.C31 


Gene No. 


92914 


Strand 






Start 


9157 


End 


11732 




Name 


OJ000250 29 . 0309 . C31 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9337 


End 


9792 




GI 


none 


Score 


149 




Exons 


9337.. 9573, 9347.. 9571, 9610. 


.9792, 9611. .9781 




Seq. No. 


44144 


Seq. ID 


OJ000250_29.0309 


.C31 


Gene No. 


92914 


Strand 


- 




Start 


9157 


End 


11732 




Name 


OJ000250 29.0309.C3l.o3.gs 


Method 


GENSCAN 




Start 


9415 


End 


11554 




GI 


none 


Score 


.95 




Exons 


9415..9655, 9704..10571, 1068 6 . . 10706, 


11479. .11554 




Seq. No. 


44144 


Seq. ID 


OJ000250_29.0309 


.C31 


Gene No. 


92914 


Strand 






Start 


9157 


End 


11732 




Name 


OJ000250 29.0309.C3l.o8.tw 


Method ■ 


TBLASTX: Wheat 




Start 


10423 


End 


10650 




GI 


none 


Score 


92 




Exons 


10423. .10650, 10424. .1064 8 








Seq. No. 


44144 


Seq. ID 


OJ000250_29.0309 


.C31 


Gene No. 


92914 


Strand 






Start 


9157 


End 


11732 




Name 


OJ000250 29.0309.C31.ol.gp 


Method 


AAT/GAP 




Start 


11351 


End 


11732 




GI 


uC-osflcyp033a04bl 


Score 


691 




Exons 


11351. .11732 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 






Seq. No. 


44145 


Seq. ID 


OJ000250__29.0309 


.C32 


Gene No. 


92915 


Strand 






Start 


1 


End 


2184 




Name 


OJ000250 29.0309.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2155 




GI 


5042454 


Score 


146 




Exons 


1..366, 2126. .2155 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


'sativa] 




Seq. No. 


44145 


Seq. ID 


OJ000250_29.0309 


.C32 


Gene No. 


92915 


Strand 






Start 


1 


End 


2184 




Name 


OJ000250 29.0309.C32.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


1740 




GI 


none 


Score 


.9 




Exons 


151. .541, 575. .629, 691. .897, 


944. .1041, 1068. .1622, 1667. .17 


Seq. No. 


44145 


Seq. ID 


OJ000250_29.0309 


.C32 


Gene No. 


92915 


Strand 







45152 






Start 


1 


End 


2184 








Name 


OJ000250 29. 0309.C32.o2.np 


Method 


AAT/NAP 








Start 


1680 


End 


2184 








GI 


7523517 


Score 


225 




- 




Exons 


1680. .1740, 1885. .2184 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44146 


Seq. ID 


OJ000250 


_29.0309 


.C33 




fjpnp Mn 


92916 


Strand 


+ 








Start 


6039 


End 


6964 








Name 


OJ000250 29.0309.C33.ol.np 


Method 


AAT/NAP 








Start 


6039 


End 


6964 








GI 


5852176 


Score 


309 








Exons 


6039.. 6182, 6792. .6964 












GI Descrip. 


(AL117265) zhb0006.1 [Oryza sativa] 










ij C . IN w • 


44147 


Seq. ID 


OJ000250 

Vh/ <s v \s V/ ^* ■hJ \J 


24 . 0303 


.CI 




Gene No. 


92917 


Strand 


+ 








Start 


23 


End 


818 








Name 


OJ000250 24.0303.Cl.ol.gs 


Method 


GENSCAN 








Start 


23 


End 


818 








GI 


none 


Score 


.64 








Exons 


23. .302, ' 551. .667, 724. .818 










'it, 


Seq. No. 


44147 


Seq. ID 


OJ000250 


_24.0303, 


.CI 






92918 


Strand 








f !! 


Start 


9226 


End 


12231 






f»j 


Name 


OJ000250 24.0303.Cl.o2.np 


Method 


AAT/NAP 






: : I 


Start 


9226 


End 


12231 








GI 


4680186 


Score 


369 








Exons 


9226. .9252, 11315 .. 11471, 12075. .12231 








1 y 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Sea No 


44147 


Seq. ID 


OJ000250 


24 0303 


.CI 




Gene No. 


92919 


Strand 








■ ^ 


Start 


14 41 


End 


3061 . 








Name 


OJ000250 24.0303.Cl.o2.gs 


Method 


GENSCAN 








Start 


1441 


End 


3061 






u : 


GI 


■ none 


Score 


.47 






H 


Exons 


1441. .1902, 2156. .2402, 2928. 


.3061 










Seq. No. 


44147 


Seq. ID 


OJ000250 


_24.0303. 


.CI 




Gene No . 


92920 


Strand 










Start 


5615 


End 


14563 








Name 


OJ000250 24.0303.Cl.ol.np 


Method 


AAT/NAP 








Start 


5615 


End 


10580 








GI 


3894383 


Score 


949 








Exons 


5615^ . 5669, 6834. .9262, 10527, 


. .10580 










GI Descrip. 


(AF053993) disease resistance 


protein 


[Lycopersicon esculentum] 




Seq. No. 


44147 


Seq. ID 


OJ000250 


_24.0303. 


■ CI 




Gene No. 


92920 


Strand 










Start 


5615 


End 


14563 








Name 


OJ000250 24.0303.Cl.ol.ts 


Method 


TBLASTX : : 


Soybean - 






Start 


7050 


End 


9248 








GI 


none 


Score 


68 








Exons 


7050. .7109, 7155. .7454, 7155.. 


.7418, 7155. .7325, 


7155. .7325, 



45153 



7155. .7403, 
7872. .8000, 
8052. .8174, 
8091. .8177, 
8235. .8354, 
8373. .8768, 
8383. .8529, 
8814. .8897, 



7227. .7421, 
7872. .7991, 
8064. .8174, 
8092. .8334, 
8235. .8381, 
8373. .8576, 
8484. .8603, 
8967. .9248, 



7716. .7847, 
7873. .7980, 
8076. .8177, 
8224 . .8406, 
8317. .8382, 
8373. .8717, 
8659. .8694,. 
8970. .9224, 



7722. .8012, 
7873. .7989, 
8076. .8168, 
8235. .8801, 
8322. .8801, 
8380. .8577, 
8808. . 9242, 
8970. .9224, 



7869. .8012, 
8052. .8177, 
8077. .8175, 
8235. .8798, 
8373. .8780, 
8382. .8900, 
8808. . 9200, 
9033. .9224 



Seq. No. 44147 

Gene No. 92920 

Start 5615 

Name OJ000250_24 . 0303 . CI . ol . tw 

Start 7066 

GI none 

Exons 7066.. 7479, 7080.. 7484, 7229. 
9033. .9233 



Seq. ID OJ000250_24 .0303. CI 
Strand 

End 14563 

Method TBLASTX : Wheat 

End 9233 

Score 335 

.7480, 8382. .8669, 8526. .8780, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44147 
92920 
5615 

OJ000250_24, 

7104 

none 

7104. .7394, 
7155. .7286, 
7209. .7499, 
7725. .7847, 
7872. .7994, 
7941. .8000, 
8235. .8408, 
8373. .8603, 
8442. .8501, 
8596. .8646, 
8775. .9242, 
8970. .9092, 
9102. .9242, 



0303.Cl.ol.tc 



7149. 
7155. 
7221'. 
7725. 
7872. 
8079. 
8235. 
8382. 
8454 . 
8601. 
8808. 
8970. 
9105. 



7418, 
7322, 
7409, 
7844, 
7991, 
8354, 
8333, 
8528, 
8750, 
8759, 
9110, 
9161, 
9155, 



7152. 
7155. 
7228. 
7857. 
7872. 
8082. 
8238. 
8382, 
8505. 
8619. 
8814 . 
8970. 
9177. 



Seq. ID 
Strand 

End 14563 
Method TBLASTX : 
End 9338 
Score 54 
.7304, 7155. .7202, 
.7328, 7156. .7194, 
.7377, 7725. .7847, 
.8003, 7872. .7994, 
.7973, 7872. .7994, 
.8354, 8229. .8414, 
.8405, 8373. .8798, 
.8801, 8382. .8798, 
.8765, 8508. .9017, 
.8867, 8670. .8783, 
.9224, 8817. .9224, 
.9194, 8970. .9245, 
.9257, 9312.. 9338 



OJ000250 24. 0303. CI 



Cress 



7155. 


.7418, 


7156. 


.7278, 


7725. 


.7844, 


7872. 


.8003, 


7872. 


.7994, 


8232. 


.8582, 


8373. 


.8789, 


8439. 


.8657, 


8574. 


.8801, 


8742. 


.8789, 


8817. 


. 9017, 


9054. 


. 9224, 



44147 
92920 
5615 

OJ000250_24 .0303.Cl.ol.tm 

7167 

none 

7167. .7265, 7260. .7487, 7261. 
7314. .7496, 7500. .7658, 7543. 
7722. .7775, 7884. .7976, 8061. 
8568. .8708,., 9000. .9155, 9078. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 24. 0303. CI 



14563 

TBLASTX : Maize 
9233 
229 

7479, 7262. .7486, 7298. 
7656, 7545. .7778, 7549. 
8168, 8235. .8414, 8499. 

9233 



,7495, 
,7767, 
,8645, 



Seq. No. 44147 

Gene No. 92920 

Start 5615 

Name OJ000250_24 . 0303 . CI . o3 . np 

Start 9766 

GI 5734709 

Exons 9766. .9817, 12008 .. 12084 , 13039 .. 134 58 , 13618 .. 13928 , 
14504. .14563 



Seq. ID OJ000250_24 . 0303. CI 
Strand 

End 14563 

Method AAT/NAP 

End 14563 

Score 154 



45154 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC008075) Contains PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



44148 
92921 
1123 

OJ000250_24 .0303.C2.o7 . np 

1123 

7106516 



Seq. ID OJ000250_24 .0303.C2 

Strand + 

End 32364 

Method AAT/NAP 

End 32364 

Score 215 



1123. .1219, 1549. .1688, 11179. . 11264 , 16527 1 6583, 
18943. . 19110, 32283..32364 



GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 44148 Seq. ID 

Gene No. 92921 Strand 

Start 1123 End 

Name OJ000250_24 . 0303 . C2 . o2 . gs Method 

Start 364 9 End 

GI none Score 

Exons 3649.. 3658, 4067.. 4140 



OJ000250_24 .0303.C2 
+ 

32364 
GENSCAN 
4140 
.96 



Seq. No. 44148 Seq. ID 

Gene No. 92921 Strand 

Start ' 1123 End 

Name OJ000250_24 . 0303 . C2 . ol . gp Method 

Start . 3932 - End 

GI 38782_1.R1084 Score 

Exons 3932.. 4441 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ000250_24 .0303.C2 
+ 

32364 
AAT/GAP 
4441 
801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_24 .0303.C2 

Strand + 

End 32364 

Method GENSCAN 

End 6712 

Score 1 



44148 
92921 
1123 

OJ000250_24. 0303.C2.o3.gs 
5927 
none 

5927. .6253, 6341. .6712 

44148 
92921 
1123 

OJ000250_24 .0303.C2.o3.np 
5930 
2190992 
5930.. 6253, 6341.. 6706 

(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 



Seq. ID OJ000250_24 .0303.C2 

Strand + 

End 32364 

Method AAT/NAP 

End 6706 

Score 715 



44148 
92921 
1123 

OJ000250_24 .0303.C2.o4 . gs 

8350 

none 

8350. .8676, 8804 9184 



Seq. ID OJ000250_24 .0 r 303.C2 

Strand + 

End 32364 

Method GENSCAN 

End 9184 

Score .99 



Seq. No. 



44148 



Seq. ID OJ000250_24 .0303.C2 



45155 



GpriP NO . 


92921 


Strand 


+ 




Start 


1123 


End 


32364 




Name 


OJ000250 24 .'0303.C2.o5.np 


Method 


AAT/NAP ' 




Start 


8353 


End 


12061 




GI 


4127348 


Score 


789 




Exons 


8353.. 8676, 11678.. 12061 








GI Descrip. 


(AJ010449) glutathione transferase [Alopecurus myosuroides 


Seq. No. 


44148 


Seq. ID 


•OJ000250_24 .0303 


.C2 


Gene No. 


92921 


Strand 


+ 




Start 


1123 


End 


32364 




Name 


OJ000250 24 .0303.C2.o2.gp 


Method 


AAT/GAP 




Start 


11029 


End 


11744 




GI 


11703 4.R1084 


Score 


843 




Exons 


1102 9. .114 4 9, 11678. .11744 








GI Descrip. 


, 4127350/emb|CAA09189| 2.0e- 


■36 (AJ010450) glutathione 






transferase [Alopecurus myosuroides] 1 






Seq. No. 


44148 . 


Seq. ID 


OJ000250_24 .0303 


,C2 


Gene No. 


92921 


Strand 


+ 




Start 


1123 


End 


32364 




Name 


OJ000250 24.0303.C2.b5.gs 


Method 


GENSCAN 




Start 


11117 


End 


12064 




GI 


none 


Score 


.83 




Exons 


11117. .11449, 11678. .12064 








Seq. No. 


44148 


Seq. ID 


OJ000250_24 .0303 


,C2 


Gene No. 


92921 


Strand 


+ 




Start 


1123 


End 


32364 




Name 


OJ000250 24 .0303.C2.o6.np 


Method 


AAT/NAP 




Start 


14295 


End 


15097 




GI 


6652870 


Score 


559 




Exons 


14295. . 14624, 14722.. 15097 









GI Descrip. (AF118924) glutathione S-transf erase 1 [Papaver somniferum] 
gi | 6652872 | gb | AAF22518 . 1 | AF1 18925_1 (AF118925) glutathione 
S-transf erase 2 [Papaver somniferum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



44148 
92921 
1123 

OJ000250_24 . 0303.C2.o6.gs 

14298 

none 

14 298. .14 624, 14722. .15034,- 
16233. .16401, 17923. .18221 

44148 
92921 
1123 

OJ000250_24 .0303.C2.o3.gp 
14532 

80738_1.R1084 

14 532. .14 624, 14722. .15274 
'2190992 1.0e-33 (AF004358) 
[Aegilops tauschii] 1 

44148 



Seq. ID OJ000250_24 .0303.C2 

Strand + 

End 32364 

Method GENSCAN 

End 18221 

Score . 5 
15171. .1524 8, 15980. .16041, 



Seq. ID OJ000250_24.0303.C2 

Strand + 

End 32364 

Method AAT/GAP 

End 15274 

Score 1130 

glutathione S-transf erase TSI-1 



Seq. ID OJ000250_24 .0303.C2 



45156 





Gene No. 


92921 


Strand 


+ 






Start 


1123 


End 


32364 






Name 




Method 


GENSCAN 






Start 


18629 


End 


31285 






GI 


norie 


Score 


.44 






Exons 


18629. .18690, 18969. .19101, 


20598. .20686, 21083 


. .21281, 






21418. .21484, 21532 .. 21651, 


23445. .23564, 23637 


. .23990, 






26501. .26642, 2 67 91 . . 268 91, 


27153. .27419, 27679 


. .27872, 






28101. .28278, 29429 .. 29892, 


29984. .30319, 31226 


. .31285 




Seq. No. 


44148 


Seq. ID 


OJ000250 


_24.0303.C2 






92921 


Strand 


+ 






Start 


1123 


End 


32364 






Name 


OJ000250 24.0303.C2.o8.np 


Method 


AAT/NAP 






Start 


18999 


End 


22911 






GI 


4680186 


Score 


393 ' 






Exons 


18999. .19096, 2 1090 .. 2124 6, 


21852. .22084, 22747 


. .22911 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


.' indica] 






Seq. No. 


44148 


Seq. ID 


OJ000250 


_24.0303.C2 






92921 


Strand 


+ 






Start 


1123 


End 


32364 




s 3 
- tsr 


Name 


OJ000250 24 .0303.C2.o9.np 


Method 


AAT/NAP 




z. : 
- cr 


Start 


23031 


End 


28331 




^ : 1 


GI 


6069653 


Score 


1013 




? ; s 


Exons 


23031. .23234, 232 69 .. 2408 6, 


26591. .27520, 28153 


. .28331 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44148 


Seq. ID 


OJ000250 


_24.0303.C2 




Gene No. 


92921 


Strand 


+ 




ru 


Start 


1123 


End 


32364 






Name 


OJ000250 24 .0303.C2.o5.gp 


Method 


AAT/GAP 




is 


Start 


29491 


End 


29872 




" 3=1 


GI 


11703 6.R1084 


Score 


756 






Exons 


29491. .29872 








= S3 


GI Descrip. 


* 3319884/emb|CAA11891 | 4 . 0e- 


-09 (AJ224306) PRT1 


[Arabidopsis 


^ -J 


thaliana] >gi 3319886 emb CAA11892 (AJ224307) 


PRT1 [Arabidopsis 


r ~= 




thaliana] 1 








f =: 


Seq. No. 


44148 


Seq. ID 


OJ000250 


_24.0303.C2 




UCilC LN ^ . 


92921 


Strand 


+ 






Start 


1123 


End 


32364 






Name . 


OJ000250 24.0303.C2.ol0.np 


Method 


AAT/NAP 






Start 


29569 


End 


30349 






GI 


2190992 


Score 


705 






Exons 


29569. .29892, 29984. .30349 










GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 




Seq. No. 


44148 


Seq. ID 


OJ000250 


_24.0303.C2 




Gene No. 


92921 


Strand 


+ 






Start 


1123 


End 


32364 






Name 


OJ000250 24 . 0303.C2.ol2.np 


Method 


AAT/NAP 






Start 


30913 


End 


32364 






GI 


4680186 


Score 


101 






Exons 


30913. .30936, 32261. .32364 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





45157 



• 



Fi 3 



Seq. No. 


44148 


Seq. ID 


OJ000250_24 . 0303.C2 


Gene No . 


92922 


Strand 




Start 


814 


End 


2496 


Name 


OJ000250 24.0303.C2.ol.np' 


Method 


AAT/NAP 


Start 


814 


End 


2496 


GI 


6907086 


Score 


1338 • 


Exons 


814;. 1285, 1525. .1708, 1766. 


.2496 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44148 


Seq. ID 


OJ000250_24 . 0303 . C2 


Gene No . 


92923 


Strand 




Start 


3211 


End 


4192 


Name 


OJ000250 24.0303.C2.o2.np 


Method 


AAT/NAP 


Start 


3211 


End 


4192 


GI 


4680186 


Score 


209 


Exons 


3211.. 3626, 4129.. 4192 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


44148 


Seq. ID 


OJ000250 24. 0303. C2 


Gene No. * 


92924 


Strand 




Start 


7681 


End 


7838 


Name 


OJ000250 24 .0303.C2.o4 . np 


Method 


AAT/NAP 


Start 


7681 


End 


7838 


GI 


7488297 


Score 


77 


Exons 


7681. .7838 






GI Descrip. 


reverse transcriptase homolog F21E10.8 


- Arabidopsis thaliana 


gil 3047,081 |gb| AAC13594.il (AF058914) contains similarity to 




reverse-transcriptase-like proteins [Arabidopsis thaliana] 


Seq. No. 


44148 


Seq. ID 


OJ000250_24.0303.C2 


Gene No. 


92925 


Strand 




Start 


24214 


End 


30313 


Name 


OJ000250 24.0303.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


370 


End 


663 


GI 


none 


Score 


113 


Exons 


370.. 663, 391.. 540, 565.. 663 






Seq. No. 


44148 


Seq. ID 


OJ000250_24.0303.C2 


Gene No. 


92925 


Strand 




Start 


24214 


End 


30313 


Name 


OJ000250 24.0303.C2.o2.tm 


Method . 


TBLASTX: Maize 


Start 


385 


End 


656 


GI 


none 


Score 


133 


Exons 


385.. 654, 390.. 656, 391.. 654 


, 422.. 655 




Seq. No. 


44148 


Seq. ID 


OJ000250_24.0303.C2 


Gene No. 


92925 


Strand 




Start 


24214 


End 


30313 


Name 


OJ000250 24 .0303.Q2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5933 


End 


30109 


GI 


none 


Score 


382 


Exons 


5933.-6247, 5933.. 6151, 5971 


..6234, 8355. .8558, 8356. .8679, 




8388. .8675, 11123 .. 11359, 11 139 .. 11282 , 


11261. .11338, 




11402. . 11452, 11714. .11803, 


14277. .14627, 1431 6 .. 14 4 95 , 




14336. . 14623, 29562 .. 29801, 


29566. .29895, 29598.-2 9873, 




29701. .29892, 29999. .30109 







45158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44148 

92925 

24214 

OJ0002 

5936 

none 

5936. . 

6460. . 

8497. . 

8986. . 

11263. 

11758. 

14295. 

14863. 

29598. 

30101. 



50 24.0303.C2.ol.tm 



6250, 5936.. 6151, 5971 
6681, 8361.. 8561, 8362 
8547, 8502.. 8675, 8641 
9159, 9042.. 9158, 1112 
.11346, 11402. .11452, 
.11790, 11795. .12013, 
.14639, 14755. .14835, 
.15069, 14942. .15076, 
.29891, 29701. .29907, 
.30313, 30101.. 30256 



Seq. ID OJ000250_24 .0303.C2 
Strand 

End 30313 

Method TBLASTX : Mai ze 

End 30313 

Score 453 
..6252, 6368. .6454, 6458. .6700, 
..8703, 8362. .8424, 8388. .8432, 
..8703, 8899. .9129, 8921. .9124, 
7. .11270, 11129. . 11359, 
11417. . 11452, 11711. .11791, 
11797. . 12012, 14292. .14627, 
14839. . 15051, 14841. .15056, 
29524. .29922, 29575 .. 29637 , 
30016. .30093, 30017 .. 30097 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44148 . Seq. ID 

92925. Strand 

24214 End 

OJ000250_24 . 0303 . C2 . ol . tc Method 

5939 End 

none Score 



OJ000250_24 .0303.C2 
30313 

TBLASTX: Cress 

29907 

318 



5939.. 6151, 5945.-. 6250, 6079.. 6249, 8359.-8676, 8502.. 8672, 
11126. .11359, 11402. .11449, 14316 .. 14 624 , 14 4 4 1 . . 14 620 , 
29587. .29907, 29718. .29888 



Seq. No. 44148 

Gene No. 92925 

Start 24214 

Name OJ000250_24 . 0303 . C2 . ol . tw 

Start 5974 

GI none 

Exons 5974.. 6255, 5975.. 6250, 6377. 

8397. .8558, 8398. .8682, 8502. 



11165. .11359, 11166. 

11420. .11449, 11677. 

14346. .14630, 14364. 

14719. . 14925, 29613. 

29981. .30187, 29983. 



,11282, 11263 

,11880, 11690 

,14624, 14444 

,29807, 29614 

,30186, 30098 



Seq. ID OJ000250_24.0303.C2 
Strand 

End 30313 
Method TBLASTX : Wheat 
End 30187 
Score 374 

.6544, 6451. .6543, 6452. .6544, 
.8678, 8803.. 9006, 8885.. 9007, 
11346, 11402. .11452, 
11881, 11780. .11881, 
14626, 14712. .14924, 
29898, 29701. .29892, 
30187 



Seq. No. 44148 Seq. ID 

Gene No. 92925 Strand 

Start 24214 End 

Name OJ000250_24 . 0303 . C2 . o2 . tc Method 

Start 6287 End 

GI none Score 
Exons 



OJ000250_24.0303.C2 
30313 

TBLASTX: Cress 

30310 

224 



6287.. 6694, 6457.. 6543, 8894.. 9112, 8896.. 9126, 11 675 12004 , 



11677...11997, 14737. .15048, 
30016. '.30156 



14754. .14894, 29990 .. 30310 , 



Seq. No. 44148 Seq. ID 

Gene No. 92925 Strand 

Start 24214 . End 

Name OJ000250_24 . 0303 . C2 . o2 . ts Method 

Start 6380 End 

GI none Score 



OJ000250_24 .0303.C2 
30313 

TBLASTX: Soybean 

30313 

222 



45159 



Exons 



6380. .6703, 8894. .9124, 8923. .9129, 11807 .. 12016, 11809 .. 12072, 
14749. .15051, 14760. .15059, 30113. .30313 



in 



2 . 5 



Seq. No. 


44148 


Seq-. ID 


OJUUU^oU ZQ.UdVJ. 




Gene No. 


92925 


Strand 






Start 


24214 


End 


30313 




Name 


OJ000250 24 . 0303 . C2 . o3 . tm 


Metnoa 


rnnj 7\ O TV • M -i -! -? r\ 

i dj-iAo i a . ixia x z e 




Start 


7605 


End 


"7 Q O A 
I O O 4 




GI 


none 


Score 


y b 




Exons 


7605. .7877, 7756. .7884 








Seq. No. 


44148 


Seq. ID ' 


OJ000250_24.0303. 


,C2 


Gene No. 


92925 


Strand 






Start 


24214 


End 


30313 




Name 


OJ000250 24.0303.C2.o4.gp 


Method 


AAT/GAP 




Start 


24214 


End 


24385 




GI 


LIB34 33-02 6-P1-K1-C1 


Score 


246 




Exons 


24214 . .24385 








GI Descrip. 


f 5852170/emb IAL117265.il OST17 


804 l.Oe- 


44 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


44149 


Seq. ID 


OJ000250_24.0303. 


.C3 


Gene No. 


92926 


Strand 


+ 




Start 


1339 


End 


4 283 




Name 


OJ000250 24.0303.C3.ol.np 


Method 


AAT/NAP 




Start 


1339 


End 


4283 




GI 


4680186 


Score 


199 




Exons- 


1339.. 1383, 2721.. 2953, 3535. 


.3597, 4226. .4283 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


44149 


Seq. ID 


OJ000250_24.0303 


.C3 


Gene No. 


92927 


Strand 


+ 




Start 


4638 


End 


6806 




Name 


OJ000250 24.0303.C3.o2.np 


Method 


AAT/NAP 




Start 


4638 


End 


6806 




GI 


6069653 


Score 


1479 




Exons 


4638. .4845, 4880. .5708, 5736. 


.6806 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


■sativa] 




Seq. No. 


44149 


Seq. ID 


OJ000250_24.0303 


.C3 


Gene No. 


92928 


Strand 






Start 


619 


End 


7819 




Name 


OJ000250 24.0303.C3.ol.gs 


Method 


GENSCAN 




Start 


619 


End 


7819 




GI 


none 


Score 


. 66 




Exons 


619. .1755, 1879. .2052, 3144.. 


3266, 3963. .4081, 4280. .4331, 




4979. .5163, 5783. .6029, 6120. 


.6336, 7734. .7819 




Seq. No.. 


44149 


Seq. ID 


OJ000250_24 .0303 


.C3 


Gene No. 


92928 


Strand 






Start 


619 


End 


7819 




Name 


OJ000250 24.0303.C3.ol.gp 


Method 


AAT/GAP 




Start 


3022 


End 


3448 




GI 


4878407 


Score 


676 




Exons 


3022. .3448 








GI Descrip. 


6069643/dbj | AP000616. 1 1 AP000616 1.0e-152 Oryza sativa genomic 


DNA, chromosome 6, clone : P0514G12 







45160 



Seq. No. 44150 Seq. ID 

Gene No. 92929 Strand 

Start 26 End 

Name OJ000250_24 . 0303 . C7 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 35, 1806.. 1879 



OJ000250_24 .0303.C7 
+ 

1879 
GEN SCAN 
1879 
.97 



Seq. No. 


44150 


Seq. ID 


OJ000250 


_24. 


0303 


C7 


Gene No . 


92930 


Strand 


+ 








Start 


2698 


End 


8306 








Name 


OJ000250 24.0303.C7.ol.np 


Method 


AAT/NAP 








Start 


2698 


End 


8306 








GI 


4680179 


Score 


4099 








Exons 


2698..2827, 3915. .4790, 4893. 


.8306 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


44150 


Seq. ID 


OJ000250 


_24 . 


0303 


C7 


Gene No. 


92931 


Strand 


+ 








Start 


10037 


End 


11942 








Name 


OJ000250 24.0303.C7.o2.np 


Method 


AAT/NAP 








Start 


9832 


End 


11942 








GI 


6907086 


Score " : 


1105 








Exons 


9832.. 10616, 10680. . 10911, 11139 11238 , 11555. 


.11719, 






11796. .11942 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44150 


Seq. ID 


OJ000250 


_24 . 


0303 


.C7 


Gene No. 


92931 


Strand 


+ 








Start 


10037 


End 


11942 








Name 


OJ000250 24.0303.C7.o4.gs 


Method 


GENSCAN 








Start 


10037 


End 


10582 








GI 


none 


Score 


.9 








Exons 


10037. .10582 













Seq. No. 44150 
Gene No. " ' 92932 

Start 8243 

Name OJ000250_24 . 0303 . C7 . o3 . gs 

Start 8243 

GI none 

Exons 8243.. 8316, 8783.. 8837 

Seq. No. 44150 

Gene No. 92933 

Start 11364 

Name OJ000250_24 . 0303 . C7 . o7 . tw 

Start 3965 

GI none 

Exons 3965.. 4330 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_24.0303.C7 

8837 
GENSCAN 
8837 
.86 



OJ000250_24.0303.C7 
12524 

TBLASTX: Wheat 

4330 

265 



Seq. No. 44150 Seq. ID 

Gene No. 92933 Strand 

Start 11364 End 

Name OJ000250_24 . 0303 . C7 . 06 . tm Method 

Start 4211 End 



OJ000250_24 . 0303. C7 
12524 

TBLASTX: Maize 
4612 



45161 



■a B3. 
h. ss? 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

4211. .4612, 

44150 
92933 
11364 

OJ000250_24 , 

4925 

none 

4925. .5245 

44150 
92933 
11364 

OJ000250_24 , 

4928 

none 

4928. .5149, 

44150 
92933 
11364 

OJ000250_24. 

5473 

none 

5473. .5772, 

44150 
92933 
11364 

OJ000250_24 . 

5491 

none 

5491. .5703, 

44150 
92933 
11364 

OJ000250_24. 

5843 

none 

5843.. .6022, 

44150 
92933 
11364 

OJ000250_24 . 

5897 

none 

5897. .5929, 

44150 
92933 
11364 

OJ000250_24 . 

6005 

none 



Score 



220 



4211. .4456 



0303.C7.o7.tm 



0303.C7 .06. tw 
4928. .4981, 4972. 

0303.C7.o4 .tw 
5474.. 5956, 5588, 

0303.C7.o5.tm 
5492.. 5773, 5582. 

0303.C7 .o3.tm 
6008. .6343 

0303.C7.ol.ts 



Seq. ID OJ000250_24 .0303.C7 
Strand 

End 12524 

Method TBLASTX : Mai ze 

End 524 5 

Score 199 



Seq. ID OJ000250_24 .0303.C7 
Strand 

End 12524 

Method TBLASTX : Wheat 

End 5326 

Score 166 

.5082, 5158. .5304, 5162. .5326 

Seq. ID OJ000250_24 .0303.C7 
Strand 

12524 

TBLASTX: Wheat 
5956 
502 



End 

Method 
End 
Score 
.5947 



Seq. ID OJ000250_24 .0303.C7 
Strand 

12524 

TBLASTX: Maize 
5773 
311 



End 

Method 
End 
Score 
,5770 



Seq. ID OJ000250_24.0303.C7 
Strand 

End 12524 

Method TBLASTX : Maize 

End 6343 

Score 163 



Seq. ID OJ000250_24 .0303.C7 
Strand 

End 12524 

Method TBLASTX: Soybean 

End 62 92 

Score 56 



5897.. 5926, 5933. .6292, 5933.. 6241 



0303.C7 .o5.tw 



Seq. ID OJ000250_24 .0303.C7 
Strand 

End 12524 

Method TBLASTX : Wheat 

End 6301 

Score 361 



45162 



Exons 



6005.. 6301, 6005.. 6262, 6043.. 6264, 6126.. 6281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44150 
92933 
11364 

OJ000250_24, 
6307 - 
none 

6307. .6732, 

44150 
92933 
11364 

OJ000250_24 . 

6314 

none 

6314. .6559 

44150 
92933 
11364 

OJ000250_24. 

6380 

none 

6380. .6733, 



0303.C7.o2.tw 



6308. .6733 



0303.C7.o3.ts 



0303.C7.o2.tm 



6382. . 6732 



44150 
92933 
11364 

OJ000250_24 . 0303.C7.o3.tw 

6776 

none 

6776. .7300, 6949. .7296 



44150 

92933 

11364 : 

OJ000250_24, 

7007 

none 

7007. .7180, 



44150 
92933 
11364 

OJ000250_24 , 

7093 

none 

7093. .7347, 

44150 
92933 
11364 

OJ000250_24 . 

7146 

none 

7146. .7280, 



0303.C7.ol.tc 
7028. .7180, 7181, 

0303.C7.o2.ts 
7100. .7348, 7220. 

0303.C7.o4.tm 
7148. .7438, 7159. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_24 .0303.C7 
12524 

TBLASTX: Wheat 

6733 

602 



OJ000250_24 .0303.C7 
12524 

TBLASTX: Soybean 

6559 

213 



OJ000250_24 .0303.C7 
12524 

TBLASTX: Maize 

6733 

470 



OJ000250_24.0303.C7 
12524 

TBLASTX: Wheat 

7300 

580 



OJ000250_24 .0303.C7 

12524 ^ 
TBLASTX: Cress 
7324 
94 



,7324, 7183. .7308 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7348 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.7434 



OJ000250_24 .0303.C7 
12524 

TBLASTX: Soybean 

7348 

297 



OJ000250_24 .0303.C7 
12524 

TBLASTX: Maize 

7 4 38 

70 



45163 



Seq. No. 44150 - Seq. ID 

Gene No. 92933 Strand 

Start 11364 v End 

Name OJ000250_24 . 0303 . C7 . ol . tw Method 

Start 7307 End 

GI none Score 

Exons 7307.. 7933, 7363.. 7788 



OJ000250_24.0303.C7 
12524 

TBLASTX: Wheat 

7933 

620 



Seq. No. 44150 

Gene No. ' 92933 

Start 11364 

Name OJ000250_24 . 0303 . C7 . ol . tm 

Start 7486 

GI none 

Exons 7486..7638, 7487.. 7639, 7490. 

7645. .7698, 7645.-7788, 7646. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 24. 0303. C7 



12524 

TBLASTX: Maize 
7978 
79 

7648, 7495. .7641, 7644. 
7978, 7782.. 7886, 7873. 



,7697, 
,7977 



Seq. ID OJ000250_24 .0303.C7 



Seq. No. 44150 

Gene No. 92933 Strand 

Start 11364 End 12524 

Name OJ000250_24 . 0303 . C7 . o5 . gs Method GENSCAN 

Start 11364 End 12524 

GI none Score .49 

Exons lf ; 364. .11664, 11935 .. 12075, 12448.. 12524 



Seq. No. ' 44151 Seq. ID 

Gene No. 92 934 ' Strand 

Start 375 End 

Name OJ000250_24 . 0303 . C10 . ol . gs Method 

Start 375 End 

GI none Score 

Exons 375 . .448 



OJ000250_24 .0303. C10 
+ 

448 

GENSCAN 
448 
. 65 



Seq. No. 


44151 


Seq. ID 


OJ000250_ 


_24 


0303 


.C10 


Gene No. 


92935 


Strand 


+ 








Start 


3746 


End - 


12221 








Name 


OJ000250 24 .0303.C10.o3.np 


Method 


AAT/NAP 








Start 


3746 


End 


12221 








GI 


5852180. 


Score 


354 








Exons 


3746.-3945, 4239. .4600, 7922. 


.8127, 9542. .9748, 


10710. . 


10762, 




11743. .11861, 11913. .12221 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


44151 


Seq. ID 


OJ000250 


_24 


0303 


.C10 


Gene No. 


92935 


Strand 


+ 








Start 


3746 


End 


12221 








Name 


OJ000250 24.0303.C10.o4.np 


Method 


AAT/NAP 








Start 


10710 


End 


12221 








GI 


5852180 


Score 


337 








Exons 


10710. . 10762, 11743. .11861, 1 


1913. .12221 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


44151 


Seq. ID 


OJ000250_ 


_24 


0303 


.C10 


Gene No. 


92936 


Strand 










Start 


1834 


End 


2215 








Name 


OJ000250 24.0303.C10.ol.gp 


Method 


AAT/GAP 









45164 




Start 1834 End 2215 

GI *■ uOosflcyp033a04bl Score 663 

Exons ' 1834 . .2215 

GI Descrip. 1 6016845/dbj | APO'00570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10/ 





Seq. No. 


44151 








Seq. ID 


OJ000250_24.0303. 






Gene No. 


92937 








Strand 








Start 


4210 








End 


8666 






Name 


OJ000250 24 


.0303. 


ClO.ol 


. np 


Method 


AAT/NAP 






Start 


4210 








End 


8666 






GI 


4 680179 








Score 


5214 






Exons 


4210. .7607, 


7641. 


, .8666 












GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


44151 








Seq. ID 


OJ000250_24 .0303. 






Gene No. 


92938 








Strand 








Start 


10612 








End 


10992 






Name 


OJ000250_24 


. 0303 . 


,C10 .06 


. tw 


Method 


TBLASTX: Wheat 






Start 


4255 








End 


4588 






GI 


none 








Score 


135 






Exons 


4255. .4587, 


4319 . 


4588 










L-J 


Seq. No. 


44151 








Seq. ID 


OJ000250_24.0303. 


C1U- 




Gene No. 


92938 








Strand 






1% 


Start 


10612 








End 


10992 




Til 


Name 


OJ000250_24 


.0303. 


.C10 .ol 


. tm 


Method 


TBLASTX : Maize 




d 5 ~: 


Start 


4456 








End 


5034 






GI 


none 








Score 


199 




= . r 


Exons 


4456. . 4875, 


4460 , 


. . 4873, 


4873 . 


.5034, 4879. .5031 




I LI 


Seq. No. 


44151 








Seq. ID 


OJ000250_24.0303. 


pi n 

LIU 




Gene No. 


92938 








Strand 








Start 


10612 








End 


10992 




p 


Name 


OJ000250_24 


.0303, 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




■== 


Start 


4588 








End 


5214 






GI 


. none 








Sc6re„. 


39 




^ J 


Exons 


4588. .5214, 


4589, 


. .4648, 


4 5-91. 


.4842, 4700. .5158 




f ^ 


Seq. No. 


44151 








Seq. ID 


OJ000250_24.0303. 


LIU 




Gene No. 


92938 








Strand 








Start 


10612 








End 


10992 






Name 


OJ000250_24 


.0303, 


.C10.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


5083 








End 


5369 






GI 


none 








Score 


180 






Exons 


5083. .5334, 


5087 


. .5335, 


5340. 


.5369 








Seq. No. 


44151 








Seq. ID 


OJ000250_24 .0303. 


.C10 




Gene No. 


92938 








Strand 








Start 


10612 








End 


10992 






Name 


OJ000250 24 


.0303 


.C10.o2 


. ts 


Method 


TBLASTX: Soybean 






Start 


5173 








End 


5417 






GI 


none 








Score 


113 






Exons 


5173. .5343, 


5174 


. .5338, 


5331. 


.5417 








Seq. No. 


44151 








Seq. ID 


OJ000250_24 .0303. 


.C10 




Gene No. 


92938 








Strand 







45165 



Start 
Name 
Start 
GI 

Exons 



10612 End 

OJ000250_24 .0303. CIO. o3.tw Method 

5221 End 

none Score 
5221. .5343, 
5344. .5706 



10992 

TBLASTX: Wheat 
5706 
119 

5222. .5338, 5225. .5368, 5331.. 5705, 5340.. 5684, 



Seq. No.:-\ 44151 Seq. ID 

Gene No. 92938 Strand 

Start 10612 End 

Name OJ000250_24 . 0303 . C10 . o2 . tw Method 

Start 5706 End 

GI none Score 

Exons 5706.. 6209, 5713.. 6177 



OJ000250_24 .0303. C10 
10992 

TBLASTX: Wheat 

6209 

380 



Seq. No. 44151 Seq. ID 

Gene No. 92938 Strand 

Start 10612 . End 

Name OJ000250_24 . 0303 . C10 . o2 . tm Method 

Start 5775 End 

GI none Score 

Exons 5775. .6137, 5784. .6137, 5788. .6138 



OJ000250_24 .0303. CIO 
10992 

TBLASTX: Maize 

6138 

174 



Seq. No. 44151 Seq. ID 

Gene No. 92938 Strand 

Start 10612 End 

Name OJ000250_24 . 0303 . C10 . o3 . ts Method 

Start , 5958 End 

GI ' none Score 

Exons 5958.. 6203, 6058.. 6186 



OJ000250_24.0303.C10 
10992 

TBLASTX : Soybean 

6203 

66 • 



Seq. No. 44151 ' 

Gene No. 92938 

Start 10612 

Name OJ000250_24 . 0303 . C10 . o3 . tm 

Start 6174 

GI none 

Exons 6174.. 6488, 6217.. 6267, 6295. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6348, 



OJ000250 24. 0303. C10 



10992 

TBLASTX: Maize 
6674 
47 

6495. . 6674, 6547. .6666 



Seq. No. 44151 Seq. ID 

Gene No. 92938 Strand 

Start 10612 End 

Name OJ000250_24 . 0303 . C10 . b5 . tw Method 

Start 6210 End 

GI none Score 

Exons 6210.. 6512, 6226.. 6501 



OJ000250_24 .0303. C10 
10992 

TBLASTX: Wheat 

6512 

259 



Seq. No. ■" 


44151 








Seq. ID 


OJ000250_24. 0303. C10 


Gene No. 


92938 








Strand 




Start 


10612 








End 


1.0 992 


Name 


OJ000250 


_24 


0303. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6225 








End 


6620 


GI 


none 








Score 


187 


Exons 


6225. . 65 


34, 


6226. . 6501, 


6547. 


.6582, 6588. .6620, 6589. .6618 


Seq. No. 


44151 








Seq. ID 


OJ000250_24. 0303. C10 


Gene No. 


92938 








Strand 





45166 




Start 


10612 




End 


10992 




Name 


OJ000250 24. 0303. CIO. o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6561 




End 


7047 




GI 


none 




Score 


243 




Exons 


6561. .6938, 6604. .7047 










Sea No. 


44151 




Seq. ID 


OJ000250_24.0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End 


10992 




Name 


OJ000250 24. 0303. C10. o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6742 




End 


7032 




GI 


none 




Score 


164 




Exons 


6742. .7032, 6744 . .7031 










Seq. No. 


44151 




Seq. ID 


OJ000250_24 .0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End 


10992 




Name 


OJ000250 24. 0303. C10. 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7212 




End 


7580 




GI 


none 




Score 


70 




Exons 


7212. .7325, 7213. .7326, 


7371. 


.7580, 7372.. 7524 




Seq. No. 


44151 




Seq. ID 


OJ000250_24 .0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End 


10992 




Name 


OJ000250 24, 0303. C10. o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7833 




End 


8184 




GI 


none 




Score 


94 




Exons 


7833. .8183, 8008. .8184 










Seq. No. 


44151 




Seq. ID 


OJ000250_24 .0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End 


10992 




Name 


OJ000250 24. 0303. C10. 06. 


tm 


Method 


TBLASTX: Maize 




Start 


7878 




End 


8183 




GI 


none 




Score 


86 




Exons 


7878. .8183, 8053. .8169 










Seq. No. 


44151 




Seq. ID 


OJ000250_24 .0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End 


10992 




Name 


OJ000250 24 .0303. C10. o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


8218 




End 


8462 




GI 


none 




Score 


119 




Exons 


8218. .8415, 8220. .8417, 


8436. 


.8462 






Seq. No. 


44151 




Seq. ID 


OJ000250_24.0303 


.C10 


Gene No. 


92938 




Strand 






Start 


10612 




End... 


10992 




Name 


OJ000250 24 .0303. C10. o2. 


gp 


Method 


AAT/GAP 




Start 


10612 




End 


10992 




GI 


uC-osflcyp033a04bl 




Score 


642 




Exons 


10612. .10992 










GI Descrip. 


'601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ? 






Seq. No. 


44152 




Seq. ID 


OJ000250_24 .0303 


.C12 



45167 



Gene No. 92939 Strand + 

Start 5169 End 5862 

Name OJ000250_24 . 0303 . C12 . o2 . np Method AAT/NAP 

Start 5169 - End 5862 

GI 7106514 Score 56 

Exons 5169.. 5244, 5787.. 5862 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 44152 Seq. ID 

Gene No. 92940 Strand 

Start 1790 End 

Name 0 J000250_24 . 0303 . C12 . o2 . gs Method 

Start 1790 End 

GI none Score 

Exons 1790.. 2164, 2271.. 2597. 



OJ000250_24.0303.C12 

2675 
GEN SCAN 
2597 
1 





Seq. No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No. 


92940 


Strand 






Start 


1790 


End 


2675 




Name 


OJ000250 24.0303.C12.ol.np 


Method 


AAT/NAP 




Start 


1799 


End 


2594 




GI 


2190992 


Score 


714 




Exons 


1799. .2164, 2271. .2594 






C3 


GI Descrip. 


(AF004358) glutathione S-transf erase 


TSI-1 [Aegilops tauschii] 


=? 

.3 ES, 

LIS 


Seq. No. 


44152 


Seq. ID 


OJ000250_24 .0303.C12 




Gene No. 


92940 


Strand 






Start 


1790 


End 


2675 


r z 


Name 


OJ000250 24.0303.C12.ol.gp 


Method 


AAT/GAP 


few 


Start 


2136 


End 


2675 




GI 


11703 7.R1084 


Score 


844 




Exons 


2136. .2164, 2271. .2675 








GI Descrip. 


'2190992 2.0e-32 (AF004358) 


glutathione S-transf erase TSI-1 


2 




[Aegilops tauschii] ' 







Seq. No. 44152 Seq. ID 

Gene -No. 92941 Strand 

Start 6487 End 

Name OJ000250_24 . 0303 . C12 . ol . tm Method 

Start 1820 End 

GI • -none Score 

Exons 1820.. 2053, 1838.. 2047, 2235.. 2306, 

2361. .2450, 2405. .2587, 6526. .6738, 6527. 

6742. .6822, 6746. .6820, 6928. .7251, 6931. 

7024.. 7113, 7065.. 7136, 7166. .7252, 11113 

11356. .11439, 11360. .11437, 1156.8 .. 11708 , 

11701. .11751, 11713. .11814 



OJ000250 24.0303.C12 



11818 

TBLASTX: Maize 
11814 
140 

2274. .2588, 2287, 
6736, 6541, 



.2445, 
.6744, 



6969, 7022. .7090, 
.11328, 11134. .11352, 
11575. .11709, 



Seq. No. 44152 .> 

Gene No. 92941 

Start 6487 

Name OJ000250_24 . 0303 . C12 . ol . tw 

Start 1961 
GI ■ none 
Exons 



Seq. ID OJ000250_24 .0303.C12 



Strand 
End 

Method 

End 

Score 



11818 

TBLASTX: Wheat 

11814 

107 



1961. .2062, 1967. .2074, 2274. .2549, 2287. .2445, 2361. .2450, 
2405. .2533, 6569. .6709, 6652. .6858, 6653. .6856, 6928. .7212, 
6934. .6969, 7022. .7213, 11266 .. 11472, 11278 .. 1137 9, 



45168 








11345. .11479, 11568. .11708, 11569 .. 11736, 117 11 .. 11752, 






11713. .11814' 








Seq. No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No. 


92941 


Strand 






Start 


6487 


End 


11818 




Name 


OJ000250 24.0303.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


1967 


End 


11814 




GI 


none 


Score 


84 




Exons 


1967. .2041, 2277. .2336, 2355. 


.2444, 2362. .2445, 2493. .2582, 






6526.. 6621, 6649.. 6732, 6751. 


.6813, 6931. .6999, 7018. .7266, 






7025. .7099, 7074. .7136, 11143 


. .11235, 


11263. .11346, 






11568. .11636, 11655. .11735, 11713.. 11814 




Seq. No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No. 


92941 


Strand 






Start 


6487 


End 


11818 




Name 


OJ000250 24.0303.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2277 


End 


11818 




GI 


none 


Score 


155 




Exons 


2277. .2591, 2290. .2445, 2405. 


.2593, 6730. .6819, 6731. .6820, 






6919. .7272, 6922. .7113, 7062. 


.7136, 7172. .7255, 11344. .1147 






11345. .11434, 11568. .11705, 11590 .. 11706, 11689 .. 11712, 






11713. .11814, 11714. .11818 






%J 


Sea No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No. 


92941 


Strand 






Start 


6487 


End 


11818 


" ™ 


Name 


OJ000250 24.0303.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


3119 


End 


3396 




GI 


none 


Score 


65 


i y 


Exons 


3119. .3175, 3172. .3297, 3316. 


.3396 




s 


Seq. No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No. 


92941 


Strand 






Start 


6487 


End 


11818 




Name 


OJ000250 24.0303.C12.o3.np 


Method 


AAT/NAP 




Start 


5426 


End 


11818 


£ IK 


GI 


7339719 


Score 


74 




Exons 


5426. .5501, 6155. .6233, 10015 


. .10107, 


11608. .11818 


- — 


GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44152 


Seq. ID 


OJ000250_24.0303.C12 




Gene No a 


92941 


Strand 






Start 


6487 


End 


11818 




Name 


OJ000250 24 .0303.C12.o3.gs 


Method 


GENSCAN 




Start 


6487 


End 


11765 




GI 


none 


Score 


. 63 




Exons 


6487. .7281,., 8425. .8577, 8715. 


.8973, 9440. .9496, 9757. .9775, 






9819. .9929, 10553 .. 10690 , 11091 .. 114 69, 11571. .11765 




Seq. No. 


44152 


Seq. ID 


OJ000250_24 . 0303 . C12 




Gene No. 


92941 


Strand 






Start 


. 6487 


End 


H818 




Name 


OJ000250 24.0303.C12.o4.np 


Method 


AAT/NAP 




Start 


6490 


End 


'7257 




GI 


2190992 


Score 


723 



45169 




Exons 


6490. . 6855, 6934 . .7257 






GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 


Seq. No. 


44152 


Seq. ID 


OJ000250_24 .0303.C12 


Gene No. 


92941 


Strand 




Start 


6487 


End 


11818 


Name 


OJ000250 24.0303.C12.o5.np ~ 


Method 


AAT/NAP 


Start 


8362 


End 


11684 


GI 


67^1512 


Score 


77 


Exons 


8362. .8385, 9817. .9949, 9976. 


.10092, 10349. . 10380, 11588. .11684 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44152 


Seq. ID 


OJ000250_24 .0303.C12 


Gene No . 


92941 


Strand 




Start 


6487 


End 


11818 


Name 


OJ000250 24.0303.C12.o6.np 


Method 


AAT/NAP 


Start 


11104 


End 


11818 


GI 


2190992 


Score 


625 


Exons 


11104. .11469, 11571. .11818 






GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 


Seq. No. 


44153 


Seq. ID 


OJ000250_27.0303.C4 


Gene No. 


92942 


Strand 




Start 


701 


End 


851 


Name 


OJ000250 27.0303.C4.ol.gs 


Method 


GENSCAN 


Start 


701 


End 


851 


GI 


none 


Score 


.76 


Exons 


701. .851 






Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92943 


Strand 


+ 


Start 


535 


End 


4201 


Name 


OJ000250 27.0303.C5.ol.np 


Method 


AAT/NAP 


Start 


535 


End 


4156 


GI 


3319884 


Score 


521 


Exons 


535. ..645, 736. .915, 1735. .2063, 2145.. 


2339, 3201. .'3313, 




3884. .4156 






GI Descrip. 


(AJ254306) PRT1 [Arabidopsis 


thaliana] 


gi I 331988 6 | emb | CAA118 92 | 




(AJ224307) PRT1 [Arabidopsis 


thaliana] 




Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92943 


Strand 


+ 


Start 


535 


End 


4201 


Name 


OJ000250 27.0303.C5.ol.gp 


Method 


AAT/GAP 


Start 


1741 


End 


2228 


GI 


428862 


Score 


602 


Exons 


1741. .1806, 1893. .2063, 2145. 


.2228 




GI Descrip. 


3319884/emb|CAA11891 | 4 .Oe-09 


(AJ224306) PRT1 [Arabidopsis 




. ; thaliana] >gi 3319886 emb CAA11892 (AJ224307) PRT1 [Arabidopsi; 




thaliana] 






Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92943 


Strand- 


+ 


Start 


535 


End 


4201 


Name 


OJ000250 27.0303.C5.ol.gs 


Method 


GENSCAN 


Start 


1874 


End 


4201 


GI 


none 


Score 


. 69 



45170 




Exons 


1874. .2063, 2145. .2345, 3201. 


.3313, 38E 


i4 . .4201 


Seq. No. 


44154. 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92944 


Strand 


+ 


Start 


8758 


End 


13127 


Name 


OJ000250_27 . 0303 . C5 . o2 . np 


Method 


AAT/NAP 


Start 


8758 


End 


13127 


GI 


• 4769012 


Score 


1280 


Exons 


8758. .8817, 9068. .9291, 9393. 


.9625, 11979. .12198, 12350 .. 12732, 




12819 . . 12928, 13094.. 13127 






GI De scrip. 


(AF143746) CER1 [Oryza sativa 


] 




Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92944 


Strand 


+ 


Start 


8758 


End 


13127 


Name 


OJ000250 27 . 0303 . C5 . o3 . gs 


Method 


GENSCAN 


Start 


9050 


End 


12926 


GI 


none 


Score 


.55 


Exons 


9050.. 9291, 9393. .9625, 11979 


..12198, 12350. .12731, 12819.. 12926 


Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92944 


Strand 


+ 


Start 


8758 


End 


13127 


Name ' 


OJ000250 27.0303.C5.o3.gp 


Method 


AAT/GAP 


Start 


9204 


End 


954 4 


GI 


uC-osflm202100b05bl 


Score 


415 


Exons 


9204. .9291, 9393. .9544 






GI Descrip. 


1 1199467/dbj IBAA11024.il 3.0e 


-22 (D64155) possible aldehyde 




decarbonylase [Arabidopsis thaliana] 1 




Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92944 


Strand 


+ 


Start 


8758 


End 


13127 


Name 


OJ000250 27.0303.C5.o4 .gp 


Method 


AAT/GAP 


Start 


12436 ' 


End 


13066 


GI 


71043 1.R1084 


Score 


717 


Exons 


12436. .12731, 12819". . 12928, 13041.. 13066 


GI Descrip. 


1 2160782 9.0e-29 (AF001505) putative ammonium transporter 




OsAMTlp [Oryza sativa] 1 






Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92945 


Strand 




Start 


5147 


End 


8759 


Name 


OJ000250 27.0303.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


576 


End 


4057 


GI 


none 


Score 


48 


Exons 


576. .641, 612. .644, 622. .660, 


727. .780, 


735. .914, 737. .916, 




737. ..913, 1727. .1798, 1731. .1 


814, 1734. 


. 1799, 1893. .2072, 




1904:\2062, 1905. .2063, 2009. 


.2062, 2009. .2329, 2109. .2339, 




2144. .2344, 2145. .2339, 3251. 


.3316, 3262. .3318, 3884. .4057, 




3884. .4051, 3886. .4053 






Seq. No. 


44154 


Seq. ID 


OJ000250_27.0303.C5 


Gene No. 


92945 


Strand 




Start 


5147 


End 


8759 


Name 


OJ000250 27.0303.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


612 


End 


4039 



45171 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 4 8 

612. .644, 735. .914, 738. .935, 1982. .2062, 2009. .2062, 
-2142. .2171, 2186. .2338, 2186. .2308, 3275. .3316, 3884. .4039, 
3884.. 4030, 3886. .4032 



44154 
92945 
5147 

OJ000250_27 .0303.C5.o3.ts 

1982 

none 

1982. .2062, 1982. .2077, 2143. 
3883. .3963, 3884. .3976 



Seq. ID OJ000250_27.0303.C5 
Strand 

End 8759 

Method TBLASTX : Soybean 

End 3976 

Score 100 

.2283, 2144. .2365, 3245. .3316, 



Seq. No. 44154 

Gene No. 92945 

Start 5147 

Name OJ000250_27 . 0303 . C5 . o2 . gs 

Start 5147 

GI none 

Exons 5147.. 5350, 5398.. 5588, 5597, 
'7709. .7848, 8066. .8234, 8349. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5668, 5902 
.8494, 8600 



OJ000250 27. 0303. C5 



8759 
GENSCAN 
8759 
.43 

6097, 
8759 



7422. .7652, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44154 Seq. ID OJ000250_27 . 0303 . C5 

92945 - Strand 

5147 End ' 8759 

OJ000250_27 .0303.C5.o2 . gp Method AAT/GAP 

7160 End 7840 

57067_1.R1084 Score 1319 

7160. .7840 

1 2160782 9.0e-29 (AF001505) putative ammonium transporter 
OsAMTlp [Oryza sativa] 1 



44154 

92946 

8754 

OJ0002 

8754 

none 

8754 . . 

9393. . 

11988. 

12351. 

12588. 

12816. 



50 27.0303.C5.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 27. 0303. C5 



8816, 

9557, 

.12200 

.12566 

.12731 

.12926 



1295Q 

TBLASTX : Maize 
12950 
118 

8837, 9065.. 9292, 9067.. 9297, 
9623, 11956. . 12198, 11981 12199, 
12350. . 12574, 12350 .. 12409, 12351 12599, 
12470. . 12571, 12587. .12730, 12587 .. 12730, 
12 609. .12731, 12809. .12922, 12813. .12950, 



8755.. 8817, 8802 
9394.. 9666, 9600 



Seq. No. 44154 

Gene No. 92946 

Start 8754 

Name OJ000250_27 . 0303 . C5 . ol . tc 

Start 8758 

GI none 
Exons 



Seq. ID OJ000250_27.0303.C5 
Strand 

12950 

TBLASTX: Cress 
12926 
85 



End 

Method 
End 
Score 

8758. .8817, 9065. .9292, 9148. .9282, 9393.-9485, 9394. .9495, 
9498. .9551, 9499. .9666, 9600. .9635, 11956 .. 12201, 11981 .. 121 99, 
12109. .12201, 12351. .12578, 12354. .12500, 12588. .1264 7, 
12 642. .12737, 12809. .12922, 12813. .1292 6 



■■■ 45172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44154 Seq. ID 

92946 Strand 

8754 End 

OJ000250_27.0303.C5.ol. ts Method 

9157 End 

none Score 



OJ000250_27.0303.C5 
12950- 

TBLASTX: Soybean 

12473 

218 



9157. .9297, 9158. .9292, 9393. .9557, 9394. .9666, 9600. .9623, 



11956. .12198, 11981. .12199, 
12351. .12473, 12351.. 12455 

44154 
92946 
8754 

OJ000250_27.0303.C5.o2.ts 

12477 

none 

12477. .12578, 12506 .. 12571, 
12659. .12730, 12660.. . 12731, 

44154 
92946 
8754 

OJ000250_27.0303.C5.ol.tw 
12530 
none 



11988. .12200, 12349. .12453, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12582. .12650, 
12809. . 12907, 



OJ000250 27. 0303. C5 



12950 

TBLASTX: Soybean 
12908 
120 

12587. .12649, 
12810. .12908 



Seq. ID OJ000250_27.0303.C5 
Strand 

End 12950 

Method TBLASTX : Wheat 

End 12941 

Score 294 



12530. .12730, 12531 12731, 12809 .. 12928 , 12813 .. 12941, 
12816. .12926 



Seq. ID OJ000250_27.0303.C6 

Strand + 

End 973 

Method AAT/GAP 

End 532 

Score 503 



44155 
92947 
1 

OJ000250_27.0303.C6.ol.gp 
1 

3107491 
1..174, 280. .378, 511. .532 

4769012/gb|AAD29719.1 |AF143746_1 3.0e-20 (AF143746) CER1 [Oryza 
s'ativa] 



44155 
92947 
1 

OJ000250_27.0303.C6.ol.np 
1 

7485434 
1..273, 537. .707, 798. .973 

hypothetical protein F13M22.20 - Arabidopsis thaliana 
gi I 3236252 | gb IAAC23640.il (AC004684) CERl-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000250_27. 0303. C6 

Strand + 

End 97 3 

Method AAT/NAP 

End 973 

Score 386 



44155 
92947 
1 

OJ000250_27.0303.C6.ol.gs 

286 

none 

286. .378, 537. .707, 798. .959 



Seq. ID OJ000250_27 .0303.C6 

Strand + 

End 97 3 

Method GENSCAN 

End 959 

Score .86 



45173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start , . 
GI ; 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ000250_ 
+ 

10427 
AAT/NAP 
10427 ~" 
215 



44155 
92948 
9973 

OJ000250_27 . 0303 . C6 . o5 . np - 
9973 
6069646 
9973.:i0427 

(AP000616) similar to putative reverse transcriptase 
[Oryz-a-sativa] gi I 6907112 | dbj IBAA90639. 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



27. 0303. C6 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



44155 Seq. ID OJ000250_27 . 0303 . C6 

92949 Strand 

1640 End 1885 

OJ000250_27 . 0303 . C6 . o2 . np Method AAT/NAP 

1640 End 1885 

7496721 Score 72 

1640. . 1885 

hypothetical protein C30E1.1 - Caenorhabditis elegans 

gi | 2435542 |gb|AAB71254 .1 | (AF026204) C30E1.1 gene product 

[Caenorhabditis elegans] 



44155 



Seq. ID OJ000250_27.0303.C6 



Strand 
End 

Method 
End 
Score 

1.-177, 566. .706, 567. .707, 567. .707, 795. .896, 797. .883, 
891. .947 



92950 
2567 

OJ000250_27.0303.C6.ol.tc 
1 

none 



12511 

TBLASTX: Cress 

947 

129 



44155 
92950 
2567 

OJ000250_27.0303.C6.ol.-tm 
1 

none 



Seq. ID OJ000250_27.0303.C6 
Strand 

End 12511 

' Method TBLASTX -Maize 

End 962 

Score 211 



1..177, 3. .176, 277. .369, 277. .369, 533. .706, 534. .707, 
536. .706, 784. .945, 785. .958, 795.-959, 795.-962 



Seq. ID OJ000250_27.0303.C6 
Strand 

End 12511 
Method TBLASTX : Wheat 
End 959 
Score - '" 217 



44155 
92950 
2567 

OJ000250_27. 0303.C6.ol.tw 
795 
none 

795. .959, 797. .958 

44155 
92950 
2567 

OJ000250_27 . 0303.C6.o2 .gs 
2567 
none 

2567. .2673, 2789. .2879, 3140. .3190, 3921. .3982, 4054. .4291, 



Seq. ID OJ000250_27 .0303.C6 
Strand 

End 12511 

Method GENSCAN 

End 12511 

Score .64 



45174 







4484 . .5281, 


5447. 


.5637, 7096. 


.7480, 7634. .7829, 8615. .8696 






9281. .9512, 


11087. .11183, "11299. .11407, 


11442. .11640, 






11674. .11766, 12359. .12511 








Seq. No. 


44155 






Seq. ID 


OJ000250_27.0303.C6 






92950 






Strand 






Start 


2567 






End . . 


12511 




Name 


OJ000250 27. 


0303. 


C6 . o3 '^ np 


Method 


AAT/NAP 




Start 


3116 






End 


5002 




GI 


7547097 






Score 


828 




Exons 


3116. .3190, 


3281. 


.3347, 4026. 


.4291, 446 


J4..4600, 4629. .5002 




GI Descrip. 


(AC022287) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


4 4 1 






Seq. ID 


OJ000250_27.0303.C6 












Strand 






Start 


9S67 

-J \J f 






End 


12511 




Name 


OJ0002S0 97 


\j j \j -j • 


Cf> r»9 tTn 

vJ • ■ 1.111 


Method 


TBLASTX: Maize 




Start 


4 1 Rfi _ 

4 J.OO 






End 


4840 






none 






Score 


125 




Exons 


4188. .4274, 


4189. 


.4305, 4190. 


.4273, 4481. .4603, 4481. .4603 






44ft9 4607 


4 4 Q4 


.4610, 4498. 


.4608, 4667. .4840, 4667. .4840 


f «3 


Seq. No. 


4 4 1 S S 






Seq. ID 


OJ000250_27.0303.C6 












Strand 




%2 


Start 


9 S 67 

^. J D f 






End 


12511 


in 


Name 






C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4505 






End 


5003 


f 1 


GI 


none 






Score 


123 




Exons 


4SDS 4SQ7 


4 snfi- 
i j \j \j . 


.4628, 4643. 


.4681, 4694. .4927, 4712. .4795 


- ~ 




4RS1 4^m 


4 999 


.5002, 4962. 


.5003 






Qprr Nn 


4 4 1 SS 

*3 1 X -J -J 






Seq. ID 


OJ000250_27.0303.C6 




Gene No. 


.7 _7 -J *J 






Strand 




f 1 


Start 


9 S67 

^. JO / 






End 


12511 




Name 


OJ000250 27. 


0303. 


C6 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


9963 






End 


10400 




GI 


none 






Score 


221 




Exons 


QQfTO I A1 07 
j^Oj . . iUiO / , 


QQ7 ^ 


. .10188, 10209. . 10400 




C3 v 


O ~ • • 


44155 






Seq. ID 


OJ000250_27.0303.C6 




Gene No. 


92950 






Strand 






Start 


2567 






End 


12511 




Name 


OJ000250 27. 


0303. 


C6.o2. tw 


Method 


TBLASTX: Wheat 




Start 


9970 






End 


10149 




GI 


none 






Score 


196 




Exons 


9970. .10149 












Con* No 


44156 






Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92951 






Strand 


+ 




Start 


1746 






End 


2450 




Name 


OJ000250 27. 


0303. 


C8.ol.gs 


Method 


GENSCAN 




Start 


1746 






End 


2450 




GI 


none 






Score 


. 98 




Exons 


1746. .2450 












Seq. No. 


44156 






Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92952 






Strand 


+ 



45175 



Start 


4977 






End 


6569 






Name 


OJ000250 27- 0303. C8 


. o2 . gs 




Method 


GENSCAN 






Start 


4977 






End 


6569 






GI 


none 






Score 


1 






Exons 


4977. . 6569 














Seq. No. 


'44156 






Seq. ID 


OJ000250_ 


27.0303. 


C8 


Gene No. 


92953 






Strand 


■f 






Start 


8449 






End 


8922 






Name 


OJ000250 27. 0303. C8 


. o3 . gs 




Method 


GENSCAN 






Start 


8449 






End 


8922 






GI 


none 






Score 


.81 






Exons 


8449. . 8589, 8854 . . 8 


922 












Seq. No. 


44156 






Seq. ID 


OJ000250_ 


27 . 0303 . 


C8 


Hpinp No 


92954 






Strand 


+ 






Start 


14548 






End 


17200 






Name 


OJ000250 27 . 0303 . C8 


. o5 . gs 




Method 


GENSCAN 






Start 


14548 






End 


17200 






GI 


none 






Score 


.55 






Exons 


14548. .14679, 14827 


. . 15041, 


15245. . 15362, 15498 


. .15611, 






15845. . 15911, 16155 


. .16293, 


16857. .16927, 17040 


. . 17200 




Seq. No. 


44156 






Seq. ID 


OJ000250_ 


27 . 0303 . 


C8 


Gene No. 


92954 






Strand 


+ 






Start 


14548 






End 


17200 






Name 


OJ000250 27. 0303. C8 


. o2 . np 




Method 


AAT/NAP 






Start 


15388 






End 


16696 






GI 


5777617 






Score 


77 






Exons 


15388 . . 15414, 16554 


. . 16696 












GI Descrip. 


(AJ24 5900) CAA3037 5 


. 1 protein 


[Oryza 


sativa] 






Seq. No. 


44156 






Seq. ID 


OJ000250_ 


27 . 0303 . 


C8 


Gene No. 








Strand 


+ 






Start 


17959 . 






End 


18014 






Name . 


OJ000250 27. 0303. C8 


.o2. gp 




Method 


AAT/GAP 






Start 


17959 






End . 


18014 






GI 


380 2.R1084 






Score 


94 






Exons 


17959. .18014 














GI Descrip. 


'1169798/sp|P42863| 


G6PB_ORYSA 


0.0e+00 


GLUCOSE- 6 


-PHOSPHATE 



ISOMERASE, CYTOSOLIC B (GPI-B) ( PHOSPHOGLUCOSE ISOMERASE B) 
(PGI-B) (PHOSPHOHEXOSE ISOMERASE B) (PHI-B) 

>gi__639686_dbj_BAA0814 9__ (D4 5218 ) phosphoglucose isomerase 
(Pgi-b) [Oryza sativa] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44156 
92956 
10002 

OJ000250__27 . 0303.C8 .ol.np 
10002 
7450344 
10002. .10109, 10969. .12471 

probable ammonium transport protein 1 - rice 
gi|2160782|gb|AAB58937.1| (AF001505) putative ammonium 
transporter OsAMTlp [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 27. 0303. C8 



12471 ■ 
AAT/NAP 
12471 
1989 



Seq. No. 



44156 



Seq. ID OJ000250_27.0303.C8 



45176 






Gene No. 


92956 




Strand 






Start 


10002 




End 


12471 




Name 


OJ000250 27.0303 


.C8.ol.gp 


Method 


AAT/GAP 




Start 


10817 




End. 


11419 




GI 


3768182 




Score 


1112 




Exons 


10817 . . 11419 










GI Descrip. 


-2160782 9.0e-29 


(AF001505) putative ammonium transporter Os 






[Oryza sativa] 










Seq. No . 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92956 




Strand 






Start 


10002 




End 


12471 




Name 


OJ000250 27.0303 


.C8 ,o4 .gs 


Method 


GENSCAN 




Start 


10980 




End 


12471 




GI 


none 




Score 


1 




Exons 


10980. .11668, 11673. .12471 








Seq. No. 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92957 




Strand 






Start 


18220 




End 


18871 




Name 


OJ000250 27.0303 


.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


5364 




End 


6218 




GI 


none 




Score 


394 


-==: 


Exons 


5364. .5999, 5393 


. . 6022, 6002 . 


,.6085, 6003. .6113, 6117. .6218 


IT Ps 


Seq. No. 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92957 




Strand 






Start 


18220 




End 


18871 




Name 


OJ000250 27.0303 


. C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


5367 




End 


5990 




GI 


none 




Score 


87 




Exons 


5367 . . 5537, 5463 


. . 5594, 5550 . 


.5933, 5853.. 5990 




Seq. No. 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92957 




Strand 




* J 


Start 


18220 




End 


18871 




Name 


OJ000250 27.0303 


.C8.o3.tm 


Method 


TBLASTX: Maize • 


i 1! 


Start 


5370 




End 


6407 


fl 


GI 


none 




Score 


143 




Exons 


5370. .5594, 5376 


..5594, 5393. 


.5593, 5399. .5560, 5493. .5720, 






5505. .5669, 5523 


..5774, 5528. 


.5719, 5616. .5990, 5618. .5785, 






5828. .6073, 5829, 


..6026, 5829. 


.6407, 6137. .6370 




Seq. No. 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92957 




Strand 






Start 


18220 




End 


18871 




Name 


OJ000250 27.0303. 


.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5514 




End 


6137 




GI 


none 




Score 


- ; 143 




Exons 


5514. .5774, 5664, 


..6137, 5727. 


.6134 






Seq. No. 


44156 




Seq. ID 


OJ000250_27.0303.C8 




Gene No. 


92957 




Strand 






Start 


18220 




End 


18871 




Name 


OJ000250 27.0303. 


.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


5999 




End 


6401 




GI 


none 




Score 


365 



45177 




Exons 


5999. . 


6085, 6000.. 6401, 6006 


..6275, 6140. .6286 






Seq . No . 


44156 






Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No. 


92957 






Strand 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8 . 


o3.tc 


Method 


TBLASTX : ' 


Cress 




Start 


6218 






End 


6533 






GI 


none 






Score 


225 






Exons 


6218. . 


6370, 6219.. 6404, 6225 


..6410, 6423.-6533, 


6428. .6478 


Seq. No. 


44156 






Seq. ID 


OJ000250 


_27.0303 


-C8 


Gene No. 


92957 






Strand 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8. 


o2.tm 


Method 


TBLASTX : 1 


Maize 




Start 


11020 






End 


18631 






GI 


none 






Score 


52 






Exons 


11020. 


.11049, 11061. 


.11243, 


11074 . .11244, 11121 


. .11363, 






11267. 


.11293, 11289. 


.11372, 


11298. .11390, 18307 


. .18531, 






18316. 


.18531, 18353. 


.18532, 


18538. .18630, 18539 


. .18631 




Seq. No. 


44156 






Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No. 


92957 






Strand 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8. 


ol . tc 


Method 


TBLASTX : 1 


Cress 




Start 


11061 






End- 


' 18871 






GI 


none 






Score 


86 






Exons . 


11061. 


,.11243, 11071. 


. 11223, 


11121. .11294, 11298 


. . 11663, 






11428. 


,.11598, 11683. 


.12399, 


11693. .12187, 12251 


. .12400, 






12376. 


,.12471, 18310. 


.18528, 


18310. .18534, 18359 


. .18535, 






18538. 


,.18870, 18539. 


.18871 










Seq. No. 


44156 






Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No. 


92957 






Strand 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


• 11070 






End 


18871 






GI 


nofie 






Score ■ 


99 






Exons 


11070, 


,.11216, 11074. 


.11217, 


11274 . .11372, 11298 


. .11663, 






11428. 


..11595, 11671. 


.11928, 


11690. .11926, 11947 


. .12123, 






11951, 


,.12124, 12068. 


.12187, 


12100. .12411, 12251 


. .12400, 






18316, 


,.18453, 18319. 


.18453, 


18424 . .18! 


531, 18452 


. .18532, 






18460, 


,.18870, 18484. 


.18822, 


18536. .18871 






Seq. No. 


44156 






Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No . 


92957 






Strand 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


11391 






End 


18787 






GI 


none 






Score 


65 






Exons 


11391. 


..11507, 11458. 


.11547,' 


11499. .11546, 18631 


. .18747, 






18632. 


,.18748, 18698. 


.18787, 


18739. .18786 






Seq. No. 


44156 






Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No. 


92957 






Strand . 








Start 


18220 






End 


18871 






Name 


OJ000250 27. 0303. C8. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


11559 






End 


18870 







45178 




GI 


none 




Score 


82 






Exons 


11559. .11666, 11563 


. .11664, 


11563. .11679, 11668 


. . 11865, 






11669. .11866, 116 ; 74 


. .11898, 


11818. . 121 


36, 11848 


. .11925, 






11855. . 12187, 187^99 


. .18870 








* 


Seq. No. 


44156 




Seq. ID 


OJ000250 


27 0303 


. C8 


Gene No. 


92957 




Strand 


— 






Start 


18220 




End 


18871 






Name 


OJ000250 27. 0303. C8 


. ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


12244 




End 


12489 






GI 


none 




Score 


242 






Exons 


12244. .12489, 12251 


. .12484 










Seq. No. 


44156 




Seq. ID 


OJ000250 


_27.0303 


.C8 


Gene No . 


92957 




Strand 








Start 


18220 




End 


18871 






Name 


OJ000250 27. 0303. C8 


. o3 . np 


Method 


AAT/NAP 






Start 


17875 




End 


18871 






GI 


5880355 




Score 


680 






Exons 


17875. .17958, 18271 


.18871 










GI Descrip. 


(AF083035) ammonium 


transporter [Arabidopsis thaliana] 




<J ~ • IN . 


44156 




Seq. ID 


OJ000250 


27 . 0303 




Gene No. 


92957 




Strand 








Start 


18220 




End 


18871 






Name 


OJ000250 27. 0303. C8 


06 .gs 


Method 


GENSCAN 






Start 


18220 




End 


18816 






GI 


none 




Score 


.87 






Exons 


18220. .18816 












Sea No 


44157 




Seq. ID 


OJ000250 


_27.0303 


C9 


Gene No. 


92958 




Strand 


+ 






Start 


3756 




End 


5045 






Name 


OJ000250 27. 0303. C9 


o2 .gs 


Method 


GENSCAN 






Start 


3756 




End 


5045 






GI 


none 




Score 


.43 






Exons 


3756. .3963, 4888. .5045 










Seq. No. 


44157 




Seq. ID 


OJ000250 


_27.0303 


C9 


Gene No . 


92959 




Strand 


+ 






Start 


22072 




End 


27450 






Name 


OJ000250 27. 0303. C9. 


o5 .gs 


Method 


GENSCAN 






Start 


22072 




End 


27450 






GI 


none 




Score 


.48 






Exons 


22072. .22104, 22430. 


.22743, 


22788. .22855, 25269 


. .25440, 






26991.. 27450 












Sea No 


44157 




Seq. ID 


OJ000250_ 


_27.0303. 


C9 


Gene No. 


92960 




Strand 


+ 






Start 


27860 




End 


30757 






Name 


OJ000250 27. 0303. C9. 


06 . gs 


Method 


GENSCAN 






Start 


27860 




End 


30757 






GI 


none 




Score 


.85 






Exons 


27860. .27932, 30351 ; 


.30757 










Seq. No. 


44157 




Seq. ID 


OJ000250_ 


_27.0303. 


C9 


Gene No. 


92961 




Strand 


+ 







45179 





30813 


End 


30970 






Name 


OJ000250 27.0303.C9.o4 . gp 


Method 


AAT/GAP 






Start 


30813 


End 


30970 






GI 


LIB34 34-035-P1-K1-A7 


Score 


229 * 






Exons 


30813. .30970 










GI Descrip. 


' 54 4187 6/dbj I AP000367 . 1 | AP000367 1 . Oe- 


114 Oryza 


sativa 


genomic 




DNA, - chromosome 2, clone : P0437H03 (contig b) 1 






Seq. No. 


44157 


Seq. ID 


OJ000250_ 


27.0303 


.C9 . 


Gene No. 


92962 


Strand 


+ 






Start 


33548 


End 


39022 






Name 


OJ000250 27.0303.C9.o5.gp 


Method 


AAT/GAP 






Start 


33279 


End 


33612 






GI 


3060996 


Score 


635 






Exons 


33279. .33612 










Seq. No. 


44157 


Seq. ID 


OJ000250_ 


27 . 0303 


. C9 


Gene No. 


92962 


Strand 


+ 






Start 


33548 


End 


39022 






Name 


OJ000250 27.0303.C9.o7.gs 


Method 


GENSCAN 






Start 


33548 


End 


39022 






GI 


none 


Score 


.81 






Exons 


33548.-33775, 36518 .. 38406, 


38539. .38569, 38885 


. .38968, 





39008. :39022 

Seq. No. 44157 Seq. ID OJ000250_27 . 0303 . C9 

Gene No. 92962 Strand + 

Start 33548 End . 39022 

Name OJ000250_27 . 0303 . C9 . o4 . np Method AAT/NAP 

Start 36308 End 38389 

GI 3928084 Score 1439 

Exons 36308 . . 38389 

GI Descrip. (AC005770) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 44157 

Gene No. 92962 

Start 3 ; 354 8 

Name OJ000250_27 . 0303 . C9 . 06 . gp 

Start 36713 

GI 699985 

Exons 36713. .37131 

GI Descrip. 3928084 3.0e-12 (AC005770) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

39022" : 
AAT/GAP 
37131 
831 



27. 0303. C9 



retrotransposon-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44157 
92962 
33548 

OJ00.0250_27 
38306 
84326_ 
,38306. 
'58521 
indica 



1.R108 
.38909 
70/emb 
(GLA4) 



0303.C9.o7.gp 
4 



Seq. ID OJ000250_27.0303.C9 

Strand + 

End 39022 

Method AAT/GAP 

End 38909 

Score 1066 



AL117265. 1 IOST17804 1.0e-50 Oryza sativa 
genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 
Gene No. 



44157 
92963 



Seq. ID OJ000250_27.0303.C9 
Strand + 



45180 




Start 


42489 




End 


43187 


Name 


OJ000250 


_27.0303.C9.o9.gs 


Method 


GENSCAN 


Start 


42489 




" -End 


43187 


GI 


none 




Score 


.82 r - 


Exons 


42489. .43187 






Seq. No. 


44 157 




Seq. ID 


OJ000250_27.0303.C9 


Gene No. 


92964 




Strand 




Start 


1 




End 


763 


Name 


OJ000250 


27.0303 C9 ol od 


Method 


AAT/GAP 


Start 


1 




End 


100 


GI 


LIB3434- 


052-P1-K1-F11 


Score 


151 


Exons 


1. .100 








GI Descrip. 


'2160782 


3.0e-09 (AF001505) 


putative 


ammonium transporter 




OsAMTlp 


[Oryza sativa] 1 






Seq. No. 


44157 




Seq. ID 


OJ000250_27.0303.C9 


Gene No.. 


92964 




Strand 




Start 


1 




End 


763 


Name 


OJ000250 


_27.0303.C9.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


763 


GI 


7450344 




Score 


1048 


Exons 


1. .763 








GI Descrip. 


probable 


' ammonium transport 


protein 1 


- rice 



gi I 2160782 | gb | AAB58937.il (AF001505) putative ammonium 
transporter OsAMTlp [Oryza sativa] 



Seq. No. 44157 Seq. ID 

Gene No. 92964 Strand 

Start 1 End 

Name OJ000250_27 . 0303 . C9 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71 . . 7 63 



OJ000250_27.0303.C9 
763 

GENSCAN 

763 

.95 



Seq. No. 44157 Seq. ID 

Gene No. 92965 Strand 

Start 7460 End 

Name OJ000250_27 . 0303 . C9 . o3 . gs Method 

Start 74 60 End 

GI none Score 

Exons 7460.. 7670, 7768.. 7871 . 



OJ000250_27.0303.C9 

8008 

GENSCAN 

7871 



Seq. No. 44157 Seq. ID OJ000250_27 . 0303 . C9 

Gene No. 92965 Strand 

Start 7460 End 8008 

Name OJ000250_27 . 0303 . C9 . o2 . np Method AAT/NAP 

Start 7469 End 7960 

GI 7486067 Score 295 

Exons 7469.. 7670, 7768.. 7960 

GI Descrip. hypothetical protein F24G24.100 - Arabidopsis thaliana 
gi|4538959|emb|CAB39783.1| (AL049488) putative protein 
[Arabidopsis thaliana] gi | 7267727 | emb | CAB78153 . 1 1 (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 44157 Seq. ID OJ000250_27 . 0303 . C9 

Gene No. 92965 Strand 

45181 - 




Start 


7460 


End 


8008 


Name 


OJ000250 27.0303.C9.o2.gp 


Method 


AAT/GAP 


Start 


7635 


End 


8008 


GI 


426900 


Score 


684 


Exons 


7635 . . 8008 






Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303.C9 


Gene No. 




Strand 




Start 


12855 


End 


28078 


Name 


OJ000250 27.0303.C9.o3.np 


Method 


AAT/NAP 


Start 


12319 


End 


28078 


GI 


1076205 


Score 


146 


Exons 


12319. .12393, 12836 .. 13203, 


18233. .18342, 28048. .28078 


GI Descrip. 


hypothetical protein WP6 - 


Chlamydomonas eugametos gi 153087 



(L29028) amino acid feature: N-glycosylation sites, aa 41 43, 
46 .. 48, 51 .. 53, 72 .. 74, 107 .. 109, 128 .. 130, 132 
134, 158 .. 160, 163 .. 165; amino acid feature: Rod protein 
domain, aa 169 .. 340; amino acid feature: globular pro... 



Seq. No. 


44157 






Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92966 






Strand 






Start 


12855 






End 


28078 




Name 


OJ000250 27. 0303. C9 


. o3 . gp 


Method 


AAT/GAP 




Start 


1-284 8' ' 






End 


13262 




GI " 


426781 






Score 


569 




Exons 


12848. 


.13262 










Seq. No. 


44157 






Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92966 






Strand 






Start 


12855 






End 


28078 




Name 


OJ000250 27. 0303. C9 


. o4 . gs 


Method 


GENSCAN 




Start 


12855 






End 


19681 




GI 


none 






Score 


.77 




Exons 


12855. 


.13118, 13521 


. .13650, 


13929. .13980, 14 078 .. 14200, 






14878. 


.15016, 15090 


. .15179, 


15463. .15582, 1 6774 .. 1 6837 , 






16951. 


.17320, 17641 


.17893, 


17899. .18118, 18124 .. 18446, 






18662. 


.18771, 19585 


.19681 








Seq. No. 


44157 






Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92967 






Strand 






Start 


39659 






End 


41445 




Name 


OJ000250 27. 0303. C9 


ol.tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


715 




GI 


none 






Score 


72 




Exons 


1. .69, 


56. .334, 95. 


685, 96 


..479, 537.. 


686, 662. .715 




Seq. No. 


44157 






Seq. ID 


OJ000250__27.0303 


.C9 


Gene No. 


-.,92967 






Strand 






Start 


"39659 






End 


41445 




Name 


OJ000250 27. 0303. C9 


o3.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


473 




GI 


none 






Score 


101 




Exons 


1. .81, 


1..87, 36. .335, 45.. 


473, 59. .472 




Seq. No. 


44157 






Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92967 






Strand 






Start 


39659 






End 


41445 





45182 




Name 


OJ000250 27.0303.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


95 


End 


686 




GI 


none' 


Score 


158 




Exons 


95. .208, 96. .221, 209. .685, 


230. .325, 


231. .479, 537. .686 


Seq. No. 


4*157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No. 


92967 


Strand 


- 




Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


530 


End 


761 




GI 


none 


Score 


191 




Exons 


530. .718, 537. .719, 716. .760, 717. .761 






Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No. 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250_27.0303.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


7461 


End 


7839 




GI 


none 


'Score 


322 




Exons 


7461.. 7673, 7469.. 7672, 7581 


..7682, 7765. .7839, 7767. .7838 


Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No. 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


7469 


End 


7838 




GI 


none 


Score 


124 




Exons 


7469. .7600, 7470. .7601, 7598 


..7672, 7767. .7838 




Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No. 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o5.ts 


Method 


TBLASTX: Soybean 




Start 


7469 


End 


7838 




GI 


none 


Score 


164 




Exons 


7469. .7672, 7470. .7673, 7765 


..7833, 7767. .7838 




Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No . 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o6.ts 


Method 


TBLASTX: Soybean 




Start 


36498 


End 


36862 




GI 


none 


Score 


71 




Exons 


36498. .36677, 36508 .. 36678, 


36514. .36681, 36515 .. 36703, 






36515. .36691, 36818 .. 36859, 


36818. .36862 




•Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No . 


92967" 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


36506 


End 


37003 




GI 


none 


Score 


259 




Exons 


36506. .36730, 36520 .. 36678 , 


36797. .36865, 36896. .37003, 






36901. .37002 








Seq. No. 


44157 


Seq. ID 


OJ000250_27.0303. 


C9 


Gene No. 


92967 


Strand 







45183* 




Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


36509 




End 


36679 




GI 


none 




Score 


239 




Exons 


36509. . 36679, 36514 . 


. 36678 








Seq. No. 


44157 




Seq. ID 


OJ000250_27 .0303, 


.C9 


Cpnp NO 


92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


36947 




End 


37420 




GI 


none 




Score 


417 




Exons 


36947. .37339, 37060. 


. 37338, 


37061. .37339, 37084 3734 1 , 






37298 . .37420 












44157 




Seq. ID 


OJ000250_27 .0303 


.C9 


Gene No. 


92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


37120 




End 


37533 




GI 


none 




Score 


611 




Exons 


37120. .37533, 37121. 


. 37531, 


37123. .37533 




Oo/~T No 


44157 




Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


37520 




End 


37822 




GI 


none 




Score 


324 




Exons 


37520. .37822, 37523. 


. 37654, 


37543. .37731 




Q (Opr NO 


44157 




Seq. ID 


OJ000250_27.0303 


.C9 


Gene No. 


92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


o5.tm 


Method 


TBLASTX -.Maize 




Start 


37538 




End 


37822 




GI 


none 




Score 


324 




Exons 


37538. .37822, 37541. 


.37708, 


37543. .37761 




Seq. No. 


44157 




Seq. ID 


OJ000250__27.0303 


.C9 




92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


37843 




End 


38236 




GI 


none 




Score 


59 




Exons 


37843.-37896, 37844. 


.37903, 


37901. .37978, 37 909 37 977 , 






37951. .38235, 37958. 


. 38236, 


38039. .38236 




Seq. No. 


44157 




Seq. ID 


OJ000250_27 .0303 


. C9 


Gene No. 


92967 




Strand 






Start 


39659 




End 


41445 




Name 


OJ000250 27. 0303. C9. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


37867 




End 


38346 




GI 


none 




Score 


576 




Exons 


37867. .38253, 37868. 


.38344, 


37868. .38314, 38037 38345 , 





38059. .38346 



45184 




Seer No 


44157 


Seq. ID 


OJ000250 27 0303 


C9 


Gene No. 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o3. ts 


Method 


TBLASTX : Soybean 




Start 


37945 


End 


38329 




GI 


none 


Score 


377 




Exons 


37945. .38325, 37952. .38329 








Seq. No. 


44157 


Seq* ID 


OJ000250_27.0303 


.C9 


Gene No. 


92967 


Strand 






Start 


39659 


End 


41445 




Name 


OJ000250 27.0303.C9.o8.gs 


Method 


GENSCAN 




Start 


39659 


End 


41445 




GI 


none 


Score 


.68 




Exons 


39659. .39811, 4 04 48 .. 4 102 6, 


41049. .41161, 41439. .41445 




Seq. No. 


44158 


Seq. ID 


OJ000250_27.0303 


.CIO 


Gene No. 


92968 


Strand 


+ 




Start 


• 1243 


End 


2464 




Name 


OJ000250 27.0303.C10.ol.gs 


Method 


GENSCAN 




Start 


1243 


' End 


2464 




GI 


none 


Score 


.89 




Exons 


1243. .1313, 2359. .2464 








Seq. No. 


44159 


Seq. I'D 


OJ000250_27.0303 


Cll 


Gene No. 


92969 


Strand 


+ • 




Start 


1 


End 


9122 




Name 


OJ000250 27.0303.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8968 




GI 


4884836 


Score 


69 




Exons 


1..437, 8823. .8968 








GI Descrip. 


(AF131877) NapG oxidoreciuctase [Streptomyces collinus] 




Seq. No. 


44159 


Seq. ID 


OJ000250_27.0303 


Cll 


Gene No. 


92969 


Strand 


+ 




Start 


1 


End 


9122 




Name 


OJ000250 27.0303.Cll.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


605 




GI 


none 


Score 


.86 




Exons 


144. .605 








Seq. No. 


44159 


Seq. ID 


OJ000250_27.0303. 


Cll 


Gene No. 


92969 


Strand 


+ 




Start 


1 


End 


9122 




Name 


OJ000250 27.0303.Cll.o3.gs 


Method 


GENSCAN 




Start 


3619 


End 


4362 




GI 


none 


Score 


.97 




Exons 


3619. .4362 








Seq. No. 


44159 


Seq. ID 


OJ000250_27.0303. 


Cll 


Gene No. 


92969 


Strand 


+ 




Start 


1 


End 


9122 




Name 


OJ000250 27.0303.Cll.o4.gs 


Method 


GENSCAN 




Start 


4857 


■ End 


5450 




GI 


none 


Score 


.89 




Exons 


4857. .5450 









45185 



Seq. No. 44159 Seq. ID 

Gene No. 92969 Strand 

Start 1 •, End 

Name OJ000250_27 . 0303 . Cll . o5 . gs Method 

Start 6667 End 

GI none Score 

Exons 6667.. 7272 



OJ000250_27. 0303. Cll 
+ 

9122 
GENSCAN 
7272 
.94 



Seq. No. 44159 Seq. ID 

Gene No. 92969 Strand 

Start 1 End 

Name OJ000250_27 . 0303 . Cll . 06 . gs Method 

Start 8223 End 

GI none Score 

Exons 8223.. 8946, 8989.. 9122 

Seq. No. 44159 Seq. ID 

Gene No. 92970 Strand 

Start 10782 End 

Name OJ000250_27 . 0303 . Cll . o7 . gs Method 

Start 10782 End 

GI none Score 

Exons 10782. .11420 



OJ000250_27. 0303. Cll 
+ 

9122 
GENSCAN 
9122 
.52 



OJ000250_27. 0303. Cll 
+ 

11420 
GENSCAN 
11420 
.77 



%1 



Seq. No. 44159 Seq. ID 

Gene No. 92971 Strand 

Start 1414 End 

Name OJ000250_27 . 0303 . Cll . o2 . gs Method 

Start 1414 End 

GI none Score 

Exons 1414.. 1529, 2469.. 2613 



OJ000250_27. 0303. Cll 

2613, 
GENSCAN 
2613 
.5 



Seq. No. 44160 Seq. ID 

Gene No. 92972 Strand 

Start 2175 End 

. Name OJ000250_27 . 0303 . C12 . ol . gs Method 

Start 2175 End 

GI none Score 

Exons 2175.. 2214, 3208.. 3373 



OJ000250_27.0303.C12 
+ 

3373 
GENSCAN 
3373 
.48 



Seq. No. 44160 Seq. ID OJ000250_27 . 0303 . C12 

Gene No. 92973 Strand 

Start 2977 End 3477 

Name OJ000250_27 . 0303 . C12 . o2 . gp Method AAT/GAP 

Start 2977 End 3477 

GI 38782_1.R1084 Score 812 

Exons 2977. .3477 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza' sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 44161 Seq. ID 

Gene No. 92974 Strand 

Start 1 End 

Name OJ000250_27 . 0303 . C13 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..2074 



OJ000250_27.0303.C13 

+ ' 

2074 
AAT/NAP 
2074 
2989 



45186 




GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa . 


subsp. indica] 






Sea. No. 


44161 




Seq. * ID 


OJ000250_27. 


0303. 


.C13 


Gene No. 


92974 




Strand 


+ 






Start 


1 




End 


2074 






Name 


' OJ000250_27 . 0303.C13.ol 


.gs 


Method 


GENSCAN . 






Start 


152 




End 


1858 






GI 


none 




Score 


. 4 






Exons 


152 . . 1858 












Seq. No. 


44161 




Seq. ID 


OJ000250_27. 


0303. 


.C13 


Gene No. 


92975 




Strand 


+ 






Start 


3152 




End 


6235 






Name 


OJ000250_27 .0303.C13.o2 


.gs 


Method 


GENSCAN 






Start 


3152 




End 


6235 






GI 


none 




Score 


. 82 






Exons 


3152 .. 3313, 422 9. . 4 324, 


5426 . 


. 6235 








Seq . No . 


44161 




Seq. ID 


OJ000250 27. 


0303 , 


. C13 


Gene No. 


92975 




Strand 


+ 






Start 


3152 




End 


6235 






Name 


OJ000250 27.0303.C13.o2 


-gp 


Method 


AAT/GAP 






Start 


4156 




End 


4537 






GI 


uC-osflcyp033a04bl 




Score 


687 






Exons 


4156. .4537 













fS GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
=|j DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


44161 




Seq. ID 


OJ000250_27.0303. 


.C13 


Gene No. 


92976 




Strand 


+ 




Start 


6485 




End 


8863 




Name 


OJ000250 27.0303.C13.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


8860 




GI 


none 




Score 


70 




Exons 


1..54, 8585. .8617, 8587 


. .8616 


, 8621. .8 


860, 8621. .8857, 






8689. .8859 










Seq. No. 


44161 




Seq. ID 


OJ000250_27.0303. 


.C13 


Gene No. 


92976 




Strand 


+ 




Start 


6485 




End 


8863 




Name 


OJ000250 27.0303.C13.o8 


. tw 


Method 


TBLASTX : Wheat 




Start 


1 




End 


8860 




GI 


none 




Score 


150 




Exons 


1..126, 3. .122, 8693. .8 


860, 8 


695. .8808 






Seq. No. 


44161 




Seq. ID 


OJ000250_27.0303. 


.C13 


Gene No. 


9297 6 




Strand 


+ 




Start 


6485 




End 


8863 




Name 


' OJ000250 27.0303.C13.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


126 




End 


493 




GI 


none 




Score 


147 




Exons 


126.. 413, 130.. 492, 131 


. .493 








Seq. No. 


44161 




Seq. ID 


OJ000250_27.0303. 


.C13 


Gene No. 


92976 




Strand 


+ 




Start 


64 85 




End 


8863 




Name 


OJ000250 27.0303.C13.o2 


. tm 


Method 


TBLASTX: Maize 





45187 




Start 


142 


End 


505 




GI 


none 


Score 


484 




Exons 


142.. 492, 143.. 496, 143.. 505 








Seq. No. 


44161 


Seq. ID 


OJ000250 27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


8863 




Name 


OJ000250 27.0303.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


496 


End 


6245 




GI 


none 


Score 


635 




Exons 


496. .1062, 560. .1063, 6183.. 


6245 






Seq. No. 


44161 


Seq. ID 


OJ000250 27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


8863 




Name 


OJ000250 27.0303.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


770 


End 


1087 




GI 


none 


Score 


90 




Exons 


770. .943, 944. .1087, 946. .1086 






Seq. No. 


44161 


Seq. ID 


OJ000250 27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


8863 




Name 


OJ000250 27.0303.C13.o2.ts 


Method 


TBLASTX: Soybean 




Start 


851 


End 


1111 




GI 


none 


Score 


296 




Exons 


851. .1111, 856. .1110 








Seq. No. 


44161 


Seq. ID 


OJ000250 27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


"8863 




Name 


OJ000250 27.0303.C13.o3. tm 


Method 


TBLASTX: Maize 




Start 


909 


End 


1201 




GI 


• none 


Score 


94 




Exons 


909. .1097, 910. .1197, 911. .1201 






Seq. No. 


44161 


Seq. ID 


OJ000250 27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


8863 




Name 


OJ000250 27.0303.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1070 


End 


1696 




GI 


none 


Score 


696 




Exons 


1070. .1696, 1126. .1584, 1442 


. .1693 






Seq. No. 


44161 


Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


'92976 


Strand 


+ 




Start 


6485 


End 


8863 ' 




Name 


OJ000250 27.0303.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


1250 


End 


1849 




GI 


none 


Score 


223 




Exons 


1250. .1411, 1253. .1405, 1408 


. .1833, 1409. .1849 




Seq: No. 


44161 


Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 


Strand 


+ 




Start 


6485 


End 


8863 




Name 


OJ000250 27.0303.C13.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1696 


End 


2029 





45188 



GI 


none 








Score 


326 




Exons 


1696. . 1965, 


1697 . 


. 2029, 


1700 . 


2008 






Seq. No. 


44161 








Seq. ID 


/-\ TftAAo c r\ ot a o n o 
OJOOUzoU z/.UjUJ.* 


LI J 


Gene No . 


92976 








Strand 


+ 




Start 


6485 








End 


8863. 




Name 


OJ000250 27 


.0303. 


C13.o2 


.np 


Method 


AAT/NAP 




Start 


6482 








End 


8863 




GI 


4680179 








Score 


2314 




Exons 


6482. .7564, 


7598. 


.8863 










GI Descrip. 


(AF111709) polyprotein- 


[Oryza 


sativa subsp. indica] 




Seq. No. 


44161 








Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


.0303 


C13.o3 


.gs 


Method 


GENSCAN 




Start 


6485 








End 


8830 




GI 


none 








Score 


.53 




Exons 


6485. .7156, 


7167 


.7387, 


7403 . 


.7601, 7607. .7676, 7905. .8830 


Seq. No. 


44161 








Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




■Name 


OJ000250 27 


.0303 


C13.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


6718 








End 


7078 




GI 


none 








Score 


289 




Exons 


6718 . .7077, 


6719 


. .7078 










Seq. No. 


44161 








Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


.0303 


.C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6959 








End 


7264 




GI 


none 








Score 


236 




Exons 


6959. .7264, 


6973 


. .7089 










Seq. Nov 


44161 








Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


.0303 


.C13.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


7589 








End 


7942 




GI 


none 








Score 


184 




Exons 


7589. .7942 














Seq. No. 


44161 








Seq. ID 


OJ000250_27.0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


.0303 


.C13.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


7625 








End" 


7993 




GI 


none 








Score 


160 




Exons 


7625. .7834, 


7681 


. .7833, 


7879. 


.7992, 78 


80. .7993 




Seq. No. 


44161 








Seq. ID 


OJ000250_27 .0303. 


C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485' 








End 


8863 




Name 


OJ000250 27 


.0303 


.C13.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


8158 








End 


8644 





45189 




GI 


none 








Score 


52 




Exons 


8158. .8601, 


8162. 


.8212, 


8267-. 


.8644 






o c * nw • 


44161 








Seq. ID 


OJ000250 27.0303 


-C13 


Gene No. 


92976 








Strand 


+ 




Start . 


6485 








End 


8863 




Name 


OJ000250 27 


.0303. 


C13.o4 


tm 


Method 


TBLASTX: Maize 




Start 


8267 








End 


8698 




GI 


hone 








Score 


358 




Exons 


8267 .. 8698, 


8306. 


.8479, 


8497 . 


. 8655 






Seq. No. 


44161 








Seq. ID 


OJ000250_27.0303 


.C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


. 0303. 


C13.o2 


tc 


Method 


TBLASTX : Cress 




Start 


8291 








End 


8608 




GI 


none 








Score 


182 




Exons 


8291. .8608 














Sea No 


44161 








Seq. ID 


OJ000250 27.0303 


.C13 


Gene No. 


92976 








Strand 


+ 




Start 


6485 








End 


8863 




Name 


OJ000250 27 


.0303. 


C13.o6 


tm 


Method 


TBLASTX: Maize 




Start 


8699 








End 


8862 




GI 


none 








Score 


202 




Exons 


8699. .8860, 


8699. 


.8851, 


8704. 


.88 62 






Seq. No. 


44162 








Seq. ID 


OJ000250_27 . 0303 


.C14 


Gene No . 


92977 








Strand 


+ 




Start 


832 








End 


2010 




Name 


OJ000250 27 


.0303. 


C14.ol 


np 


Method 


AAT/NAP 




Start 


832 








End 


2010 




GI 


6907086 








Score 


1390 




Exons 


832. .1600, 


1658. . 


2010 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44163 








Seq. ID' 


OJ000250_27.0303 


.C15 


Gene No . 


92978 








Strand 


+ 




Start 


7243 








End 


9713 




Name 


OJ000250 27 


.0303. 


C15.o3 


np 


Method 


AAT/NAP 




Start 


7176 








End 


9713 




GI 


6907088 








Score 


541 




Exons 


7176. .7313, 


7489. 


.7727, 


8388. 


.8604, 9544. .9713 




GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44163 








Seq. ID 


OJ000250_27.0303 


.C15 


Gene No. 


92978 








Strand 


+ 




Start 


7243 








End 


9713 




Name 


OJ000250 .27 


.0303. 


C15.o2 


gs 


Method 


GENSCAN 




Start 


7243 








End 


8814 




GI 


none 








Score 


.71 




Exons 


7243. .7313, 


8075. 


.8202, 


8267. 


.8814 






Seq. No. 


44163 








Seq. ID 


OJ000250_27.0303 


.C15 


Gene No. 


92979 








Strand 






Start 


227 








End 


6073 




Name 


OJ000250 27 


.0303. 


C15.ol 


.np 


Method 


AAT/NAP 





45190 




Start 


227 




End 


5836 




GI 


4680179 




Score 


4489 




Exons. 


227. ,3642, 


3745. .4620", "5708. 


5836 






GI Descrip. 


• (AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


44163 




Seq. ID 


OJ000250 27 0303 


.CIS 


Gene No. 


92979 




Strand 






Start 


227 




End 


6073 




Name 


OJ000250 27 


.0303.C15.o2.np 


Method 


AAT/NAP 




Start 


5292 




End 


6073 




GI 


6002794 




Score 


1221 




Exons 


5292. .6073 










GI Descrip. 


(AF149813) 


unknown [Oryza sativa] 






Sea No 


44163 




Seq. ID 


OJ000250 27 0303 


. C15 


Gene No. 


92980 




Strand 






Start 


9244 




End 


11002 




Name 


OJ000250 27 


.0303.C15.o6.tw 


Method 


TBLASTX • Whpat 

J- i—> ilrlu J. 1\ a Mil CI \~ 




Start 


271 




End 


604 




GI 


none . 




Score 


100 




Exons 


271. .603, 292. .441, 455. .604 








Seq. No. 


44163 




Seq. ID 


OJOOOPSO 27 0303 


-CIS 


flpnp Mo 


92980 




Strand 






Start 


9244 




End 


11002 




Name 


OJ000250 27 


.0303.C15.o2.tm 


Method 


TBLASTX 'Maize 

X i— J JJiikJ X *\ * LA C^l *X> v-^ 




Start 


454 




End 


1041 




GI 


none 




Score 


69 




Exons 


454. .549, 454. .891, 464. .673, 


622. .891 


, 786 893. 889 


1041 




896. . 1039 










Sea No 


44163 




Seq. ID 


OJ000250 27 0303 


. C15 


Gene No. 


92980 




Strand 






Start 


9244 




End 


11002 




Name 


OJ000250 27 


.0303.C15.ol. tw 


Method 


TBLASTX: Wheat 




Start 


604 




End 


1229 




GI 


none 




Score 


184 




Exons 


' 604 . . 1044, 


728. .1039, 1044. .1229, 1051 


1173 




Sea No 


44163 




Seq. ID 


OJ000250 27 0303 


. C15 


Gene No. 


92980 




Strand 






Start 


9244 




End 


11002 




Name 


OJ000250 27 


.0303.C15.o5. tm 


Method 


TBLASTX: Maize 




Start 


1098 




End 


1390 




GI 


none 




Score 


231 




Exons 


1098. .1388, 


1102.. 1377, 1256. 


.1390 






Sea No 


44163 " 




Seq: ID 


OJ000250_27.0303 


. C15 


Gene No. 


92980 




Strand 






Start 


9244 




End 


11002 




Name 


OJ000250 27 


.0303.C15.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1188 




End 


1443 




GI 


none 




Score 


66 




Exons 


1188. .1316, 


1188. .1436, 1189. 


. 1443 






Seq. No. 


44163 




Seq. ID 


OJ000250_27.0303 


.CIS 


Gene No. 


92980 




Strand 







45191 




Start 


9244 








End 


11002 




Name 


OJ000250 27 


.0303 


.C15.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1212 








End 


1529 




GI 


none 








Score 


95 




Exons 


1212 . . 1355, 


1228 


. . 1353, 


1356. 


.1529, 1410.. 1508 




Seq. No. 


44163 








Seq. ID 


OJ000250_27.0303 


.C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250_27 


.0303 


-C15.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1236 








End 


1715 




GI 


none 








Score 


262 




Exons 


1236 . . 1715, 


1240 


. . 1608 










Seq. No. 


44163 








Seq. ID 


OJ000250 27.0303 


.C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250_27 


. 0303 


.C15,.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


1716 








End 


2229 




GI 


none 








Score 


296 




Exons 


1716. . 2228, 


1804 


. . 2229 










Seq. No. 


44163 








Seq. ID 


OJ000250 27.0303 


,C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250 27 


.0303 


.C15.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1801 








End 


2157 




■ GI 


none 








Score 


244 




Exons 


1801 . .2157, 


1803 


. .2156 










Seq. No. 


44163 








Seq. ID 


OJ000250 27.0303 


C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250_27 


0303 


.C15.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1977 








End 


2222 




GI 


none 








Score 


192 




Exons 


1977 . . 2222 














Seq. No. 


44163 








Seq. ID 


OJ000250 27.0303 


C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250_27 . 


0303 


.C15.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2163' 








End 


2510 




GI 


none 








Score 


66 - 




Exons 


2163. . 2510, 


2308 


. . 2478 










Seq. No. 


44163 








Seq. ID 


OJ000250_27.0303. 


C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 




Name 


OJ000250 27. 


0303 


.C15.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2235 








End 


2531 




GI 


none 








Score 


180 




Exons ■ 


2235. .2531, 


2272 


.2487 










Seq. No. 


44163 








Seq. ID 


OJ000250_27.0303. 


C15 


Gene No. 


92980 








Strand 






Start 


9244 








End 


11002 





45192 



Name . 
Start - 
GI ' 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000250_27. 

2244 

none 

2244. .2603, 
2607. .2639 

44163 
92980 
9244 

OJ000250_27. 

2526 

none 

2526. .2993, 

44163 
92980 
9244 

OJ000250_27. 

2580 

none 

2580. .3062, 

44163 
92980 
9244 

OJ000250_27. 

2994 

none 

2994. .3191, 

44163 
92980 
9244 

OJ000250_27. 

3204 

none 

3204 . .3374, 

44163 
92980 
9244 

OJ000250_27. 

3923 

none 

3923. .4324 

44163 
92980 
9244 

OJ000250_27. 

4205 

none 

4205. .4582 

44163 
92980 
9244 



0303.C15.o2. ts 



2272. .2487, 2295. 



Method TBLASTX : Soybean 
End 2639 
Score 148 

.2603, 2527.. 2622, 2607.. 2639, 



0303.C15.o4 . tm ■ 
2745. .2921, 2749. 

0303.C15.o4 . tw 
2589.. 3035, 2608. 

0303.C15.o8.tm 
2995. .3141 

0303.C15.o8.tw 
3259.. 3378, 3461. 

0303.C15.o7.tm 



Seq. ID OJ000250__27.0303.C15 
Strand 

11002 

TBLASTX: Maize 
2993 
89 



End 

Method 
End 
Score 
.2922 



Seq. ID OJ000250_27.0303.C15 
Strand 

11002 

TBLASTX: Wheat 
3063 
160 



End 

Method 
End- 
Score 
.3063 



Seq. ID OJ000250_27.0303.C15 
Strand 

End 11002 

Method TBLASTX: Maize 

End 3191 

Score 162 



Seq. ID OJ000250_27.0303.C15 
Strand 

11002 

TBLASTX: Wheat 
3607 
84 



End 

Method 
End 
Score 
.3607 



0303.C15.o7.tw 



Seq. * ID OJ0002 50_27 . 0303. C15 
Strand 

End 11002 

Method TBLASTX: Maize 

End 4324 

Score 239 



Seq. ID OJ000250_27.0303.C15 
Strand 

End 11002 

Method TBLASTX : Wheat 

End 4582 

Score 262 



Seq. ID OJ000250_27.0303.C15 
Strand 

End 11002 



45193 



Name 


OJ000250 27 


. 0303 . C15 . o3 . gs Method 


GENSCAN 




Start 


9244 


End 


11002 




GI 


none 


Score 


.83 . :,; 




Exons 


9244 . . 9741, 


984 9. .10217, 10241. .107 55, 


10822. . 11002 • 




Seq. No. • 


44163 


Seq. ID 


OJ000250_27.0303 




Gene No. 


92980 


Strand 






Start 


9244 


End 


11002 




Name 


OJ000250 27 


. 0303 . C15 . o4 . np Method 


AAT/NAP 




Start 


9247 


End 


10714 




GI 


7417736 


Score 


956 




Exons 


9247 . . 9741, 


984 9. . 104 00, 104 37 . . 10714 






GI Descrip. 


(AC016661) 


unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


44163 


Seq. ID 


OJ000250_27.0303 


C15 


Gene No. 


92980 


Strand 






Start 


9244 


End 


11002 




Name 


OJ000250 27 


. 0303 . CIS . o5 . np Method 


AAT/NAP 




Start ■ 


9247 


End 


10723 




GI 


6006379 


Score 


899 




Exons 


9247. .9741, 


9849. .10723 






GI Descrip. 


(AP000559) 


ESTs AU078277 (S1084) ,AU078273 (S13585) , D4 7857 ( S13585 ) 



correspond to a region of the predicted gene.; Similar to 
Caenorhabditis el-egans cosmid C15H9; hypothetical protein 
(U56965)' [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44163 Seq. ID 

92980 Strand 

924 4 End 

OJ000250_27 .0303.C15.ol. tm Method 

9274 End 

none Score 



OJ000250 27.0303.-C15 



11002 
TBLASTX: 
10187 
246 



Maize 



9274. .9741, 9305. .9742, 9852. .10187, 9853. .10173 



44163 Seq. ID 

92980 Strand 
9244 End 
OJ000250_27. 0303. CIS. o9.tw Method 

9274 ' End 
none Score 

9274. .9528, 9311. .9526 



OJ000250__27.0303.C15 
11002 

TBLASTX: Wheat 

9528 

81 



44163 Seq. ID 

92980 Strand 

End 

Method 
End 
Score 

9331.. 9744, 9452.. 9742, 9849.. 10181, 9853.. 10179, 10256 .. 10291 , 
10541. .10645 



9244 

OJ000250_27.0303.C15.ol.ts 

9331 

none 



OJ000250_27.0303.C15 
11002 

TBLASTX: Soybean 

10645 

216 



Seq. No. 44163 Seq. ID 

Gene No. . 92980 Strand 

Start 9244 End 

Name OJ000250_27 . 0303 . C15 . ol . tc Method 

Start 9370 End 

GI none Score 



OJ000250_27. 0303. CIS 
11002 

TBLASTX: Cress 

9744 

239 



45194 



Exons 



9370. .9744, 9449. .9742 



Seq. No. 44164 Seq. ID OJ000250_27 . 0303 . C16 ■ 

Gene No. 92981 Strand 

Start 204 End 7382 

Name OJ000250_27 . 0303 . C16 . ol . gs ■ Method GENSCAN 

..Start 204 " End 7382 

GI none Score .51 

Exons 204.. 394, 638.. 838, 2186.. 2263, 2451.. 2579, 3175.. 3240, 
6350. .6673, 7241. .7382 



Seq. No. 44165 Seq. ID OJ000250_27 . 0303 . C17 

Gene No. 92982 Strand + 

Start 1925 End 3695 

Name OJ000250_27 . 0303 . C17 . ol . gs Method GENSCAN 

Start 1925 End 3695 

GI none Score .55 

Exons 1925.. 1976, 2860.. 2989, 3131. .3695 



Seq. No. 44165 

Gene No. 92982 

Start 1925 . 

Name OJ000250_27 . 0303 . C17 . ol 

Start 2129 

GI 1732513 

Exons 2129.. 2278, 2860.. 2989, 



GI Descrip. (U62743) snapdragon myb 
thaliana] 



Seq. ID OJ000250_27.0303.C17 

Strand + 

End 3695 

.np Method AAT/NAP 

End 3224 

Score 475 
3098. .3224 

protein 305 homolog [Arabidopsis 



Seq. No. 44165 

Gene No. 92982 

Start 1925 

Name OJ000250_27 . 0303 . C17 . ol 

Start 2167 

GI none 

Exons 2167.. 2280, 2847.. 2987, 
*" . . 3095. .3166 

Seq. No. '* 44165 

Gene No. 92982 

Start 1925 

Name OJ000250_27 . 0303 . C17 . ol 

Start 2167 

GI none 

Exons 2167.. 2280, 2855.. 2992, 
3096. .3176 

Seq. No. 44165 

Gene No. 92982 

Start 1925 

Name OJ000250_27 . 0303 . C17 . ol 

Start 2167 

GI none 

Exons 2167. .2280, 2855. .2992, 



Seq. ID OJ000250_27.0303.C17 

Strand + 

End 3695 

.tc Method TBLASTX : Cress 

End 3215 

Score 102 
2855. .2992, 2856. .2990, 3078. .3215, 



Seq. ID OJ000250_27.0303.C17 

Strand + 

End 3695 

.tw Method TBLASTX : Wheat 

End 3176 

Score 102 
2856. .2990, 2876. .2992, 3095. .3172, 



Seq. ID OJ000250_27.0303.C17 

Strand + 

End 3695 

.tm Method TBLASTX : Maize 

End 3200 

Score 102 
2856.. 2990, 3078.. 3200, 3095. .3172 



Seq. No. 44165 Seq. ID OJ000250_27 . 0303 . C17 

Gene No. 92982 Strand + 

■45195 




Start 


1925 


End 


3695 




Name 


OJ000250 27.0303.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2176 


End 


3176 




GI 


none 


Score 


100 




Exons 


2176. .2280, 2855..2992, 2856. 


.2990, 3083.. 3175, 3096.. 3176 


Seq. No.. 


44166 ■ 


Seq. -ID 


OJ000250_23.0303 


.C2 


Gene No. 


92983 


Strand 






Start 


445 


End 


992 




Name 


OJ000250_23 . 0303 .C2 .ol . tm 


Method 


TBLASTX: Maize 




Start 


354 


End 


992 




GI 


none 


Score 


139 




Exons 


354. .476, 361. .705, 363. .602, 


368. .709, 


492. .719, 785.. 


835, 




789. .845, 791. .844, 934. .981, 


935. . 982, 


939. .992 




Seq. No. 


44166 


Seq. ID 


OJ000250_23.0303 


.C2 


Gene No. 


92983 


Strand 






Start 


445 


End 


992 




Name 


OJ000250_23. 0303.C2.ol .gp 


Method 


AAT/GAP 




Start 


445 


End 


730 




GI 


1438559 


Score 


506 




Exons 


445. .730 








Seq. No. 


44166 


Seq. ID 


OJ000250 23.0303 


.C2 


Gene No. 


92984 


Strand 






Start 


912 


End 


2280 




Name 


OJ000250 23.0303.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


912 


End 


2280 




GI 


none 


Score 


60 




Exons 


912. .1055, 919. .1071, 920. .1057, 1168.. 


1278, 1176. .1277 






2179. .2241, 2260. .2280 








Seq. No. 


44167 


Seq. ID 


OJ000250 23.0303 


.C3 


Gene No. 


92985 


Strand 


+ 




Start 


4079 


End 


4230 




Name 


OJ000250 23.0303.C3.o2.np 


Method 


AAT/NAP 




Start 


4079 


End 


4230 




GI 


' 7523483 


Score 


73 




Exons 


4079. .4230 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44167 


Seq. ID 


OJ000250_23.0303 


.C3 


Gene No. 


92986 


Strand 


+ 




Start 


15257 


End 


15792 




Name 


OJ000250 23.0303.C3.o3.np 


Method 


AAT/NAP 




Start 


15257 


End 


15578 




GI 


7488608 


Score 


195 




Exons 


15257. .15578 








GI Descrip. 


FPF1 protein - white mustard 


gi 123704 59 |emb ICAA72716.il 


(Y1 




FPF1 protein [Sinapis alba] 






Seq. No. 


44167 


Seq. ID 


OJ000250_23.0303 


.C3 


Gene No. 


92986 


Strand 


+ 




.Start 


15257 


End 


15792 




Name 


OJ000250 23.0303.C3.ol.gp 


Method 


AAT/GAP 




Start 


15474 


End 


15792 




GI 


5005293 


Score 


525 





45196 





Exons 


15474 . .15792 














44 167 


Seq. ID 


OJ000250 


23 0303 


. C3 




Gene . No. 


92987 


Strand 


+ 








Start 


23883 


End 


29148 








Name 


OJ000250 23.0303.C3.o5.gs 


Method 


GENSCAN 








Start 


23883 


End 


29148 








GI 


none 


Score 


.58 








Exons 


23883. .23998, 24802 .. 24 901 , 


25314. .25502, 29089 


. .29148 






Seq. No. 


44167 


Seq. ID 


OJ000250 


_23.0303 


.C3 




Gene No. 


92988 


Strand 


+ 








Start 


33540 


End 


33744 








Name 


OJ000250 23.0303.C3.o4 . np 


Method 


AAT/NAP 








Start 


33540 


End 


33744 








GI 


6539571 


Score 


63 








Exons 


33540. .33744 












GI Descrip. 


(AP0008.36) hypothetical protein [Oryza 


sativa] 








Sea No 


44167 


Seq. ID 


OJ000250 


23 . 0303 


.C3 




Gene No. 


92989 


Strand 


+ 








Start 


38336 


End 


39847 








Name 


OJ000250 23.0303.C3.o7.gs 


Method 


GENSCAN 








Start 


38336 


End 


39680 






"=:=? 


GI 


none 


Score 


1 






iL ; H 


Exons 


38336.-38395, 38489 38570, 


38686. .39680 






H y 

rl 


Seq. No. 


44167 


Seq. ID 


OJ000250 


_23.0303 


.C3 


s ; 


Gene No. 


92989 


Strand 


+ 






l\J 


Start 


38336 


End 


39847 






\J 


Name 


OJ000250 23.0303.C3.o3.gp 


Method 


AAT/GAP 








Start 


38338 


End 


39847 






= 


GI 


15172 2.R1084 


Score 


1829 






x. ,.3 


Exons 


38338..38395, 38489.-38542, 


39000. .398 


47 






~. . 5 


GI Descrip. 


'54 41872/dbj I AP000366 . 1 | AP000366 2 . Oe- 


21 Oryza 


sativa genomic 


= ; 




DNA, chromosome 2, clone : P0437H03 (contig a)' 






z 

% ss? 


Seq. No. 


44167 


Seq. ID 


OJ000250_ 


_23.0303 


.C3 




Gene No. 


92989 


Strand 


+ 






£3 


Start 


38336 


End 


39847 








Name 


OJ000250 23. 0303.C3.o5.np 


Method 


AAT/NAP 








Start 


38465 


End 


39092 








GI 


6862917 


Score 


144 








Exons 


38465. .38570, 38 68'6 .. 38834 , 


38966. .39092 








GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


44167 


Seq. ID 


OJ000250_ 


_23.0303 


.C3 




Gene No. 


92990 


Strand 










Start 


2078 


End 


4068 








Name 


OJ000250 23.0303.C3.ol.np 


Method 


AAT/NAP 








Start 


2078 


End 


4068 








GI 


100592 


Score 


315 








Exons 


2078. .2217, 3568. .4068 












GI ^Descrip. 


licheniriase (EC 3.2.1.73) isoenzyme Elb precursor - barley 






gi | 4 688931 | emb | CAB4 14 02 . 1 | 


(X56260) lichenase [Hordeum 


vulgare 




Seq. No. 


44167 


Seq. ID 


OJ000250_ 


_23.0303 


.C3 



45197 






Gene No. 


92991 






Strand 










Start 


6527 






End 


8564 








Name 


0 JO 00-250 23. 0303. C3 . 


o2.gs 


Method 


GENSCAN 








Start 


6527 






End 


8564 








GI 


none 






Score 


.4 








Exons 


6527. . 


6590, 7396.-7445, 7782 


I..7988, 8187. .8564 










44167 






Seq. ID 


OJ000250 


91 030^ 


CI 




Gene No. 


92992 






Strand 










Start 


20134 






End 


21290 








Name 


OJ000250 23. 0303. C3. 


o4 . gs 


Method 


GENSCAN 








Start 


20134 






End 


21290 








GI 


none 






Score 


.85 








Exons 


20134 . 


.20370, 20518. 


20567 


20616.". 20670, 21192 


. .21290 






Seq . No . 


44167 






Seq. ID 


OJ000250 


91 n?n? 


CI 




Gene No. 


92993 






Strand 










Start 


41319 






End 


42541 








Name 


OJ000250 23. 0303. C3. 


ol . tm 


Method 


* TBLASTX: 


Maize 






Start 


15239 






End 


15545 








GI 


none 






Score 


51- 








Exons 


15239. 


.15280, 15345. 


. 1554 5 , 


15467. . 15544 






^ c? 




44167 






Seq. ID 


OJ000250 


91 0101 


CI 


i 1 


Gene No. 


92993 






Strand 








Cn 


Start 


41319 






End 


42541 






f U 


Name 


OJ000250 23. 0303. C3. 


ol . ts 


Method 


TBLASTX: 


Soybean 






Start 


• 15260 






End 


15605 




: i 


GI 


none 






Score 


37 






^~ 


Exons 


15260. 


.15280, 15345. 


. 154 64 , 


15480. . 15605 






r i § 


Qpn No 
o • in \J . 


44167 






Seq. ID 


OJ000250 


91 oioi 


CI 




Gene No. 


92993 






Strand 










Start 


41319 






End 


42541 






7! =f 


Name 


OJ000250 23. 0303. C3. 


o2 . tm 


Method 


TBLASTX:] 


Maize 






Start 


38489 






End 


38804 








GI 


none- 






Score 


116 






* J; 


Exons 


38489. 


.38572, 38491. 


38583 


38498. .38599, 38679 


. .38804 




o 


<J \^ V_J . LV\J t 


44167 






Seq. ID 


OJ000250 


91 rnrn 


CI 


1:3 


Gene No. 


92993 






Strand 










Start 


41319 






End 


42541 








Name 


OJ000250 23. 0303. C3. 


08 . gs 


Method 


GENSCAN 








Start 


41319 






End 


42541 








GI 


none 






Score 


.71 








Exons 


41319. 


.41464, 42439. 


.42541 














44168 






Seq. ID 


OJ000250 


91 n ^ 


CA 




Gene No. 


92994 






Strand. ; 


+ 








Start 


1424 






End 


1781 








Name 


OJ000250 23. 0303. C4. 


ol . gs 


Method 


GENSCAN 








Start 


1424 






End 


1781 








GI 


none 






Score 


. 67 








Exons 


1424 . . 


1497, 1740. .17 


81 












Seq. No. 


44168 






Seq. ID 


OJ000250_ 


_23.0303 


.C4 




Gene No. 


92995 






Strand 


+ 







45198 



Start 


23837 


End 


24528 






Name 


OJ000250 23.0303.C4 .oS.gs 


Method 


GENSCAN 






Start 


23837 


End 


24528 






GI 


none 


Score 


. 83 






Exons 


23837. .23906, 24509.. 24528 










Seq. No. 


44168 


Seq. ID 


OJ000250 


_23.0303. 


C4 


Gene No . 


92996 


Strand 


+ 






Start 


29014 


End 


30718 






Name 


OJ00025.0 23.0303.C4.o3.np 


Method 


AAT/NAP 






Start 


29014 


End 


30718 






GI 


7362753 


Score 


779 






Exons 


29014 . .29323, 30077.. 30718 










GI Descrip. 


(AL162651) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


44168 


Seq. ID 


OJ000250 


_23.0303. 


C4 


Gene No. 


92997 


Strand 








Start 


8583 


End 


20471 






Name 


OJ000250 23.0303.C4.ol.np 


Method 


AAT/NAP 






Start 


8583 


End 


16953 






GI 


7228438 


Score 


3310 






Exons 


8583. .8602, 10083 .. 10504 , 11 


831. . 11981, 


12074 . . 


12335, 






1244 0. . 12738, 12819. .13232, 


13318. .13413, 14972 


. .16953 




GI Descrip. 


(AP001366) EST C28952 (C62945 ) corresponds to a 


region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


prot 




isolog (AC003981) [Oryza sativa] 








Seq. No. 


44168 


Seq. ID 


OJ000250 


_23:0303. 


C4 


Gene No. 


92997 ' 


Strand 








Start 


8583 


End 


20471 






Name 


OJ000250 23.0303.C4.o4.gs 


Method 


GENSCAN 






Start 


9920 


End 


20471 






GI 


none 


Score 


.54 






Exons 


9920. .9997, 10083. .104 03, 10483. .10584, 


10828. . 


11024, 






11088. .114 57, 11588. .11610, 


11726. .11981, 12074 


. . 12335, 






12440. .12738, 128 19 .. 12937 , 


12971: .13232, 13337 


. .13506, 






13530. .13684, 137 60 .. 13913, 


14353. .16705, 16837 


. . 17042, 






17301. .17374, 18818. .18868, 


18981. .19107, 19209 


. .19290, 






20409. .20471 










Seq. No. 


44168 


Seq. ID 


OJ000250 


_23.0303. 


C4 


Gene No. 


92997 


Strand 








Start 


8583 


End 


20471 






Name 


OJ000250 23.0303.C4.o2.gp 


Method 


AAT/GAP 






Start 


11395 


End 


13645 






GI 


LIB34 33-02 0-P1-K1-A6 


Score 


750 






Exons 


11395. .11781, 13603. .1364 5 










GI ' Descrip . 


1 5670155/gb|AF161269. 1 IAF1612 69 2.0e-35 


Oryza sativa subsp. 




japonica BAC clone 34K24,., complete sequence 1 






Seq. No. 


44168 


Seq. ID 


OJ000250 


_23.0303. 


C4 


Gene No. 


92997 


Strand 








Start 


8583 


End 


20471 






Name 


OJ000250 23.0303.C4.o2.np • 


Method 


AAT/NAP 






Start 


18686 


- End 


20096 






GI 


7523502 


Score 


114 






Exons 


18 68 6. .18715, 19548. .19622, 


19997. .20096 







45199 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 

Seq. No. - 44168 - Seq. ID OJ000250_23 . 0303 : C4 

Gene No. 92998 Strand 

Start 21286 End 21717 

Name OJ000250_23 . 0303 . C4 . o5 . gp Method AAT/GAP 

Start 21286 End 21717 

GI LIB3432-059-P1-K1-D8 Score 688 

Exons 21286. .21717 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 1 AP000391 O.OeH-OO Oryza sativa genomic 
DNA/ chromosome 6, clone : P0538C01 1 



Seq. No. 


44168 






Seq. ID 


OJ000250_23.0303. 


C4 


Gene No. 


92999 






Strand 






Start 


31458 






End 


33059 




Name 


OJ000250 23. 0303. C4 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


8581 






End 


32399 




GI 


none 






Score 


56 




Exons 


8581. . 


8631, 31432.. 


31524, 31 


.434. .31526, 


32119. .32253, 






32120. 


.32254, 32121 


. .32258, 


32343. .32399, 32345 .. 32392, 






32346. 


.32399 










Seq. No. 


44168 






Seq. ID 


OJ000250_23.0303. 


C4 


Gene No. 


92999 






Strand 






Start 


31458 






End 


33059 




Name 


OJ000250 23. 0303. C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13411 






End 


13593 • 




GI 


none 






Score 


108 




Exons 


13411. 


.13530, 13412 


. .13531, 


13529. .13579, 13540.. 13593 




Seq. No. 


44168 






Seq. ID 


OJ000250_23.0303. 


C4 


Gene No. 


92999 






Strand 






Start 


31458 






End 


33059 




Name 


OJ000250 23. 0303. C4 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


15335 






End 


15712 




GI 


none 






Score 


61 




Exons 


15335. 


.15508/ -15346 


. . 15486, 


15452. .15499, 15533 .. 15709, 






15558. 


.15710, 15563 


. . 15712 








Seq. No. 


44168 






Seq. ID 


OJ000250_23.0303. 


C4 


Gene No. 


92999 






Strand 






Start 


31458 






End 


33059 




Name. 


OJ000250 23. 0303. C4 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


15428 






End 


16006 




GI 


none 






Score 


182 




Exons 


15428. 


.15481, 15528 


. .15827, 


15539. .16006, 15879. .16001. 




Seq. No. 


44168 






Seq. ID 


OJ000250_23.0303. 


C4 


Gene No. 


92999 






Strand 






Start 


31458 






End 


33059 




Name 


OJ000250 23. 0303. C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


29103 






End 


30668 




GI 


none 






Score 


156 




Exons 


29103. 


.29324, 291-48 


. .29174, 


29180. .29323, 30074 .. 304 15 ,' 






30075. 


.30398, 30395 


. .30460, 


30396. .30482, 304 58 .. 30667 , 






30459. 


.30668 











4.5200 




Seq. No. 


44168 




Seq. ID 


OJ000250_23.0303.C4 


C^pnp No 


92999 




Strand 




Start 


31458 




End 


33059 


Name " • 


OJ000250_23. 0303.C4 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


29180 




End 


30673 


GI 


none 




Score 


111 


Exons 


29180. .29323, 29187. 


. 29324, 


30074. .30346, 30075 30668 , 




30404 . . 30673 








Seq. No. 


44168 




Seq. ID 


OJ000250_23.0303.C4 


Gene No . 


92999 




Strand 




Start 


31458 




End 


33059 


Name 


OJ0002 50_23. 0303.C4 . 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


29186 




End 


30473 


GI 


none 




Score 


144 


Exons 


29186. .29338, 29187. 


.29324, 


30066. .30155, 3007 4 .. 30472 , 




30075 . . 30473 








Seq. No. 


44168 




Seq. ID 


OJ000250_23.0303.C4 


Gene No. 


92999 




Strand 




Start 


31458 




End 


33059 


Name 


OJ000250 23/0303. C4. 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


30473 




End 


30671 


GI 


none- 




Score 


226 


Exons 


30473. . 30655, 30474 . 


. 30671 






Seq. No. 


- 

44168 




Seq. ID 


OJ000250_23.0303.C4 


Gene No. 


92999 




Strand 




Start 


31458 




End 


33059 


Name 


OJ000250 23. 0303. C4. 


06 . gp 


Method 


AAT/GAP 


Start 


31270 




End 


32974 


GI 


387 1.R1084 




Score 


971 


Exons 


31270. .31523, 32121. 


.32253, 


32343. .324 


27, 32921.. 32974 


GI Descrip. 


'2342674 8.0e-19 (AC000106) 


Similar to 


ATP-dependent Clp 


protease (gb D90915) 


. EST gb N654 61 comes from this gene. 




[Arabidopsis thaliana] 1 






Seq. No. 


44168 




Seq. ID 


OJ000250_23.0303.C4 


Gene No. 


92999 




Strand ' 




Start 


31458 




End 


33059 


Name 


OJ000250 23. 0303. C4. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


31441 




End 


32393 


GI 


none 




Score 


105 


Exons 


31441. .31524, 31443. 


.31526, 


32089. .32253, 3211 9 .. 32253, 




32120. .32254, 32121. 


.32258, 


32343. .32393, 32345.. 32392 



Seq. No. 44168 

Gene No. 92999 

Start 31.4 58 

Name OJ000250_23 . 0303 . C4 . o2 . tc 

Start 31446 

GI none 

Exons 31446. .31526, 314 65 .. 31524 , 
32121. .32258, 32122 .. 32253, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
32111. .32227, 
32343. .32396, 



OJ000250 23. 0303. C4 



33059 

TBLASTX: Cress 
32396 
76 

32119. .32232, 
32345. .32392 



Seq. No. 
Gene No. 



44168 
92999 



Seq. ID 
Strand 



OJ000250 23. 0303. C4 



45201 




Start 


31458 


End 


33059 




Name 


OJ000250 23.0303.C4.o7.gs 


Method 


GEN SCAN 




Start . 


31458 


•End 


33059 




GI n " 


none 


Score 


.85 




Exons 


31458. .31523, 32121 .. 32253, 


32343.-32427, 32921. 


.33059 


Seq. No. 


44168 


Seq. ID 


OJ000250_ 


23. 0303. C 


Gene No. 


92999 


Strand 






Start 


31458 


End 


33059 




Name 


OJ000250 23. 0303. C4 .o4 . np 


Method 


AAT/NAP 




Start 


31461 


End 


32392 




GI 


548852 


Score 


365 




Exons 


314 61. .31523, . 32121. .32253, 


32343. .32392 




GI Descrip. 


40S RIBOSOMAL PROTEIN S21 gi | 48 1227 | pir | | S38357 


ribosomal 



protein S21 - rice gi i 303839 fdbj | BAA02158 | (D12633) 40S subunit 
ribosomal protein [Oryza sativa] 



Seq. No. 44168 
Gene No. 92999 
Start 31458 

Name OJ000250_23 . 0303 . C4 . o3 . tm 

Start 31464 
■GI none 
Exons 31464. 

32120. 

32346. 



,31526, 31465. .31524, 
.32254, 32121. .32258, 

,32402 



Seq. ID OJ000250_23.0303.C4 
Strand 

End 33059 

Method TBLASTX: Maize 

End 32438 

Score 83 
32089. .32253, 32119. . 32-2-53, 
32343. .32438, 32345.-32392, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44169 



Seq. ID OJ000250_23.0303.C5 



93000 Strand + 

119 End 3647 

OJ000250_23 . 0303 . C5 . ol . gs Method GENSCAN 

119 End 3647 

none Score .72 

119. .377, 474. .746, 907. .1022, 1529. .1593, 1666. 
3523. .3647 



.1892, 



Seq.- No. 44169 Seq. ID 

Gene No. * 93001 * Strand 

Start 6068 End 

Name OJ000250_23 . 0303 . C5 . o2 . gs Method 

Start 6068 . End 

GI none Score 

Exons 6068.. 6478 



OJ000250_23.0303.C5 
+ 

6478 
GENSCAN 
6478 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Star.t 

GI 

Exons 

GI Descrip. 



44169 Seq. ID OJ000250 

93002 Strand + - 

9788 End 12884 ■ 

OJ000250_23.0303.C5.ol.np Method AAT/NAP 

9788 End 12884 

2342674 Score 285 
9788. .10111, 



23. 0303. C5 



11556. 



11660, 12078. .12249, 12852.. 12884 
(AC000106) Similar to ATP-dependent Clp protease (gb|D90915) 
EST gb|N65461 comes from this gene. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



44169 
93002 
9788 



Seq. ID OJ000250_23.0303.C5 
Strand + 
End 12884 



45202 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000250_23 . 0303 . C5 . o2 . gp Method AAT/GAP 

11542 End 12884 

3760393 Score-- 544 

11542. .11660, 12110. . 12232, 12835. .12884 

'2342674 8.0e-19 (AC000106) Similar to ATP-dependent Clp protease 

(gb_D90915) . EST gb_N654 61 comes from this gene. [Arabidopsis 
thaliana] 



44169 Seq. ID 

93003 Strand 

9738 End 

OJ000250_23.0303.C5.o2. ts Method 

6343 End 

none Score 

6343. .6468, 6359. .6490 



OJ000250_23.0303.C5 
9922 

TBLASTX : Soybean 

6490 

183 



OJ000250 23. 0303. C5 



44169 Seq. ID 

93003 Strand 

9738 End . 9922 

OJ000250_23 . 0303 . C5 . ol . gp Method AAT/GAP 

9738 End 9922 

LIB3479-011-Q6-K1-F9 Score 342 
9738. .9922 

'2342674 8.0e-19 (AC000106) Similar, to ATP-dependent Clp 
protease (gb_D90915) . EST gb_N65461 comes from this gene. 
[Arabidopsis thaliana] ' 



44169 Seq. ID 

93004 Strand 
10052 • End 

OJ000250_23. 0303.C5.ol. ts Method 
10052 End 
none Score 

10052. .10114, 11577. .11660, 

. 12086. .12241, 12112. .12243 

44169 

93004' Strand 
10052 . End 
OJ000250_23. 0303.C5 .ol . tc Method 
11575 End 
none Score 

11575. .11658, 11577. .11672, 12086 .. 12241, 1208 6 . . 1224 1 , 

12103. .12243, 12835. .12882 



OJ000-250_23.0303.C5 
12882 

TBLASTX: Soybean 
12243 
73 

11578. .11658, 1208 6. .12241, 



Seq. ID OJ000250_23. 0303.C5 



12882 
• TBLASTX: Cress 
12882 
75 



44170 Seq. ID 

93005 ' Strand 

1 End 
OJ000250_23 . 0303 . C6 . ol . np Method 
1 End 
2342674 Score 
1..68, 308. .379, 459. .566 

(AC000106) Similar to ATP-dependent Clp protease (gb|D90915) 
EST gb|N654 61 comes from this gene. [Arabidopsis thaliana] 



OJ000250_23.0303.C6 
+ 

885 

AAT/NAP 

566 

106 



44170 
93005 



Seq. ID OJ000250_23. 0303.C6 
Strand + 



45203 





Start 


1 


End 


885 




Name 


OJ000250 23.0303.C6.ol.gs 


Method 


GENSCAN 




Start 


99 


" End 


885 




GI 


none 


Score 


.73 




Exons 


99. .179, 326. .379, 459. .542, 


790. .885 








4 417 0 


Seq. ID 


OJ000250 23. 0303. C6 




Gene No. 


93005 


Strand 


+ ~ 




Start 


1 


End 


885 




Name 


OJ000250 23.0303.C6.ol.gp 


Method 


AAT/GAP 




Start 


333 


End 


849 




GI 


2796955 


Score 


295 




Exons 


333. .379, 459. .542, 790. .849 








Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303.C6 




Gene No. 


93006 


Strand 


+ 




O Lai L 


8255 


End 


12262 




Name 


OJ000250 23.0303.C6.o3.gs 


Method 


GENSCAN 




Start 


8255 


End 


12262 




GI 


none 


Score 


.86 




Exons 


8255. .8416, 8516. .8729, 8810 


..8958, 9706. .9822, 9905. .10021, 






10217. . 10394, 10433. . 10640, 


11372. . 11493, 11613. .11704, 






11950. .11986,' 12202.. 12262 






h a? 

\3 


Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303.C6 




Gene No. 


93006 


Strand 


+ 




Start 


8255 


End 


12262 


i y 


LNCtlilC 


OJ000250 23.0303.C6.o3.gp 


Method 


AAT/GAP 




Start 


11644 


End 


12262 




GI 


LIB34 7 5-008-P1-K1-G9 


Score 


224 




Exons 


11644. .11704, 11950. .11986, 


12202. .12262 


? i E 


GI Descrip. 


'3193293 5.0e-14 (AF069298) 


contains a 


short region of 






similarity to another Arabidopsis hypothetical protein F19K2: 






(GB : AC000375 ) [Arabidopsis thaliana] 1 






Qe*n No 


44170 


Seq. ID 


OJ000250_23.'0303.C6 


lis- 


Gene No. 


93007 


Strand 






Start 


1012 


End 


1639 




Name 


OJ000250 23.0303.C6.o2.gp 


Method 


AAT/GAP 




Start 


1012 


End 


1639 


rr id 1 


GI 


none 


Score 


1177 




Exons 


1012. .1639 








Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303.C6 




. Gene No. 


93008 


Strand 






Of- a yf- 


4114 


End 


8936 




Name 


OJ000250 23.0303.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


856 




GI 


none 


Score 


59 




Exons 


2. .37, 2. .37, 102. .167, 103. 


.180, 104. 


.181, 105. .182, 279. .3 






300. .368, 325. .372, 331. .378 


, 332. .379 


, 456. .542, 459. .548, 






788. .856, 789. .833 








Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303.C6 




Gene No. 


93008 


Strand 






Start 


4114 


End 


8936 




Name 


OJ000250 23.0303.C6.o2.np 


Method 


AAT/NAP 



45204 



Start 


4114 


End 


8936 




GI 


6523547 


Score 


301 




Exons 


4114. .4163, 8220. .8936 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvo: 




carteri f . nagariensis] 








Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303 


.C6 


Gene No. 


93009 


Strand 






oLaiL 


10207 


End 


10640 




Name 


OJ000250 23.0303.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


10207 


End 


10640 




GI 


none 


Score 


132 




Exons 


10207. .10395, 10211. .10396, 


10217. .10399, 10218. .10424, 






104 50 . . 1051b , 1U4 fo / . . lUol / , 


10510.'. 10638, 10515. .10640, 






10515. . 10640 








Seq. No. 


44170 


Seq. ID 


OJ000250_23.0303 


.C6 


t^ene wo . 


93010 


Strand 






Start 


11360 


End 


12275 




Name 


OJ000250 23.0303.C6.o3.tm 


Method 


TBLASTX : Maize 




Start 


11360 


End 


12275 




GI 


none 


Score 


86 




Exons 


11360. .114 94, 11369. .114 94, 


11370. . 11498, 11611. .11703, 






11611. .11703, 11612. .11704, 


12201. .12275 




oeq . 1NO ■ 


44171 


Seq. ID 


OJ000250_23.0303 


,C8 


Gene No. 


93011 


Strand 


+ 




Start 


69 


End 


135 




Name 


OJ000250 23.0303.C8.ol.gs 


Method 


GEN SCAN 




Start 


69 


End 


135 




GI 


none 


Score 


.91 




Exons 


69. .135 








Seq. No. 


44172 • 


Seq. ID 


OJ000150_28.0323 


.CI 


Gene No. 


93012 


Strand 






Start 


23 


End 


1063 




Name 


• OJ000150 28.0323.*Cl.ol.np 


Method 


AAT/NAP 




Start 


23 


End 


1058 




GI 


7488368 


Score 


305 




Exons 


23. .182, 445. .530, 610. .774 


, 887.. 1058 






GI Descrip. 


thioredoxin homolog F22013. 


5 - Arabidopsis thaliana 





Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



gi | 30634 44 | gb | AAC14032 . 1 | (AC003981) F22013. 5 
thaliana] gi I 4 973256 | gb | AAD35005 . 1 1 AF14 4 387_1 
thioredoxin-like 1 [Arabidopsis thaliana] 



[Arabidopsis 
(AF144387) 



44172 
93012 
23 

OJ000150__28 .0323.Cl.ol.gp 

177 

none 

177. .391 

4 4172 
93012 
23 

OJ000150 28.0323.Cl.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000150_28.0323.C1 

1063 . 
AAT/GAP 
391 
396 ■ 



OJ000150_28.0323.C1 

1063 
GENSCAN 



45205 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



372 End 1006 

none Score .83 

372. .530, 610. .774, 887. .1006 



44172 
93012 
23 

OJ000150_28 . 0323 . CI . o2 . gp 
409 

28186 1.R1084 



Seq. ID OJ000150_28.0323.C1 
Strand 

End 1063 

Method AAT/GAP 

End 1063 

Score 837 



409. .530, 610. .774, 887. .1063 

'3063444 2.0e-30 (AC003981) F22013.5 [Arabidopsis thaliana] 
>gi_4973256_gb_AAD35005.1_AF144387_l (AF144387) thioredoxin-like 
1 [Arabidopsis thaliana] ' 





Seq. No. 


44172 






Seq. ID 


OJ000150_28 .0323 


.CI 




Gene No . 


93012 






Strand 








Start- 


23 






End 


1063 






Name 


OJ000150_ 


28. 0323. CI 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


441 






End 


1033 






GI 


none 






Score 


60 






Exons 


441. . 530, 


445. .519, 


596. .763, 


607 . .777, 


884 . . 1033 






Seq. No. 


* 44172 






Seq. ID 


OJ000150_28 . 0323 


.CI * 




Gene No . 


93012 






Strand 






ih 


Start 


23 






End 


1063 




Til 


Name 


OJ000150_ 


28 . 0323 .CI 


ol . tm 


Method 


TBLASTX: Maize 






Start 


444 






End 


1045 






GI 


none 






Score 


65 




\:a 


Exons 


444 . . 530, 


445. .525, 


596. .766, 


604 . . 777, 


878 . . 1045, 888 . 


. 1040 


i j 

fy 


Seq. No. 


44172 






Seq. ID 


OJ000150_28 . 0323 


.CI 




Gene No . 


93012 






Strand 








Start 


23 






End 


1063 






Name 


OJ000150 


28. 0323. CI 


ol . tw 


Method 


TBLASTX: Wheat 






Start . 


444 






End 


1045 






GI 


none 






Score 


41 






Exons 


444. .530, 


445. . 519, 


596. .766, 


607. .777, 


878. .1045, 888. 


.1034 


r " 


Seq. No. 


44172 






Seq. ID 


OJ000150_28.0323 


.CI 




Gene No. 


93012 






Strand 








Start 


23 






End 


1063 






Name 


OJ000150 


28. 0323. CI 


ol. tc 


Method 


TBLASTX: Cress 






Start 


453 






End 


1033 








none 






Score 


116 






Exons 


453. .530, 


596. .778, 


604 . .777, 


762. .779, 


884. .1033 






Seq. No. 


44173 






Seq. ID 


OJ000150_28-.0323 


.C3 " 




Gene No. 


93013 






Strand 


+ 






Start 


223 






End 


1236 






Name 


• OJ000150 


28. 0323. C3. 


ol . gs 


Method 


GENSCAN 






Start 


223 






End 


1173 






GI 


none 






Score 


.5 






• Exons 


223. .1173 














Seq. No. 


44173 






Seq. ID 


OJ000150_28.0323 


.C3 




Gene No. 


93013 






Strand 


+ 





45206 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



223 



End' 
Method 
End ■ 
Score 



1236 
AAT/NAP 
1236 
385 



OJ000150_28.0323.C3.ol.np 
223 • 
1402883 
223. .1236 

(X98130) unknown [Arabidopsis thaliana] gi | 14 95263 I emb | CAA6611 9 | 
(X97487) orf09 [Arabidopsis thaliana] - . 



44173 Seq. ID 

93013 Strand 
223 End 
OJ000150_28.0323.C3.ol.tc Method 

580 - * End 
none Score 



OJ000150_28.0323.C3 
+ 

1236 

TBLASTX: Cress 

1236 

44 



580. .615, 703. .1041, 718. .822, 793. .978, 808. .969, 823. .909, 
846. .1007, 973. .1227, 973. .1050, 976. .1236, 1074. .1235 



44173 
93013 
223 

OJ000150_28.0323.C3.ol.tm 

691 

none 



Seq. ID OJ000150_28.0323.C3 
Strand + 

1236 

TBLASTX: Maize 
1236 



End 

Method 
End 
Score 



193 



691. .828, 700. .984, 700. .807, 715. .801, 718. 
756. .914, 793. .972, 84 9 .. 971, 865 .. 972, 969. 
1102. .1233, 1105. .1236, 1126. .1227 



,900, 751. .972, 
,1031, 1090. .1194, 



44173 
93013 
223 

OJ000150_28 .0323.C3.ol.tw 
826 
none 

826. .969, 826 
1120. .1236 



Seq. ID OJ000150 28. 0323. C3 



Strand 
End 

Method 
End 
Score 

972, 973. .1068, 1095.. 



+ 

1236 

TBLASTX: Wheat 

1236 

122 

1196, 1102. .1200, 



Seq. No. 44174 rf Seq. ID 

Gene No. 93014 '" Strand 

Start 1016 End 

Name OJ000150_28 . 0323 . C25 . ol . gp Method 

Start 1016 End 

GI none Score 

Exons 1016.. 1296 



OJ000150_28.0323.C25 
+ 

1296 
AAT/GAP 
1296 
531 



Seq. No. 44174 Seq. ID 

Gene No. 93015 Strand 

Start 917 • End 

Name OJ000150_28 . 0323 ; C25 . ol . gs Method 

Start 917 End 

GI none Score 

Exons 917.. 1095 



OJ000150__28.0323.C25 

1095 
GENSCAN 
1095 
.61 



Seq. No. 44175 Seq. ID 

Gene No. 93016 Strand 

Start 4 9 End 

Name OJ000150_28 . 0323 . C28 . ol . tm Method 

Start 39 End 



OJ000150_28.0323.C28 
1086 

TBLASTX: Maize 
855 



45207 



GI 

Exons 



none 



Score 



125 



39. .125, 49. .138, 49. .174, 50. .175, 333. .413, 334. .411, 





342. .416, 


493.. 663, 493 


. . 660, 


495. . 671 


, 759.-854, 


760. . 


855, 




760. .849 














Seq. No. 


44175 






Seq. ID 


- 

OJ000l50_28 


. 0323 


.C28 


Gene No. 


93016 






Strand 


— 






Start 


49 






End 


1086 






Name 


OJ000150_ 


28.0323.C28.ol 


.gs 


Method 


GENSCAN 






Start 


49 






End 


849 






GI 


none 






Score 


. 9 






Exons 


4 9.. 173, 


335 . . 4 10, 4 95 . 


. 661, 


720 . .84 9 








Seq. No. 


44175 






Seq. ID 


OJ000l50_28 


.0323 


.C28 


Gene No. 


93016 






Strand 








Start 


49 






End 


1086 






Name 


OJ000150 


_28.0323.C28.ol 


,np 


Method 


AAT/NAP 






Start 


52 






End 


1086 






GI • 


7451237 






Score 


300 






Exons 


52. . 149, 


323.. 397, 488. 


.662, 


760. .849, 


1033. .1086 







GI Descrip. conserved hypothetical protein MTH580 - Methanobacterium 







thermoautotrophicum 


(strain 


Delta H) 


gi| 2621658 


|gb|AAB85086 






(AE000840) conserved 


protein 


[Methanobacterium 






i J 




thermoautotrophicum] 












Li I 


Seq. No. 


44176 




Seq. ID 


OJ000150_ 


_2E 


J.0323.C36 


~ 


Gene No. 


93017 




Strand 










Start 


1298 




End 


1498 ' 








Name 


OJ000150 28.0323.C36 


. ol . gs 


Method 


GENSCAN 








Start 


1298 




End 


1498 








GI 


none 




Score 


.68 








Exons 


1298. .1498 














Seq. No. 


44177 




Seq. ID 


OJ000150_ 




S.0323.C37 




Gene No. 


93018 




Strand 








h a 


Start 


370 




End 


702 








Name 


OJ000150 28.0323.C37 


. ol . gs 


Method 


GENSCAN 






~- =? 


Start 


370 




End 


702 








GI 


- none 




Score 


. 7 








Exons 


370. .702 














Seq. No. 


44178 




Seq. , ID 


OJ000150_ 


_28 


I.0323.C42 




Gene No. 


93019 




Strand 










Start 


66 




End 


517 








Name 


OJ000150 28.0323.C42 


. ol . gs 


Method 


GENSCAN 








Start 


66 




End 


517 








GI 


none 




Score 


.61 








Exons 


66. .167, 399. .517 














Seq. No. 


44179 




Seq. ID 


OJ000150_ 


_28 


:.0323.C46 




Gene No. 


93020 




Strand 


+ 








Start 


227 




End 


380 








Name 


OJ000150 28.0323.C46, 


. ol . gs 


Method 


GENSCAN 








Start 


227 




End 


380 








GI 


none 




Score 


.78 








Exons 


227. .380 













II 



45208 





Seq. No. 


44180 




Seq. ID 


OJ000150 

\*/ w \J Kf \J -L. w 


28 0323 


,C50 




Gene No. 


93021 




Strand 


+ 








Start 


405 




End 


462 








Name 


OJ000150 28.0323.C50. 


.ol .gs 


Method 


GEN SCAN 








Start 


405 




End 


462 








GI 


none .; 




Score 


.53 








Exons 


405. ."462 














Seq. No. 


44180 




Seq. ID 


OJ000150 


28 . 0323. 


C50 




Gene No. 


93022 




Strand 


+ 








Start 


833 




End 


919 








Name 


OJ000150 28.0323.C50. 


, ol . gp 


Method 


AAT/GAP 








Start 


833 




End 


919 








GI 


none 




Score 


151 








Exons 


833. . 919 














Seq. No. 


44181 




Seq. ID 


OJ000150 


28 . 0323 . 


C55 




Gene No. 


■93023 




Strand 


+ 








Start 


12100 




End 


12654 








Name 


OJ000150 28.0323.C55. 


o3.gp 


Method 


AAT/GAP 








Start 


12100 




End 


12654 








GI 


none 




Score 


864 






f **? 


Exons 


12100. . 12551, 12612. . 


42654 












Seq. No. 


44181 




Seq. ID 


OJ000150 

v*y \j \j \j \j _l \j 


28 0323 


C55 


x : : 


Gene No. 


93023 




Strand 


+ 








Start 


12100 




End . 


12654 






C3 


Name 


OJ000150 28.0323.C55. 


o4 . gp 


Method 


AAT/GAP 








Start 


12100 




End 


12653 








GI 


none 




Score 


862 








Exons 


12100. . 12551, 12612. . 


12653 










S 


Seq. No. 


.44181 




Seq. ID 


OJ000150_ 


28.0323. 


C55 




Gene No. 


93024 




Strand 


+ 








Start 


16089 




End 


22122 








Name 


OJ000150 28.0323.C55. 


06 . gp 


Method 


AAT/GAP 






. — 


Start 


16054 




End 


18339 . 








GI 


35079 1.R1084 




Score 


1571 








Exons 


16054. .16277, 17202. . 


17275, 


17800. . 18339 






1: J 


GI Descrip. 


? 4680488/gb|AF119222. 


HAF119222 3.0e-16 Oryza sativa BAC clone 






1.H19, complete sequence' 












Seq. No. 


44181 




Seq. ID 


OJ000150_ 


28.0323. 


C55 




Gene No. 


93024 




Strand 


+ 








Start 


16089 




End 


22122 








Name 


OJ000150 28.0323.C55. 


o5 . gs 


Method 


GENSCAN 








Start 


16089 




End 


21741 








- GI 


none- 




Score 


.89 








Exons 


16089. . 16277, 17202. . 


17275, 


18.910. .19083, 19621. 


. 19729, 








19878. .20018, 20118.. 


20231, 


20 : 690. .20768, 21295. 


.21404, 








21476. .21532, 21652.. 


21741 












Seq. No. 


44181 




Seq. ID 


OJ000150_ 


28.0323. 


C55 




Gene No. 


93024 




Strand 


+ 








Start 


16089 




End 


22122 








Name 


OJ000150 28.0323.C55. 


o7.gp 


Method 


AAT/GAP 








Start 


18616 




End 


22122 







45209 



GI 

Exons 



GI Descrip. 



837_1.R1084 Score 2077 

18616... 18660, 18892. .19083, 19621 .. 19729, 19878 .. 20018 , 
20118. .20231, 20690. .20768, 2 1295 .. 214 04 , 21476 .. 21532, 
21652. .'21721, 21847.. 22122 

1 4105561 1.0e-134 (AF047444) ribulose-5-phosphate-3-epimerase 
.[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44181 - Seq. ID OJ000150_28 . 0323 . C55 

93024 Strand + 

16089 End 22122 

OJ000150_28.0323.C55.o4.np Method AAT/NAP 
18989. End 21893 

6647761 Score 1108 

18989. .19083, 19621 .. 19729, 
20690. .20768, 21295 .. 21404 , 
21847. .21893 

RIBULOSE-PHOSPHATE 3-EPIMERASE PRECURSOR ( PENTOSE-5-PHOSPHATE 
3-EPIMERASE) (PPE) (RPE) (R5P3E) gi 14105561 (AF047444) 
ribulose-5-phosphate-3-epimerase [Oryza sativa] 



19878. .20018, 20118. 
21476. .21532, 21652, 



.20231, 
,21721, 



Seq. No. 44181 Seq. ID 

Gene No. 93025 Strand 

Start 24814 End 

Name OJ000150_28 . 0323 . C55 . 06 . np Method 

Start 24814 End 

GI 6523547 Score 

Exons 24814. .24870, 25736.. 25986 , 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ000150_28.0323.C55 
+ 

25986 
AAT/NAP 
25986 
85 



Seq. No. 44181 Seq. ID 

Gene No. 93026 Strand 

Start 1 End 

Name OJ000150_28 . 0323 . C55 . ol . np Method 

Start 1 End 

GI 2459410 Score 

Exons 1 . . 351 . 

GI Descrip. (AC002332) putative thioredoxin [Arabidopsis thaliana] 



OJ000150_28.0323.C55 

3186 
AAT/NAP 
351 
106 



Seq. No. 44181 • Seq. ID 

Gene No. 93026 Strand 

Start 1 End 

Name OJ000150_28 . 0323 . C55 . ol . gp Method 

Start 172 End 

GI 28186_1.R1084 Score 

Exons 172. .351, 1301. .1511, 1584. .1630 

GI Descrip. '3063444 2.0e-30 (AC003981) F22013.5 
>gi_4 97 3256_gb_AAD35005. 1_AF14 4 387_1 
1 [Arabidopsis thaliana] ' 



OJ000150_28.0323.C55 

3186 
AAT/GAP 
1630 
803 

[Arabidopsis thaliana] 
(AF144387) thioredoxin-like 



Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 



44181 
93026 
1 

OJ000150_28.0323.C55.c-l.gs 

175 

none 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 3186 

Method GENSCAN 

End 3186 

Score .64 



175. .205, 1225. .1404, 1831. .1974, 2962. .3029, 3098. .3186 



45210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44181 Seq. ID 

93027 - Strand 

3645 End 

OJ000150_28 . 0323 . C55 . o2 . np Method 

3645 End 

6539263 . Score 



OJ000150_28.0323.C55 

6798 
AAT/NAP 
6798 
921 • 



3645. .3668, 5026. .6544, 6758.-6798 

(AC011765) hypothetical protein [Arabidopsis thaliana] 



44181 Seq. ID 

93027 Strand 

3645 End 
OJ000150_28 . 0323 . C55 . o2 . gs Method 

4957 End 

none Score 
4957. . 6594 



OJ000150_28.0323.C55 

6798 
GEN SCAN 
6594 
1 



Seq. No. 44181 . 

Gene No. 93028 
Start 7043 

Name OJ000150_28 . 0323 . C55 . o3 . np 

Start 7042 
GI 7430723 

Exons 7042.. 7535', 7587.. 7768, 7912. 

GI Descrip. cytochrome P450 homolog F17K2 
gi I 297 954 4 | gb | AAC06153 . 1 | 
[Arabidopsis thaliana] 



Seq. ID OJ000150_28 . 0323.C55 
Strand 

End 11695 
Method AAT/NAP 
End 8942 
Score 802 

,8238, 8330. .8545, 8634. .8942 
,4 - Arabidopsis thaliana 
(AC003680) putative cytochrome P450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44181 Seq. ID 

93028 Strand 

7043 End 

OJ000150_28 . 0323.C55.o3.gs Method 

7043 End 

none Score 



OJ000150_28.0323.C55 

11695 
GENSCAN 
11695 
.88 



7043. .7825, 7942. .8199, 8330. .8545, 8634. .8984, 9363. .9398, 
10187. .10438, 10454.. 11695 



Seq. No. 44181 

Gene No. -93028 

Start 7043 

Name OJ000150_28 . 0323 . C55 . o2 . 

Start 8650 

GI 2431472 

Exons 8650.. 8978 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28. 0323.C55 

11695 
AAT/GAP 
8978 
635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



44181 Seq. ID 

93029 Strand 

12223 End 

OJ000150_28.0323.C55.o4.-gs Method 

12223 End 

none Score 



OJ000150_28.0323.C55 

15806 
GENSCAN 
15806 
.55 



12223. .12404, 12430 .. 12822, 12860 .. 13015, 13752 .. 13803 , 
13910. .14358, 14880. .15085, 154 71 .. 15551 , ; 15673 .. 15806 



44181 
93029 



Seq. ID OJ000150_28.0323.C55 
Strand 



45211 



Start 12223 End -15806 

Name OJ000150_28 . 0323 . C55 . o5 . gp Method AAT/GAP 

Start 12733 End 13430 

Gl" ' 3653_1.R1084 Score 1285 

Exons 12733.. 13430 - 

GI Descrip. 1 601 6874 /dbj | BAA85217 . 1 | 3.0e-17 (AP000570) ESTs 

C19143 (E10020) , D25076 (R3116) correspond to a region of the 
predicted gene.; Similar to putative AC9 transposase. (P03010) 
[Oryza sativa] 1 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . ol . tm 

Start 5032 
GI none 

Exons 5032.. 5658, 5033.. 5473, 5224. 

5522.. 5650, 5549.. 5650, 5682. 
5714. ,5971, 5764. .5901, 5764. 
5827. .6054, 5843. .5959, 5899. 
5992.. 6273, 5993.. 6274, 6019. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5274, 5386 
.5732, 5692 
.5958, 5782 
.6051, 5976 
. 6273 



OJ000150 28.0323.C55 



25920 

TBLASTX: Maize 
6274 
172 

5562, 5452. .5649, 
5961, 5701. .5886, 
5958, 5783. .5971, 
6071, 5977. .6264, 



Seq. No. 44181 Seq. ID 

Gene No. 93030- Strand 

Start 22458 End 

Name OJ000150_28 . 0323 . C55 . o4 . ts Method 

Start 5032 End 

GI none Score 

Exons 5032.. 5466, 5191.. 5466 



OJ000150_28.0323.C55 
25920 

TBLASTX : Soybean 

5466 

108 



Seq. No. 44181 Seq. ID 

Gene No. 93030 Strand 

Start 22458 End 

Name OJ000150_28 . 0323 . C55 . o5 . tc Method 

Start 5035 End 

GI none Score 

Exons 5035.. 5364, 5036.. 5362 



OJ000150_28.0323.C55 
25920 

TBLASTX: Cress 

5364 

82 



Seq. No. 44181 

Gene No. 93030 

Start 22458 

Name OJ000150_28 . 0323 . C55 . ol . tw 

Start 5339 

GI none 

Exons 5339.-5362, 5341.. 5661, 5393. 

5698. .5820, 5699. .5800, 5827. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 28.0323.C55 



25920 

TBLASTX: Wheat 
6274 
34 

5662, 5555. .5662, 5689. 
6060, 5992. .6273, 5999. 



.5970, 
, 6274 



Seq. No. 44181 
Gene No.., 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . ol . tc 

Start 5365 
GI none 

Exons 5365..5484, 5486.. 5656, 5488, 

5701. .6021, 5734. .6264, 5794. 
5948. .6274, 5986 .. 6273, 6295 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 28.0323.C55 



25920 

TBLASTX: Cress 
6549 
98 

5655, 5488. .5661, 5680. 
5979, 5808. .5831, 5884. 
6429, 6442..6S49 



,5805, 
, 6066, 



45212 




Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o7 

Start 5482 
GI none 

Exons 5482.. 5574, 5503 5655 , 

5714. .5881, 5716. .5883, 
6316.. 6429 

Seq. No. ■ 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o2 

Start 7058 
GI none 

Exons 7058.. 7513, 7059.. 7241, 

8423. .8548, 8442. .854.6, 
8745. .8897 




Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 
.ts Method TBLASTX : Soybean 

End 6429 

Score 52 
.5550. .5639, 5557. .5643, 5686. .5883, 
5833. .5952, 6019. .6162, 6163. .6273, 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 
.ts Method TBLASTX : Soybean 

End 8897 

Score 7 9 
7269. .7505, 7616. .7738, 8089. .8244, 
8634. .8699, 8638. .8688, 8745. .8834, 



Seq. No. 44181 Seq. ID 

Gene No. 93030 Strand 

Start 22458 End 
Name ' OJ000150_28 . 0323 . C55 . o3 . tc Method 

Start 7058 End 

GI none Score 

Exons 7058.. 7492, 7161.. 7490 



OJ000150_28 . 0323 . C55 
25920 

TBLASTX: Cress 

7492 

171 



Seq. No. 44181 . 

Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o2 . 

Start 7100 
GI none 
Exons 7100. , 

7610. , 

8438. , 

11154. 



7243, 7173.. 7232, 
7738, 7981. .8088, 
8554, 8634. .8699, 
.11300 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 
tm Method TBLASTX : Maize 

End 11300 

Score 61 
7250. .7513, 7260. .7505, 7385. .7516, 
8089. .8244, 8330. .8386, 8423. .8548, 
8635. .8 685, 874 5. . 884 3, 10994'. .11038;'- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44181 
93030 
22458 

OJ000150 28.0323.C55.o2, 



tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000150 28.0323.C55 



7289 
none 

7289. .7513, 7290. .7505, 7385. .7516, 7583. .7738, 11183 .. 11377 , 
19961. .20023 



25920 

TBLASTX: Wheat 
20023 
145 



Seq. No. 44181 

Gene No. 93030 

Start 22458 

Name OJ000150_28 . 0323 . C55 . o4 . tc 

Start 8410 

GI none 

Exons 8410.. 8529, 8411.. 8575, 8412. 

8634. .8897, 8635. .8892 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C55 
25920 

TBLASTX: Cress 

8897 

151 . 



,8546, 8629. .8772, 8634.. 8873, 



45213 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o3 . tm 

Start . 19604 

GI none 

Exons 19604. .19729, 19618 19731, 

19870. .20016, 19874. .20017, 
20114 . .20230, 20117. .20239, 
20674. .20766, 20685 .. 207 68 , 
21281. .21406, 21310. .21408, 
21474 . .21533, 21474 .. 21545, 
21649. .21726, 21651 .. 21719, 
21921. .21980 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 

Method TBLASTX: Maize 

End 21980 

Score 162 
19619. .19732, 19870 20016, 
19878. .20030, 2008 6 .. 20229, 
20118. .20237, 20666 207 67 , 
21272. .21403, 21273., 
21470. .21535, 21472., 
21476. .21535, 21645., 
21842. .21898, 21846., 



.21404, 
,21537, 
.21713, 
,21902, 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o3 . ts 

Start 19633 
GI none 
Exons 19633. 

19877, 

20117. 

21272. 

21472. 

21649. 



.19731, 19634. 

.20017, 19878. 

.20239, 20118. 

.21403, 21273. 

.21537, 21475. 

.21726, 21651. 



.19732, 
.20030, 
.20237, 
.21404, 
.21534, 
.21719, 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 

Method TBLASTX : Soybean 

End 21895 

Score 145 
19873. .20010, 19873. .20010, 
20107. .20229, 20117 20209, 
20666. .20767, 20674 .. 207 66, ' 
21308. .21415, 21465. .21533, 
21476. .21535, 21645 .. 21725, 
21842. .21895 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o2 . tc 

Start 19633 
GI none 
Exons 19633. 

19877. 

20117. 

20674 . 

21310. 



.19731, 19634. 

.2.0017, 19878. 

.20239, 20118. 

.20766, 21272. 

.21408, 21472. 

21476. .21535, 21642. 



.19732, 
.20030, 
.202,37, 
.21403, 
.21537, 
.21719, 



Seq. ID OJ000150_28.0323.C55 
Strand 

End 25920 

Method TBLASTX : Cress 

End 21887 

Score 142 
198 64 . .20016, 198 64 . .20016, 
20114 . .20236, 20116. .20229, 
20125. .20238, 20666 .. 207 67 , 
21273. .21404, 21281 .. 21406, 
21474 . .21533, 21474 21548 , 
21649. .21726, 21846. .21887 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . 06. gs 

Start 22458 
GI none 
Exons 22458 
24417 

25692. .25854 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C55 

25920 
GEN SCAN 
25854 
.78 



22482, 22617. .22862', 23021 .. 23178 , 23397 .. 23601 , 
24706, 24780. .24942, 25029 .. 25117 , 25218 .. 25285, 



Seq. No. 44181 Seq. ID 

Gene No. 93030 Strand 

Start 22458 End 

Name OJ000150_28 . 0323 . C55 . o5 . np Method 

Start 22613 End 

GI 5080778 Score 



OJ000150_28.0323.C55 

25920 
AAT/NAP 
25920 
1256- 



45214 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22613. .22877, 23021 .. 23178, 23397 .. 23601, 24417 .. 24706, 
24780. .24942, 25029 25121, 25481 .. 25558 , 25676.. 25920 
(AC007576) Similar to auxin-independent growth promoter protein 
[Arabidopsis thaliana] 



44181 
93030 • 
22458 

OJ000150_28.0323.C55.o6.ts 

22655 

none 

22655. .22879, 22656 .. 22691, 
22908. .22940, 23017. .23070 



Seq. No. 44181 

Gene No. 93030 

Start 22458 

Name OJ000150_28 . 0323 . C55 . o5 . tm 

Start . 22766 ' 

GI none 

Exons 22766.-22879, 23005 .. 23136, 
23018. .23179, 23394. .23483 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C55 
25920 

TBLASTX : Soybean 

23070 

45 



22664. .22846, 2274 9.-22886, 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ000150_28.0323.C55 
25920 

TBLASTX: Maize 

23483 

113 



23017. .23178, 23018 .. 2317 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44181 
93030 
22458 

OJ000150_28.0323.C55.o6.tc 

23017 

none 

23017. .23166, 23425 .. 23550, 
24462. .24512, 24530 .. 2470 9, 

44181 
93030 
22458 

OJ000150_28.0323.C55.o5.ts 

231Q1.. 

none 

23101. .23178, 23102. .23179, 
23430. .23603, 23494. .23646 



Seq. No. 44181 
Gene No. 93030 
Start 22458 

Name OJ000150_28 . 0323 . C55 . o4 . tm 

Start 23493 
GI none 

Exons 23493. .23603, 24379 .. 24519, 

24597. .24707, 24777 24818, 
25035. .25127, 25224 .. 25277 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23436. .23546, 24425 
24543. .24614, 24636 



:OJ000150_28 . 0323 . C55 
25920 

TBLASTX: Cress 

24709 

75 

24517, 
24704 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C55 
25920 

TBLASTX: Soybean 

23646 

69 



23392. .23466, 23394 23603, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

24416 

24855 



OJ000150 28.0323.C55 



25920 

TBLASTX: Maize 
25277 
67 

24532, 24530. .24709, 
24944, 25022. .25117, 



25224. .25274 



Seq. No. 44181 Seq. ID 

Gene No. 93030 Strand 

Start 22458 - ■- End 

Name OJ000150__28 . 0323 . C55 . ol . ts Method 

Start 24416 End 

GI none Score 



OJ000150_28.0323.C55 

25920 ' 
TBLASTX : Soybean 
24951 
142 



45215 




Exons 24416. .24709, 24 4 17 24 614 , 24 428 .. 24 673, 24 636 24710, 

24777. .24830, 24777 .. 24 94 4 , 24787 .. 24834 , 24856. .24951 



Seq. No. 


44181 


Seq. ID 


OJ000150_28 . 0323. 


.C55 


Gene No. 


93030 


Strand 


— 




Start * 


22458 


End 


25920 




Name 


OJ000150 28 . 0323.C55 .08 . ts 


Method 


TBLASTX : Soybean 




Start 


25022 


End 


25283 




GI 


none 


Score 


77 




Exons 


25022. .25117, 25035. .25118, 


25215. .252! 


33, 25227.. 25283 




Seq. No. 


44182 


Seq. ID 


OJ000150_28.0323. 


.C56 


Gene No. 


93031 


Strand 


+ 




Start 


2424 


End 


5752 




Name 


OJ000150 28.0323.C56.ol.np 


Method 


AAT/NAP 




Start 


2424 


End 


5752 




GI 


7486939 


Score 


544 




Exons 


2424..244S, 3960. .4997, 5660 


. .5752 






GI Descrip. 


hypothetical protein T13E15. 


11 Arabidopsis thaliana 






gi|2344896|gb|AAC31836.1| (AC002388) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


44182 


Seq. ID 


OJ000150_28. 032-3. 


.C56 


Gene No. 


93031 


Strand . 


+ 




Start 


2424 


End 


5752 




Name 


OJ000150 28.0323.C56.o3.gs 


Method 


GENSCAN 




Start 


3808 


End 


5007 




GI 


none 


Score 


.42 




Exons 


3808. .5007 








Qprr No 


44182 


Seq. ID 


OJ000150_28.0323, 


.C56 


Gene No. 


93032 


Strand 


+ 




Start 


6365 


End 


20168 




Name 


OJ000150 28.0323.C56.o4.gs 


Method 


GENSCAN 




Start 


6365 


End 


. 20168 




GI 


. none 


Score 


.44 




Exons " 


6365... 6469, 6780. .6988, 7158 


..7440, 8188. .8442, 9163. .9261, 




10268. .10520, 10967. .11077, 


11150. .112 67, 11374. .117 69, 






11856. .12053, 12168. .12298, 


12971. .1307 6, 14 850. .15010, 






17434. .17552, 18792. .20168 








Seq. No. 


44182 


Seq. ID 


OJ000150_28.0323. 


.C56 


Gene No. 


93032 


Strand 


+ 




Start 


6365 


End 


20168 




Name 


OJ000150 28.0323.C56.ol.gp 


Method 


AAT/GAP 




Start 


6606 


End 


7192 




GI 


2443136* 


Score 


877 




Exons 


6606. .6658, 6780. .7192 








Seq. No. 


44182 


Seq. ID 


OJ000150_28.0323. 


.C56 


Gene No. - 


93032 


Strand 


+ 




Start 


6365 


End 


20168 




Name 


OJ000150 28.0323.C56.o2.np 


Method 


AAT/NAP 




Start 


8061 


End 


12327 




GI 


7340661 


Score 


1418 




Exons 


8061.. 8320, 8368.. 8442, 9163 


..9261, 10268. .10520, 10967. 


. .Hi 




11150. .11286, 11374. .11487, 


11570. .117 69, 1185 6. . 11991, 





45216 



GI Descrip. 

Seq. No. 
Gene No. 
■Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



12106.. 12327 

(AL162506) putative protein [Arabidopsis thaliana] 



44182 Seq. ID 

93032 Strand 

6365 . End 

OJ000150_28 . 0323.. C56 . o3 . gp Method 

10268 End 

16543_1.R1084 Score 

10268. .10520, 10967. .11077, 11150. .11184 

, 4584546/emb|CAB40776.1| 3.0e-50 (AL049608) putative protein 
[Arabidopsis thaliana] ' 



OJ000150_28.0323.C56 
+ 

20168 
AAT/GAP 
11184 
699 



44182 
93032 
6365 

OJ000150_28.0323.C56.o4 . gp 
17705 

25092_1.R1084 

17705. .18017, 18963. .19395 
'3386546 1.0e-37 (AF079503) 
[Arabidopsis thaliana] ' 



Seq. ID OJ000150_28.0323.C56 



Strand 
End 

Method 

End 

Score 



+ 

20168 
AAT/GAP 
19395 
1392 



H-protein promoter binding factor-2a 



44182 Seq. ID 

93032 Strand 
6365 End 
OJ000150_28. 0323.C56.o3.np Method 
19041 End 
7484760 Score 
19041. .19831, 19862. .20165 

ascorbate oxidase promoter-binding protein AOBP - winter squash 
gi | 1669341 |dbj |BAA08094.1| (D45066) AOBP (ascorbate oxidase 
promoter-binding protein) [Cucurbita maxima] 



OJ000150_28 . 0323. C56 
+ 

20168 
AAT/NAP 
20165 
512 



4 41$ 2, Seq. ID. 

93033 Strand 

25512 End 

OJ000150_28. 0323.C56.o8.gp Method 

25512 End 

uC-osrocyp002b09al Score 
25512. .25742 

'4768980/gbl AAD29703. 1 |AF140490_1 1.0e-35 (AF140490) heat-shock 
protein [Oryza sativa] 1 



OJ000150_28. 0323.C56 
+ 

25742 
AAT/GAP 
25742 
254 



44182 Seq. ID 

93034 Strand 

33087 End 
OJ000150_28 . 0323.C56.o7.gs Method 

33087 End 

none ' Score 

33087. .33314, 33858.-33967, 34007 

34613. .34783, 35278 .. 35447, 36244 



OJ000150_28.0323.C56 
+ 

36463 
GENSCAN 
36463 
.57 

34077, 34193. 
36463 



34236, 



44182 Seq. ID 

93035 Strand 
39759 End 

OJ000150 28.0323.C56.oll.gp Method 



OJ000150_28.0323.C56 
+ 

40326 
AAT/GAP 



45217 



Start 39759 End 40326 

GI uC-osflM202098gllbl Score 674 

Exons 39759. .39790., 39897.. 40326 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis .thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44182 
93036 
42690 

OJ000150_28.0323.C56.ol0.gs 

42690 

none 

42 690. .4274 7, 43181. .43309, 
4 4367. .44435, 4 4 670 .. 44 810, 
45434. .45509, 45671. .45795 



Seq. ' ID 
Strand 
End 

Method 
End 
Score 

43649 

44994 



OJ000150_28 .0323.C56 



45795 
GENSCAN • 
45795 
.8 

43818, 44153. 
45083, 45182. 



44251, 
45349, 



Seq. No. 44182 Seq. ID 

Gene No. 93037 Strand 

Start - 46534 End 
Name OJ000150_28 . 0323 . C56 . ol3 . gp Method 

Start 46534 End 

GI 22766_1.R1084 Score 

Exons 46534 . . 47150 

GI Descrip. ' 285244 9/dbj | BAA24695 | 5.0e-29 (D88207) protein kinase 

[Arabidopsis thaliana] >gi_2947061 (AC002521) putative protein 
kinase [Arabidopsis thaliana] 1 



OJ000150_28 .0323.C56 
+ 

47150 
AAT/GAP 
47150 
1211 



Seq. No. 


44182 






Seq. ID 


OJ000150 


_28 


.0323 


.C56 


Gene No. 


93038 






Strand 


+ 








Start 


53296 






End 


54099 








Name 


OJ000150 28.0323 


.C56 


.ol2.gs 


Method 


GENSCAN 








Start 


53296 






End 


54099 








GI 


none 






Score 


.74 








Exons 


53296. .53343, 53675. 


.53756, 


53927. .54099 








Seq. No. 


44182 






Seq. ID 


OJ000150 


_28 


.0323 


.C56 


Gene No. 


93039 






Strand 










Start ' 


1'823 






End 


2476 








Name 


OJ000150 28.0323 


C56 


ol . gs 


Method 


GENSCAN 








Start 


1823 






End 


2476 








GI 


none 






Score 


.94 








Exons 


1823. .2476 
















Seq. No. 


44182 






Seq. ID 


OJ000150_ 


_28 


.0323 


.C56 


Gene No. 


93040 






Strand 










Start 


3437 






End 


3672 








Name 


OJ000150 28.0323 


C56 


o2 . gs 


Method 


GENSCAN 








Start 


3437 






End ■ 


3672 








GI 


none 






Score 


.75 








Exons 


3437. .3571, 3589 


.3672 












Seq, No. 


44182 






Seq. ID 


OJ000150_ 


_28 


.0323 


.C56 


Gene No. 


93041 






Strand 










Start 


19553 






End 


20540 








Name 


OJ000150 28.0323 


C56 


o5 . gp 


Method 


AAT/GAP 








Start 


19553 






End 


20540 








GI 


1626 1.R1084 






Score 


1964 









45218 




Exons - 19553. .20540 

GI Descrip. * ' 1 669341 /dbj | BAA080 94 | 2.0e-24 (D45066) AOBP (ascorbate oxidase 
promoter-binding protein) [Cucurbita maxima] ' 



Seq. No. 


44182 




Seq. ID 


OJ000150 


_28 


.0323 


.C56 


Gene No. 


93042 




Strand 










Start 


- 23332 




End 


24640 








Name 


OJ000150 28 . 0323 . C56 


.o6.gp' 


Method 


AAT/GAP 








Start 


23332 


End 


24640 








GI 


none 




Score 


1101 








Exons 


2.3332 . . 23723, 23826. 


. 23910, 


24297..2433S, 24550 


. .24640 




Seq. No. 


44182 




Seq. ID 


OJ000150_ 


_28 


.0323 


.C56 


Gene No. 


93043 




Strand 










Start 


24720 




End 


24932 








Name 


OJ000150 28 . 0323 .C56 


.o7.gp 


Method 


AAT/GAP 








Start 


24720 




End 


24932 








GI 


568941 




Score 


401 








Exons 


24720 . . 24 932 














Seq. No. 


44182 




Seq. ID 


OJ000150 


28, 


.0323 


.C56 


Gene No. 


93044 




Strand 










Start 


26791 




End 


28934 








Name 


OJ000150 28.0323.C56 


. o9 . gp 


/ Method 


AAT/GAP 








Start 


26791 




End 


28934 








GI 


none 




Score 


736 








Exons 


26791 .. 27071, 28814. 


. 28934 












Seq. No. 


44182 




Seq. ID 


OJ000150_ 


28 . 


.0323 


.C56 


Gene No. 


93045 




Strand 










Start 


31968 




End 


32300 








Name 


OJ000150 28. 0323. C5 6 


. o6.gs 


Method 


GENSCAN 








Start 


31968 




End 


32300 








GI 


none 




Score 


.66 








Exons 


31968 . . 32300 














Seq. No. - 


• * 44182 




Seq. ID 


OJ000150_ 


28. 


, 0323 


.C56 


Gene No. 


93046 




Strand 










Start 


36507 




End 


38652 








Name 


0 JO 00 150 28. 0323. C5 6 


. 08 . gs 


Method 


GENSCAN 








Start 


36507 




End 


38652 








GI 


none 




Score 


.94 








Exons 


36507.. 36 97 5, 37 922. 


. 38147, 


38601. .38652 








Seq. No. 


44182 




Seq. ID 


OJ000150_ 


_28. 


0323, 


.C56 


Gene No. 


93047 




Strand 










Start 


39520 




End 


39714 








Name 


■ OJ000150 28.0323.C56, 


. olO . gp 


Method 


AAT/GAP 








Start 


39520 




End .. 


39714 








GI 


1037042 




Score 


252 








Exons 


' 39520.. 39714 














Seq. No. 


44182 




Seq. ID 


OJ000150_ 


28. 


0323, 


.C56 


Gene No. 


93048 




Strand 










Start 


40565 




End 


41179 








Name 


OJ000150 28.0323.C56. 


. o!2.gp 


Method 


AAT/GAP 








Start 


40565 


End 


41179 









45219 



GI 

Exons 



none 

40565. .40683, 40822. .41179 



Score 



855 



Seq. No: 44182 Seq. ID 

Gene No. 93049 Strand 

Start 4 67 65 End 

Name " OJ000150_28 . 0323 . C56 . oil . gs Method 

Start 46765 End 

GI none Score 
Exons 



OJ000150_28.0323.C56 

56454 
GENS CAN 
50417 
. 67 



46765. .47219, 47747 47870, 47963 48099, 4 8202 .. 4 8337 , 
48425. .48727, 49835 50019, 50078.. 50417 ' 



Seq. No. 44182 

Gene No. 93049 

Start 46765 

Name OJ000150_28 . 0323 . C56 . o4 . np 

Start 46768 

GI 2852447 

Exons 46768. .47219, 4774 7 .. 47870, 
48425. .48794, 49528. .49589 

GI Descrip. (D88206) protein kinase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C56 

56454 
AAT/NAP 
49589 
1238 



47963. .48099, 4 8202 .. 48337 , 



Seq. No. 44182 

Gene No. '9304 9 
Start . 46765 

Name OJ000150_28 . 0323 . C56 . ol4 . gp 

Start 48044 

GI 18638_1.R1084 

Exons 48044 . .48099, 
GI Descrip.' 



OJ000150 28.0323.C56 



Seq. ID 
Strand • - 
End 56454 
Method AAT/GAP 
End 48850 
Score 1173 
48337, 48425.. 48850 
1 2852449/dbj |BAA24695| 4.0e-72 (D88207) protein kinase 
[Arabidopsis thaliana] >gi_2947061 (AC002521) putative protein 
kinase [Arabidopsis thaliana] ' 



48202, 



Seq. No. 


44182 




Seq. ID 


OJ000150_ 


_28 


.0323.C56 


Gene No. 


93049 




Strand 








Start 


46765 




End 


56454 






Name 


OJ000150 28.0323 


. C56 . o!5 . gp 


Method 


AAT/GAP 






Start 


48906 




End 


49159 






GI 


none 




Score 


480 






Exons 


48906. .49159 












Seq. No. 


44182 




Seq. ID 


OJ000150_ 


_28 


.0323. C56 


Gene No. 


93049 




Strand 








Start 


46765 




End 


56454 






Name 


OJ000150 28.0323, 


. C56 . ol6 . gp 


Method 


AAT/GAP 






Start 


49994 




End 


50383 






GI 


none 




Score 


744 






Exons 


49994 . .50383 












Seq. No. 


44182 




Seq. ID 


OJ000150_ 


_28 


.0323. C56 


Gene No. 


93049 




Strand 








Start 


46765 




End 


56454 






Name 


OJ000150 28.0323. 


. C56 . o5 . np 


Method 


AAT/NAP 






Start 


50252 




End 


564*54 






GI 


5734709 




Score 


83 






Exons 


50252. .50398, 55£ 


305. .56083, 


56318. .56454 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 


kinase domain 



45220 




[Arabidopsis thaliana] 



Seq. No. 


44182 








Seq. ID 


OJ000150_28 . 0323 . C56 


Gene No . 


"93049 








Strand 




Start 


46765 








. End 


56454 


Name 


OJ000150 28. 


0323 


. C56.ol3. gs 


Method 


GEN SCAN 


Start 


55806 








End 


56363 


GI 


none 








Score 


. 99 


Exons 


55806. .56363 










Seq. No. 


44182 








Seq. ID 


OJ000150_28.0323.C56 


Gene No. 


93050 








Strand 




Start 


57137 








End 


57701 


Name 


OJ000150 28. 


0323 


.C56.ol4 .gs 


Method 


GENSCAN 


Start 


57137 








End 


57701 


GI 


none 








Score 


.72 


Exons 


57137. .57166, 57324 .. 57401, 


57446. .57623, 57628. .57701 


Seq. No. 


44182 








Seq. ID 


OJ000150_28.0323.C56 


Gene No. 


93051 








Strand 




Start 


58088 








End 


59423 


Name 


OJ000150 28. 


0323 


.C56.o51 


tc 


Method 


TBLASTX: Cress 


Start 


3832 








End 


4529 


GI • 


none 








Score 


44 


Exons 


3832. .3867, 


3955 


. .4293, 


4045 


..4230, 4099. .4230, 4225. .4515, 




4228. .4515, 


4326 


. .4529 








Seq. No. 


44182 








Seq. ID 


OJ000150_28 .0323.C56 


Gene No. 


93051 








Strand 




Start 


58088 








End 


59423 


Name 


OJ000150 28. 


0323 


.C56.o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


3952 








End 


4968 


GI 


none 








Score 


66 


Exons 


3952. .4074, 


4060 


.4254, 


4060 


..4236, 4150. .4302, 4203. .4538, 




4204 . .4527, 


4225 


.4527, 


4279 


..4539, 4345. .4527, 4545. .4583, 




4659. .4718, 


4660 


.4968, 


4770 


. .4 967 




Seq. No. 


44182 








Seq. ID 


OJ000150_28~.0323.C56 


Gene No. 


93051 








Strand 




Start 


58088 








End 


59423 


Name 


OJ000150 28. 


0323 


C56.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4078 








End 


4524 


GI 


none 








Score 


118 


Exons 


4078. .4221, 


4078. 


.4224, 


4225 


..4320, 4354..44S2, 4372. .4524 


Seq. No. 


44182 








Seq. ID 


OJ000150_28.0323.C56 


Gene No . 


93051 








Strand 




Start 


58088 








End 


59423. 


Name 


OJ000150 28 r 


0323. 


C56.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


4150 








End 


4974 


GI 


none 








Score 


74 


Exons 


4150. .4311, 


4657. 


.4974 








Seq. No. 


44182 








Seq. ID 


OJ000150_28.0323.C56 


Gene No. 


93051 








Strand 




Start 


58088 








End 


59423 


Name 


OJ000150 28. 


0323. 


C56.o6. 


tc 


Method 


TBLASTX: Cress 



45221 



Start 
GI 

- Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 660 
none 

4660. .4974, 4663. .4896 



End 4974 
Score 259 



44182 
93051* 
58088 

OJ000150_28 .0323.C56.o7.tm 
6768 



OJ000150 28.0323.C56 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6768. .6854, 6769. .6855, 6769. .6855, 6816. .6914, 6855. .6911, 
7223. .7378, 7223. .7291, 7225. .7380, 7467. .7556, 7467. .7547, 
7636. .7716 



59423 

TBLASTX: Maize 

7716 

118 



Seq. No. 44182 
Gene No. 93051 
Start 58088 

Name OJ000150_28 . 0323 . C56 . o2 . ts 

Start 8254 
GI none 

Exons 8254.. 8319, 8398.. 8445, 9160 

10262. . 10489, 10273 10431 , 
10965. .11081, 10966. .1107 9, 
1114 9. . 11286, 1114 9. .11280, 
11376. . 11486, 11573. .11767, 
11854 . . 12000 



Seq. ID OJ000150_28.0323.C56 
Strand 

End 59423 
- Method TBLASTX : Soybean 

End 12000 

Score " 55 
..9261, 9160.. 9261, 9162.. 9266, 
1.0429. . 10518, 104 30. .10519, 
1114 5. .11279, 1114 8. .11276, 
11371. . 114 87, 11372. . 11533, 
11582. . 11770, 11853. .11963, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44182 
93051 
58088 

OJ000150_28 .0323.C56.o2. tc 

8398 

none 



Seq. ID OJ000150_28.0323.C56 

Strand • - 

End 59423 

Method TBLASTX : Cress 

End 11985 

Score 70 



8398. .8445, 9160. .9264, 10250 .. 10519, 10264 .. 10500 , 
10346. . 10519, 10965. .11036, 10966 .. 11079, 1114 5 .. 112 64 , 
11149. .11289, 11149. .11280, 11353 .. 114 96, 1138 6 .. 11481 , 
11573. . 11767, 11878. .11985 



Seq. No. 44182 
Gene No. 93051 
Start 58088 

Name OJ000150_28 . 0323 . C56 . o2 . tm 

Start 10325 
GI none 
Exons 10325. 

11145, 

11573. 

12166. 



,10519, 10327. 
,11309, 11149. 
,11767, 11632. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C56 
59423 

TBLASTX: Maize 

19188 

255 



,10518, 10965. 
,11289, 11371. 
,11721, 11851. 



,11081, 10966. 
,11487, 11373. 
,11997, 11854. 



11079, 
11486, 
11997, 



12330, 19054. .19188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44182 
93051 
58088 

OJ000150_28.0323.C56.o2.tw 

11419 

none 



Seq. ID OJ000150_28.0323.C56 
Strand 

End 59423 

Method TBLASTX : Wheat 

End 11991 

Score 76 



11419. . 11487, 11567. .11764, 11573 .. 11809, 1184 8 .. 11991 , 
11871. . 11942 



45222 





Seq. No. 


44182 






Seq. ID 


OJ000150 


_28.0323 


.C56 




Gene No. 


93051 






Strand 










Start 


58088 






End 


59423 








Name 


OJ000150 28.0323.C56 


. o3 . ts 


Method 


TBLASTX: 


Soybean 






Start 


19065 






End 


19319 








GI 


none 






Score 


331 








Exons 


19065. 


.19319, 19142. 


. 19174 , 


19214. . 19312 








Seq. No. 


44182 






Seq. ID 


OJ000150 


_28.0323 


.C56 




Gene No. 


93051 






Strand 










Start 


58088 






End 


59423 








Name 


OJ000150 28.0323.C56 


. o3 . tc 


Method 


TBLASTX: 


Cress 






Start 


19089 






End 


20159 








GI 


none 






Score 


341 








Exons 


19089. 


.19334, 19142. 


. 19177, 


19214. . 19330, 19848 


. . 19883, 








19914. 


.20006, 20106. 


.20159 












Seq. No. 


44182 






Seq. ID 


OJ000150 


_28 . 0323 


,C56 




Gene No. 


93051 






Strand 










Start 


58088 






End 


59423 








Name 


OJ000150 28.0323.C56 


. o3.tm 


Method 


TBLASTX: 


Maize 






Start 


19217 






End. 


19797 






*z 


. GI 


none * 




. 19502, 


Score 


407 






a? 


Exons 


19217. 


.19501, 19218. 


19570. . 19638, 19580 


. .19678, 








19584 . 


.19646, 19638. 


. 19676> 


19638. .19676, 19683 


.. 19718, 




ry 




19694. 


.19717, 19719. 


. 19796, 


19743. . 19784, 19744 


. .19797 




£3 


Seq. No. 


44182 






' Seq. ID 


OJ000150 


_28.0323 


.C56 




Gene No. 


93051 






Strand 










Start 


58088 






End 


59423 






i y 


Name 


OJ000150 28.0323.C56 


.06. ts 


Method 


TBLASTX: 


Soybean 




5 


Start 


19671 






End 


20189 








GI 


none 






Score 


53 








Exons 


19671. 


.19718, 19743. 


. 19784, 


19890. .20012, 20067 


. .20189 




- ^ 


Seq. No. 


44182 






Seq. ID 


OJ000150 


_28 . 0323 


.C56 




Gene No. 


93051 






Strand 








~ sr. 


Start 


58088 






End 


59423 








Name 


OJ000150 28.0323.C56 


. 06 . tm 


Method 


TBLASTX:: 


Maize 






Start 


19854 






End 


20286 








GI • 


none 






Score 


297 








Exons 


19854 


.20072, 19854. 


.20036, 


19870. .20127, 19944 


. .20168, 








19981. 


.20055, 20088. 


. 20168, 


20089. .20169, 20090 


. .20170, 








20090. 


.20170, 20237. 


. 20260, 


20237. .20260, 20238 


. . 20261, 








20239. 


.20286 














Seq. No. 


"44182 






Seq. ID 


OJ000150 


28.0323, 


.C56 




Gene No. 


93051 






Strand 










Start 


58088 






End 


59423 








Name 


OJ000150 28.0323.C56 


. o4 . tc 


Method 


TBLASTX :« 


Cress 






Start 


23641 






End 


24721 








GI 


none 






Score ' 


79 








Exons- 


* 23641. 


.23727, 23642. 


.23728,- 


23791. .23913, 23825 


. .23914, 








24297 . 


.24338, 24550., 


.24711, 


24551. .24721 








Seq. No. 


44182 






Seq. ID 


OJ000150 


_28.0323, 


X56 



45223 



Gene No. 93051 Strand 

Start 58088 End 

Name OJ000150_28 . 0323 . C56 . o4 . ts Method 

Start 24556 End 

GI none Score 

Exons 24556. .24705, 24557.. 24721 



59423 

TBLASTX : Soybean 
24721 > ■* 

181 



Seq. No. 44182 - Seq. ID 

Gene No. 93051 Strand 

Start 58088 End 

Name OJ000150_28 . 0323 . C56 . ol2 . tm Method 

Start 24595 End 

GI none Score 

Exons 24595. .24711, 24596.. 24721 



OJ000150_28.0323.C56 
59423 

TBLASTX : Maize 

24721 

182 



Seq. No. 44182 -Seq. ID 

Gene No. 93051 Strand 

Start 58088 End 

Name OJ000150_28 . 0323 . C56 . o9 . tm Method 

Start 28926 End 

GI none Score 

Exons 28926. .29078, 28931.. 29086 



OJ000150_28.0323.C56 
59423 

TBLASTX : Maize 

29086 

241 



Seq. No. 44182 
Gene No. 93051 
Start- 58088 

Name OJ000150_28 . 0323.C56.o4 . tm 

Start 35255 
GI none 
Exons 35255 

35338 

44667 

44989 

45182 



35329, 35272. 

35370, 35340. 

44726, 44711. 

45084, 44994. 

45349, 45226. 

45433. .45510, 45669. 
45719. .45805 



35337, 
35390, 
44812, 
45083, 
45351, 
45794, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C56 
59423 

TBLASTX: Maize 

45805 

80 



35274. .35330, 35278 .. 35337 , 

35341. .35370, 44667 .. 44822, 

44746. .44814, 44 988. .45083, 

45180. .4 5350, 4 5181. .4 5351, 

4 5428. .4 5502, 4 54 31 .. 45511 , 

4 5670. .45795, 4 5706 .. 457 95 , 



Seq. No. 44182 

Gene No. 93051 

Start 58088 

Name OJ000150_28 . 0323 . C56 . o7 . ts 

Start 35278 

GI none 
Exons 



Seq. ID OJ000150 28.0323.C56 



Strand 
End 

Method 

End 

Score 



59423 

TBLASTX : Soybean 

45074 

75 



35278. .35337, 44382 .. 44477, 44652 .. 44813, 4 4705 .. 4 4 8 12 , 
44988. .45074, 4 4 990 .. 4 5067 , 44994. .45074 



Seq. No. 44182 

Gene No. '■' 93051 

Start 58088 

Name OJ000150_28 . 0323 . C56 . 08 . tm 

Start 36546 

GI none 

Exons 36546. .36584, 36551 .. 36583 , 36629 
36683. .36907, 36734 .. 36781, 36861 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 28.0323.C56 



59423 

TBLASTX: Maize 
36908 
46 

36682, 36630. .36659, 
36908 



Seq. No. 
Gene No. 



44182 
93051 



Seq. ID 
Strand 



OJ000150 28.0323.C56 



45224. 



Start 


58088 








End 


59423 




Name 


OJ000150. 28.0323.C56 


. oil . tm 


Method 


TBLASTX : 


Maize 


Start 


43155 








End 


43311 




GI 


none 








Score 


203 




Exons 


43155. 


.43310, 


43162. 


.43308, 


43165. .43311 




Seq. No. 


44182 








Seq. ID 


OJ000150 


2J8... 0323 


Gene No. 


93051 








Strand 






Start . 


58088 








End 


59423 




Name 


OJ000150 28.0323.C56 


. ol . tm 


Method 


TBLASTX : 


Maize 


Start 


46763 








End 


49589 




GI 


none 








Score 


54 




Exons 


46763. 


.46825, 


46765. 


.46809, 


46805. .46837, 46821 


. .47222, 




46834 . 


.47220, 


46835. 


. 47224 , 


47745. .47870, 47746 


. . 47871 , 




47747. 


.47905, 


47958. 


.48098, 


47959. .48099, 47963 


. . 48097 , 




47966. 


.48106, 


48201. 


. 48338, 


48202. .48342, 48203 


. . 48337 , 




48207. 


.48341, 


48414. 


.48782, 


48421. .48783, 48425 


. . 48736, 




48427. 


.48783, 


49532. 


. 49582-, 


49533.. 49589 




Seq. No. 


44182 








Seq. ID 


OJ000150 


rt /"\ rt rt rt rt 

28 . 0323 


Gene No. 


93051 








Strand 






Start 


58088 








End 


59423 




Name 


OJ000150 28.0323.C56 


.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4 68-43 








End 


48722 




GI 


none 








Score 


150 




Exons 


46843. 


.47220, 


46915. 


. 47220, 


46943. .47224, 47745 


. . 47867 , 




47745. 


.47870, 


47746. 


. 47877, 


47958. .48098, 47963 


. . 48097, 




48201. 


.48251, 


48203. 


.48256, 


48251. .48337, 48255 


. . 48338, 




48414 . 


.48722, 


48425. 


.48721 








Seq. No. 


44182 








Seq. ID 


OJ000150 


28 . 0323 


Gene No. 


93051 








Strand 






Start 


58088 








End 


59423 




Name 


OJ000150 28.0323.C56 


.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


46908 








End 


48779 




GI 


none 








Score 


258 




Exons 


46908. 


.47210, 


46912. 


. 47220, 


46943. .47224, 47021 


. . 47224 , 




47070. 


.47225, 


47710. 


. 47877, 


47745. .47870, 47937 


. . 48098 , 




47960. 


.48106,- 


47963. 


. 48097, 


48200. .48331, 48203 


. . 48337, 




48204. 


.48338, 


48425. 


.48712, 


48426. .48713, 48720 


. . 48779 


Seq. No. 


44182 








Seq. ID 


OJ000150 


rt rt rt rt. rt rt 

28 . 0323 


Gene No. 


93051 








Strand 






Start • 


58088 








End 


59423 




Name 


OJ000150 28.0323.C56 


. ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


47054 








End 


48085 




GI 


none 








Score 


95 




Exons 


47054. 


.47224, 


47056. 


. 47220, 


4774-2. .47864, 47745 


. .47870, 




47746. 


.47877, 


47764. 


.47871, 


47963. .48052, 47963 


. . 48085, 




47967. 


.48080 












Seq. No. 


44182 








Seq. ID 


OJ000150 


_28.0323 


Gene No. 


93051 








Strand 






Start 


. 58088 








. End 


59423 




Name 


OJ000150 28.0323.C56 


.o7 .tc 


Method 


TBLASTX: 


Cress 


Start 


55923 








End 


56178 




GI 


none 








Score 


193 





45225 




Exons 


55923. .56078, 55927. .56178, 


56139. .56177 




Seq. No. 


44182 


■ Seq.- ID 


OJ000150_ 


_28.0323.C56 


Gene No. 


93051 


Strand 






Start 


58088 


End 


59423 




Name 


OJ000150 28 . 0323 .C56 . olO . tm 


Method 


TBLASTX: Maize 


Start 


55981 " * ' 


End 


56190 




GI 


none 


Score 


249 




Exons 


55981 561 90, 55 983 .. 56078 , 


56142. .56177 




Seq. No- 


44182 


Seq. ID 


OJ000150_ 


Zo . 0323 . Coo 


Gene No. 


93051 


Strand 


— 




Start 


58088 


End 


59423 




Name 


OJ000150_28 . 0323 . C56. ol5 . gs 


Method 


GENSCAN 




Start 


58088 


. End 


59423 




GI 


none 


Score 


.53 




Exons 


58088 .. 58319, 59389.. 59423 








Seq. No. 


44183 


Seq. ID 


OJ000150_ 


28 . 0323 . C57 


Gene No. 


93052 


Strand 


+ 




Start 


12508 


End 


13476 




Name 


OJ000150_28 . 0323 ,C57 . o3 . gs 


Method 


GENSCAN 




Start 


12508 ■■ 


End 


13476 




GI . 


none 


Score 


.92 




Exons 


12508 . . 13476 








Seq. No. 


44183 


Seq. ID 


OJ000150_ 


28 . 0323 . C57 


Gene Nov 


93053 


Strand 






Start 


2236 


End 


■28 93 




Name 


OJ000150_28.0323.C57.ol.gp 


Method 


AAT/GAP 




Start 


2236 


End 


2893 




GI 


29968 1.R1084 


Score 


1197 




Exons 


2236. .2893 








GI Descrip. 


1 2723470/dbj | D87819 | D87819 2 


. Oe-33 Oryza sativa 


mRNA for sucrose 




transporter, complete cds 1 








Seq. No. 


44183 


Seq. ID 


OJ000150_ 


_28.0323.C57 


Gene No. 


93054 


Strand 






Start 


2854 


End 


4783 




Name 


OJ000150 28.0323.C57.ol.np 


Method 


AAT/NAP 




Start 


2854 


End 


4783 




GI 


6644295 


Score 


604 




Exons 


2854. .3064, 3142. .3297, 4142 


..4572, 4693. .4783 




GI Descrip. 


(AF208044) homeodomain leucine-zipper protein ATHB13 




[Arabidopsis thaliana] gi | 6665539 | gb | AAF22908 . 1 | 


AC013289_2 




(AC013289) homeobox gene 13 


protein [Arabidopsis 


thaliana] 


Seq. No. 


44183 


Seq. ID 


OJ000150_ 


28.0323.C57 


Gene No. 


93055 


Strand 






Start 


5332 


End 


7363 




Name 


OJ000150 28.0323.C57.o2.np 


Method 


AAT/NAP 




Start 


5332 


End 


7363 




GI 


6069646 


Score 


932 





Exons 5332.. 6315, 6597.. 7363 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 



45226 



putative non-LTR retroelement reverse transcriptase. (AC006248) 





[Oryza sativa] 










Seq. No. 


44183 


Seq. ID 


OJ000150_ 


_28.0323, 


.C57 


Gene No. 


93056 


Strand 








Start 


9796 


End 


11221 






Name 


OJ000150 28.0323. C57.o3.np 


Method 


AAT/NAP 






Start 


9796 


End 


11221 






GI 


5852084 


Score 


81 






Exons 


97 96.. 98 78, 11165.. 11221 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


44183 


Seq. ID 


OJ000150_ 


_28 . 0323, 


.C57 


Gene No. 


93057 


Strand 








Start 


15228 


End 


22020 






Name 


OJ000150_28.0323.C57 .o4 . gs 


Method 


GEN SCAN 






Start 


15228 


End 


21860 






GI 


none 


Score 


.85 






Exons 


15228. .15233, 15916. .15996, 


16002. .16151, 16268 


. . 16311, 






16395. . 164 58, 16561 167 94 , 


16904 . . 17047, 17166 


. . 17360, 






1758 6. . 17 661, 17828 17927 , 


18094 . . 18 


127, 18215 


. .18299, 






18365. .18429, 18949. .19014, 


21624 . .21860 






Seq. No. - 


44183 . .* 


Seq. ID 


OJ000150_ 


_28.0323. 


.C57 


Gene No. 


93057 


Strand 








Start 


15228 - 


End 


22020 






Name 


OJ000150 28.0323.C57.o2.gp 


Method 


AAT/GAP 






Start 


15621 


End 


22020 






GI 


199 1.R1084 


Score 


3922 






Exons 


15621. .16151, 16268. .16311, 


16395. .16458, 16561 


. .16794, 






16904. .17047, 17 166 .. 17360 , 


17586. .17661, 17828 


. .17927, 






18094. .18127, 18215. .18299, 


18365. .18429, 18519 


. .18617, 






18949. .19014, 21624. .22020 










GI Descrip. 


'2723471/dbj IBAA24071 | 0.0e+00 (D87819) sucrose 


transporter 




[Oryza sativa] 1 . - 










Seq. No. 


44183 


Seq. ID 


OJ000150_ 


_28.0323< 


.C57 


Gene No. 


93057 


Strand 








Start 


15228 


End 


22020 






Name 


OJ000150 28.0323.C57.o4.np 


Method 


AAT/NAP 






Start 


15981 


End 


21860 






GI 


7489560 


Score 


2413 






Exons 


15981. .16151, 16268. .16311, 


16395. .16458, 16561 


. .16794, 






16904. .17047, 17166 .. 17360, 


17586. . 17661, 17828 


. .17927, 






18094. .18127, 18215. .182 99, 


18365. .18 


429, 18519 


. .18617, 






18949. .19014, 21624. .21860 










GI Descrip. 


probable sucrose transport 


protein - : 


rice. 








gi 12723471 |dbj IBAA24 071.1 | 


(D87819) sucrose transporter 


[Oryza 




sativa] 










Seq. No. 


44183 


Seq. ID 


OJ000150 


_28.0323. 


.C57 


Gene No. - 


93058 


Strand 








Start 


23102 


End 


23718 






Name 


OJ000150 28.0323.C57.o3.tm 


Method 


TBLASTX: Maize 




Start 


3211 


End 


4420 






GI 


none 


Score 


83 






Exons 


3211. .3267, 4139. .4420, 4266. .4406 









45227 



Ffs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name _ 
Start 
GI 

Exons 



44183 
93058 
23102 

OJ000150_28, 

4139 

none 

4139. .4420, 

44183 
93058 
23102 

OJ000150_28. 

4193 

none 

4193. .4420, 

44183 
93058 
23102 

OJ000150_28. 

4214 

none 

4214. .4414, 

44183 
93058 
23102 

OJ000150_28. 

5438 

none 

5438. .5560, 

44183 
93058 
23102 

OJ000150_28. 

6028 

none 

6028. .6135, 

44183 
93058 
23102 

OJ000150_28. 

6339 

none 

6339. .6452, 

44183 
93058 
23102 

OJ000150_28. 

6378 

none 

6378. .6752, 



0323.C57.ol.tc 
4257. .4409 

0323.C57.ol.ts 
4266. .4409 

0323.C57.ol. tw 
4257. .4409 

0323.C57.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C57 
23718 

TBLASTX: Cress 

4420 

93 



OJ000150_28.0323.C57 
23718 

TBLASTX : Soybean 

4420 

89 



OJ000150_28.0323.C57 
23718 

TBLASTX: Wheat 

4414 

121 



OJ000150_28.0323.C57 
.23718 

TBLASTX: Maize 

5934 

84 



5579. .5824, 5709. .5810, 5854. .5934 



0323.C57-.o7.tm 



6142. .6354, 6143. 



0323.C57.o2. tw 



6441. .6737, 6445, 



0323.C57.o2.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6319 

Seq. ID 

Strand 

End 

Method 
End 
Score 
,6735 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C57 
23718 

TBLASTX: Maize ■ -. 

6354 

106 



OJ000150_28.0323.C57 
23718 

TBLASTX: Wheat 

6737 

96 



OJ000150_28.0323.C57 
23718 

TBLASTX: Maize 

7063 

41 



6604. .6633, 6670. .6747, 6776. .7063, 6858. .7031 



45228 




Seq. No. 


44183 






Seq. ID 


OJ000150 


28 0323 


. C57 


Gene No. 


93058 






Strand 








Start 


■ 23102 






End 


23718 






Name 


OJ000150 28.0323.C57 


. o3 . tw 


Method 


TBLASTX : 


Wheat • 




Start 


6860 






End 


7136 






GI 


none 






Score 


74 






Exons 


6860. 


7135, 6909.. .7136 










Seq. No. 


44183 






Seq. ID 


OJ000150 


28 0323 


C57 


Gene No. 


93058 






Strand 








Start 


23102 






End 


23718 






Name 


OJ000150 28.0323.C57 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


7073 






End 


7366 






GI 


none 






Score 


148 






Exons 


7073. . 


7366, 7095.. 7340 










Seq. No. 


44183 






Seq. ID 


OJ000150 


28 . 0323 . 


C57 


Gene No. 


93058 






Strand 








Start 


23102 






End 


23718 






Name 


OJ000150 28.0323.C57 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


15987 






End 


16313 






GI 


none 






Score 


235 






Exons 


15987. 


.16190, 15988. 


. 16158, 


16263. .16313, 16265 


. . 16312 




Seq. No. 


44183 






Seq. ID 


■OJ000150 


_28.0323. 


C57 


Gene No . 


93058 






Strand 








Start 


23102 






End 


23718 






Name 


OJ000150 28.0323.C57 


. o4 . t s 


Method 


TBLASTX: 


Soybean 




Start 


16029 






End 


16638 






GI 


none 






Score 


68 






Exons 


• 16029. 


. 16166, 16030. 


. 16131, 


16265. .16312, 16375 


. . 16464, 






16558. 


. 16638 












Seq. No. 


44183 






Seq. ID 


OJ000150 


_28.0323. 


C57 


Gene No. 


93058 






Strand 








Start 


. 23102 






End 


23718 






Name 


. OJ000150 28.0323.C57 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16375 






■ End 


21720 






GI 


none 






Score 


82 






Exons 


16375. 


.16458, "16394. 


.16459, 


16558. .16812, 16559 


. . 16792, 






16901. 


.17047, 16902. 


.17048, 


17163. .17255, 17164 


. .17235, 






17289. 


.17360, 17584. 


. 17664, 


17595. .17660, 17828 


. .17929, 






17829. 


.17933, 17830. 


. 17952, 


17830. .1792 


8, 18089 


. . 18127, 






18090. 


.18128, 18215. 


.18304, 


18216. .18314, 18365 


. . 18436, 






18367. 


.18441, 18508. 


.18624, 


18516. . 18623, 18946 


. . 19017, 






18946. 


.19023, 21624. 


.21719, 


21624 . .21719, 21625 


. .21720 




Seq. No. 


44183 






Seq. ID 


OJ000150 


_28.0323. 


C57 


Gene j^q t 


93058 






Strand 








Start 


23102 






End 


23718 






Name 


OJ000150 28.0323.C57 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


16774 






End 


17234 




GI 


none 






Score 


64 






Exons 


16774. 


.16812, 16901. 


. 17047, 


16902. .16943, 16904 


. . 17071, 






171'63. 


. 17234 * 












Seq. No. 


44183 






Seq. ID 


OJ000150_ 


_28.0323. 


C57 



45229 



Gene No. 
St^rt 
Name .- 
Start 
GI 

Exons 



93058 
23102 

OJ000150_28 . 0323.C57.o3. ts 
18242 



none 

18242. 

18515. 



,18304, 18341. 
18616, 18516. 



Strand 
End 

Method 
End 
Score 
18448, 18367 
18623, 18946 



23718 

T BLAST X : Soybean 
21686 
86 

18441, 18499. .18624, 
19023, 18947. .19015, 



21624 . .21686 



Seq. No. 44183 Seq. ID 

Gene No. 93058 Strand 

Start 23102 End 

Name OJ000150_28 . 0323 . C57 . o5 . gs Method 

Start 23102 End 

GI none Score 

Exons 23102. .23223, 23663.. 23718 



OJ000150_28.0323.C57 

23718 
GENSCAN 
23718 
.79 



Seq. No. 44184 Seq. ID 

Gene No. 93059 Strand 

Start 94 End 

Name OJ000150_28 . 0323 . C58 . ol . gs Method 

Start .94 End 

GI none Score 

Exons 94.. 173, 220.. 328 



OJ000150_28.0323.C58 
+ 

328 

GENSCAN 

328 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44184 Seq. ID 

93060 Strand 
1168 ' End 
OJ000150_28 . 0323.C58 .ol.np Method 
1168 End 
1076814 Score 
1168. .1316, 3260. .3293 

maturase-related protein - maize (fragment) gi 1840925 (U09987) 
maturase-related protein [Zea mays] 



OJ000150_28.0323.C58 
+ 

3293 
AAT/NAP 
3293 
53 



44184 Seq. ID 

93061 " " Strand 

2521 End 
OJ000150_28 . 0323.C58.o2.gs Method 

2521 End 

none Score 

2521. .2622, 3217. .3579 



OJ000150_28. 0323.C58 

3579 
GENSCAN 
3579 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



44185 Seq. ID OJ000150_28 . 0323 . C65 

93062 Strand 

1 End 756 

OJ000150_28 . 0323. C65. ol.np Method AAT/NAP 

1 End 756 

7485066 .. Score 415 

1..756 

hypothetical protein - Arabidopsis thaliana 
gi|2244839|emb|CAB10261.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268228 | emb | CAB78524 . 1 | (AL161540) 
hypothetical protein [Arabidopsis thaliana]' " 



44185 
93062 



Seq. ID 
Strand 



OJ000150 28.0323.C65 



45230 



Start 1 

Name OJ000150_28 . 0323 . C65 . ol . tm 

Start 185 

GI none 

Exons 185. .748, 186. .626, 377. .427, 

Seq. No. 44185 

Gene No. 93062 

Start 1 

Name OJ000150_28 . 0323 . C65 . ol . ts 

Start 185 

GI none 

Exons 185. .619, 344. .619 



End 756 

Method TBLASTX : Mai ze ' 

End- 74 9 

Score 172 

539. .715, 675. .749 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_28.0323.C65 
756 

TBLASTX: Soybean 

619 

108 



Seq. No. 44185 Seq. ID 

Gene No. 93062 Strand 

Start 1 End 

Name OJ000150_28 . 0323 . C65 . ol . tc Method 

Start 200 End 

GI none Score 

Exons 200.. 706, 363.. 695 



OJ000150_28.0323.C65 
756 

TBLASTX: Cress 

706 

166 



r : s 



Seq. No. 44185 Seq. ID 

Gene No. 93062 Strand 

Start 1 End 

Name OJ000150_28 . 0323 . C65 . ol . tw Method 

Start 350 End 

GI none Score 

Exons 350.. 4 18, 4 94.. 751 



OJ000150_28.0323.C65 
756 

TBLASTX: Wheat 

751 

188 





Seq. No. 


44186 


Seq. ID 


OJ000350_ 


_27.0323. 


C2 




Gene No. 


93063 


Strand 


+ 








Start 


956 


End 


1063 






?i as, 


Name 


OJ000350 27.0323.C2.ol.gs 


Method 


GENSCAN 








Start 


956 


End 


1063 






""■4 


GI 


none 


Score 


.87 






z. Jj. 


Exons- 


956. .1063 












Seq. No. 


44187 


Seq. ID 


OJ000350_ 


27.0323. 


C3 




Gene No. 


93064 


Strand 


+ 








Start 


3512 


End 


6264 








Name 


OJ000350 27.0323.C3.ol.gp 


Method 


AAT/GAP 








Start 


3512 


End 


6137 








GI 


61605 1.R1084 


Score 


766 








Exons 


3512.. 3536, 3742.. 4021, 4652 


..4732, 5864. .6137 








GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 l.Oe- 


137 Oryza 


sativa 








indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 




Seq. No. 


44187 


Seq. ID 


OJ000350_ 


27.0323. 


C3 




Gene No. 


93064 


Strand 


+ 








Start 


3512 


End 


6264 








Name 


OJ000350 27.0323.C3.ol.np 


Method 


AAT/NAP 








Start 


4627 


End 


6264 








GI 


5852175 


Score 


114 








Exons 


4627.. 4683, 5257.. 5352, 5969 


..6014, 6208. .6264 








GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 









45231 




Seq. No. 


44187 - 




Seq. ID 


OJ000350 


_27 


.0323 


.C3 


Gene No . 


93064 




Strand 


+ 








Start 


3512 




End 


6264 








Name 


OJ000350 27 


.0323.C3.o3.np 


Method 


AAT/NAP 








Start 


4627 




End 


6001 








GI 


5852175 




Score 


122 








Exons 


4627. .4683, 


5257.. 5352, 5969 


. . 6001 










GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza 


sativa] 










Seq. No. 


44187 




Seq. ID 


OJ000350_ 


_27 


. 0323 


C3 


Gene No . 


93065 




Strand 










Start 


2253 




End 


4252 








Name 


OJ000350_27 


.0323.C3.o2.np 


Method 


AAT/NAP 








Start 


2253 




End 


4252 








GI 


5852179 




Score 


296 








Exons 


2253. .2308, 


3706. .3942, 4017 


. .4252 










GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 










Seq. No. 


44187 




Seq. ID 


OJ000350_ 


_27 


.0323 


C3 


Gene No. 


93065 




Strand 










Start 


2253 




End 


4252 








Name 


OJ000350 27 


.0323.C3.o2.gs 


Method 


GENSCAN 








Start 


3265 




End 


4126 








GI 


.none 




Score 


. 91 








Exons 


3265. . 3673, 


3704 . . 3982, 4020 


. . 4126 










Seq. No. 


44187 




Seq. ID 


OJ000350 


27 


. 0323 


C3 


Gene No. 


93066 . 




Strand 










Start 


4623 




End 


6759 








Name 


OJ000350 27 


.0323.C3.o3.gs 


Method 


GENSCAN 








Start 


4623 




End 


6549 








GI 


none 




Score 


.81 








Exons 


4623. .4748, 


5840.. 5920, 6272 


. . 6549 










Seq. No. 


44187 




Seq. ID 


OJ000350_ 


_27 


. 0323 


C3 


Gene No. 


93066 




Strand 










Start 


4623 




End 


6759 








Name 


OJ000350 27 


.0323.C3.o4 .np 


Method 


■AAT/NAP 








Start 


6066 




End 


6759 








GI 


7340909 




Score 


. 142 








Exons 


6066. . 6313, 


6496. . 6759 












GI Descrip. 


(AP001550) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


44188 




Seq. ID 


OJ000350 


27 


.0323 


C4 


Gene No. 


93067 




Strand 










Start 


1017 




End 


1115 








Name „^,. 


" OJ000350, 27 


.0323.C4 .ol.gs 


Method 


GENSCAN 








Start • 


1017 




End 


1115 








GI 


none; 




Score 


.53 








Exons 


1017". . 1115 














Seq. No. 


44189 




Seq. ID 


OJ000350_ 


__27 


.0323 


C7 


Gene No. 


93068 




Strand 


+ 








Start 


271 




End 


540 








Name 


OJ000350 27 


.0323.C7.ol.gs 


Method 


GENSCAN 








Start 


271 




End 


540 








GI 


none 




Score 


.85 









45232 




Exons 


271. .540 














Seq. No. 


' 44189 








Seq. ID 


OJ000350 27 0323 


. C7 


Gene No. 


93069 








Strand 






Start 


2051 








End 


2740 




Name 


OJ000350 27 


.0323 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


2051 








End 


2740 






none 








Score 


.41 




Exons 


2051. .2219, 


2668 


. .2740 










Seq. No. 


44190 








Seq. ID 


OJ000350 27.0323 


,C8 


Gene No. 


93070 








Strand 


+ ~~ 




Start 


3156 








End 


4661 




Name 


OJ000350 27 


.0323 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


3156 








End 


4661 




GI 


none 








Score 


.75 




Exons 


3156. .4661 














Seq. No. 


44190 








Seq. ID 


OJ000350_27.0323 


. C8 


Gene No. 


93070 








Strand 


+ 




Start 


3156 








End 


4661 




Name 


OJ000350 27 


.0323 


,C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3222 








End 


3479 




GI 


none 








Score 


274 




Exons 


3222. .3473, 


3233 


. .3475, 


3236. 


.3478, 3420. '.3479 




Seq. No. 


44190 








Seq. ID 


OJ000350_27.0323 


.C8 


Gene No. 


93070 








Strand 


+ 




Start 


3156 








End 


4661 




Name 


OJ000350 27 


.0323 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


3246 








End 


4643 




GI 


6730728 








Score 


774 




Exons 


3246. .4643 














GI Descrip. 


(AC018849) unknown protein [Arabidopsis thaliana] 




Seq. No. 


44190 








Seq. ID 


OJ000350_27.0323 


. C8 


Gene No. 


93070 








Strand 


+ 




Start 


3156 








End 


4661 




Name 


OJ000350 27 


.0323 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3246 








End 


3478 




GI 


none 








Score 


181 




Exons 


3246. .3470, 


3248 


. .3478 










Seq. No. 


44190 








Seq. ID 


OJ000350_27.0323 


.C8 


Gene No. 


93070 








Strand 


+ 




Start 


3156 








End 


4661 




Name 


OJ000350 27 


.0323 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3546 








End 


4517 




GI , 


none 








Score 


141 




Exons 


3546. .3704, 


3572 


. .3694, 


3701. 


.3778, 3705. .3797, 4401. .4517 


Seq. No. 


44191 








Seq. ID 


OJ000350_27.0323 


.C9 


Gene No. 


93071 








Strand 


+ 




Start 


2826 








End 


7561 




Name 


OJ000350 27 


.0323 


,C9.ol. 


np 


Method 


AAT/NAP. 




Start 


2826 








End 


3149 




GI 


1710792 








Score 


317 





45233 



Exons 

GI Descrip. 

Seq. No.-- 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2826. .3149 

MITOCHONDRIAL RIBOSOMAL PROTEIN S10 



44191 " 

93071 

2826 

OJ000350_27 .0323.C9.o2.gs 

2826 

none 

2826. .3156, 
7028. .7236, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4716. .4852, 4896. 
7352. .7425, 7476. 



.5012, 5122. .5216, 
,7561 



OJ0003S0_27.0323.C9 
+ 

7561 
GENSCAN 
7561 
.44 • 

6606. .7017, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44191 
93072 ' 
10113 

OJ000350_27.0323.C9.o2.gp 
9250 

2315_5.R1084 
9250. .9307, 10640. .10892 

1 6016845/dbj | AP000570. 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



OJ000350 
+ 

10892 
AAT/GAP 
10892 
409 



27. 0323. C9 



44191 Seq. ID 

93072 Strand 

10113 End 

OJ000350_27 .0323.C9.o3.gs Method 

10113 End 

none Score 
10113. .10400 



OJ000350_27.0323.C9 
+ 

10892 
GENSCAN 
10400 
.56 



Seq. No. 44191 Seq. ID OJ000350_27 . 0323 . C9 

Gene No. 93073 Strand 

Start 2783 End 3392 

Name OJ000350_27 . 0323 . C9 . ol . gp Method AAT/GAP 

Start 2783 End 3392 

GI 17896_1.R1084 Score 1081 

Exons - 2783.. 3392 

GI Descrip. 1 21 1907 6/pir | | S55877 1.0e-21 ribosomal protein S10 - potato- 
mitochondrion 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44191 
93073 
2783 

OJ000350_27.0323.C9.ol.tm 

2783 

none 

2783. .2812, 2808. .2960, 2816. 
2967. .3038, 2967. .2999, 2969. 

44191 
93073 
2783 

OJ000350_27.0323.C9.ol.tc 

2835 « 

none 

2835. .3125, 2837. .3016, 2936. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000350 27. 0323. C9 



3392 

TBLASTX: Maize 
3143 
123 

2965, 2816. .2968, 2817. .2972, 
3010, 3081.. 3143 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.3136, 3080.. 3127 



OJ000350_27 .0323.C9 
3392 

TBLASTX: Cress 
3136 
240 



45234 




Seq. No. 


44192 


Seq. ID 


OJ000350_27.0323 


C10 


Gene No. 


93074 


Strand 


+ 




Start 


2851 


End 


14990 




Name 


OJ000350 27.0323.C10.ol.np 


Method 


AAT/NAP 




Start 


2851 


End 


14990 




GI 


5257279 


Score 


3673 




Exons 


2851.. 3373, 3722.. 3958, 4587 


..5492, 11360. . 11671, 11704 


. 11 




11802. . 13235, 13387. .13549, 


13661. .14266, 14890. .14990 




GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


44192 


Seq. ID 


OJ000350_27.0323 


C10 


Gene No . 


93074 


Strand 


+ 




Start 


2851 


End 


14990 




Name 


OJ000350 27.0323.C10.o3.gs 


Method 


GENSCAN 




Start 


9953 


End 


14750 




GI 


none 


Score 


.5 




Exons 


9953. .10364, 10809. .11528, 1.1964. .12945, 13111. .13255, 






13530. .13677, 13720. .14750 








Seq. No. 


44192 


Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93075 


Strand 






Start 


7421 


End 


9624 




Name 


OJ000350 27.0323.C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4479 


End 


4865 




GI 


none 


Score 


156 




Exons 


4479. .4694, 4719. .4865 








Seq. No. 


44192 


Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93075 


Strand 






Start 


7421 


End. 


9624 




Name 


OJ000350 27.0323.C10.o2.gs 


Method 


GENSCAN 




Start 


7421 


End 


9624 




GI 


none 


Score 


.94 




Exons 


7421. .7533, 8441. .8636, 8644 


. .9624 






Seq.' No. 


44192 


Seq. ID 


OJ000350_27.0323 


. C10 


Gene No. 


93076 


Strand 






Start 


9536 


End 


14774 




Name 


OJ000350 27.0323.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


9536 


End 


14774 




GI 


none 


Score 


65 




Exons 


9536. .9658, 14057 .. 14407, 14058 .. 14 423, 


14436. .14666, 






14 4 93. .14 693, 14 540. .14737, 


14714 . . 14 773, 14715. .14774 




Seq. No. 


44192 


Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 ' 


Strand 






Start 


9536 


End 


14774 




Name 


OJ000350 27.0323.C10.o7.tm 


Method 


TBLASTX': Maize 




Start 


10496 


End 


10900 




GI 


none 


Score 


79 




Exons 


10496. .10603, 10633. .10731, 


10637. . 10900 




Seq. No . 


44192 


Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 


Strand 






Start 


9536 


End 


14774 




Name 


OJ000350 27.0323.C10.o6.tm 


Method 


TBLASTX: Maize 





45235 




Start 


11066 




End 


11695 




GI 


none 




Score 


117 




Exons 


■ii/^^*/" 

— 11066 .. 11179, 11104. 


. 11169, 


11233. . 11382, 11234 . .11524, 






11606 . . 11695 










Seq. No. 


44192 




beq. 1JJ 


UuUUUoOU £. 1 . VoZo 


.C10 


Gene No. 


93076 




Strand 






Start 


o c i c 






i Ann a 




Name 


OJ000350 27.0323.C1U 


. o2 . tw 


Method 


i dj_iAo i a . wneat 




Start 


11906 




I? n A 


T O *3 Q Q 




GI 


none 




Score 


335 




Exons 


11906 .. 12 Job, 11914. 


. 12354 








Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


9536 




End 


14774 




Name 


OJ00Q350 27. 0323. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 1 O f f 

11966 




End 


12433 




GI 


none 




Score 


475 




Exons 


11966.-12433/ 11971. 


. 1214 4, 


11987. .12169,- 12187. .12429 




Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


9536 




End 


14774 




Name 


OJ000350 27. 0323. C10 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


12365 




End 


12724 




GI 


none 




Score 


308 




Exons 


1 O "3 /" C "1 O T O Jt i o o o o 

12365 .. 12724 , 12392. 


1 o c o c 

. 12505, 


12496. .12723 




Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


o c o f 

9536 




End 


14774 




Name 


OJ000350 27. 0323. C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


124 40 




End 


12838 




GI 


none 




Score 


330 




Exons 


12440 .. 12838, 12496. 


T O O O A 

. 12804 








Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


9536 




End 


14774 




Name 


OJ000350 27. 0323. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12470 




End 


12988 




GI 


none ' 




Score 


634 




Exons 


lOylTO TOOOO 1 O VI O 

12470 .. 12988 , 12496. 


. 12972 








Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


9536 




End 


14774 




Name 


OJ000350_27 . 0323 . C10 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12749 




End 


12991 




GI 


none 




Score 


203 




Exons 


12749. .12991, 12751. 


.12897 








Seq. No. 


44192 




Seq. ID 


OJ000350_27.0323 


.C10 


Gene No. 


93076 




Strand 






Start 


. 9536 " 




End 


14774 




Name 


OJ000350 27. 0323. C10 


. o5 . tm 


Method 


TBLASTX: Maize 





45236 




Start 


12989 




End 


13415 


GI 


none 




Score 


.203 


Exons 


12989. .13198, 12991. 


. 13161, 


13184. .13321, 13287. .13415 


Seq. No. 


44 192 




Seq. ID 


OJ000350_27. 0323. C10 


Gene No. 


93076 




. Strand 




Start 


9536 




End 


14774 


Name 


OJ00035U z/.Uozo.CIU 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


13187 




End 


13583 


GI 


none 




Score 


87 


Exons 


I'tiioT i*3ooc 

13187 13285, 13290. 


1 O C O *3 

. 13583, 


13292. .13405, 13323 .. 13574 , 




134 48 ♦ . 13582 








Seq. No. 


44192 




Seq. ID 


OJ000350_27. 0323. C10 


Gene No. 


93076 




Strand 




Start 


n c o 

9536 




End 


14774 


Name 


OJ000350 27. 0323. CIO 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


13416 




End 


14053 


GI 


none 




Score 


783 


Exons 


134 16 14 051 , 13517. 


. 14050, 


13743. . 14051, 13922. .14053 


Seq. No. 


44192 




Seq. ID 


OJ000350_27. 0323. C10 


Gene No. 


93076 




Strand 




Start 


9536 




End 


14774 


Name 


OJ000350_27 . 0323 . C10 


. ol . ts 


Method 


TBLASTX :'So ybean 


Start 


13437 




End 


13823 


GI 


none 




Score 


340 


Exons 


134 37 .. 13823, 13553. 


. 13 / / 1 






Seq. No. 


44192 




Seq. ID 


OJ000350_27. 0323. C10 


Gene No. 


93076 




Strand 




Start 


9536 




End 


14774 


Name 


OJ000350 27. 0323. C10 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


13671 




End 


14063 


GI 


none 




Score 


281 


Exons 


13,671 .. 14063, 13877. 


1 / A C A 

. 14 U5U 






Seq. No. 


44192 




Seq. ID 


OJ000350_27. 0323. C10 


Gene No. 


93076 




Strand 




Start 


n c i f 

9536 




End 


147-74 


Name 


OJ000350 27. 0323. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


14121 




End 


14435 


GI 


none 




Score 


328 


Exons 


14 121 .. 14435, 14144. 


. 14431 






Seq. No. 


4 4193 




Seq. ID 


OJ000350_27.0323.C11 


Gene No. 


93077 




Strand 


+ 


Start 


6497 




End 


6580 


Name 


OJ000350 27.0323.C11 


.o3.gp 


Method 


AAT/GAP 


Start 


6497 




End 


6580 


C T 


LIB3477-003-P1-K1-E9 




Score 


102 


Exons 


6497. .6580 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi 


_1173557 (U31771)- Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


44193 




Seq. ID 


OJ000350_27.0323.C11 



45237 




Gene No. 


93078 


Strand 


+ 


Start 


10785 


End 


14762 . 


Name 


OJ000350_27 . 0323 . Cll . o3 . gs 


Method 


GENSCAN 


Start 


10785 


End 


• 14762 


GI 


none 


Score 


.84 


Exons 


10785 .. 10932, 12 1 91 . . 12220 , 


12892. . 12971, 14400 .. 14597, 




14 67 6 . . 147 62 






beq. no. 


A A 1 Q 'i 

h 4 1 y O 


Seq. ID 


OJ000350_27.0323 


Gene No. 


93079 


Strand 




Start 


2075 


End 


7305 


Name 


OJ000350 27.0323.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1917 


End 


2354 


GI 


none 


Score 


313 


Exons 


1917. .1993, 2182. .2354 







Seq. No. 


44193 








Seq. ID 


OJ000350 


Gene No. 


93079 








Strand 




Start 


2075 








End 


7305 


Name 


OJ000350 27 


0323. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


2075 








End 


7296 


GI 


none 








Score 


.82 


Exons 


2075. .2181, 


2921. 


.3196, 


3401. 


.3840, 4551. .4727, 




5097. .5255, 


6199. 


.6226, 


7121. 


.7296 




Seq. No. 


44193 








Seq. ID 


OJ000350 


Gene No. 


93079 








Strand 




Start 


2075 








End 


7305 


Name 


OJ000350 27. 


0323. 


Cll.o2 


gp 


Method 


AAT/GAP 


Start 


2203 








End 


2640 


GI 


569207 








Score 


806 


Exons 


2203. .2640 













.0323. Cll 



4834 ...4985, 



,0323. Cll 



Seq. No. 


44193 






Seq. ID 


OJ000350_27. 0323. Cll 


Gene No. 


93079 






Strand 




Start 


2075 






End 


7305 


Name 


■OJ000350 27 


.0323-. 


Cll.o3.np 


Method 


AAT/NAP 


Start 


4516 




End 


7305 


GI 


6552743 






Score 


366 


Exons 


4516. .4727, 


4834. 


.4985, 5097. 


.5255, 5380. .5623, 6104. .6233, 




7064. .7305 










GI Descrip. 


(AC013482) 


T26F17 


.11 [Arabidopsis thaliana] 


Seq. No. 


44193 






Seq. ID 


OJ000350_27. 0323. Cll 


Gene No. 


93080 






Strand 




Start 


7641 






End 


8543 


Name 


OJ000350 27 


.0323. 


Cll.o2.gs 


Method 


GENSCAN 


Start 


7641 






End 


8543 


GI 


none 






Score 


.62 


Exons 


7641. .7826, 


8511. 


. 8543 






Seq. No. 


44193 






Seq. ID 


OJ000350_27. 0323. Cll 


Gene No. 


93081 






Strand 




Start 


15.894 






End 


17788 


Name 


OJ000350 27 


.0323. 


Cll.o2..tm 


Method 


TBLASTX: Maize 


Start 


4834 






End 


5267 


GI 


none 






Score 


180 



45238 




Exons . 4834. .4986, 4834. .4986, 4836. .4994, 5104. .5184, 5105. .5167, 

5106. .5177, 5154. .5183, "5185. .5259, 5192. .5260, 5193. .5267 



Seq. No. 


44193 


Seq. ID 


OJ000350_27.0323.C11 


Gene No. 


93081 


Strand 




Start 


15894 


End 


17788 


Name 


OJ000350 27 .0323.Cll.o2. ts 


Method 


TBLASTX: Soybean 


btart 


4944 


End 


5572 


GI 


none 


Score 


53 


Exons 


4944. .4985, 4945. .4986, 5086. .5268, 5100. .5267, 5380. .5451, 




5406. .5459, 5500. .5571, 5501. .5572 




Seq. No. 


44193 


Seq. ID 


OJ000350_27.0323.C11 


Gene No. 


93081 


Strand 




Start 


15894 


End 


17788 


Name 


OJ000350 27.0323.Cll.o4.gs 


Method 


GENSCAN 


Start 


15894 


End 


17788 


GI 


none 


Score 


.77 


Exons 


158 94. .1607 6, 164 87 ... 16691, 


17287. .17405, 17 674. .177 88 


Seq. No. 


44193 


Seq. ID 


OJ000350_27.0323.C11 


Gene No . 


93081 


Strand 




Start 


i d o y 4 


End 


17788 


Name 


OJ000350 27.0323.Cll.o4.gp 


.." Method 


AAT/GAP 


Start 


16120 


End 


16697 " 


GI 


4727 1.R1084 


Score 


964 


Exons 


16120. .16697 






GI Descrip. 


'3894168 1.0e-12 (AC005312) 


similar to 


phloem-specific lect 




[Arabidopsis thaliana] 1 






Seq. No. 


44193 


Seq. ID 


OJ000350_27.0323.C11 


Gene No. 


yoUo 1 


Strand 




Start 


15894 


End 


17788 


Name 


OJ000350 27.0323.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


16177 


End 


16694 


GI 


none 


Score 


61 


Exons 


16177. .16221, 16182. .16223, 


16227. .16274, 16258. .162 99, 




162 60. .16298, 16294. .16458, 


16295. .164 53, 1 6298 . . 164 62 , 




16299. .16457, 16300 .. 164 58 , 


16459. . 1668 6, 164 60. .16684, 




lo4 ol . . loooo, 164 61.. . 16694 , 


16594. .16686 


beq. no. 


44193 


Seq. ID 


OJ000350__27.0323.C11 


Gene No. 


93081 


Strand 




Start 


15894 


End 


17788 


Name 


OJ000350 27.0323.Cll.o4.np 


Method 


AAT/NAP 


Start 


16270 


End 


16688 


GI 


6598841 


Score 


387 


Exons 


16270. .16688 






GI Descrip. 


(AC010795) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


44193 


Seq. ID 


OJ000350_27.0323.C11 


Gene No. 


93081 


Strand 




Start 


15894 


End 


1778£ 


Name 


OJ000350 27.0323.Cll.ol.tc 


Method 


TBLASTX : Cress 


Start 


16300 


End 


16694 


GI 


none 


Score 


83 


Exons 


16300. .16380, 16301. .16384, 


16396. .1645 


8, 16403. . 16441, 




45239 






16452. .16682, 16461 .. 16694 , 16594. .16686 



Seq. No. 


44193 


Seq. ID 


OJ000350 


_27.0323 


.Cll 


Gene No. 


93081 


Strand 








Start 


15894 


End 


17788 






Name 


OJ000350_27 .0323.Cll.ol.ts 


Method 


TBLASTX :* 


Soybean 




Start 


16340 


' End 


16694 






GI 


none 


Score 


72 






Exons 


16340 .. 16435, 16342 .. 16458, 


16346. . 16444, 16461 


. . 16694, 






164 62. .16554, 164 94. .1667 6, 


16594. .16683 






Seq. No. 


A A 1 A A 

4 4194 


Seq. ID 


OJ000350 


27 . 0323 


. C12 


Gene No. 


93082 


Strand 


+ 






Start 


5236 


End 


9243 






Name 


OJ000350 27 . 0323 . C12 . o2 . gs 


Method 


GENSCAN 






Start 


5236 


End. 


9214 






GI 


none 


Score 


.62 






Exons 


5236.. 7110, 7158.. 8033, 8169 


. .8417, 8729. . 9214 






Seq. No. 


44194 


Seq. ID 


OJ000350 


_27.0323 


.C12 


Gene No. 


a o n o o 

93082 


Strand 


+ 






Start 


5236 


End 


9243 






Name 


OJ0 00350 27 . 0323 .C12 . o2 . np 


Method 


AAT/NAP 






Start 


5236. 


End 


8165 






GI 


5902444 


Score 


4871 ' 






Exons 


5236. . 8165 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


44194 


Seq. ID 


OJ000350 


_27.0323 


.C12 


Gene No. 


93082 


Strand 


+ 






Start 


5236 


End 


9243 






Name 


OJ000350 27 . 0323 . C12 . o3 . np 


Method 


AAT/NAP 






Start 


8232 


End 


9243 






GI 


59024 45 


Score 


1707 






Exons 


8232 .. 924 3 










GI Descrip. 


(AB030283) GAG-POL . precursor 


[Oryza sativa] 






beq. No. 


44194 > 


Seq. ID 


OJ000350 


^2*7 v 032 3 


C12 


Gene No. 


93083 


Strand 








Start 


1060 


End 


6391 






Name 


OJ000350 27.0323.C12.ol.np 


Method 


AAT/NAP 






Start 


1060 


End 


6391 






GI 


7444451 


Score 


3813 






Exons 


1060. .2009, 2047. .2709, 2780 


. .4724, 6334. . 6391 






GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 






retrotransposon retrofit gi | 2586082 | gb IAAB82754 


.11 (U72725) 




retrofit [Oryza longistaminata] 








Seq. No. 


44194 


Seq. ID 


OJ000350 


_27.0323. 


C12 


Gene No.- 


93083 


Strand 








Start 


1060 


End 


6391 






Name 


OJ000350 27.0323.C12.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


1075 


End 


1700 






GI 


none 


Score 


53 






Exons 


1075. .1455, 1118.'. 1243, 1337 


. . 1456, 1456. . 1500, 


1457. .1501, 



1545. .1700, 1570. .1698 



45240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44194 . 

93083 

1060 

OJ00035'0_27, 

1084 

none 

^1084. . 1278, 

44194 
93083 
1060 

OJ000350_27. 

1117 

none 

1117. .1404, 
1411. .1455, 

44194 
93083 
1060 

OJ000350_27, 

1465 

none 

14 65. .1500,- 

44194 
93083 
1060 

OJ000350_27. 

1506 

none 

1506. .1769, 

44194 
93083 
1060 

OJ000350_27. 
1731 ' 
none 

1731. .2015, 

44194 
93083 
1060 

OJ000350_27. 

1905 

none 

1905. .2027, 

44194 
93083 
1060 

OJ000350_27. 

1965 

none 

1965. .2003, 



0323.C12.o4 .tc 



1307.. 1405, 1312. 



0323.C12.o5.tm 



1137. .1424, 1173. 
1457. .1504 



0323.C12.o3.tw 
1506.. 1901, 1525, 

0323.C12.o4.tm 
1573. . 1767 

0323.C12.o3.tc 
1777. .1929, 1974. 

0323.C12.o5.tw 
2107. .2451, 2143. 

0323.C12.o3.tm 
2077.. 2451, 2090. 



Seq. ID OJ000350_27.0323.C12 
Strand 

End -6391 

Method TBLASTX: Cress 

End 1497 

Score 74 
.1434,- 1456. .1497 

Seq. ID OJ000350_27.0323.C12 
Strand 

End 6391 

Method TBLASTX : Mai ze 

End 1504 

Score 36 

.1283, 1177. .1383, 1343. .1405, 



Seq. ID OJ000350_27.0323.C12 
Strand 

6391 

TBLASTX: Wheat 
1901 
203 



End 

Method 
End 
Score 
.1899 



Seq. ID OJ000350__27.0323.C12 
Strand 

End 6391 

Method TBLASTX : Mai ze 

End ■ 1769 

Score 153 



Seq. ID OJ000350_27.0323.C12 
Strand 

6391 

TBLASTX: Cress 
2015 
57 



End 

Method 
End 
Score 
.2000 



Seq. ID OJ000350_27 .0323.C12 
Strand 

.End 6391 

Method TBLASTX : Wheat 

End 2452 

Score 7 2 
.2298, "2354*:.; 24 52 

Seq. ID OJ000350_27 .0323.C12 
Strand 

End 6391 

Method TBLASTX : Mai ze 

End 2451 

Score 75 
.2293 



45241 






Seq. No. 


4 4 iy 4 








Seq. ID 


OJ000350_27.0323 


. C12 




Gene No. 


93083 








Strand 








Start 


1060 








End 


6391 






Name 


/ataaaaca 0 "7 

UJUUUJoU 2 / 


. U J2 J 


. L12 . 02 


. ts 


Method 


TBLASTX : Soybean '" : 






Start 


a 1 a a 
2122 








End 


2619 






GI 


do092oU 








Score 


75 






Exons * 


A T A A A £T 1 A 

2122 . . 2biy , 


A 1 O A 

2 1 JU 


A "3 A A 
. . 23UU , 


A A A O 

222o . 


..2482, 2365. .2496. 






GI Descrip. 


















Seq. No. 


44194 








beq. id 


r\TnAAAtA A "7 A A A "3 


.C12 




Gene No. 


93083 








Strand 








Start 


lUbU 








End 


6391 






Name 


/ataaaaca aa 
OJUtJUobO 27 


A O A "3 

. 0323 


. C12 . o2 


. tc 


Method 


1 blaoIa : tress 






Start 


O O "3 "3 

22o J 










2511 






GI 


none 








Score 


14 b 






Exons 


a a a a ocnc 


22o4 


. . 2 OU b , 


a *3 a r 
2obO . 


oci i 








Seq. No. 


44194 








Seq. ID 


/^iTAAAACA A"7 AAAA 

OJ00U350 27.0323 


.C12 




Gene No. 


93083 - 








Strand 








Start 


XUbU 








End 


6391 






Name 


(^iTAAAACA A A 

OJUUU3bU 2 / 


A O A "3 


1 A a A 

. C12 . O / 


. tw 


Metnoa 


TBLAbTX : Wheat 






Start 


31o3 








End 


A C O 1 

3581 






GI 


none 








Score 


151 




S3 


Exons 


Q1 QCQ1 


"3 A A 1 

J22 1 


. . oo bo 










XL 

jr at 


Seq. No. 


44194 








Seq. ID 


/^TAAAACA A"7 AAAA 

OJ000350 27.0323 


.C12 




Gene No. 


93083 








Strand 






3" Li 


-Start 


1 A C. A 

ID bU 








End 


6391 






Name 


/^TAAAACA A A 

OJ000350 27 


A A A O 

. 0323 


. C12 . ol 


. tc 


Method 


TBLASTX : Cress 




ly 


Start 


A A A T 

3221 








End 


a a 0 a 

3689 






GI 


none 








Score 


yi A 

4 7 




: y 


Exons 


o22 1 . .ODOO, 


-D A A A 

3222 , 


. .3341, 


A A A C 

33yb . 


a e~ 0 a 

.3689 








Seq. No. 


44194 








Seq. ID 


AiTAAAACA A A AAAA 

OJUUU350 27.0323 


.C12 


jr Si 


Gene No . 


93083 








Strand 








otart 


1 A /T A 








End 


6391 






Name 


/^taaaoca aa 


A A A A 

. 0323 , 


. C12 . o4 


. ts 


Method 


l BLAb IX : boyoean 




:1 


Start 


O A O A 

323y 








End 


3boo 






GI 


none 








Score 


A A O 

2 /3 




33 


Exons 


A A "3 A CO 

o2Jy . . 3bbo 














^ =r 


Seq. No. 


44194 








Seq. ID 


OJ000350 27.0323 


.C12 




Gene No. 


93083 








btrana 








b tart 


1 a a a 
lUbU 








End 


6391 






Name 


OJUUUobU 2 / 


A O A O 

. U32 3 . 


, C12 . 00 


. tm 


Method 


TBLASTX: Maize 






Start 


32ol 








End 


3676 






(jji 


none 








Score 


110 






Exons 


A A C 1 A £ T A 

3251 . . 3bl0 , 


O A A 1 

32y 1 , 


. . 3566, 


3587 . 


.3676 








beq. 1N0 . 


A A 1 Q A 

4 4 1 y 4 








Seq. ID 


OJ000350_27 .0323 


. C12 




Gene No. 


93083 








Strand 








Start 


1060 








End 


6391 






Name 


OJ000350 27 


.0323. 


,C12.o5 


.ts 


Method 


TBLASTX : Soybean 






Start 


3680 








End 


4078 






GI 


none 








Score 


52 






Exons 


3680. .3850, 


3869. 


, .3982, 


3995. 


.4078 







45242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 





Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 


L _i 






Seq. No 


fn 


Gene No 




Start 


rll 


Name 




Start 




GI 




Exons 






: i~ 






Seq. No 




Gene No 


'•2, Z 


Start 




Name 




Start 




GI 


~ — 

I J 


Exons 




Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44194 

93083 . 

1060 i - 

OJ000350_27. 

4160 

none 

4160. .4462, 

44194 
93083 
1060 

OJ000350_27. 

4175 

none 

4175. .4507, 

44194 
93084 
6525 

OJ000350_27. 

6525 

none . 

6525. . 6833, 

44194 
93085 
7500 

OJ000350_27. 

7500 

none 

7500. .7676, 
8132. .8293 

44194 
93085 
7500 . 

OJ000350_27. 
7808 
none 

7808. .7954, 

44194 
93086 
8298 

OJ000350_27. 
8298 
none 

8298. .8498, 

44194' 
93086 
8298 

OJ000350_27. 
8307 
none 

8307. .8492, 



0323.C12.o7.tm 
4202. .4462 

0323.C12.o4.tw 
4175. .4519, 4182, 

0323.C12.o6.tw 
6526. .6927 

0323.C12.ol.tw 



Seq. ID OJ000350_27.0323.C12 

Strand -" 

End 6391 

Method TBLASTX: Maize 

End 44 62 

Score 97 



Seq. ID OJ000350_27.0323.C12 
Strand 

6391 

TBLASTX: Wheat 
4520 
214 



End 

Method 
End 
Score 
.4520 



Seq. ID OJ000350_27.0323.C12 

Strand . 

End 6927 

Method TBLASTX : Wheat 

End 6927 

Score 297 



Seq. ID OJ000350_27.0323.C12 
Strand 

End ' 8297 

Method TBLASTX: Wheat 
End 8297 
Score 149 



7563. .7676, 7721. .7957, 7725. .7955, 8004. .8297, 



0323.C12.o8.tm ■ 
7809. .7955 

0323.C12.o9.tw 
8318. .8479, 8477, 

0323.C12.o2.tm 
8348. .8491, 8477, 



Seq. ID OJ000350_27.0323.C12 
Strand 

End 8297 

Method TBLASTX: Maize. 

End 7955 

Score 182 



Seq. ID OJ000350_27.0323.C12 
Strand 

9241 

TBLASTX: Wheat 
8530 
212 



End 

Method 
End 
Score 
.8530, 8482. .8529 

OJ000350 27.0323.C12 



Seq. ID 
Strand 
End 

Method 

End 

Score 



9241 

TBLASTX: Maize 

8662 

180 



,8662, 8482. .8649 



45243 



Seq. No. 44194 Seq. ID 

Gene No. 93086 Strand 

Start 8298 End . 

Name OJ000350_27 . 0323 . C12 . o2 . tw Method 

Start ~8531 End 

-GI none ' Score 

Exons 8531.'. 8950, 8533.. 8949 



OJ000350_27.0323.C12 
9241 

TBLASTX: Wheat 

8950 

455 



Seq. No. 44194 Seq. ID 

Gene No. 93086 Strand 

Start 8298 End 

Name OJ000350_27 . 0323 . C12 . ol . tm Method 

Start 8690 End 

GI none Score 

Exons 8690.. 9073, 8794.. 9072 



OJ000350_27. 0323.C12 
9241 

TBLASTX:Maize 

9073 

333 



Seq. No. 44194 
Gene No. . 9308 6 

Start 8298 

Name OJ000350_27 . 0323 . C12 . o3 . ts 

Start 8795 

GI none 

Exons 8795.. 9226, 8842.. 8985, 8858. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8986, 9022. .9192 



OJ000350_27.0323.C12 
9241 

TBLASTX: Soybean 
9226 
320 



Seq. No. 44194 Seq. ID 

Gene No. 93086 Strand 

Start 8298 End 

Name OJ000350_27 . 0323 . C12 . 08 . tw Method 

Start 8954 End 

GI none Score 

Exons 8954.. 9241, 8965.. 9240 



OJ000350_27.0323.C12 
9241 

TBLASTX: Wheat 

9241 

263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44195 Seq. ID 

93087 Strand 

1 End 
OJ000350_27 .0323.C13.ol.np Method 

1 End 

5902445 Score 
1..1484 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000350_27.0323.C13 
+ 

1487 
AAT/NAP 
1484 
2555 



44195 Seq. ID 

93087 Strand 

1 End 
OJ000350_27 .0323.C13.ol.gs Method 

18 End 

none Score 
18. .1487 



OJ000350_27.0323.C13 
+ 

1487 
GENSCAN 
1487 
.76 



Seq. No. 44195 Seq. ID 

Gene No. 93088 Strand 

Start 1805 End 

Name OJ000350_27 . 0323 . C13 . o4 . tw Method 

Start -57 End 

GI none Score 

Exons 57.. 191, 216.. 356 



OJ000350_27.0323.C13 
4746 

TBLASTX: Wheat 

356 

134 



45244 



Seq. No. 44195 

Gene No. 93088 

Start '1805 ■ 

Name OJ000350_27 . 0323 . C13 . ol . tm 

Start 353 

GI none ... 

Exons "353. .664, 354. .677, 374. .688, 



Seq. ID OJ000350_27.0323.C13 

Strand - . 

End 474 6 

Method TBLASTX: Maize 

End 716 

Score 44 6 

668. .715, 669. .716 



Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350_27 . 0323 . CI 3 . ol . tw 

Start 359 

GI none 

Exons 359.. 670, 360.. 746, 561.. 746 

Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350__27 . 0323 . C13 . o3 . tm 

Start 818 

GI none 

Exons 818. .916, 819. .917, 908. .994, 



Seq. ID OJ000350_27.0323.C13 
Strand 

End 4746 

Method TBLASTX : Wheat 

End 746 

Score 420 



Seq. ID OJ000350_27.0323.C13 
Strand 

End 4746 

Method TBLASTX : Mai ze 

End 1091 

Score 95 

912. .995, 1005. .1091 



Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350_27 . 0323 . C13 . o2 . tw 

Start 861 

GI none 

Exons 861.. 1139, 1022.. 1123, 1194. 



Seq. ID OJ000350_27.0323.C13 
Strand 

End 4746 

Method TBLASTX : Wheat 

End 1475 

Score 271 
,1352, 1338. .1475, 1349. .1471 



Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350_27 . 0323 . C13 . o2 . tm 

Start 1203 

GI ' none 

Exons 1203.. 1355, 1304.. 1354, 1334, 



Seq. ID OJ000350_27 . 0323.C13 
Strand 

End 4746 
Method TBLASTX: Maize 
End - 1436 

Score 153 • 
.1435, 1335.. 1436 



Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350_27 . 0323 . C13 . o2 . gs 

Start 1805 

GI none 

Exons 1805.. 2253, 2326.. 2430, 2503. 

3075... 3406, 3489. .3664, 3862. 

Seq. No. 44195 

Gene No. 93088 

Start 1805 

Name OJ000350_27 . 0323 . C13 . o2 . np 

Start 1808 

GI 6691716 

Exons 1808.. 2253, 2326.. 2438, 2589. 

3489. .3664, 3862. .4746 



Seq. ID OJ000350_27 . 0323.C13 
Strand 

End 4746 

Method GENSCAN 

End 4746 

Score .85 

.2692, 2768. .2872, 2947. .2987, 
.4746 • 

Seq. ID OJ000350_27.0323.C13 
Strand 

End 4746 

Method AAT/NAP 

End 4746 

Score 2298 

.2692, 2768.. 2962, 3139.. 3406, 



45245 



GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


4 4 1 y d . 








beq. iu 


UuUUUjjJJ Z / • U J 


pi ^ 


Gene No. 


QOAQQ 

yjuoo 








btrana 






C" -> -v~ 4- 

otart 


i arm 










Al A f> 
4 / lO 




Name 


nTnnmc;^ on 
UJUUUjOU Z 1 


. u jZ 0 . 




. T-W 


Meinoa 


1 dlho 1 a . wneat 




Start 


4336 








End 


4626 . 




GI 


none 








Score 


211 




Exons 


/ "3 o c A CO £. 
4jOD. .4 oZ 0 














Seq. No. 


A A 1 Q C 

h 4 ± y b 








beq . 1 u 


nTnnn^RD on n^o^ 

Uu UUUjjU Z / . UjZj 




Gene No. 


yoUo y 








btrana 






Start 


. ± U 4 b 








Lna 


1 Rnn 

IjUU 




Name 


UJUUUJOU Z / 


. U0Z0 . 


Li b . Ol 


. gs 


Method 


bil<INbL.AIM 




Start 


1U4 b 










1 




01 


none 








Score 


.7 




Exons 


1046. .1143, 


1342. 


.1393 










beq. no. 


A A 1 Ct C 

4 4 1 y b 








Seq. ID 


OJ000350_27.0323 


.C16 


Gene No. 


y JUb y 








Strand 






Start 


104 6 








End 


1500 




Name 


OJUUUooU z / 


.0323. 


Cl.6-.ol 


.np 


Method 


AAT/NAP 




Start 


1 n *r 0 
lUbo 








End 


1500 




GI 


byu /uyu 








Score 


94 




Exons 


lUbo . . loUU 














GI Descrip. 


(AP001129) 


Similar to Oryza 


sativa root-specific RCc3 mRNA. 




(L27208) 














Seq. No. 


A A 1 Ql 

4 4 1 y / 








Seq. ID 


OJ000350_27.0323 


.C17 


Gene No. 


you yu 








Strand 


+ 




Start 


1 








End 


1525 




Name 


UJUUUjjU Z / 


.0323. 


C17.ol 


.np 


Method 


AAT/NAP 




Start 


-1 
1 








End 


1525 




GI 


7228450 








Score 


188 




Exons 


1..70, 922. 


;1049, 


1188. 


.1307 


, 1410.. 1525 




GI Descrip. 


(ArUUlobb J 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


4 4 1 y / 








Seq. ID 


OJ000350_27.0323 


-C17 


Gene No. 


you y u 








Strand 


+ 




otart 


X 








End 


1525 




Name 


UJUUUjjU Z / 


.0323. 


C17.ol 


.gs 


Method 


GENS CAN 




Start 


392 








End 


684 




GI 


none 








Score 


.56 




Exons 


j yz . . do 4 














Seq. No. 


44197 








' Seq. ID 


OJ000350_27.032'3 


.C17 


Gene No. 


93091 








Strand 






Start 


1412 








End 


1553 




Name 


OJ000350 27 


.0323. 


C17.o2 


.gs 


Method 


GENSCAN 




Start 


1412 








End 


1553 




GI 


none 








Score 


.83 




Exons 


1412. . 1553 














Seq. No. 


44198 








Seq. ID 


OJ000350_27.0323 


.C18 


Gene No. 


93092 








Strand 


+ 





45246 



Start 2401 End 5348 

Name OJ000350_27 . 0323 . C18 . ol . np Method AAT/NAP 

Start .2401 End 4420 

GI 4325357 Score 395 

Exons 2401.. 2934, 3731. .4420 

GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44198 
93092 
2401 

OJ000350_27 .0323.C18.o2.gs 

2973 

none 



Seq. ID OJ000350_27.0323.C18 



Strand 
End 

Method 

End 

Score 



+ 

5348 
GENSCAN 
5348 
.56 



2973.-3534, 3574. .3649, 3787. .4396, 4444. .4592, 5222. .5348 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 27.0323.C18 



44198 
93093 
2283 

OJ000350_27.0323.C18.ol.gp 
752 

LIB3432-058-P1-K1-E12 
752... 1071 - • ' 

f 5257255/dbj I AP000364.il AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



2936 
AAT/GAP 
1071 
321 



Seq. No. 44198 Seq. ID 

Gene No. 93093 Strand 

Start 2283 End 

Name OJ000350_27 . 0323 . C18 . ol . gs Method 

Start 2283 End 

GI none Score 

Exons 2283.. 2780 



OJ000350__27.0323.C18 

2936 
GENSCAN 
2780 
.86 



Seq. No. 44198 * Seq. ID 

Gene" No. .93093 Strand 

Start '' 2283 End 
Name OJ000350_27 . 0323 . C18 . ol . ts Method 

Start 2481 End 

GI none Score 

Exons 2481.. 2585, 2613. .2891 



OJ000350_27.0323.C18 
2936 

TBLASTX: Soybean 

2891 

74 



Seq. No. 44198 

Gene No. 93093 

Start 2283 

Name OJ000350_27 . 0323 . C18 . ol . tw 

Start 2481 

GI none 

Exons 2481.. 2597, 2613.. 2828 

Seq. No. 44198 

Gene No. 93093 

Start 2283 

Name OJ000350_27 . 0323 . C18 . ol . tc 

Start 2634 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score^ 



Seq. ID 
Strand 
•End 
Method 
End 
Score 



OJ000350_27.0323.C18 
2936 

TBLASTX: Wheat 

2828 

96 



OJ000350_27.0323.C18 
2936 

TBLASTX: Cress 

2936 

184 



45247 



Exons 



2634. .2936 



m 



Seq. No. 


44199 


Seq. ID 


OJ000350 27.0323.C19 


Gene No. 


93094 


Strand 


+ 


Start 


762 


End 


' 1549 


Name 


OJ000350 27.0323.C19.ol.np 


Method 


AAT/NAP 


Start 


762 


' End 


1549 


GI 


6983861 


Score 


1309 


Exons 


762. . 1549 






GI Descrip. 


(AP001168) Similar to gypsy-type retrptransposon RIRE8B DNA, 




internal region (AB014741) [Oryza sativa] 


Seq. No. 


44199 


Seq. ID 


OJ000350_27.0323.C19 


Gene No. 


93095 


Strand 


4- 


Start 


1771 


End 


9140 


Name 


OJ000350 27.0323.C19.o2.np 


Method 


AAT/NAP 


Start 


1771 


End 


6234 


GI 


4680179 


Score 


5673 


Exons 


1771.. 6234 " 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


44199 


Seq. ID 


OJ000350 27.0323.C19 


Gene No. 


93095 


Strand 


+ 


Start, 


1771 • 


End •• 


9140 


Name 


OJ000350 27.0323.C19.o3.np 


Method 


AAT/NAP 


Start 


5165 


End 


9140 


GI 


6063554 


Score 


360 


Exons 


5165. .5397, 7361. .7650, 7768. 


.7989, 8307. .8334, 8966. .9140 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


44199 


Seq. ID 


OJ000350_27.0323.C19 


Gene No. 


93095 


Strand 


+ 


Start 


1771 


End 


9140 


Name . 


OJ000350 27.0323.C19.ol.gp 


Method 


AAT/GAP 


Start 


,7801 


End 


8535 ' * 


GI 


101153 1.R1084 \ 


Score 


614 


Exons 


7801. .7989, 8307. .8535 






GI Descrip. 


, 5852170/emb|AL1172 65.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ? 


Seq. No. 


44199 


Seq. ID 


OJ000350_27.0323.C19 


Gene No. 


93095 


Strand 


+ 


Start 


1771 


End 


9140 


Name 


OJ000350 27.0323.C19.o2.gp 


Method 


AAT/GAP 


Start 


8553 


End 


8980 


GI 


2428185 


Score 


833 


Exons 


8553. .8980 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


44199 


Seq. ID 


OJ000350_27.0323.C19 


Gene No. 


93096 


Strand 




Start 


9509 


End 


9797 


Name 


OJ000350 27.0323.C19.o4.gp 


Method 


AAT/GAP 


Start 


9509 


End 


9797 



45248 



ft 



GI 61605_3.R1084 Score 452 

Exons . 9509. . 9797 

GI Descrip. T 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis- 
thaliana] ' 



Seq. No. 4 4199 ■ Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350_27 . 0323 . C19 . o9 . tw Method 

Start 1978 End 

GI none Score 

Exons 1978.. 2175, 1979.. 2176 



OJ000350_27.0323.C19 
10383 

TBLASTX: Wheat 

2176 

215 



Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350_27 . 0323 . C19 . o7 . tw Method 

Start 2227 End 

GI none Score 

Exons 2227.. 2400, 2228.. 2578, 2376.. 2444 



OJ000350_27.0323.C19 
10383 

TBLASTX: Wheat 

2578 

312 



Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350_27 . 0323 . C19 . 06 . tm Method 

Start 2228 End 

GI none Score 

Exons 2228.. 2533 



OJ000350_27.0323.C19 
10383 

TBLASTX: Maize 

2533 

246 



Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350_27 . 0323 . CI 9 . 08 . tw Method 

Start 2912 End 

GI none Score 

Exons 2912. . 3265 



OJ000350_27.0323.C19 
10383 

TBLASTX: Wheat 

3265 

256 



Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start "9974 End 
Name - OJ000350_27 . 0323 . C19 . o7 . tm Method 

Start 3269 End 

GI none Score 

Exons 3269.. 3460, 3307.. 3462 



OJ000350_27.0323.C19 
10383 

TBLASTX: Maize 
3462 
. 187 



Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350_27 . 0323 . C19 . o4 . tw Method 

Start 3397 End 

GI none Score 
Exons " 3397.. 3837, 3398.. 3880, 3401.. 3877 

Seq. No. 44199 Seq. ID 

Gene No. 93097 Strand 

Start 9974 End 

Name OJ000350 27 . 0323 . C19 . o4 . ts Method 



OJ000350_27.0323.C19 
10383 

TBLASTX: Wheat 

3880 

535 



OJ000350_27 .0323.C19 
10383 

TBLASTX: Soybean 



45249 



1 =5 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3434 
none 

3434. .3748 

44199 
93097 
9974 

OJ000350_27, 

3463 

none 

3463. .3900, 

44199 
93097 
9974 

OJ000350_27, 

3821 

none 

3821. .3853, 
3973. .4206 

44199 
93097 
9974 

OJ000350_27. 

3948 

none 

3948. .4223, 

44199 
93097 
9974 

OJ000350_27. 

3965 

none 

3965. .4297, 

44199 
93097 
9974 

OJ000350_27. 

4232 

none 

4232. .4657, 

44199 
93097 
9974 

OJ000350_27. 

4238 

none 

4238. .4486 

44199 
93097 
9974 

OJ000350 27. 



End 
Score 



3748 
198 



0323.C19.o4 .tm 



3467. .3910 



0323.C19.ol.ts 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method TBLASTX: Maize 

End 3910 

Score 371 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method TBLASTX : Soybean 

End 4216 

Score 57 



3821. .3853, 3857. .3901, 3859. .3900, 3965. .4216, 



0323.C19.o5.tw 
3967. .4230, 3968, 

0323.C19.o5.tm 
.4018. .4296 

0323.C19.o3.tw 
4234. .4650 

0323.C19.o3.ts 



Seq. ID OJ000350_27.0323.C19 
Strand 

10383 

TBLASTX: Wheat 
4231 
.114 



End 

Method 
End 
Score 
.4231 



0323.C19.o2.tm 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method TBLASTX : Mai ze 

End 4297 

Score 310 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method TBLASTX : Wheat 

End 4657 

Score 599 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method. TBLASTX : Soybean 

End 4486 

Score 206 



Seq. ID OJ000350_27.0323.C19 
Strand 

End 10383 

Method TBLASTX : Mai ze 



4 5250- 




Start 


4304 








End 


4 657 




GI 


none 








Score 


4 63 




Exons 


4304 . .4657, 


4309 


. 4 650 










Seq. No. 


44199 








Seq. ID 


OJ000350_27.0323. 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


10383 




Name 


OJ000350_27 


. 0323 


C19 . o2 


tw 


Method 


TBLASTX : Wheat 




Start 


4685 








End 


C O O A 

5224 




GI 


none 








Score 


621 




Exons 


4685., 5224, 


4867 


. 5220 










Seq. No. 


44199 








Seq. ID 


OJ000350_27.0323 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


1 (Job J 




Name 


OJ000350^T;0323 


C19 . ol 


tc 


Method 


TBLASTX : Cress 




Start 


4922 








End 


C O A O 

5^48 




GI 


none 


■ 






Score 


90 




Exons 


4922 . . 5104, 


5105 


.5248, 


5107 . 


C O A "7 

. 524 7 






Seq. No. 


44199 








Seq. ID 


OJ000350_27.0323 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


10383 




Name 


OJ000350_27 


. 0323 


C19.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5012 








End 


5272 




GI 


none 








Score 


301 




Exons 


5012 . . 5272, 


5023 


. 5271, 


5024 . 


. 5272- 






Seq. No. 


44199 








Seq. ID 


OJ000350_27.0323 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


10383 




Name 


OJ000350_27 


. 0323 


C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5070 








End 


5362 




GI 


none 








Score 


91 




Exons 


5070. ;5258, 


5071 


. 5358, 


5072 . 


.5362, 5204. .5359 




Seq. No. - 


44199 








Seq. ID 


OJ000350_27.0323 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


10383 




Name 


OJ000350 27 


.0323 


C19 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


5231 








End 


5856 




GI 


none 








Score 


371 




Exons 


5231. .5551, 


5234 


.5491, 


5290. 


.5544, 5544..S735, 5545.-5856, 




5796. .5855 














Seq. No. 


44199 








Seq. ID 


OJ000350_27.0323 


C19 


Gene No. 


93097 








Strand 






Start 


9974 








End . - 


10383 




Name 


OJ000350 27 


.0323 


C19.ol 




Method 


TBLASTX: Maize 




Start 


5410 






End 


5994 




GI 


none 








Score 


229 




Exons 


5410. .5652, 


5411 


.5638, 


5425. 


.5994, 5475..S732, 5796.-5993 


Seq. No. . 


44199 








Seq. ID 


OJ000350_27.0323 


.C19 


Gene No. 


93097 








Strand 






Start 


9974 








End 


10383 




Name 


OJ000350 27 


.0323 


C19.o6 


. tw 


Method 


TBLASTX: Wheat 





45251 




Start 


5856 


End 


6189 




GI 


none 


Score 


315 




Exons 


,5856.-6137, 5857.. 6189 








Seq. No. 


44199 


Seq. ID 


OJ000350_27. 


0323. C19 


Gene No . 


93097 


Strand 






Start 


9974 


End 


10383 




Name 


OJ000350 27 . 0323..C19.O4 . np 


Method 


AAT/NAP 




Start 


9974 


End 


10383 




G.I 


•5852180 


Score 


101 




Exons 


9974 . . 10383 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


44200 


Seq. ID 


OJ000350_27 . 


0323. C20 


Gene No . 


93098 


Strand 


+ 




Start 


7 


End 


5507 




Name 


OJ000350 27.0323.C20.ol.gs 


Method 


GEN SCAN 




Start 


7 


• End 


5507 




GI 


none 


Score 


.66 




Exons 


7. .39, 45. .124, 1278. .1420, 


1881. .2769 


, 2899. .3064, 


3111. .32 




3326. .3672, 3739.. 4183, 4498 


..4671, 5141. .5239, 5319. .5507 


Seq. No. 


44200 


Seq. ID 


OJ000350_27. 


0323. C20 


Gene No. 


93098 ■ . 


Strand 


+ 




Start 


7 


End 


5507 




Name 


OJ000350 27 .0323.C20.o3.np 


Method 


AAT/NAP 




Start 


607 


End 


5486 




GI 


4680204 


Score 


895 




Exons 


607.. 636, 1913.. 3230, 3326.. 


4386, 4498 


..4671, 4768. 


.4916, 




5281. .5486 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


44200 


Seq. ID 


OJ000350_27. 


0323. C20 


Gene No. 


93098 


Strand 


+ 




Start 


7 


End 


5507 




Name 


OJ000350 27.0323.C20.o2.np 


Method 


AAT/NAP 




Start 


806 


End 


5486 




GI 


4680204 


Score 


893 




Exons 


806.. 833, 1930.. 3230, 3326.. 


4386, 4498 


..4671, 4768. 


.4916, 




5281. .5486 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


44200 


Seq. ID 


OJ000350_27. 


0323. C20 


Gene No. 


93098 


Strand 


+ 




Start 


7 


End 


5507 




Name 


OJ000350 27.0323.C20.ol.np 


Method 


AAT/NAP 




Start 


1055 


* End 


1227 




GI 


6063554 . 


Score 


102 




Exons 


1055.. 1227 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


44200 * - . 


Seq. ID 


OJ000350_27. 


0323.C20 


Gene No. 


93098 


Strand 


+ 




Start 


7 


End 


5507 




Name 


OJ000350 27.0323.C20.ol.gp 


Method 


AAT/GAP 





45252 



Start 3808 End 4286 

GI ' uC-osflcypl.76fl0bl Score 866 

; -Exons 3808. .4286 

GI Descrip. 1 604 1757/ gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 


44200 


Seq. ID 


OJ000350_27.0323.C20 


Gene No. 


93099 


Strand 




Start 


5973 


End 


6111 


Name 


OJ000350 27.0323.C20.o3.gp 


Method 


AAT/GAP 


Start 


5973 


End 


6111 


GI 


21474 1.R1084 


Score 


201 


Exons 


5973. .6111 






GI Descrip. 


1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 




thaliana] 1 • 






Seq. No.. 


44200 


Seq. ID 


OJ000350_27.0323.C20 


Gene No. 


93100 


Strand 




Start 


6456 


End 


6555 


Name 


OJ000350 27.0323.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2436 


End 


2833 


GI 


none 


Score 


212 . 


Exons 


2436.. 2552, 2438.. 2674, 2539.. 


2706, 2669. .2833 


Seq. No. 


44200 


Seq. ID 


OJ000350_27.0323.C20 


Gene No. 


93100 


Strand 




Start 


6456 


End 


6555 


Name 


OJ000350 27.0323.C20.o4.gp 


Method 


AAT/GAP 


Start 


6456 


End 


6555 


GI 


69953 1.R1084 


Score 


117 


Exons 


6456. . 6555 






GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 7 . Oe- 


34 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence' 


Seq. No. 


44201 


Seq. ID 


OJ000350_27.0323.C21 


Gene No. 


93101 


Strand 


+ 


Start 


89 


End 


2029 


Name 


OJ000350 27.0323.C21.ol.gs 


Method 


GENSCAN 


Start 


89 


End 


2029 


GI 


none 


Score 


.51 


Exons 


89. .249, 288. .508, 1876. .2029 






Seq. No. 


44202 


Seq. ID 


OJ000350_27.0323.C23 


Gene No. 


93102 


Strand 


+ 


Start 


5538 


End 


6320 


Name 


OJ000350 27.0323.C23.ol.np 


Method 


AAT/NAP 


Start 


5538 


End 


6320 


GI 


7444451 


Score 


285 


Exons 


5538.. 6057, 6304.. 6320 






GI Descrip. 


probable gag/pol polyprotein - 


- long-staminate rice 




retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 1 (U72725) 




retrofit [Oryza longistaminata] 




Seq. No. 


44202 * 


Seq. ID 


OJ000350_27.0323.C23 


Gene No. 


93102 


Strand 


+ 


Start 


5538 


End 


6320 



45253 




Name 


OJ000350 27 


. 0323 


.C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5577 








End 


5933 




GI 


none 








Score 


240 




Exons 


5577'. . 5933 














Seq. No. 


44202 








Seq. ID 


OJ000350_2*7.0323. 


C23 


Gene No. 


93102 








Strand 


+ • 




Start 


5538 








End 


6320 




Name 


OJ000350_27 


. 0323 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5633 








End 


5942 




GI 


none 








Score 


123 




Exons 


5633 . . 5749, 


5634 


. . 5744, 


5744 . 


.5902, 5748. .5942 




Seq. No. 


44203 








Seq. ID 


OJ000350 27.0323. 


C24 


Gene No. 


93103 








Strand 


+ 




Start 


561 








End 


4314 




Name 


OJ000350 27 


.0323 


.C24 .ol 


gs 


Method 


GENSCAN 




Start 


561 








End 


4314 




GI 


none 








Score . 


. 51 




Exons 


561. .652, 979. .1233, 1259. .1402, 1843 


..2970, 3052.. 3471, 






3547. .3606, 


3675 


. .3779, 


3856. 


.4314 






Seq. No. 


44203 








Seq. ID 


OJ000350_27.0323. 


C24 


Gene No. 


93104 








Strand 


— 




Start 


4795 








End 


6387 




Name 


OJ000350_27 


.0323 


C24 .o2 


gs 


Method 


GENSCAN 




Start 


4795 








End 


6387 




GI 


none 








Score 


.78 




Exons 


4795. .5493-, 


5584 


. .6387 










Seq. No. 


A A o n *3 








Seq. ID 


OJ000350_27.0323. 


C24 


Gene No. 


93104 








Strand 






Start 


4795 








End 


6387 




Name . 


OJ000350 27 


.0323 


C24 .ol 


ts 


Method 


TBLASTX: Soybean 




Start 


4805 








End 


5055 




GI 


none 








Score. 


154 




Exons 


4805. ...5053, 


4 810 


.5055, 


4927. 


.5055 






Seq. No. 


44203 








Seq. ID 


OJ000350_27.0323. 


C24 


Gene No. 


93104 








Strand 






Start 


4795 








End 


6387 




Name 


OJ000350 27 


.0323 


C24 .ol 


np 


Method 


AAT/NAP 




Start 


4816 








End 


6021 




GI 


4544372 








Score 


569 




Exons 


4816. .6021 














GI Descrip. 


(AC006920) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 














Seq.. No. 


44203 








Seq. ID 


OJ000350_27.0323. 


C24 


Gene No. 


93104 








Strand 






Start 


4795 








End 


6387 




Name 


OJ000350 27 


.0323 


C24 .ol 


tw 


Method 


TBLASTX: Wheat 




Start 


4831 








End 


5238 




GI 


none 








Score 


119 




Exons 


4831. .5238, 


4865 


.5230 










Seq. No. 


44203 








Seq. ID 


OJ000350_27.0323. 


C24 



45254 




Gene No. 


93104 . 


Strand 


- 


Start 


4795 


End 


6387 


Name 


OJ000350 27 .0323.C24 .o2.tw 


Method ■ 


TBLASTX: Wheat 


Start 


5263 


End' 


5641 


GI 


none 


Score 


55 


Exons 


52 63.. 5640, 5570.. 5641 






Seq. No. 


44203 


Seq. ID 


OJ000350 27.0323.C24 


Gene No. 


93104 


Strand 




Start 


4795 


End 


6387 


Name 


OJ000350_27 . 0323.C24 ,o2 . ts 


Method 


TBLASTX : Soybean 


Start 


5398 


End 


5796 


GI 


none 


Score 


36 


Exons 


5398.-5796, 5515. .5538, 5576. 


.5692 




Seq. No. 


44203 


Seq. ID 


OJ000350 27.0323.C24 


Gene No. 


93104 


Strand 




Start 


4795 


End 


6387 


Name 


OJ000350 27.0323.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


5629 


End 


5961 


GI 


none 


Score 


205 


Exons 


5629. .5961 






Seq. No. 


44204 


Seq. ID 


OJ000350_27 . 0323. C25 


Gene No. 


93105 


Strand 


+ 


Start 


1 


End 


158 


Name 


OJ000350 27.0323.C25,ol.np 


Method 


AAT/NAP 


Start 


1 


End 


158 


GI 


4680186 


Score 


164 


Exons 


1. . 158 






GI Descrip. 


(AF111709 ) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


44204 


Seq. ID 


OJ000350 27.0323.C25 


Gene No. 


93106 


Strand 


+ 


Start 


551 


End 


657 


Name 


OJ000350 27.0323.C25.ol.gs 


Method 


GENSCAN 


Start 


551 


End 


657 


GI • 


none 


Score 


. 94 


Exons 


551. .657 






Seq. No. 


44204 


Seq. ID 


OJ000350_27 .0323.C25 


Gene No. 


93107 


Strand 




Start 


550 


End 


1174 


Name 


OJ000350 27.0323.C25.o2.np 


Method 


AAT/NAP 


Start 


550 


End 


1174 


GI 


6907087 


Score 


123 


Exons 


550. .651, 727. .813, 1114. .1174 




GI Descrip. 


(AP001129) ESTs C72771 (E22r5 ) : , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


44205 


Seq. ID 


OJ000350_27 .0323.C26 


Gene No. 


93108 


Strand 


+ 


Start 


55 


End 


1164 


Name 


OJ000350 27.0323.C26.ol.gs 


Method 


GENSCAN 


Start 


55 


End 


1164 


GI 


none 


Score 


. 4 



45255 




Exons 


55. . 94, 1052. . 1164 








Seq. No. 


44205 




Seq. ID 


OJ000350 27.0323.C26 


Gene No. 


93109 ^ • 




Strand 




Start 


686 




End 


7219 


Name 


OJ000350 27 .0323.C26.o2 


. ts 


Method . 


TBLASTX : Soybean 


Start 


581 




End 


883 


GI 


none 




Score 


66 


Exons 


581. .724, 642. .725, 732 


. . 881, 


746. . 883 




Seq. No. 


44205 




Seq. ID 


OJ000350_27 .0323.C26 


Gene No. 


93109 




Strand 




Start 


686 




End 


7219 


Name 


OJ000350 27.0323.C26.ol 


. np 


Method 


AAT/NAP 


Start 


686 




End 


2978 


GI 


7248394 




Score 


1837 


Exons 


686. .1788, 2056. .2978 








GI Descrip. 


(AP001389) ESTs C97394 ( 


C60113) , AU075824 (R0165) , D38 985 (R0165) 



correspond to a region of the predicted gene . -Similar to 

Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 

.putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


44205 








Seq. ID 


OJ000350_27.0323. 


C26 


Gene No. 


93109 








Strand 






Start 


686 








End 


7219 




Name 


OJ000350 27 


.0323. 


,C26.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1034 








End 


1504 




GI 


none 








Score 


79 




Exons 


1034. .1222, 


1065, 


. .1190, 


1223. 


.1504, 1392. .1466 




Seq. No. 


44205 








Seq. ID 


OJ000350_27.0323. 


C26 


Gene No. 


93109 








Strand 






Start 


686 








End 


7219 




Name 


OJ000350 27 


.0323, 


.C26.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1121 








End 


1519 




GI 


none 








Score 


64 




Exons 


1121. .1222, 


1199, 


. . 1519, 


1392. 


.1502 






Seq. No. 


44205 








Seq. ID 


OJ000350_27.0323. 


C26 


Gene No. 


93109 








Strand 






Start 


686 








'End 


7219 




Name 


OJ000350 27 


.0323. 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1193 








End 


1651 




GI 


none 








Score 


74 




Exons 


1193. .1651, 


1194. 


. .1316, 


1262. 


.1651 






Seq. No. 


44205 








Seq. ID 


OJ000350_27.0323. 


C26 


Gene No. 


93109 








Strand 






Start 


686 








End 


7219 




Name 


OJ000350 27 


.0323. 


,C26.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1520 








End 


1924 




GI 


none 








Score 


208 




Exons 


1520. .1864, 


1520. 


, .1873, 


1563. 


.1865, 1868. .1924, 1881. .1919 


Seq. No. 


44205 








Seq. ID 


OJ000350_27.0323. 


C26 


Gene No. 


93109 








Strand 







45256 



Start 


686 






End 


7219 






Name 


OJ000350 2-7 


.0323:C26.o2 


,gs 


Method 


GENSCAN 






Start 


1598 






En'd . 


7023 . • 






GI 


none 






Score 


.64 






Exons 


1598 . . 2336, 


2452 . . 2947, 


3401. 


.4069, 4373. .4663, 


4911. .5027, 




5169. . 5276, 


5330 . . 5803, 


6058 . 


.6091, 6962.. 7023 






Seq. No. 


44205 






Seq. ID 


OJ000350 


27 . 0323 


. C26 


Gene No. 


93109 






Strand 


- 






Start 


686 






End 


7219 






Name 


OJ000350 27 


.0323.C26.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1652 






End 


1870 






GI 


none 






Score 


214 






Exons 


1652 . . 1870, 


1656 . .1865, 


1670 . 


.1870 








Seq. No. 


44205 






Seq. ID 


OJ000350 


_27 . 0323 


.C26 


Gene No. 


93109 






Strand 


- 






Start 


686 






End 


7219 






Name 


OJ000350_27 


.0323.C26.o3 


. ts 


Method 


T.BLASTX : 


Soybean 




Start 


1721 






End 


2086 






GI 


none 






Score 


124 






Exons 


1721 . . 1855, 


1862 . . 2086 












Seq. No. 


44205 






Seq. ID 


OJ000350 


_27 . 0323 


. C26 


Gene No. 


93109 






Strand 








Start 


686 






End' 


7219 






Name 


OJ000350 27 


.0323.C26.o4 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


2436 






End . 


2834 






GI 


none 






Score 


193 






Exons 


2436. . 2834 














Seq. No. 


44205 






Seq. ID 


OJ000350 


27 . 0323 


. C2 6 


Gene No. 


93109 






Strand 


- 






Start 


686 






End 


7219 






Name 


OJ000350_27 


. 0323 .C26.o3 


. np" 


Method 


AAT/NAP 






Start 


5030 






End. 


7219 






GI 


7340868 






Score 


40 






Exons 


5030. .5214, 


5963 . . 6140, 


7193. 


.7219 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44205 






Seq. ID 


OJ000350 


_27 . 0323 


.C26 


Gene No. 


93109 






Strand 


_ 






Start 


686 






End 


7219* 






Name 


OJ000350 27 


. 0323.C26.o2 


.np 


Method 


AAT/NAP 






Start 


5202 






End 


5941 






GI 


7248393 






Score 


387 






Exons 


5202. . 5569, 


5645. .5941 












GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44206 






Seq. ID 


OJ000350 


_27.0323 


C29 


Gene No. 


93110 






Strand 


+ 






Start 


109 






End 


805 






Name 


OJ000350 27 


.0323.C29.ol 


.gs 


Method 


GENSCAN 






Start 


109 






End ^ 


805 - 






GI 


none 






Score 


.84 






Exons 


109. .263, 293. .358, 802 


. .805 











45257 



Seq. No. 

Gene No.. 

Start "T*' 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44206 Seq. ID 

93111 Strand 

1 End * 429 
OJ000350_27 . 0323 . C29 . ol . np Method AAT/NAP 

1 End * 429 

7340909 Score 163 
1. .429 

(AP001550) hypothetical protein [Oryza sativa] 



OJ000350 27.0323.C29 



44206 Seq. ID 

93112 Strand 

1304 End 
OJ000350_27 . 0323 . C29 . o2 . gs Method 

1304 . End 

none Score 
1304. .1444 



OJ000350_27.0323.C29 

1444 
GENSCAN 
1444 
. 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI " Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44207 Seq. ID 

93113 Strand 

179 End 
OJ000350_27 . 0323 . C30 . ol . np Method 

179 End 

6742729 Score 
179. .715 

(AF121139) RIM2 protein [Oryza sativa] 



OJ000350_27.0323.C30 
+ 

715 

AAT/NAP 

715 

821 



OJ000350 27.0323.C30 



44207 Seq. ID 

93114 Strand 

185 End 968 
OJ000350_27 . 0323 . C30 . ol . gp Method AAT/GAP 

185 End 968 

342JL.R1084 Score 1364 
185.. 968 

1 4 574 4 06/gb | AAD24 042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 44207 

Gene No. 93114 

Start 185 

Name OJ000350_27 J 0323 . C30 . ol . tw 

Start 185 

GI none 

Exons 185.. 511, 189.. 800, 468.. 785, 795.. 839, 798 
846. .905, 884. .967, 885. .968 



Seq. .ID OJ000350_27.0323.C30 
Strand 

End 968 

Method TBLASTX: Wheat 

End 968 

Score 481 

39, 842.. 937, 



Seq. No. 44207 

Gene No. 93114 

Start 185 

Name OJ000350_27 . 0323 . C30 . ol . tc 

Start 189 

GI none 

Exons " 189.. 614, 191.. 511 

Seq. No. 44208 

Gene No. 93115 

Start 177 

Name OJ000350 26 . 0323 . C8 . ol . gs 



Seq. ID OJ000350_27.0323.C30 
Strand 

End 968 

Method TBLASTX : Cress 

End 614 

Score 316 



Seq. ID OJ000350_26.0323.C8 

Strand + 

End 807 

Method GENSCAN 



45258 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



177 
none 

177.. 254, 292.. 428, 567, 



End 
Score 



807 
.78 



,807 



44209 
'93116' 
665 

OJ000350_26.0323.C9.ol.np 
665 

3668097 
665. .851, 
(AC004667J 
thaliana] 



Seq. ID OJ000350_26.0323.C9 

Strand + 

End 2139 

Method AAT/NAP 

End 2139 

Score 75 

2068. .2139 

glycine decarboxylase complex H-protein [Arabidopsis 



OJ000350_26.0323.C9 
+ 

2139 
GENSCAN 
1702 
.93 



44209 Seq. ID 

93116 Strand 
665 End 
OJ000350_26.0323.C9.ol.gs Method 
754 End 
none Score 
754.. 842, 1679.. 1702 

44209 Seq. ID 

93117 Strand •. 
3042 End 
OJ000350_2 6.0323.C9.ol.gp Method 
2924 End 
1353_1.R1084 Score 
2924. .3140, 3687. .3788, 4039. .4152, 
'4512616/ gb | AAD2 1685.1| 3.0e-50 (AC004793) Contains similarity 
to gi_1653332 extragenic suppressor (SuhB) from Synechocystis 
sp. gb_D90912 and is a member of the Inositol monophophatase 
family PF_00459. EST gb_AA597395 comes from this gene. 
[Arabidopsis tha 1 



OJ000350_26.0323.C9 

6133 
AAT/GAP 
4298 
885 
4238. .4298 



44209 . 

93117 

3042 

OJ000350_2 6.0323.C9.o2.gs 

3042 

none 

3042. .3140, 3687. .3788, 4039. 
5444. .5611, 5846. .5913 

44209 
93117 
3042 

OJ000350_2 6.0323.C9.o2.np 

3045 

4512616 

3045. .3140, 3687. 
4712. .4769, 4903. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4152, 



OJ000350 26. 0323. C9 



6133 
GENSCAN 
5913 
.87 

4238. .4336, 



4903. .4957, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_26.0323.C9 
6133 

AAT/NAP - 

6133 .. 

847 



.3788, 4009. 
,4991, 5478. 



,4152, 4238. .4336, 
.5618, 6107. .6133 



4562. .4614, 



(AC004793) Contains similarity • to gi | 1653332 extragenic 
suppressor (SuhB) from Synechocystis sp. gb|D90912 and is 'a 
member of the Inositol monophophatase family PF 100459. EST 
gb|AA597395 comes from this gene. [Arabidopsis thaliana] 



45259 



Seq. No. 


44209 






Seq. ID 


OJ000350__26.0323.C9 


Gene No. 


93117 






Strand 




Start 


3042 






End 


6133 


Name 


OJ000350_26. 


0323.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3081 






End 


4757 


GI 


none 






Score 


65 


Exons 


3081 . . 3131/ 


3082 . . 3141, 


3687 . 


.3788, 3693.. 3788, 3703.. 3789, 




4033 . . 4122, 


4033 . . 4155, 


4040 . 


.4153, 4223. .4339, 4238. .4318, 




< IT A A *5 A C 

4 239. .434 6, 


4559 . . 4 615, 


4 710. 


.4757 




Seq. No. 


44209 






Seq. ID 


OJ000350_26.0323.C9 


Gene No. 


93117 






Strand 




Start 


3042 






End 


6133 


Name 


OJ000350_26. 


0323.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4 055 






End 


4948 


GI 


none 






Score 


133 


Exons 


4055 . . 4153, 


4055 . . 4096, 


4057 . 


.4155, 4238. .4318, 4239. .4337, 




4 535 . . 4 612, 


4 559. . 4 615, 


4 584. 


.4628, 4710. .4769, 4711. .4770, 




4891 . . 4947, 


4 901 . . 4 948 








Seq. No. 


44209 






Seq. ID 


OJ000350_26.0323.C9 


Gene No. 


93H7 






Strand 




Start 


3042 






End 


6133 


-Name 


OJ000350 26. 


0323.C9.o2. 


gp 


Method- 


AAT/GAP 


Start 


5839 






End 


5913 


GI 


10685 1.R1084 




Score 


93 


Exons 


5839. .5913., 










GI Descrip. 


, 5852170/emb|AL1172 65. 1 IOST17 


304 3.0e- 


94 Oryza sativa 




indica (GLA4) 


genomic DNA, chromosome 4, BAC clone : 1 17 804 ' 


Seq. No. 


■ 44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93118 






Strand 


+ 


Start 


1025 






End 


3734 


Name 


OJ000350 26. 


0323. C10. ol 


.gs 


Method 


GENSCAN 


Start 


1025 






End ■ 


3708 


GI 


none 






Score 


.95 


Exons 


1025. .1239, 


1441. .1625, 


1739. 


.1988, .2078. .2223, 2346. . 2551-, 




2695. .2819, 


3128. .3708 








Seq. No. 


44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93118 






Strand 


+ 


Start 


1025 






End 


3734 


Name 


OJ000350 26. 


0323. C10. ol 


.np 


Method 


AAT/NAP 


Start 


1051 






End 


3734 


GI 


3668091 






Score 


1562 


Exons 


1051. .1239, 


1393. .1625, 


1739. 


.1988, 2069.. 2223, 2346.. 2551, 




2695. .2819, 


3128. .3734 








GI ■ Descrip . 


( AC004 667 ) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


44210 






Seq. ID 


OJ000350__26. 0323. C10 


OC11C L\W • 


93118 






Strand 


+ 


Start 


1025 






End 


3734 


Name 


OJ000350 26. 


0323. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


2172 






End 


2798 


GI 


uC-osflm202106hllbl 




Score 


884- 


Exons 


2172. .2551, 


2695. .2798 








GI Descrip. 


1 3668091 4.0e-39 (AC004667) hypothetical protein [Arabidopsis 



45260 




thaliana] ' 



Seq. No. 44210 

Gene No. 93119 

Start 5388 

Name OJ000350_26 . 0323 . CIO . o2 

Start 5388 

GI none 

Exons 5388.. 5450, 5807.. 5911, 
8143. .8188, 8929. .9322, 



Seq. ID OJ000350_26. 0323. CIO 

Strand + 

End 15521 
. gs Method GENSCAN 

End 11792 

Score . 4 
5941. .7162, 7168. .7322, 7518. .7628, 
9469.-9577, 10626. .11792 



Seq. No. 


44210 Seq. ID 


OJ000350 26. 0323. CIO 


Gene No. 


93119 Strand 


+ 


Start 


5388 End 


15521 


Name 


OJ000350 26.0323.C10.o2.np Method 


AAT/NAP 


Start • 


598 6 End 


15518 


GI 


7228457 Score 


9705 


Exons 


5986. .6352, 6414. .7245, 10626 .. 11729, 


11793. . 12628, 




12751. . 13901, 13968.. 15518 




GI Descrip. 


'(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 




Seq. No. 


44210 ' Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93119 • Strand 


+ 


Start 


5388 End 


15521 


Name 


OJ000350 26.0323.C10.o3.gs Method 


GENSCAN 


Start 


11856 End 


12605 


GI 


none Score 


.99 


Exons 


11856. .12605 





Seq. No. 44210 Seq. ID 

Gene No. 93119 Strand 

Start 5388 End 

Name OJ000350_26 . 0323 .C10 . o4 . gs Method 

Start 13242 End 

GI none . . Score 

Exons 13242.. 15521 



OJ000350_26. 0323. C10 
+ 

. 15521 
GENSCAN 
15521 
. 98 



Seq. No. 


44210 




Seq. ID 


OJ000350_26. 0323. CIO 


Gene No. 


93120 




Strand 


+ 


Start 


25925 




End 


27981 


Name 


OJ000350 26. 0323. C10 


.o9.gp 


Method 


AAT/GAP 


Start 


25828 




End 


27981 


GI 


16684 1.R1084 




Score 


1590 


Exons 


25828. .26012, 27067. 


.27155, 


27340. .27510, 27590. .27981 


GI Descrip. 


■3668097 1.0e-56 (AC004667) 


putative 


glycine cleavage system 




protein H precursor 


[Arabidopsis thaliana] ' 


Seq. No. 


44210 




Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93120 




Strand 


+ 


Start 


25925 




End 


27981 


Name 


OJ000350 26. 0323. C10 


.06. gs 


Method 


GENSCAN 


Start 


25925 




End- 


27718 


GI 


none 




Score 


.92 


Exons 


25925. .26012, 27067. 


.27155, 


27340. .27510, 27590. .27718 



45261 





Seq. No. 


44210 




Seq. ID 


OJ000350_ 


26. 0323. C10 




Gene No. 


93120 




Strand 


+ 






Start 


25925 




End 


27981 . 






Name 


OJ000350 26. 0323. CIO. 


o6.np 


Method 


AAT/NAP 






Start 


25934 




End 


27715 






GI 


366809.7 r 




Score 


510 






Exons 


25934. .26012, 27064.. 


27155., 


27340. .27510, 27590. 


.27715 




GI Descrip. 


(AC004667) glycine decarboxylase complex H-protein [Arabidopsis 






thaliana] 












'Seq. No. 


44210 




Seq. ID 


OJ000350 


26. 0323. C10 




Gene No . 


93121 




Strand 


+ 






Start 


36736 




End 


40712 






Name 


OJ000350 26. 0323. C10. 


08 . gs 


Method 


GEN SCAN 






Start 


36736 




End 


40712 






GI 


none 




Score 


.83 






Exons 


36736. .36744, 38790. . 


38925, 


40308. .40433, 40518. 


.40605, 






40682. .40712 












Seq. No. 


44210 




Seq. ID 


OJ000350_ 


26. 0323. C10 




Gene No. 


93122 




Strand 


+ 






Start 


41423 




End 


42180 






Name 


OJ000350 26. 0323. C10. 


o9 . gs 


Method 


GENSCAN 






Start 


41423 




End 


42180 




3 


GI 


none 




Score 


.76 






Exons 


41423. .41489, 41697.. 


41813, 


42128. .42180 






Seq. No. 


44210 




Seq. ID 


OJ000350_ 


26. 0323. C10 




Gene No. 


93123 




Strand 


+ 






Start 


66124 




End 


71217 






Name 


OJ000350 26. 0323. C10. 


ol4 .gs 


Method 


GENSCAN 






Start 


66124 




End 


71217 






GI 


none 




Score 


.84 






Exons 


66124. .66283, 67081.. 


67119, 


67523. . 67623, . 68182. 


.68294, 






68870. .68969, 69064.. 


69210, 


69679. . 69821, 70114. 


.70197, 






70282. .70371, 70804.. 


70984, 


71136. .7121'7 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 
Strand 
End 

Method 
End 
Score 
66928 
69064 



OJ000350_26. 0323. C10 
+ 



44210 
93123 
66124 

OJ000350_26. 0323. C10. oil. np 
66548 
4966351 

66548. .66668, 66784 .. 66831, 
68182. .68294, 68870 .. 68 969, 
69509. .69606, 69679 .. 69825, 
70467. .70518 

(AC006341) Similar to gb|AJ001706 NAD-dependent 
glyceraldehyde-3-phosphate dehydrogenase (GapCpl) from Pinus 
sylvestris and is a member of the PF 100044 glyceraldehyde 
3-phosphate dehydrogenase family. ESTs gb|H37679, gb|R83939 and 
gb|R30214 come from > 



-71217 
AAT/NAP 
70518 
1217 

66992, 67523. . 67623, 
69210, 69337. .69397, 



70118. .70197, 70282. .70371, 



44210 Seq. ID 

93123 Strand 

66124 End 

OJ000350_2 6.0323.C10.ol5.gp Method 



OJ000350_26. 0323. C10 
+ 

71217 
AAT/GAP 



45262 



Start 66773 End 67552 

GI LIB3431-008-P1-K1-F6 Score 279 

Exons 66773. .66831, 66934 66992, 67081 67119, 67523.. 67552 

GI Descrip. 1 212947 1/pir | | S51836 7.0e-10 glyceraldehyde-3-phosphate 

dehydrogenase (EC 1.2.1.12) precursor - Scotch pine >gi_1100223 
(L32560) glyceraldehyde-3-phosphate dehydrogenase [Pinus 
sylvestris] 1 



Seq. No. 44210 Seq. ID OJ000350_26 . 0323 . CIO 

Gene No. 93123 Strand + 

Start 66124 . End 71217 

Name OJ000350_26 . 0323 . CIO . ol6 . gp Method AAT/GAP 

Start 69580 End 70773 

GI 5262_1.R1084 Score 1169 

Exons 69580. .69606, 6967 9 .. 69821 , 70114 70197 , 70282 .. 7037 1 , 
70467. .70773 

GI Descrip. '3184283 1.0e-30 (AC004136) putative TBP-binding protein 
[Arabidopsis thaliana] 1 





Seq. No. 


44210 


Seq. ID 


OJ000350_26. 


0323. C10 




Gene No. 


93124 


Strand 








Start 


3721 


End 


3867 






Name 


OJ000350 26.0323.C10.o2.gp 


Method 


AAT/GAP 






Start 


3721 


End 


3867 






GI 


none 


Score 


214 




? r: 


Exons 


3721. .3867 








F! 1 
-f=l 


Seq. No. 


44210 


Seq. ID 


OJ000350_26. 


0323. C10 




Gene No. 


93125 


Strand 






I'd 


Start 


7403 


End 


7513 






Name 


OJ000350 26.0323.C10.o4.gp 


Method 


AAT/GAP 




? : ; 
s =f 


Start 


7403 


End 


7513 






GI 


uC-osflcyp088bl2bl 


Score 


158 




i?~= 


Exons 


7403. .7513 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 


' ^ 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


44210 


Seq. ID 


OJ000350_26. 


0323. C10 




Gene No. 


93126 


Strand 








Start 


16461 


End 


24475 






Name 


OJ000350 26.0323.C10.o3.np 


Method 


AAT/NAP 






Start 


16142 


End 


22715 






GI 


6907089 


Score 


4683 






Exons 


16142. .16181, 19617. .21359, 


21454. .22715 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 





Seq. No. V- 44210 

Gene No. 93126 

Start 16461 • 

Name . OJ000350_26 . 0323 . C10 . 06 . gp 

Start 16336 

GI uC-osflcyp088bl2bl 

Exons 16336.. 16446 

GI Descrip. ' 5257255/dbj | AP000364 .T | AP000364 '3 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_26. 0323. C10 

24475 
AAT/GAP 
16446 
160 



Oe-36 Oryza sativa genomic 



Seq. No. 



44210 



45263 



Seq. ID OJ000350_26. 0323. C10 






Gene No. 


93126 


Strand 








Start 


16461 


End 


24475 






Name 


OJ000350 26.0323.C10.o5.gs-. 


Method 


GENSCAN 






Start 


16461 


End 


22715 






GI 


none 


Score 


.78 






Exons 


16461. .16468, 17924. .18012, 


18141. .18405, 18498 


. . 18569, 






18 999. . 19188, 19622. .21359, 


21454. .22182, 22252 


.22358, .' 






22389. .22715 










Seq. No. 


44210 


Seq. ID 


OJ000350_ 


_26. 0323. C10 




Gene No. 


93126 


Strand 








Start 


16461 


End 


24475 






Name 


OJ000350 26. 0323. C10. o4 .np 


Method 


AAT/NAP 






Start 


22255 


End 


24475 






GI 


7523512 


Score 


61 






Exons 


22255. .22301, 23250 .. 23325 , 


24402. .24475 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44210 


Seq. ID 


OJ000350_ 


_26. 0323. C10 




Gene No. 


93126 


Strand 








Start 


16461 


End 


24475 






Name 


OJ000350 26.0323.C10.o5.np 


Method 


AAT/NAP 






Start ... 


23378 


End 


24254 






GI 


5922623. 


• Score 


211 






Exons 


23378. .23453, 23621 .. 23775 , 


24170. .24254 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




?: E 




gi | 6016856 |dbj IBAA85199.1 | 


(AP000570) 


hypothetical protein 


r ^ 




[Oryza sativa] 








?1 

|y 


Seq. No. 


44210 


Seq. ID 


OJ000350_ 


_26. 0323. C10 




Gene No. 


93127 


Strand 






ffi 


Start 


28599 


End 


34600 




„ 


Name 


OJ000350 26.0323.C10.ol0.gp 


Method 


AAT/GAP 






. Start 


28590 


End 


30222 




- ~ 


GI 


13204 1.R1084 


Score 


1034 




"4 


Exons 


28590. .28826, 29578 .. 29642 , 


29852. .29998, 30102. 


.30222 


. ^ 


GI Descrip. 


'•'3152582 1.0e-23 (AC002986) 


YUP8H12R.20 [Arabidopsis thaliana] 




Seq. No. 


44210 


Seq. ID 


OJ000350_ 


_26. 0323. C10 




Gene No . 


93127 


Strand 






S3 


Start 


28599 


End 


34600 






Name 


OJ000350 26.0323.C10.o7.gs 


Method 


GENSCAN 






Start 


28599 


End 


34600 






GI 


none 


• Score 


.82 






Exons 


28599. .28826, 29578 .. 29642 , 


29852. .30063, 31694. 


.31968, 






32246. .32287, 32788.-3294 9, 


33087. .33156, 34413. 


.34600 




Seq. No. 


44210 


Seq. ID 


OJ000350_ 


26.0323. C10 




Gene No. : 


93127 


Strand 








Start 


28599 


End 


34600 






Name 


OJ000350 26.0323.C10.o7 .np 


Method 


AAT/NAP 






Start 


28599 


End 


29967 






GI 


7487898 


Score 


274 






Exons 


28599.. 28855, 29562 .. 29645, 


29852. .29967. ' 





GI Descrip. hypothetical protein YUP8H12R.20 - Arabidopsis thaliana 

gi|3152582|gb|AAC17063.1| (AC002986) YUP8H12R.20 [Arabidopsis 
thaliana] 



45264 



Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 


Gene No. 


93127 


Strand 






Start 


28599 


* End 


34600 




Name 


OJ000350 26.0323.C10.o8.np 


Method 


AAT/NAP 




Start 


31717 


End 


34600 




GI 


5019464- 


Score 


411 




Exons 


31717. .31929, 32090 .. 32137 , 


32246. .32287, 32788 


. .32946, 




33087. .33156, 34413. .34600 








GI Descrip. 


(AJ132219) putative MADS domain transcription factor GGM13 




[Gnetum gnemon] 








Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 


Gene No. 


.93128 


Strand 






Start 


38873 


End 


51551 




Name 


OJ000350 26.0323.C10.o9.np 


Method 


AAT/NAP 




Start 


38873 


End 


51282 




GI 


6523090 


Score 


527 




Exons 


38873. .38959, 44414 .. 44 940, 


51187. .51282 




GI Descrip. 


(AL133315) transcription factor Hap5a 


[Arabidopsis thaliana] 


Seq. No. 


44210 


Seq. .ID 


OJ000350 


26. 0323. C10 


Gene No. 


93128 


Strand 






Start 


38873 


End 


51551 


* 


Name 


0 JO 00350 -26. 0323. C10. oil. gp 


Method 


AAT/GAP 




Start 


44108 ~~ 


End 


44703 




GI 


none 


Score 


1092 




Exons 


44108. .44703 








Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 


Gene No. 


93128 


Strand 






Start 


38873 


End 


51551 




Name 


OJ000350 26.0323.C10.ol2.gp 


Method 


AAT/GAP 




Start 


44823 


End 


47998 




GI 


none 


Score 


1018 




Exons 


44823. .45187, 47841. .47998 








Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 


Gene No. 


93128 


Strand 






Start 


38873 


End 


51551 




Name 


OJ000350 26. 0323. C10. oil. gs 


Method 


GENSCAN 




Start 


51135 


End 


51551 




GI 


none 


Score 


.4 




Exons 


51135. .51551 








Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 


Gene No. 


93129 


Strand 






Start 


53146 


End 


60378 




Name 


OJ000350 26.0323.C10.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1047 


End 


3684 




GI 


none 


Score 


81 




Exons 


1047. .1166, 1206. .1241, 1391 


. .1492, 1392. .1496, 


1392. . 1496, 




1497. .1628, 1499. .1627, 1737 


. .1985, 1738. .1989, 


1739. . 1990, 




1739. .2014, 1754. .1927, 2079 


. .2222, 2080. .2223>; 


.2400. .2543, 




3124. .3369, 3382. .3684 








Seq. No. 


44210 


Seq. ID 


OJ000350 


_26. 0323. C10 



45261 




Gene No. 


93129 






Strand 


- 


Start 


53146 






End 


60378 


Name 


OJ000350 2670323. 


C10.o4 .ts 


Method 


TBLASTX: Soybean 


Start 


1748 






End 


2528 


GI 


none 






Score 


258 


Exons 


1748. . 1999, 


1748. 


.2017, 2400. 


.2528 




Seq. No. 


44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93129 






Strand 




Start ' 


53146 






End 


60378 


Name 


OJ000350 26 


.0323. 


C10. oil. tm 


Method 


TBLASTX: Maize 


Start 


2690 






End 


2814 


GI 


none . 






Score 


203 


Exons 


2690.. 2812, 


2690. 


.2809, 2692. 


.2811, 2695. .2814, 2759. .2809 


Seq. No. 


44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93129 






Strand 




Start • 


53146 






End 


60378 


Name- 


OJ000350_26 


0323. 


C10.o9. ts 


Method 


TBLASTX: Soybean 


Start 


3124 






End 


3342 


GI 


none 






Score 


199 


Exons 


3124. .3342, 


3153. 


. 3284 






Seq. No. * 


4 4210 






Seq. ID 


OJ000350_26.-0323-.C10 


Gene No . 


93129 






Strand 




Start ' 


53146 






End 


60378 


Name 


OJ00035.0_26 


0323. 


CIO.06. tw 


Method 


TBLASTX: Wheat 


Start 


6480 






End 


7032 


GI 


none 






Score 


34 


Exons 


6480. . 6515, 


6640. 


.6687, 6694. 


.6792, 6699. .6791, 6759.-6998, 




6775. .7032 










Seq. No. 


44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93129 






Strand 




Start 


53146 






End 


60378 


Name 


OJ000350_26 


0323. 


C10.O12. tm 


Method 


TBLASTX: Maize 


Start * 


6645 






End 


6930 


GI 


none 






Score 


197 


Exons 


6645. .6929, 


6682. 


. 6930 






Seq. No. 


44210 






Seq. ID 


OJ000350_26. 0323. C10 


Gene No. 


93129 






Strand 




Start 


53146 






End 


60378 


Name 


OJ000350 26 


0323. 


C10.o4 .tw 


Method 


TBLASTX: Wheat 


Start 


7040 






End 


13880 


GI 


none 






Score 


237 


Exons 


7040. .7093, 


13422 


. .13676, 13446. .13697, 


13511. .13696, 




13731. .13880, 13742. .13879 






Seq. No. 


44210 






Seq. ID 


OJ000350__26. 0323. C10 


Gene No. 


93129 






Strand 




Start 


53146 






End 


60378 


Name 


OJ000350 26. 


0323. 


C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8051 






End 


11609 


GI 


none 






Score 


74 


Exons 


' 8051. .8176, 


11150 


. .11323, 11151. .11609, 


11345. .11605 



45266 




Sea No 


44210 




Seq. ID 


OJ000350_26.0323 


CIO 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. CIO 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


11801 




End 


12263 




GI 


none 




Score 


579 




Exons 


11801. .12256, 11802. 


.12263, 


11802. . 12257 




Sea No. 


44210 




Seq. ID 


OJ000350_26.0323 


,C10 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10 


.ol0. ts 


Method 


TBLASTX : Soybean 




Start 


11841 




End 


12206 




GI 


none 




Score 


118 




Exons 


11841. .12065, 12072. 


.12206 








Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323 


. C10 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11931 




End 


12287 




GI 


none 




Score 


392 




Exons 


^ 11931. .12287, 11966. 


. 12277, 


11982. .12287 




Sea No 


44210 




Seq. ID 


OJ000350_26.0323 




Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 '26. 0323. C10 


► o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12264 




End 


12575 




GI 


none 




Score 


342 




Exons 


12264. .12575, 12272. 


12562 








Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323 


. C10 


Gene No-. 


93129 




Strand 






Start 


53146 




' End 


60378 




Name 


OJ000350 26. 0323. C10 


08 . tm 


Method 


TBLASTX: Maize 




Start 


12314 




End ' 


12699 




GI 


none 




Score 


286 




Exons 


12314. .12592, 12315.. 


12593, 


12505. .12699 




Sea. No. 


44210 




Seq. ID 


OJ000350__26.0323 


CIO 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


12450 




End 


12822 




GI 


none 




Score 


155 




Exons 


12450. .12596, 12467. . 


12592, 


12592.. 12822 




Sea No 


44210 




- Seq. ID 


OJ000350_26.0323 


n n 

\-t A. U 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


12586 




End 


12875 




GI 


none 




Score 


247 




Exons 


12586.'. 12873, 12591. . 


12680, 


12717. .128 


75 




Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323. 


C10 



45267 




UC11C in ^ • 


93129 






Strand 






Start ..... 


53146 






End;- 


60378 




Name 


OJ000350 26. 0323. CIO 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


13569 






End 


14135 




GI 


5666795 




Score 


68 




Exons 


13569. 


.13667, 13743. 


.13880, 


13935. . 14135 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




k_J C • INU • 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


60378 




Name 


OJ000350 26. 0323. CIO 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14388 






End 


14711 




GI 


none 






Score 


361 




Exons 


14388. 


.14711, 14417. 


. 14698 










44210 






Seq. ID 


OJ000350_26.0323 


.C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


60378 




Name 


OJ000350 26. 0323. C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14525 






End 


14906 




GI 


none 






Score 


372 




Exons 


14525. 


.14581, 14526. 


. 14906, 


14529. . 14E 


J 67, 14627.. 14875 




O C . LNVJ • 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


6037 8 




Name 


OJ000350 26. 0323. C10 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


14907 






End 


' 15509 




GI 


none 






Score 


261 




Exons 


14907. 


.15191, 14912. 


. 15190, 


15383. .15505, 15384. .15509 




Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


60378 




Name 


OJ000350 26. 0323. C10 


.06. tm 


Method 


TBLASTX: Maize- • 




Start 


25891 






End 


27724 




GI 


none 






Score 


55 




Exons 


2589.1. 


.25941, 25939. 


.26001, 


25 939. .26001, 27057. .27155, 






27065. 


.27157, 27067. 


.27165, 


27067. .27162, 27335 .. 27511, 






27337. 


.27513, 27337. 


. 27513, 


27348. .27521, 27582. .27704, 






27590. 


.'27706, ■ 27590. 


. 27724 








Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


60378 




Name 


OJ000350 26. 0323. C10 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


27057 






End 


27751 




GI 


none 






Score 


150 




Exons 


27057. 


.27155, 27057. 


.27155, 


27065. .27157, 27335 .. 27454 , 






27337. 


.27513, 27337. 


.27510, 


27348. .27521, 27583 .. 27717, 






27590. 


.27751 










Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


C10 


Gene No. 


93129 






Strand 






Start 


53146 






End 


60378 




Name 


OJ000350 26. 0323. C10 


. o3 . tc 


Method 


TBLASTX: Cress 





45268 



Start 
GI 

Exons 



27065 End 27718 

none Score 137 

27065. .27145, 27066 .. 27155, 27066 27 155, 27316 .. 27534 , 

27337. .27513, 27360 .. 27521, 27589 .. 27717, 27590 27718, 

27605. .27718 



Seq. No.- 


44210 




Seq. ID 


OJ000350_26.0323, 


.C10 


Gene No. 


93129 




Strand 








5314 6 




End 


60378 




Name 


OJ000350 26. 0323. C10 


.013 . tm 


Method 


TBLASTX: Maize 




Start 


28587 




End 


28734 




GI 


none 




Score 


140 




Exons 


28587. .28733, 28591. 


.28734, 


28594..28728, 28599.-28733 




Seq. No. 


44210 






OJ000350 26 0323 


.CIO 


Gene No. 


93129 










Cf a r~+- 
O L d£ L 


*J J x *± o 




End 


60378 




Name 


OJ000350 26. 0323. C10 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


28653 


- 


End 


28836 




GI 


none 




Score 


109 




Exons 


28653. .28823, 28653. 


.28826, 


28660. .28E 


336 




Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323. 


.C10 


Gene No. 


93129 




Strand - 






Otdl L 






End 


60378 




Name 


OJ000350 26. 0323. C10 


. 06 . tc 


Method 


TBLASTX: Cress 




Start 


28668 




End 


28836 




GI 


none 




Score 


72 




Exons 


28668. .28802, 28668. 


.28835, 


28669. .28* 


336 




Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323, 


.C10 


Gene No. 


93129 




Strand 






j Ldl U 






End 


60378 




Name 


OJ000350 26. 0323. C10 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


32797 




End 


34601 




GI 


none 




Score 


103 




Exons- 


32797. .32937, 34403. 


.34600, 


34407.. 34601 




Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323, 


.C10 


Gene No. 


93129 




Strand 












End 


60378 




Name 


■ OJ000350 26. 0323. C10 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


34419 




End 


34621 




GI 


none 




Score 


113 




Exons 


34419. .34613, 34421. 


.34621 








Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323. 


.C10 


Gene No. 


93129 ■ 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


34421 




End 


34601 




GI 


none 




Score 


111 




Exons 


34421. .34600, 34422. 


.34601 








Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323. 


.C10 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 





45269 



Name 

Start 

GI 

Exons 



OJ000350_26. 0323. CIO. 06. ts Method 

34422 End 

"none Score 
34422. .34607, 34424.. 34609 



TBLASTX : Soybean 

34609 

86 



Seq. No. 44210 

Gene No. 93129 

Start 53146 

Name OJ000350_26 . 0323 . C10 . o3 . tm 

Start 44373 

GI none 

Exons 44373. .44552, 44394 .. 44552, 
44537. .44881, 44557 .. 44871, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
44443. .44553, 
44568. .44873 



OJ000350 26. 0323. C10 



60378 

TBLASTX: Maize 
44881 
108 

44443. .44559, 



Seq. No. 


44210 




Seq. ID 


OJ000350_26.0323. 


C10 


Gene No. 


93129 




Strand 






Start 


53146 




End 


60378 




Name 


OJ000350 .26. 0323. C10 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


44506 




End . 


44899 




GI 


none 




Score 


79 




Exons 


44506. .44529, -44560. 


.44898, 


44584 . .44724, 44609. .44899 




Seq. No.' 


44210 




Seq. ID 


OJ000350_26.0323. 


C10 


Gene No. 


93129 




' Strand ' 






Start 


53146 




End 


60378 




Name 


OJ000350 26. 0323. C10 


o2. tc 


Method 


TBLASTX: Cress 




Start 


44548 




End 


44981 




GI 


none 




Score 


328 




Exons 


44548..44898, 44549. 


44899, 


44 645.. 448 99, 44844.. 44 981 





Seq. No. 44210 
Gene No. 93129 
Start 53146 

Name OJ000350_26 . 0323 . C10 . ol2 . gs 

Start 53146 
GI none 
Exons 53146, 

57313, 

59375, 



,53360, 54663. 
,57366, 57851. 
,59505, 60301. 



,54745, 
,57984, 
,60375 



Seq. ID 
Strand 
End 

Method 
End 
Score 

558.56 

58216 



OJ000350 26. 0323. CIO 



60378 
GEN SCAN 
60375 
.72 

55981, 56080, 
58274, 59168, 



,56210, 
,59284, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000350 26. 0323. C10 



44210 Seq. ID 

93129 " Strand 

53146 End 
OJ000350_26. 0323. C10. olO.np . Method 
54380 End 
4966349 Score 
54380. .54436, 55851 .. 55981, 56080 
57313. .57366, 57851 .. 58074 , 58933 
59375. .59505, 59614 .. 59664 , 
(AC006341) Contains a PF| 01464 Transglycosylase SLT domain. 
[Arabidopsis thaliana] 



60378 
AAT/NAP 
60375 
879 

56193, 56630. 
59062, 59168. 



56739, 
59284, 



60199. . 60375 



Seq. No. 44210 Seq. ID OJ000350_26 . 0323 . CIO 

Gene No. 93129 Strand 

Start 53146 ' End 60378 

Name OJ000350_26 . 0323 . C10 . ol4 . gp Method AAT/GAP 

Start 56080 End 56719 



45270 





GI 


LIB3434-052-P1-K1-D5 




Score 


338 






Exons 


56080. 


.56193, 56630. 


.56719 










GI Descrip. 


■4966349/gb| AAD34680 


. 1IAC006341 8 l.Oe 


-20 (AC006341) Contains 






PF_014 64 Transglycosylase SLT domain. 


[Arabidopsis thaliana] 1 




Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 




Gene No. 


93129 






Strand 








Start 


53146- 






End 


60378 






Name 


OJ000350 26. 0323. CIO 


,ol0. tm 


Method 


TBLASTX: Maize 






Start 


57304 






End 


60330 






GI 


none 






Score 


67 






Exons 


57304. 


.57369, 57314. 


.57367, 


57849. .57983, 57851 .. 57985, 








57851. 


.57985, 60262. 


.60330 










Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 




Gene No. 


93129 






Strand 








Start 


53146 






End 


60378 






Name 


OJ000350 26. 0323. C10 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


57914 






End 


60378 






GI 


none 






Score 


142 






Exons 


57914. 


.58006, 60202. 


60375, 


60202. .60378 






Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 


C3 


Gene No. 


93129 






Strand 








Start 


53146 






End' 


60378 




lis 


Name 


OJ000350 26. 0323. C10 


o4 . tm 


Method 


TBLASTX: Maize 




ry 


Start 


58939 






End 


59479 






GI 


none 






Score 


148 




^ ET 


Exons 


58939. 


.59064, 58940. 


59065, 


59167. .59292, 59170 .. 5928 6, 




=S==? 




59175. 


.59312, 59374. 


59478, 


59374. .59478, 59375. .59479 




W 

i y 


Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323 


.C10 




Gene No. 


93130 






Strand 






5 


Start 


67512 






End 


70610 






Name 


OJ000350 26. 0323. C10. 


oil . tw 


Method 


TBLASTX: Wheat 






Start 


67512 






End 


69144 




L J. 


GI 


none -. 






Score 


82 






' Exons 


67512. 


.67607,' 67543. . 


67623, 


68176. . 68274, 6884 6 .. 68959, 




£ IK. 

: ; 




68847. 


.68969, 68888.. 


68971, 


69063. .69137, 69063 .. 69137 , 




~ =~ 
; i 




69064. 


.69144 












Seq. No- 


44210 






Seq. ID 


OJ000350_26.0323 


C10 




Gene No. 


93130 






Strand 








Start 


67512 






End 


70610 






Name 


OJ000350 26. 0323. C10. 


ol. tc 


• Method 


TBLASTX: Cress 






Start 


67543 






End 


70500 






GI 


none 






Score 


93 






Exons 


67543. 


.67623, 68858.. 


68968, 


68859. .68969, 69057. .69134, 








69058. 


.69219, 69064.. 


69213, 


69334.. .69396, 69336 .. 69395 , 








69505. 


.69606, 69507.. 


69605, 


69510^.69608, 69676 69828 , 








69678. 


.69821, 69678.. 


69833, 


69679. . 69822, 701 11 .. 70233 , 








70121. 


.70243, 70203.. 


70370, 


70276. .70371, 70280 .. 70369, 








70462. 


.70500 












Seq. No. 


44210 






Seq. ID 


OJ000350_26.0323. 


C10 




Gene No. 


93130 






Strand 








Start 


67512 






End 


70610 





45271 



Name 


OJ000350 26. 0323. CIO 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


68188 








End 


70610 






GI 


none 








Score 


81 






Exons 


68188. 


. 68295, 


68907. 


68969, 


68921. . 68968, 69057 


. .69212, 






69062. 


. 69160, 


69064. 


.69219, 


69334. . 69396, 69336 


. . 69401, 






69336 . 


. 69395, 


69505 . 


.69606, 


69507. . 69608, 69507 


. .69602, 






69511 . 


. 69615, 


69676. 


. 69822, 


69678. . 69821, 69678 


. . 69833, 






69679 . 


. 69822, 


70110 . 


.70202, 


70111. .70212, 70112 


. .70240, 






70119. 


.70238, 


70212. 


. 70370, 


70279. .70371, 70280 


. .70369, 






70462. 


.70521, 


70464 . 


. 70523, 


70466. .70522, 70559 


. .70594, 






70560. 


.70610 














Seq. No. 


44210 








Seq. ID 


OJ000350 


_26.0323 


.C10 


Gene No. 


93130 








Strand 








Start 


67512 








End 


70610 






Name 


OJ000350 26. 0323. C10 


.o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


68879 








End 


70376 




GI 


none 








Score 


91 






Exons 


68879. 


. 68956, 


68880. 


. 68957, 


69033. . 69215, 69073 


. . 69213, 






69103. 


. 69219, 


69334 . 


. 69396, 


69334. .69390, 69505 


. .69606, 






69507. 


. 69605, 


69669. 


. 69761, 


69678. . 69803, 69679 


. .69810, 






70032. 


.70229, 


70108. 


.70170, 


70111. .70242, 70121 


. .70234, 






70218. 


.70376, 


70280. 


. 70369 










Seq. No. 


44210 








Seq. ID 


OJ000350_ 


_.26":"0323 


.C10 


Gene No. 


93130 








Strand 








Start 


67512 








End 


70610 






Name 


OJ000350 26. 0323. C10 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


69351 








End 


69833 






GI 


none 








Score 


70 






Exons 


69351. 


. 69395, 


69352. 


. 69396, 


69505. . 69606, 69507 


. .69602, 






69676. 


. 69825, 


69678. 


. 69761, 


69678. .69833, 69679 


. .69822 




Seq. No. 


44210 








Seq. ID 


OJ000350_ 


_26.0323 


.C10 


Gene No. 


93130 








Strand 








Start 


67512 








End 


70610 






Name 


OJ000350 26. 0323. C10 


. ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


70111 








End 


70500 






GI 


none 








Score 


118 






Exons 


70111. 


.70212, 


70112. 


.70234 , 


70276. .70371, 70280 


. .70369, 






70462. 


. 70500, 


70464. 


. 70499 










Seq. No. 


44211 








Seq. ID 


OJ000350_ 


_26.0323 


.Cll 


Gene No. 


93131 








Strand 








Start 


928 








■ End 


3628 






Name 


OJ000350 26.0323.C11 


. ol . gs 


Method 


GENSCAN 






Start 


928 








End 


3628 






GI 


none 








Score 


.48 






Exons 


928. .1033, 1253. .1311,.. 34 52. 


.3628 








Seq. No. 


44212 








Seq. ID 


OJ000350_ 


_26.0323 


.C12 


Gene No. 


93132 








Strand 


4- 






Start 


338 








End 


530 






Name 


OJ000350 26.0323.C12 


. ol . gs 


Method 


GENSCAN 






Start 


338 








End 


530 






GI 


none 








Score 


. 68 






Exons 


338. .411, 413. 


.530 













45272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44213 
93133 
181 ' 

OJ000350__26.0323.C14 .ol.gs 

181 

none 



Seq. ID OJ000350_26. 0323.C14 

Strand +- 

End 3861 

Method GENSCAN 

End 3861 

Score .87 



181. .357, 653. .709, 2365. .2706, 2989. .3099, 3178. .3861 



44213 Seq. ID 

93133 Strand 
181 End 
OJ000350_26.0323.C14 .ol.gp Method 
1167 End 
uC-osflcyp033a04bl Score 
1167. .1548 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' . 



OJ000350_26. 0323.C14 
+ 

3861 
AAT/GAP 
1548 
659 



Seq. No. 44213 

Gene No. 93134 

Start 12245 

Name OJ000350_26 . 0323 . C14 . p3 . gs 

Start 12245 

GI none 
Exons 



Seq. ID OJ000350 26.0323.C14 



Strand 
End 

Method 

End 

Score 



+ 

13635 
GENSCAN 
13635 
.49 



12245. .12266, 124 45 .. 12681 , -12925 .. 13100, 13510. .13635 



Seq. No. 44213 Seq. ID 

Gene No. 93134 Strand 

Start 12245 End 

Name OJ000350_26 . 0323 . C14 . o2 . gp Method 

Start 13123 End 

GI 5816559 Score 

Exons 13123. . 13431 

GI Descrip. 4 680178 /gb | AF111709 . 1 1 AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ000350_26.0323.C14 
+ 

13635 
AAT/GAP 
13431 
459 



Seq. No. -44213 

Gene No. 93135 

Start 14500 

Name OJ000350_26 . 0323 . C14 . o4 . gs 

Start 14500 

GI none 
Exons 



Seq. ID OJ000350 26.0323.C14 



Strand 
End 

Method 

End 

Score 



+ 

17443 
GENSCAN 
17443 
.89 



14500. .15384, 15582 .. 15757 , 15840 .. 16171, 16291 .. 16478, 
16709. .16742, 16815 .. 16919, 16995. .17443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44213 
93135 
14500 
OJ000350 
14500 
6691716 
14500. . 15384, 
16554. .16656, 



OJ000350_26.0323.C14 
+ 



26.0323.C14.o4.np 



Seq. ID 
Strand 

End 17443 
Method AAT/NAP 
End 17440 
Score 2309 
15582. .15757, 1584 0. .16107, 16284 . . 164 78 , 
16807. .16919, 16995. .17440 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 



45273 



[Oryza sativa] 



Seq. No. 


44213 


Seq. ID 


OJ000350 


_26.0323 


.C14.. 


Gene No. 


93136 


Strand 


+ 






Start 


23983 


End 


24291 






Name 


OJ000350 26.0323.C14.o3.gp 


Method 


AAT/GAP 






Start 


23983 


End 


24291 






GI 


5816559 


Score 


463 






Exons 


23983. .24291 










GI Descrip. 


4680178/gb|AF111709.1 IAF111709 1.0e-108 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy 


type Retrosat 




retrotransposon, complete sequences; and unknown genes 




Seq. No. 


44213 


Seq. ID 


OJ000350 


26.0323 


.C14 


Gene No. 


93137 


Strand 


+ 






Start 


25262 


End 


25543 






Name 


OJ000350 26. 0323.C14 .o6.gs 


Method 


GENSCAN 






Start 


25262 


End 


25543 






GI 


none 


Score' 


1 






Exons 


25262. .25543 










Seq. No. 


44213 


Seq. ID 


OJ000350 


26.0323 


.C14 


Gene No. 


93138 


Strand 


+ 






Start 


285.66 


End 


31808 






Name 


OJ000350 26.0323.C14.o6.np 


Method 


AAT/NAP 






Start 


28566 


End 


31805 






GI 


6907089 


Score 


4136 






Exons 


28566. .29827, 29927. .31805 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44213 


Seq. ID 


OJ000350 


26.0323 


.C14 


Gene No. 


93138 


Strand 


+ 






Start 


28566 


End 


31808 






Name 


OJ000350 26.0323.C14.o8.gs 


Method 


GENSCAN 






Start 


28566 


End 


31808 






GI 


none 


Score 


.92 






Exons 


28566. .29827, 29927.. 31808 










Seq. No. 


44213 


Seq. ID 


OJ000350_ 


_26.0323 


C14 


Gene No. 


93139 


Strand 








Start 


1100 


End 


11145 






Name 


OJ000350 26.0323.C14.ol.np 


Method 


AAT/NAP 






Start 


1100 


End 


6149 






GI 


4680186 


Score 


388 






Exons 


1100. .1300, 2139. .2300, 6061. 


.6149 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. * 


. 44213 


Seq. ID 


OJ000350_ 


_26.0323 


C14 


Gene No. 


, 93139 


Strand 








Start 


1100 


End 


11145 






Name 


OJ000350 26.0323.C14.o2.gs 


Method 


GENSCAN 






Start 


4245 


End 


11145 - 






GI 


none 


Score 


.74 






Exons 


4245. .4976, 5475. .5807, 5855. 


.6018, 6256. .7505, 


7621. .9250, 




9597. .9813, 10058 .. 10242 , 10366 .. 10455, 


10731. . 


11145 




Seq. No. 


44213 


Seq. ID 


OJ000350_ 


^26.0323. 


C14 



45274 



Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



93139 
1100 

OJ000350_26.0323.C14.o2.np * 

4461 

7248394 

4461. .4493, 5885. .6957, 7225. 



Strand 

End : 11145 
Method • AAT/NAP 
End 8147 
Score 1856 
.8147 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38 985 ( R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 44213 Seq. ID 

Gene No. 93139 Strand 

Start 1100 End 

Name OJ000350_26 . 0323 . C14 . o3 . np Method 

Start 10393 End 

GI 7248393 Score 

Exons 10393. .10668, 10771.. 11145 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ000350_26.0323.C14 

11145 
AAT/NAP 
11145 
458 



Seq. No. 44213 Seq. ID 

Gene No. 93140 Strand 

Start - 17760 End 

Name OJ000350_26 . 0323 . C14 o5 . gs Method 

Start " 17760 End 

GI none Score . 

Exons 17760. .20921, 21057.. 23855 



OJ000350_26.0323.C14 

23855 
GENSCAN 
23855 
. 61 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



44213 
93140 
17760 
OJ000350 
17796 
5922631 
17796. .20323, 
22788. .22989, 



OJ000350 26.0323.C14 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21853, 21980. .22128, 22171 22742, 
23472, 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond .to. a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



26.0323.C14 .o5.np 



20930. 
23224 . 



23855 
AAT/NAP 
23855 
6704 

21980. .22128, 22171, 
23731. .23855 - 



Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323 


.C14 


Gene No. 


93141 . 




Strand 






Start 


25975 : 




End 


27393 




.Name 


OJ000350 26.0323.C14 


. o7 . gs 


Method 


GENSCAN 




Start 


25975" 




End 


27393 




GI 


none 




Score 


.55 




Exons 


25975. .26099, 26781. 


.26855, 


27216.. 27393 




Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323 


C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26.0323.C14 


o3 . ts 


Method 


TBLASTX: Soybean 





45275 




Start 


4195 




End 


17948 




GI 


none 




Score 


4 7 „ ■ 




Exons 


4195. 


.4236, 


4203J. 4448, 4315.. 4446, 17E 


{26. .17948 




Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323. 


C14 


uCllC LN ^ . 


93142 




Strand 






Start . 


32430 




End 


35345 




Name 


OJ000350 26 


0323.C14 .o4 . tm Method 


TBLASTX: Maize 




Start 


4260 




End 


32648 




GI 


none 




Score 


102 




Exons 


4260. 


.4337, 


17811. .17 912, 17812. .17 913, 


17892. . 18044, 






17893 


..17952, 32478. .32561, 32479.-32574, 32562.. 32648 




Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323. 


C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26 


0323.C14 .o6.tw Method 


TBLASTX: Wheat 




Start 


4263 




End 


33050 




GI 


none 




Score 


62 




Exons 


4263. 


4358, 


4539. .4691, 4755. .4826, 17772 17 909, 17776. 


. 17 




17895 


.18053, 18108. .18386, 18124 .. 18225, 324 42 .. 32567 , 






32446 


.32568, 32753. .33004, 32760 .. 33050 , 32761.. 33018 




Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323. 


C14 


CpnP Mo 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26 


0323 . C14 . o4 . tw Method 


TBLASTX : Wheat 




Start 


4959 




End 


33560 




GI 


none 




Score 


116 




Exons 


4959. 


5015, 


5046. .5153, 5187. .5348, 18501 .. 18 692 , 18501. 


.18 




18577 


. 18886 


3, 33171. .33560, 33247.. 33537 




Spa No 


44213 




Seq. ID 


OJ000350__26.0323. 


C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26 


0323.C14 .o4 .ts Method 


TBLASTX: Soybean 




Start 


4992 




End 


33488 , 




GI 


none 




Score 


85 




Exons 


4992. 


5273, 


4993. .5208, 18585 .. 18818 , 33255. .33488 




Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323. 


C14 




93142 




Strand 






Start 


32430 




End 


35345 




Name 


■ OJ000350 26 


0323.C14 .o2.tm Method 


TBLASTX: Maize 




Start 


5022 




End 


33563 




GI 


none 




Score 


67 




Exons 


5022. . 


5354, 


18531. .18578,- 18532 .. 18579, 


18559. .18873, 






18570". 


.18893, 18583. . 18873, 33240 /. 33563, 33253.. 33534 




Seq! No. 


44213 




Seq. ID 


OJ000350_26.0323. 


C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26. 


0323.C14 .o5.tw Method 


TBLASTX: Wheat 




Start 


5610 




End 


34379 




GI 


none 




Score 


267 




Exons 


5610. . 


5813, 


5918. .6007, 19206. . 19628, 19216 .. 19620, 





33918. .34235, 33985 .. 34209, 34267 .. 34 374 , 34272.. 34379 



45276 



Seq. No. 44213 

Gene No. 93142 
Start ' 32430' 

Name OJ000350_26 . 0323 . C14 . o2 . ts 
Start.- • 5641 

GI none 
Exons 



Seq. ID OJ000350_26.0323.C14 

Strand • - r 

End 35345 

Method TBLASTX : Soybean 

End 34382 

Score 69 



5641. .5796, 5643. .5795, 5808. .5894, 5810. .5893, 5915. .6052, 
5919. .6050, 19249. .19629, 19251 19493, 19533 19637 , 
33972. .34217, 34284. .34382 



Seq. No. 44213 

Gene No. 93142 

Start 32430 

Name OJ000350_26 . 0323 . CI 4 . 08 . tw 

Start 6071 

GI none 
Exons 



Seq. ID OJ000350_26.0323_.C14 
Strand 

End 35345 

Method TBLASTX : Wheat 

End 35148 

Score, 98 



6071.. 6208, 19632. .19913, 1964 4 . ..1 9904 , 19837 .. 19914 , 
34383. .34598, 3507 4 .. 35148 , 35075 .. 35128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44213 
93142 
32430 

.OJ000350_26.0323.C14 .ol.ts 
6203 
none 



Seq. ID OJ000350_26.0323.C14 
Strand 

End 35345 

Method TBLASTX : Soybean 

End 352 68 

Score ■ 87 



6203. .6391, 6216. .6347, 6392. .6670, 6561. .6635, 19863 .. 20264 , 
19897. .20067, 20103 .. 20231, 20104 .. 20247 , 35128. .35268 



Seq. No. 44213 

Gene No. 93142 

Start 32430 

Name OJ000350_26 . 0323 . C14 . o3 . tw 

Start 6290 

GI none, 
Exons 



Seq. ID OJ000350_26.0323.C14 
Strand 

End 35345 

Method TBLASTX : Wheat 

End 35304 

Score 300 



6290.. 6391, 6353.. 6670, 199.18 .. 20298 , 19923 .. 20297 , 
35153. .35245, 35158 .. 35301, 35266: . 35304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44213 
93142 
32430 

OJ000350_26.0323.C14.ol.tm 

6359 

none 



Seq. ID OJ000350_26.0323.C14 
Strand 

End 35345 

Method TBLASTX: Maize 

End 20438 

Score 79 



6359. .6820, 6360. .6485, 6425. .6820, 19995 .. 20438, 20089 .. 20295, 
20380.. 20436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44213 
93142 
32430 

OJ000350_26.0323.C14 .o2.tw 

6692 

none 



Seq. ID OJ000350_26.0323.C14 
Strand 

End 35345 " 

Method TBLASTX : Wheat 

End 20660 

Score 270 

6692. .7042, 6732. .7019, 7031. .7093, 20337 .. 204 50, 20398 .. 204 54 , 
20454 . .20660, 20455. .20652 



Seq. No. 



44213 



Seq. ID OJ000350_26.0323.C14 



45277 




Gene No. 


93142 


Strand 


- 




Start 


32430 . 


End 


35345 




Name 


OJ000350 26.0323.Cl-4.o3.tm 


Method 


TBLASTX: Maize 




Start' 


6836 '•; 


End 


20783 




GI 


none 


Score . 


85 




Exons 


6836. .7162, 6936. .7151, 20439 .. 20783, 


20440. .20742- - 




Seq. No. 


44213 


Seq. ID 


OJ000350_26-.0323 


.C14 


Gene No. 


93142 


Strand 






Start 


32430 


End 


35345 




Name 


OJ000350 26.0323.C14.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6890 


End 


20873 




GI 


none 


Score 


74 




Exons 


6890.. 7033, 7037.. 7255, 7068 


..7244, 20508. .20642, 20649 


. . 20873 


Seq. No. 


44213 


Seq. ID 


OJ000350_26.0323 


.C14 


Gene No . 


93142 


Strand 






Start 


32430 ' 


End 


•35345 




Name 


OJ000350 26.0323.C14.ol.tw 


Method 


TBLASTX: Wheat . 




Start 


7178 


End 


21590 




GI 


none 


Score 


119 




Exons 


7178. .7330, 20793. .21086, 20797. .21021 


, 21133. .21369, 






21135.. . 21365, 214 14 .. 21527 , 


21414. .21590 




Spct No 


44213 


Seq. ID 


OJ000350_26.0323 


.C14 


Gene No. 


93142 


Strand 






Start 


32430 


End 


35345 




Name 


OJ000350 26.0323.C14.o6.ts 


Method 


TBLASTX : Soybean 




Start 


7665 


End 


21500 




GI 


none 


Score 


74 




Exons 


7665. .8003, 21135 .. 21311, 21405. .21500 






Seq. No. 


44213 


Seq. ID 


OJ000350_26.0323 


.C14 


Gene No. 


93142 


Strand 






Start 


32430 


End 


3534 5 




Name 


OJ000350 26.0323.C14.o9.tw 


Method 


TBLASTX: Wheat 




Start 


14620 


End 


14910 




GI 


none 


Score 


210 




Exons 


14620. .14910 








Seq. No. 


44213 


Seq. ID 


OJ000350_26.0323 


.C14 


Gene No . 


93142 - 


Strand 






Start 


32430 


End 


35345 




Name 


OJ000350 26.0323.C14.o6.tm 


Method 


TBLASTX: Maize 




Start 


18156 


End 


33098 




GI 


none 


Score 


63 




Exons 


18156. .18242, 18252. .18335, 


18253, ,18339, 18330,-18428, 






18331. .18429, 32826 . .32906, 


32922. .33005, 33000.. 33098 




Seq. No. ' 


44213 


Seq. ID 


OJ000350_26.0323 


.C14 


Gene No. 


93142 


Strand 






Start 


32430 


End 


35345 




Name 


OJ000350 26.0323.C14.ol0.tw 


Method 


TBLASTX: Wheat. 




Start 


18891 


End 


33908 




GI 


none 


Score 


108 




Exons 


18891. .19031, 19056. .19190, 


33738. .33908 





45278 




Qpn No 


44213 




Seq. ID 


OJ000350_26.0323, 


. C14 


Gene No. 


93142 




Strand 






Start 


.32430 




. End 


35345 




Name 


OJ000350 26.0323.C14. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


19302 




End 


19575 ' 




GI 


none 




Score 


60 




Exons 


19302. . 19400, 19303.. 


19368, 


19404. .1957 4, 194 05. .19575 




Qpn No. 


44213 




Seq. ID 


OJ000350_26.0323, 


. C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26.0323.C14. 


o7 . tw 


Method 


TBLASTX -Wheat 




Start 


22164 




End 


22566 




GI 


none 




Score 


117 




Exons 


22164 . .22565, 22297. . 


22566 








Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323, 


. C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26.0323.C14. 


o9 . gs 


Method 


GENSCAN 




Start 


32430 




End 


34917 




GI 


none 




Score 


.83 




Exons 


32430. .34917 










- 

Seq. No. 


44213 




Seq. ID 


OJ000350_26.0323. 


,C14 


Gene No. 


93142 




Strand 






Start 


32430 




End 


35345 




Name 


OJ000350 26.0323.C14. 


o7 . np 


Method 


AAT/NAP 




Start 


32433 




End 


35345 




GI 


7228457 




Score 


4372 




Exons 


32433.-33983, 34050.. 


35199, 


35320. .35345 




GI Descrip. 


(AP001366) Similar tc 


> Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


.. (AF098806) [Oryza 




sativa] 










Sea No 


44214 




Seq. ID 


OJ000350_26.0323. 


C16 


Gene No.- 


93143 ■ 




Strand 






Start 


155 




End 


1888 




Name 


OJ000350 26.0323.C16. 


ol . gs 


Method 


GENSCAN 




Start 


155 




End 


1888 




GI 


none 




Score 


.7 




Exons 


155. .343, 785. .927, 1078. .1133, 1767.. 


1888 




Seq. No. 


44215 




Seq. ID 


OJ000350_26.0323. 


C17 


Gene No. 


93144 




Strand 


+ 




Start 


1 




End 


2503 




Name 


OJ000350 26.0323.C17. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2503 




GI 


7363274 




Score 


105 




Exons 


1..303, 2439.. 2503 










GI Descrip. 


(AP001552) Similar to 


Arabidopsis thaliana DNA chromosome 4, 




clone F17A8; putative 


protein. (AL049482) [Oryza sativa] 




Seq. No. 


44215 




Seq. ID 


OJ000350_26.0323. 


C17 


Gene No. 


93144 




Strand 


+ 




Start 


1 




End 


2503 




Name 


OJ000350 26.0323.C17. 


ol .gs 


Method 


GENSCAN 





45279 



Start 
GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



71 

none 

7i.:i31, 280. .311 

44215 
93145 
1920 

OJ000350_26.0323.C17.o2.gs 

1920 

none 

1920.. 2075, 2253.. 2304 

44216 
93146 
1 

OJ000350_2 6. 0323.C18.ol.np 
1 

7487809 

1..91, 3961". 536, 620. .703, 



End 311 
Score .75 



Seq. ID OJ000350_26.0323.C17 
Strand 

End 2304 

Method GEN SCAN 

End 2304 

Score .92 



Seq. ID OJ000350_26.0323.C18 
Strand 

End 5167 

Method AAT/NAP 

End 5167 

Score 1912 
781. .891, 969. .1067, 



1145. 
2157. 
4862. 



1309. .1393, 1550. .1632, 1727. .1777, 1952. .2075, 
2397. .2511, 2729. .2858, 2960. .3130, 4246. .4451, 
5132.. 5167 

hypothetical protein T8K22.14 - Arabidopsis thaliana 
gi|3184283|gb|AAC18930.1| . (AC004136) unknown protein 
[Arabidopsis thaliana] 



,1246, 
.2314, 
.5030, 



Seq. No. 44216 

Gene No. 9314 6 

Start 1 

Name OJ000350_26 . 0323 . C18 . ol . gs 

Start 396 

GI none 
Exons 



Seq. ID OJ000350_26.0323*.C18 
Strand 

End 5167 

Method GENSCAN 

End 5158 

Score .85 



396. .562, 1141. .1258, 1309. .1431, 1952. .2075, 2729. .2858, 
2960. .3125, 4244. .4451, 4862. .4977, 5132. .5158 



Seq. No. 44216 

Gene No. 9314 6 

Start 1 

Name OJ000350_26 . 0323 . C18 . ol . gp 

Start 1329 

GI 3106834 

Exons 1329.. 1393, 
GI Descrip. 



1550. .1632, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

. 1777, 1952. .2075 



OJ000350_2 6.0323.C18 

5167 
AAT/GAP 
2075 
528 



1727, 

3184283 1.0e-30 (AC004136) putative TBP-binding protein 
[Arabidopsis thaliana] 



Seq. No. 44216 Seq. ID 

Gene No. 93147 Strand 

Start 6229 ■ End 

Name OJ000350_26 . 0323 . CI 8 . ol . ts Method 

Start 396 End 

GI none Score 
Exons 



OJ000350_26.0323.C18 
15346 

TBLASTX : Soybean 

1330 

100 



396. .443, 438. .539, 439. .543, 618. .686, 635. .691, 779. .892, 
781. .894, 782. .892, 939. .1067, 968. .1060, 973. .1071, 1143. .1247, 
1145. .1258, 1160. .1249, 1298. .1330 



Seq. No. 
Gene No. 



44216 
93147 



Seq. ID 
Strand 



OJ000350 26.0323.C18 



45280 




Start 


6229 








End 


15346 


Name 


OJ000350 26 


0323 


.C18.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


396 








End 


706 


GI 


none 








Score 


168 


Exons 


396. .539, 396. .539, 397. 


. 543, 


618 . . 698, 


635. .706, 661. .702 


Seq. No. 


44216 








Seq. ID 


OJ000350 26.0323.C18 


Gene No. 


93147 








Strand 




Start 


6229 








End 


15346 


Name 


OJ000350 26 


0323 


.C18 .o3. 


tm 


Method 


TBLASTX: Maize' 


Start 


396 








End 


709 


GI 


none 








Score 


123 


Exons 


396. .539, 396. .539, 397. 


. 543, 


618 . . 698, 


635 . . 709 


Seq. No. 


44216 








Seq. ID 


OJ000350_26. 032 3. CI 8 


Gene No . 


93147 








Strand 




Start 


6229 








End 


15346 


Name 


OJ000350 26 


0323 


.C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


399 








End 


1071 


GI 


none 








Score 


119 


Exons 


399. .539, 400. .537, 402. 


.539, 


635. . 691, 


638. . 676, 784 . .894, 




791. .892, 939. .1067, 973 


. .1071 




Seq. No.. 


44216 








Seq. ID 


OJ000350_2'6.0323.C18 


Gene No. 


93147 








Strand 




Start * 


6229 








End 


15346 


Name 


OJ000350 26 


0323 


. C18 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


781 ~~ 








End 


1402 


GI 


none 








Score 


113 


Exons 


781. .894, 11 


32. .8 


92, 783. 


.893, 


788. .943, 


939. .1067, 973. .107 




1119. .1247, 


1145 


. .1249, 


1145. 


.1258, 1146. .1262, 1294. .1395, 




1307. .1402, 


1307 


. .1396 








Seq. No. 


44216 








Seq. ID 


OJ000350_2.6.0323.C18 


Gene No. 


93147 








Strand 




Start 


6229 








End 


15346 


Name 


OJ000350 26 


0323 


.C18 .o3. 


ts 


Method 


TBLASTX: Soybean - ' 


Start 


2380 








End 


4941 


GI 


none 








Score 


127 


Exons 


2380. .2514, 


2394 


. .2513, 


2395. 


.2514, 2396. .2518, 2729. .2860, 




2731. .2817, 


2961 


. .3125, 


2977 . 


.3126, 4247. .4447, 4248.-4448, 




4856. .4939, 


4864 


. .4941 








Seq. No. 


44216 








Seq. ID 


OJ000350_26.0323.C18 


Gene No . 


93147 








Strand 




Start 


6229 








End 


15346 . 


Name 


OJ000350 26. 


0323 


.C18.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4253 








End 


5180 


GI 


none 








Score - t 


43 


Exons 


4253. .4303, 


4254 


. .4304, 


4304 . 


.4447, 4320. .4451, 4802. .4975, 




4855. .4974, 


4965 


. .5036, 


4975. 


.5034, 5132.. 5179, 5133.. 5180 


Seq. No. 


44216 








Seq. ID 


OJ000350_2 6.0323.C18 


Gene No. 


93147 








Strand 




Start 


6229 








End 


15346'"" - 


Name 


OJ000350 26. 


0323 


.C18 .o2. 


gs 


Method 


GENSCAN 


Start 


6229 








End 


15346 



45281 



GI 

Exons 



none Score . 65 

6229.-6363, 6580. .6759, 7024. .7111, 8757. .8878, 8956. .9129, 
9348.-9436, 10108 .. 10183, 10264 .. 10332 , 104 16 .. 10448 , 
10593. .10913, 11662. .12490, 13360 .. 13592, 13638 .. 13809, 
14582. . 14836, 14913. .15346 



Seq. No. 44216 

Gene No. 93147 

Start 6229 

Name OJ000350_26 . 0323 . C18 . o2 . ts 

Start 8714 

GI none 

Exons 8714.. 8893, 8950.. 9030, 9028. 
9346. . 9438 



Seq. ID OJ000350_26.0323.C18 
Strand 

End 15346 

Method TBLASTX : Soybean 

End 94 7 3 

Score 86 

.9135, 9037.. 9132, 9339.. 9473, 



Seq. No. 44216 

Gene No. 93147 

Start 6229 

Name . OJ000350_26 .0323 . C18 . o2 . tc 

Start 8733 

GI none 

Exons 8733.. 8906, 8750.. 8887, 
9074.. 9130, 9339. .9455, 



Seq. ID 
Strand 
End' 
Method 
End 
Score 
8945.. 9016, 8950 
9352. .9456 



OJ000350 26.0323.C18 



15346 

TBLASTX: Cress 
9456 
73 

,9030, 9028. .9135, 



Seq. "No. 44216 
Gene No. 93147 
Start 6229 

Name OJ000350_2 6 . 0323 . CI 8 . o2 . tm 

Start 8744 
GI none 

Exons 8744.. 8887, 8754. .8882, 8765. 

8953.. 9030, 9026. .9130, 9030. 
9338.. 9436, 9339. .9440, 9342. 



Seq. ID OJ000350_26.0323.C18 
Strand 

End 15346 
Method TBLASTX : Mai ze 
End 94 62 

Score 119 

.8887, 8945. .9016, 8950. .9030, 
.9131, 9030. .9131, 9031. .9132, 
.9437, 9346. .9462 



Seq. No. 44216 Seq. ID 

Gene No. 93147 Strand 

Start 6229 End 

Name OJ000350_2 6 . 0323 . C18 . o2 . np Method 

Start 8753 End 

GI 3668097 Score 

Exons 8753.. 8878, 8956.. 9129, 9348. .9525 
GI Descrip. 



OJ000350_26.0323.C18 
15346 

AAT/NAP.- ■" 

9525 

358 



(AC004 667) glycine decarboxylase complex H-protein [Arabidopsis 
thaliana] 



Seq. No. 44217 

Gene No. 93148 

Start , 10303 

Name OJ000350_26 . 0'!3'23 . C19 . o3 . np 

Start 10303 

GI 5852093 

Exons 10303. .10336, 11688 .. 11795, 
GI Descrip. 



Seq. ID OJ000350__26.0323.C19 

Strand + 

End 11884 

Method AAT/NAP 

End 11884 

Score 64 
11866. .11884 



(AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 44217- Seq. ID 
Gene No. 93149 Strand- 
Start 1 End 
Name O JO 0 0 3 5 0_2 6.0323.C19.ol.np Method 



OJ000350_26. 0323.C19 
843 

AAT/NAP 



45282 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



843 

26" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6815107 
1. .81, 650. .843 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 26.0323.C19 



10467 
AAT/NAP 
3377 
157 



44217 
93150 
2911 

OJ000350_26.0323.C19.o2.np 
2911 
5922631 
2911. .3377 

(AP000492) ESTs C26347 (C1214 5 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond ' to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



44217 Seq. ID 

93150 Strand 
2911 . End . 

OJ000350_26.0323.C19.o2.gs ' Method 
3199 End 
none Score 

3199. .3489, 3732. .3889, 4047. .4242, 

6909. .7103, 7153. .7555, 7868. 



OJ000350 26.0323.C19 



10467 
GENSCAN 
10467 
.8 

4476. .4650, 



,8014, 8089. .8206, 



4882. .5011, 
10325. . 10467 



44217 Seq. ID 

93151 Strand 

11267 End 
OJ000350_26 . 0323 . CI 9 . o3 . gs Method 

11267 End 

none Score 
11267. .11412/ 



OJ000350_26.0323.C19 

11412 
GENSCAN 
11412 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44218 
93152 
1 

OJ000350_26.0323.C20.o2. 
1 

2149640 
1..53, 1789, 
3329. .3474, 
5402. .5524, 
6571. . 6633, 
7540. .7571, 



Seq. No. 
Gene No. 



.1914, 2008. 
3542. .3629, 
5619. .5784, 
6816. .6879, 
7694 . .7875 
(U91995) Argonaute prote 
gi | 57338 67 | gb | AAD4 9755 . 1 
gb|U91995 Argonaute prot 
gb|H76075, gb|AA720232, 
gene . 

44218 
93152 



Seq. ID OJ000350_26.0323.C20 

Strand + 
" End 10777 
np Method AAT/NAP 

End 7875 

Score 1492 
.2373, 2455. .2588, 3092. .3204, 
3736. .3852, 4991. .5098, 5186. .5257, 
5891. .6011, 608 6. .6223, 6338. .64 80, ' 
6975. .7107, 7196. .7269, 7361. .7455, 

in- [Arabidopsis thaliana] 
|AC007932_3 (AC007932) Identical to 
ein from Arabidopsis thaliana. ESTs 
gb|N65911 and gb|AA651494 come from this 



Seq. ID OJ000350_26.0323.C20 
Strand + 



45283 



Start 
Name 
Start. 
GI 

Exons 



OJ000350_26.0323.C20.ol.gs 
1024 
none 
1024. , 
3329. , 
5619. , 
7361. , 
10226, 



End 

Method 

End 

Score 



10777 
GEN SCAN 
10383 
.74 



1234, 1686. .1933, 2018. .2373, 2455. 

3420, 3S42..3629, 3736.. 385,2, 4991. 

57'84, 5891.. 6011, 6145.. 6223, 6338, 

7455, 8829. .8917, 9104. .9202, 9691. 
.10383 



,2588, 3092. 
,5098, 5402. 
,6480, 6816. 



.3204, 
,5524, 
,6879, 



9915, 9979. .10035, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44218 
93152 
1 

OJ000350_26.0323.C20.o4 . np 

8725 

7339707 



Seq. ID OJ000350_26.0323.C20 

Strand + 

End 10777 

Method AAT/NAP 

End 10777 

Score 72 



8725.. 8992, 9695.. 10160, 1074 1 .. 1077.7 
(AP001539) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



44218 
93153 
36 

0 JO 0035 0_2 6,-0 3'2 3 , C2 0 . o.l . np . 

6063539. - 
36. .54, 1148 .".1311 

(AP000615) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method . 
-Score - ~ 



OJ000350_26.0323.C20 

1311 
AAT/NAP 

1311-.;: '■" . - 

66 . / . J . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44218 
93154 
8502 

OJ000350_26. 

2038 

none 

2038. .2172, 
2456. .2602, 
5186. .5257, 
5841. .5999, 
6337.. 6477, 
6951. .7055, 
7361. .7456, 



0323.C20.ol. tc 



2039. 
3091. 
5401. 
5890. 
6338. 
6969. 
7687. 



.2185, 2225. 

.3.165, 3555. 

.5523, 5402. 

.6000, 5985. 

. 6481, 6569. 

.7070, 7194. 

.7758, 7840. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2374, 2411 
.3662, 3736 
.5524, 5604 
.6014, 6082 
.6634, 6798 
.7253, 7195 
.7878 ■ 



OJ000350' '26.0323.C20 



9930 

TBLASTX: Cress 
7878 
166 

2572, 2446.. 2586, 

3852, 4988.. 5101, 

5702, 5724.. 5786, 

6231, 6086.. 6232, 

6872, 6811. .6876, 

7269, 7358.-7459, 



Seq. No. 44218 

Gene No. 93154 

Start 8502 

Name OJ000350_26 . 0323 . C20 . o2 . tm 

Start 2043 

GI none 

Exons 204^. . 2099, 2044.. 2100, 2098, 
2103.. 2207, 2225.. 2374, 2230. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2172, 2099 
,2376, 2230 



OJ000350 26.0323.C20 



9930 

TBLASTX: Maize 
2376 
59 

2203, 2102.. 2206, 
2301 



Seq." No. 44218 Seq. ID 

Gene No. 93154 Strand 

Start 8502 End 

Name OJ000350_26 . 0323 . C20 . ol . tm Method 

Start 2522 End 

GI none Score 



OJ000350_26.0323.C20 
9930 

TBLASTX: Maize 

7923 

103 



45284 




Exons 


2522. . 


,2605, 


2522. 


, .2599, 


3088. 


.3165, 3555.. 3662, 


3735 . . 3851, 




3736. . 


, 3852, 


4988. 


, . 5095, 


4990. 


.5094, 5183.. 5257, 


5186. .5260, 




5399. . 


,5524, 


5401. 


, .5541, 


5402. 


.5524, 5611.. 5781, 


5622. .5786, 




5673. . 


, 5783, 


5720. 


; . 5785, 


5889'i 


: .5972, 588 


;9. .5972, 


5890 . . 5973, 




5985. . 


, 6014, 


6084 , 


, . 6200, 


6086. 


.6241, 6088. .6237, 


6325 . . 6429, 




6329. , 


, 6481, 


6335, 


, .6478, 


6337 . 


.6486, 6554. .6637, 


6568 . . 6657 , 




6569. . 


, 6634, 


6811. 


, .6876, 


6.969 . 


.7076, 7 IS 


14. .7256, 


7195 . .7.2 69, 




7201. , 


,7284, 


7358 . 


, .7459, 


7361 . 


.7456, 7687.. 7752, 


7840 . . / 9z J 


Seq. No. 


44218 










Seq. ID 


OJ000350 


26 . 0323 . C20 


Gene No. 


93154 










Strand 






Start 


8502 










End 


9930 




Name 


■ OJ000350 26 


.0323. 


,C20.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


3736 










End 


6505 




GI 


none 










Score 


99 




Exons 


3736. . 


,3876, 


4988 . 


, . 5101, 


4990 . 


.5100, 5186. .5257, 


5197 . . 5256, 




5401. . 


.5523, 


5402 . 


, . 5524, 


5604 . 


.5753, S723..5785, 


5724 . .5786, 




5844. , 


.6011, 


5890. 


. . 6000, 


5985. 


.6014, 6086.. 6232, 


6086 . . 6196, 




6088. . 


.6231, 


6334 . 


, .6483, 


6337 . 


.6483, 6338. .6505 




Seq. No. 


44218 










Seq. ID 


OJ000350 


26 . 0323 . C20 


Gene No . 


93154 










Strand 






Start 


8502 










End 


9930 




Name . 


OJ000350 26 


.0323. 


. C20 . ol 




Method . 


TBLASTX : 


Wheat 


'Start " J " 


5212 










.End 


6000 




GI- 


none 










Score 


136 




Exons 


5212. , 


.5256, 


5381 . 


, .5524, 


5401 . 


.5541, 5402. .5524, 


5530 . . 5556, 




5622. , 


.5786, 


5670 . 


. . 5786, 


5720 . 


.5788, 5890. .6000, 


5890 . . 6000 


Seq. No. 


44218 










Seq. ID 


OJ000350 


_26.0323.C20 


Gene No. 


93154 










Strand 






Start 


8502 










End 


9930 




Name 


OJ000350 26 


.0323. 


.C20.O2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


6084 










End 


6382 




GI 


none 










Score 


93 




Exons 


6084 . , 


.6200, 


6086 , 


. .622 6., ,;6088. 


.6222, 6356. .6382 




Seq. No. 


44218 






13 


h 


. Seq. ID 


OJ000350 


26 . 0323 . C20 


Gene No. 


93154 










Strand 






Start 


8502 










End 


9930 




Name 


OJ000350 26 


.0323, 


.C20.O2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


6569 










End 


7878 




GI 


none 










Score 


71 




Exons 


6569. , 


. 6634, 


6811 , 


. .6876, 


6815. 


, . 6880, 6969. .7070, 


6972 . . 7055, 




7194 . , 


.7268, 


7195 . 


. .7269, 


7360. 


.7485, 7361. .7456, 


7687 . . 7758 , 




7840. , 


.7878 














Seq. No. 


44218 










Seq. ID 


OJ000350 


26 . 0323 . C20 


Gene .No . 


93154 










Strand 






Start' 


8502 










End 


9930 




Name 


OJ000350 26 


.0323, 


.C20.O3 


.np 


Method 


AAT/NAP 




Start 


8502 










End 


9930 




GI 


7339707 








Score 


101 




Exons 


8502. , 


.8643, 


8695, 


. .9038, 


9698. 


, .9930 






GI Descrip. 


(AP001539) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44219 










Seq. ID 


OJ000350 


_21.0323.C2 



45285 



Gene No. 

Start 

Name, 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



93155 Strand 

'582 End 

OJ000350_2 1 . 0323 . C2 . ol . np Method 

582 ' *r ^End 

6063554 Score 
582..75S. 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 

correspond to a region of the predicted gene, 
protein [Oryza sativa] 



755 

AAT/NAP 
755 
117 



,098611 (E0464) 
hypothetical 



44220 Seq. ID 

93156 Strand 

699 End 
OJ000350_21.0323.C14.ol.gs Method 

699 End 

none Score 

699. .813, 1151. .1293 



OJ000350_21.0323.C14 

1293 
GENSCAN 
1293 
.91 



Seq. No. 44221 Seq. ID 

Gene No. 93157 Strand 

Start 313 End 

Name OJ000350_21 . 0323 . C20 . ol . gs Method 

Start 313 . End 

GI none . - • Score 

Exons 313.'. 413, 468.. 509 



.OJ000350_21.0323.C20 
509 

GENSCAN 

509 

.56 



Seq. No. 44222 Seq. ID 

Gene No. 93158 Strand 

Start 80 End 

Name OJ000350_21 . 0323 . C28 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 99, 408.. 726 



OJ000350_21.0323.C28 
+ 

726 

GENSCAN 

726 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44222 Seq. ID OJ000350_2 1 . 0323 . C28 

93159 Strand - 

282' . . End 779 

OJ000350_21 . 0323 . C28 . ol . gp Method AAT/GAP 

282 End 779 

645_1.R1084 Score 921 

282. .779 

•3915131/sp|Q42443|THIH_ORYSA 5.0e-61 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-1) >gi_4 2 64 42_db j_BAA04 8 64_ (D21836) 
thioredoxin h [Oryza sativa] >gi_4 54 8 82_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 



4 4 222 * Seq.' ID 

93159 Strand 
282 End 
OJ000350_21 . 0323 . C28 . ol . np Method 
616 End 
3915131 Score 
616. .779 

THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 13 KD PROTEIN-1) 

gi I 426442 |dbj IBAA04864 | (D21836) thioredoxin h [Oryza sativa] 

gi I 454882 |dbj IBAA05546. 1 1 (D26547) rice thioredoxin h [Oryza 



OJ000350_21.0323.C28 
.779 

AAT/NAP 

779 

232 



45286 



sativa] gi 1 1930072 (U92541) thioredoxin h [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000350_21.0323.C33 
Strand + 

849 

AAT/GAP 
849 
405 



44223 
93160 
623 

OJ000350_21.0323.C33.ol.gp 

623 

83775_1.R1084 
623. .849 

'4538911/emb|CAB39648.1| 2.0e-18 (AL049482) hypothetical* protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



Seq. No. 44223 

Gene No. 93160 

Start 623 

Name OJ000350_21 . 0323 . C33 . ol . gs 

Start 627 

GI none 

Exons 627.. 843 



Seq. ID OJ000350_21.0323.C33 

Strand + 

End 849 

Method GENSCAN 

End ■ 843 

Score .95 



Seq. No. 44223 

Gene No. 93160 

Start 623 

Name, . .OJ000350_21 . 0323 . C33 . ol . tm 

Start 630 

GI none 

Exons 630. .806, 640. .846, 640. .849 



Seq. ID OJ000350_21.0323.C33 

Strand + 

End 849 

Method . TBLASTX-: Mai ze 

.End' 849 

Score 226 



Seq. No. 44224 

Gene No. 93161 

Start 187 

Name OJ000350_21 . 0323 . C37 . ol . gs 

Start 187 

•GI none 

Exons 187. .297, 1722. .1804 

Seq. No. _ . 44225 
Gene No. " ' 93162 

Start- 447 

Name OJ000350_21 . 0323 . C60 . ol . gs 

Start 447 

GI none 

Exons 447.. 598 



Seq. ID OJ000350_21.0323.C37 

Strand +" 

End 1804 

Method GENSCAN 

End 1804 

Score .99 



Seq. ID OJ000350_21.0323.C60 
Strand 

End 746 

Method GENSCAN 

End 598 

Score .57 



Seq. No. 44225 

Gene No. 93162 

Start 447 

Name ' OJ000350_21 . 0323 . G60 . ol . np 

Start 447 

GI 7106516 

Exons 447 . .74 6 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



Seq. ID OJ000350_21.0323.C60 
Strand 

74 6 

AAT/NAP. 
746 
122 



End . 
Method 
End 
Score 



Seq. No. 44226 

Gene No. 93163 

Start 279 

Name OJ000350_21 . 0323 . C61 . ol . gs 



Seq. ID OJ000350_21.0323.C61 

Strand + 

End 387 

Method GENSCAN 



45287 




Start 


279 


End 


387 




none 


Score 


.46 


Exons 


279.. 387 






Seq. No. 


44227 


Seq. ID 


OJ000350 21 0323 C66 


Gene No. 


93164 


Strand 




Start 


1085 


End 


1137 


Name 


OJ000350 21.0323.C66.ol.gs 


Method 


GENSCAN 


Start 


1085 


End 


1137 


GI 


none 


Score 


.68 


Exons 


1085. . 1137 






Seq. No. 


44228 


Seq. ID 


OJ000350_21.0323.C69 


Gene No. 


93165- 


Strand 


+ 


Start 


7374 


End 


7479 


Name 


OJ000350 21.0323.C69.o3.gp 


Method 


AAT/GAP 


Start 


7374 


End 


7479 


GI 


5816518 


Score 


160 


Exons 


7374. .7479 






GI Descrip. 


4521193/dbj I AB0134 50 . 1 | AB0134 50 3.0e- 


4 0 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


44228 


Seq. ID 


OJ000350_21.0323.C6? 


Gene No. 


93166 


Strand ' 




Start 


269 


End 


11634 


Name 


OJ000350 21.0323.C69.ol.np ■ 


Method 


AAT/NAP 


Start 


269 


End 


6849 


GI 


4378066 


Score 


2823 


Exons 


269. .5160, 5446. .5741, 6719.. 


6849 




GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 




gi | 4 680208 | gb | AAD27571 . 1 |AF11 


4171_12 


(AF114171) polyprotein 




[Sorghum bicolor] 






Seq. No. 


44228 


Seq. ID 


OJ000350_21.0323.C69 


Gene \No . 


93166 


Strand 




Start 


269 . 


End 


11634 


Name 


OJ000350 21.0323.C69.ol.gs 


Method 


GENSCAN 


Start 


542 


End 


5763 


GI 


none 


Score 


.54 


Exons 


542. .1045, 1247. .2611, 2642.. 


2836, 2851. .3705, 3736. .4153, 




4207. .4942, 5152. .5399, 5573. 


.5763 




Seq. No. 


44228 


Seq. ID 


OJ000350_21.0323.C69 


Gene No. 


93166 


Strand 




Start 


269 


End 


11634 


Name 


OJ000350 21.0323.C69.o5.tm 


Method 


TBLASTX: Maize 


Start 


588 


End 


829 


GI 


none 


Score 


40 


Exons 


588. .647, 596. .829, 726. .824 






Seq. No. 


44228 


Seq. ID 


OJ000350_21.0323.C69 


Gene No. 


93166 


Strand 




Start 


269 


End 


11634 


Name 


OJ000350 21.0323.C69.o6.tw 


Method 


TBLASTX: Wheat 


Start 


596 


End 


'874 


GI 


none 


Score 


102 



Exons 596.. 727, 755.. 874 

■45288 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start 269 * End 

Name OJ000350_21 . 0323 . C69 . o2 . ts Method 

Start 845 End . 

GI none Score 

Exons 845.. 1069, 852.. 1070, 1076.. 1204, 1077 



OJ000350_21.0323.C69 
11634 

TBLASTX : Soybean 

1204 

55 

. .1190 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start 269 End 

Name OJ000350_21 . 0323 . C69 . o2 . tm Method 

Start 860 End 

GI none Score 

Exons 860.. 1222, 861.. 1130 



OJ000350_21.0323.C69 
11634 

TBLASTX: Maize 

1222 

263 



Seq. No. 44228 Seq. ID 

Gene No. . 93166 Strand 

Start 269 . End 

Name OJ000350_21 . 0323 . C69 . o4 . tw Method 

Start 992 End 

GI none Score 

Exons 992. .1381 



OJ000350_21 . 0323 .C69 
11634 

TBLASTX: Wheat 

1381 

241 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start 269 End 

Name OJ000350_21 . 0323 . C69 . o4 . tm Method 

Start 1225 End 

GI none Score 

Exons 1225. .1437, 1226. .1489, 1227. .1382 



OJ000350_21.0323.C69 
11634 

TBLASTX: Maize 

1489 

88 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start ■ 269 " End 

Name ' OJ000350_'21 . 0323 . C69 . 06 : tm - Method 

Start 1520 * End 

GI none Score 

Exons 1520.. 1756 



OJ000350_21.0323.C69 
11634 

TBLASTX: Maize. 

1756 

186 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start 269 End 

Name OJ000350_21 . 0323 . C69 . o3 . tw Method 

Start 1691 End 

GI none Score 

•Exons 1691.. 2122, 1701.. 1982, 2007.. 2123- 



OJ000350_21.0323.C69 
11634 

TBLASTX: Wheat 

2123 

147 



Seq. No. 44228 Seq. ID 

Gene No. 93166 Strand 

Start 269 End 

Name OJ000350_21 . 0323 . C69 . o7 . tw Method 

Start 2123 End 

GI none Score 

Exons 2123.. 2314, 2177.. 2302 



OJ000350_21.0323.C69 
11634 

TBLASTX: Wheat 

2314 

63 



45289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21. 

2405 

none 

2405. .2773, . 



0323.C69.ol.ts 



2598. .2723 



Seq. ID OJ000350_21.0323.C69 

Strand - . 

End 11634 

Method TBLASTX : Soybean 

End 2773 

Score 81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21. 

2405 

none 

2405. .2818, 



0323.C69.o2.tw 



2426. .2818, 2505. 



Seq. ID OJ000350_21.0323.C69 
Strand 

End 11634 

Method TBLASTX : Wheat 

End 2819 

Score 139 
.2819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21. 

2492 

none 

2492. .2839, 



0323.C69.o3. tm 



2505. .2834 



Seq. ID OJ000350_21.0323.C69 
Strand 

End 11634 

Method TBLASTX: Maize 

End 2839 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21, 

2902 

none 

2902. .3258, 



0323.C69.ol. tm 



2903. .3259 



Seq. ID OJ000350_21.0323.C69 
Strand 

End 11634 

Method TBLASTX: Maize 

End 3259 

Score 245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21, 

2932 

none 

2932. .3387, 



0323.C69.ol. tw 



2933. .3337, 2968. 



Seq. ID OJ000350_21.0323.C69 
Strand 

End ■ 11634 

Method TBLASTX : Wheat 

End • ,3387 ' 

Score 262 
.3363 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21. 

3592 

none 

3592. .3780, 



0323.C69.o5. tw 



3593.. 3775, 3820. 



Seq. ID OJ000350_21.0323.C69 
Strand 

End 11634 

Method TBLASTX : Wheat 

End 3969 

Score 101 ■ 
.3969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44228 
93166 
269 

OJ000350_21. 

6548 

none 

6548. .7104, 



0323.C69.o2.gs 



8637.. 8658, 9129. 



Seq. ID OJ000350_21.0323.C69 
Strand 

End .11634 

Method GENSCAN 

End 10779 

Score .81 

.9419, 9543. .9654, 9674. .10779 



Seq. No. 



44228 



Seq. ID OJ000350_21.0323.C69 



45290 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



93166 
269 

OJ000350_21.0323.C69.o3.np ' 

9604 

7106512 

9604. .11634 

(AP001278) EST C9842 9 (E0138 ) 



Strand 
End 

Method 

End 

Score 



il634 
AAT/NAP - 
11634 
2328 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



44228 Seq. ID 

93166 Strand 

269 End 
OJ000350_21. 0323.C69.o3.gs Method 

11066 End 

none Score 
11066. .11575 



OJ000350_21.0323.C69 

11634 
GENSCAN 
11575 " 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44229 Seq. ID OJ000350_21 . 0323 . C70 

93167 Strand + 

1 End 3122 

OJ000350_21 . 0323 . C70 . o2 . np Method AAT/NAP 

1 End 3122 

6063554 Score 265 

1..121, 2289. .2319, ,2951. .3122 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



44229 Seq. ID 

93168 Strand 

34 95 End 
OJ000350_21 . 0323 . C70 . o3 . gp Method 

34 95 End 

61605_3.R1084 Score 
3495. .3746 

■ 1402920/emb|CAA66965| 2.0e-20 .(>X98321) peroxidase 
thaliana] ' 



OJ000350_21.0323.C70 
+ 

3746 
AAT/GAP 
3746 
436 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



44229 Seq. ID 

93169 Strand 

4716 End 
OJ000350_21.0323.C70.o2.gs Method 

4716 End 

none Score 
4716. .4724, 4942. .5616 

44229 Seq. ID . 

93169 Strand 

4716 End 
OJ000350_21.0323.C70.o3.np Method 

4942 End 

4512231 Score 
4942. .5673 

(AB014741) ORF0 protein [Oryza sativa] 



44229 
93170 



Seq. ID 
Strand 



OJ000350_21.0323.C70 
+ 

5673 
GENSCAN 
5616 
.88 



OJ000350_21.0323.C70 
+ 

5673 
AAT/NAP 
5673 
1047 



OJ000350 21.0323.C70 



45291 





Cf ar-f 

OLai I 


1 


End 


3995 




Name 


OJ000350 21.0323.C70.ol.np 


Method 


AAT/NAP 




Start 


*1 


End . 


1854 




GI 


7106512 


Score 


1030 




Exons 


1..615, 665..84S, 1277. .1475, 


1610. .1720, 1794. .1854 




r . GI Descrip... 


• (AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Con Wn 
O C ■ IN • 


*± *i jL. z. y 


Seq. ID 


OJ000350_21.0323.C70 




Gene No. 


93170 


Strand 


- 




Start 


1 


End 


3995 




Name 


OJ000350 21.0323.C70.ol.gs 


Method 


GENSCAN 




Start 


32 


End 






GI 


none 


Score 


.65 




Exons 


32.-563, 739. .942, 1660. .1720 


, 2853.. 


2977, 3673.. 3995 




Seq. No. 


44229 


Seq. ID 


OJ000350_21.032'3.C70 




Gene No. 


93170 


Strand 


- 






1 


End 


3995 




Name 


OJ000350 21.0323.C70.ol.gp 


Method 


AAT/GAP 




Start 


1751 


End 


1980 




GI 


3761181 


Score 


346 




Exons 


1751. . 1980 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 


%3 




similar sequence to Pib gene 






fy 


Seq. No. 


44229 


Seq. ID 


OJ000350_21.0323.C70 




Gene No. 


93170 


Strand 


- 




Start 


1 


End 


3995 




Name 


OJ000350 21.0323.C70.o2.gp 


- Method 


AAT/GAP 




Start 


1988 


End 


2095 


rjj 


GI 


5816518 


Score 


156 




Exons 


1988. .2095 






? — 


GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 


~ s 




similar sequence to Pib gene 








Seq. No. 


44230 


Seq. ID 


OJ000350_21.0323.C71 




(icinp No 


93171 


Strand 


+ 


sr 
s" " s 


Start 


31 


End 


11043 


K? 


Name 


OJ000350 21.0323.C71.ol.np 


Method 


AAT/NAP 


^ E=? 


Start 


31 


End 


3587 




GI 


5042447 


Score 


4064 




Exons 


31. .1081, 1109. .3587 








GI Descrip. 


(AC007789) putative polyprotein [Oryza sativa] 




Seq. No. 


44230 


Seq. ID 


OJ000350_21.0323.C71 




Gene No. 


93171 


Strand 


+ 




Start 


31 


End 


11043 




Name 


OJ000350 21.0323.C71.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


10794 




GI 


none 


Score 


.47 




Exons 


77. .801, 887. .981, 1026. .1166 


, 1395..; 


2125, 2456..3296, 






3702. .4154, 4664. .5713, 5786. 


.6630, 6655.. 7305, 7359.. 7470, 






7505. .7827, 7915. .8676, 8794. 


.10104, 


10240. .10794 - ' 



Seq. No. 
Gene No. 



44230 
93171 



Seq. ID OJ000350_21.0323.C71 
Strand + 



45292 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31 End 11043 

OJ000350_21 . 0323 . C71 . o3 . np Method AAT/NAP 
4220 End 6315 

7523517 Score 202 

4220. .4519, 4664. .4718, 6248. .6315 
(AP001633) hypothetical protein [Oryza sativa] 



44230 
93171 
31 

OJ000350_21.0323.C71.o4.np 
6135 
7228457 
6135. .7737, 



7792.. 9438, 9505, 



Seq. ID OJ000350_21.0323.C71 

Strand + 

End 11043 

Method AAT/NAP 

End 11043 

Score 3151 
.11043 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


44230 


Seq. ID 


OJ000350_ 


21, 


.0323.' 


Gene No. 


93172 


Strand 


+ 






Start 


15088 


End ' 


15564 






Name 


OJ000350 21.0323.C71.o7.np 


Method 


AAT/NAP 






Start 


15088 


End 


15564 






GI ' 


7523517' 


Score - 


199 ; 






Exons 


15088. .15365, 15510. .15564 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44230 


Seq. 'ID 


OJ000350_ 


21, 


.0323.' 


Gene No. ' 


93173 


Strand 


+ 






Start 


16616 


End 


17517 






Name 


OJ000350 21.0323.C71.o8.np 


Method 


AAT/NAP 






Start 


16616 


End 


17517 






GI 


5852178 


Score 


365 






Exons 


16616. .16899, 16928 .. 1704 9, 


17414. .17517 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


44230 


Seq. ID 


OJ000350_ 


21, 


.0323.' 


Gene No. 


93174 


Strand 








Start 


11665 


End 


17031 






Name 


OJ000350 21.0323.C71.o2.gs 


Method 


GENSCAN 






Start 


11665 


End 


17031 






GI 


none 


Score 


.74 






Exons 


11665. .12182, 12281. .12398, 


12602. .12855, 12891. 


. 13001, 




13170. .13309, 13379. .13437, 


13508. .13693, 13761. 


. 13885, 




14052. . 14170, 14382. .14415, 


14538. .14790, 15063. 


. 15243, 




15662. . 15820, 15822 .. 15898 , 


16621.. 17031 






Seq. No. 


44230' 


Seq. ID 


OJ000350_ 


21. 


.0323.' 


Gene No. 


93174 


Strand 








Start 


11665 


End 


17031 






Name 


OJ000350 21.0323.C71.o5.np 


Method 


AAT/NAP 






Start 


12549 


End 


14148 ■ 






GI 


6721561 


Score 


963 






Exons 


12549. .13309, 1337 9 .. 134 37 > 


13508. .13698, 14085. 


. 14148 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a 


region < 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6815086 | db j |BAA90372.1| ■ 


(AP001081) 


EST AU082058 > 


(C1297 



C71 



of the 



4 5293 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



corresponds to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



44230 Seq. ID 

93174 Strand 

11665. End 
OJ000350_21.0323.C71.o6.np Method 

13048 End 

6721558 Score 
13048. .13213, 



OJ000350_21.0323.C71 

17031 
AAT/NAP 
14637 
243 



13712. 



13885, 14538.. 14637 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



44230 Seq. ID 

93175 Strand 

18927 End 
OJ000350_21.0323.C71.ol3.tw Method 

232 ' End 

none Score 

232. .429, 248. .430 



OJ000350_21.0323.C71 
19657 

TBLASTX: Wheat 

430 

193 



Seq. No. 44230 Seq. ID 

Gene No. - 93175 Strand 

Start 18927 End 

Name OJ000350_21 . 0323 . C7 1 . o7 . tm Method 

Start 482 End 

GI none Score 

Exons 482.. 787 



Seq. No. 44230 

Gene No. 93175 

Start 18927 

Name OJ000350_21 . 0323 . C71 . o9 . tw 

Start 485 

GI none 

Exons 485. .826, '602. .727, 603. .728 

Seq. No. 44230 

Gene No. 93175 

Start 18927 

Name OJ000350_21 . 0323 . C71 . oil . tw 

Start 1166 

GI none 

Exons 1166.. 1519 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score • 



OJ000350_21.0323.C71 
19657 

TBLASTX: Maize 

787 

238 



OJ000350_21 . 0323 .C71 
19657 

TBLASTX: Wheat 

826 

289 



OJ000350_21.0323.C71 
19657 

TBLASTX: Wheat 

1519 

241 



Seq. No. 


44230 






Seq. ID 


OJ000350_21.0323 


C71 


Gene No." ^ 


93175 






Strand 






Start 


. 18927 






End 


19657 




Name 


OJ000350* 21 


0323.C71.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1784 






End 


8355 




GI 


none 






Score 


165 




Exons 


1784. .2029, 


7999. .8355, 


8053. 


.8301, 8061. .8354 




Seq. No. 


44230 






Seq. ID 


* OJ000350_21.0323 


C71 


Gene No. 


93175 






Strand 






Start 


18927 






End 


19657 





45294 




Name 


OJ000350 21 


.0323. 


C71.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1784 








End 


8325 




GI- 


none 








Score 


136 




Exons 


1784. .2002, 


7869. 


.8324, 


7870. 


.8325 








44230 








Seq. ID 


OJ000350 21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1829 








End 


8274 




GI 


none 








Score 


101 




Exons 


1829. .1963, 


7909. 


.8133, 


8140. 


.8274 






C a a* Ma 

IN VJ ■ 


44230 








Seq. ID 


OJ000350 21 0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.ol2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2012 








End 


2198 




GI 


none 








Score 


. 218 




Exons 


2012. .2158, 


2020. 


.2157, 


2067. 


.2198 








4 4230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


• 18927 








End 


19657. 




Name ■ 


OJ000350 21 


0323. 


C71.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2030 








End 


8832 




GI 


none 








Score 


106 




Exons 


2030. .2158, 


2219. 


.2521, 


2272. 


.2364, 8356. .8502, 8497. .8 


832 


Seq. No. 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 




93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2075 








End 


8781- 




GI 


none 








Score 


57 




Exons 


2075. .2107, 


2075. 


.2107, 


2111. 


.2155, 2113.. 2154, 2175.. 2252, 




2219. .2470, 


2227. 


.2364, 


8410. 


.8781 






Q a a- Ma 


4 4230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2240 








End 


8864 




GI " 


none 








Score 


118 




Exons 


2240. .2485, 


8440. 


.8862, 


8445. 


. 8864 






0 tr . vi \J • 


4 4230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2486 








End 


2911 




GI 


none 








Score 


591 ' 




Exons 


2486. .2911, 


2488. 


.2904 










Seq. No. 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 





45295 




Name 


OJ000350 21. 


0323. 


C71.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2492 








End 


9057 




GI - 


none 








Score 


203 




Exons 


2492 . . 2740, 


2518 . 


.2622, 


2677 . 


.2721, 8.803. .8931, 8950. .9057 


Q<=>n No 


44230 








Seq.. ID 


OJ000350_21.0323 


C71 


Gene No. 


93175" 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2558 








End 


2911 




GI 


none 








Score 


470 




Exons 


2558. .2911, 


2563. 


.2904 










Cpn No 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


0323. 


C71.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2939 








End 


10182 




GI 


none 








Score 


615 




Exons 


2939. .3478, 


3109. 


. 3474, 


3128 . 


.3478, 10066. .10182 




c <2> rj No 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


.0323. 


C71.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3176 








End^ 


3502 




GI 


none 








Score 


84 




Exons 


3176. .3358, 


3359. 


.3502, 


3361 . 


.3501 






Cprf' No 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand" 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


.0323. 


C71 .o2 


. ts 


Method 


TBLASTX: Soybean 




Start ■ 


3266 








End \ 


3526 




GI 


none 








Score 


292 




Exons 


3266. .3526,- 


3269. 


. 3517, 


3271 . 


.3525 






C pn Nn 


44230 








Seq. ID 


"OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


. 18927 








End 


19657 




Name 


OJ000350 21 


.0323. 


C71.o4 


. tm 


Method 


TBLASTX: Maize 




Start . 


3324 








End 


3616 




GI 


none 








Score 


88 




Exons 


3324. .3509, 


3325. 


.3612, 


3326. 


.3616 






Cpn No 


44230 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


.0323. 


C71.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3485 








End 


10677 




GI 


none 








Score 


693 




Exons 


3485. .4111, 


3487. 


.3990, 


3488. 


.4069, 10360. .10515, 10549 


. .10677 


Seq. No. 


44230. 








Seq. ID 


OJ000350_21.0323 


.C71 


Gene No. 


93175 








Strand 






Start 


18927 








End 


19657 




Name 


OJ000350 21 


.0323. 


C71.ol 


. tm 


Method 


TBLASTX: Maize 





45296 




Start 3664 End 15663 

GI ..none ..■ ■ Score ' 229 

Exons /'1<564. .3819, 3665. .3826, 3823.-3987, 3824. .41-56, 4051. .4131, 

* ' 15565. .15663 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44230 
93175 
18927 

OJ000350_21.0323.C71.o8.tw 

4112 

none 



Seq. ID OJ000350_21.0323.C71 
Strand 
End 

Method 
End 
Score 



19657 

TBLASTX: Wheat 

15858 

55 



4112. .4162, 15571. .15858, 15573. .15806 



44230 
93175 
18927 

OJ000350_21.0323.C71.ol0.tw 

618 1 
none" 



Seq. ID OJ000350_21.0323.C71 
Strand 
End 

Method 
End 
Score 



19657 

TBLASTX: Wheat 

6588 

53 



6184. .6228, 6267. .6305, 6277. .6351, 6316. .6588, 6363.-6587 





Seq. No. 


44230 




Seq. ID 


OJ000350_21.0323 


.C71 




Gene No. 


93175 




Strand 






=st=? 


Start 


18927 




End 


19657 






Name 


OJ000350 21. 


0323.C71.o6.tw ■ 


Method 


TBLASTX: Wheat 




5. 1 1 


Start 


7222 




End 


7677 




? i : 


GI 


none 




Score 


146 






Exons 


7222. .7404, 


7230. .7403, 7441. 


.7677, 7443. .7559 






Seq. No. 


A A o o n 

4 4zoU 




Seq. ID 


OJ000350_21.0323 


. L / 1 




Gene No. 


93175 




Strand 






fjj 


Start 


18927 




End 


19657 






Name 


OJ000350 21. 


0323.C71.o7.tw 


Method 


TBLASTX: Wheat 






Start 


9009 




End 


9417 






GI 


none 




Score 


205 






Exons 


9009. .9236, 


9010. .9234, 9244. 


.9417, 9346. .9417 






Seq. No. 


44230 




Seq. ID 


OJ000350_21.0323 


.C71 




Gene No. 


93175 




Strand 








Start 


18927 




End 


19657 






Name 


OJ000350 21. 


0323.C71.ol4.tw 


Method 


TBLASTX: Wheat 






Start 


9919 




End 


10302 






GI 


none 




Score 


131 






Exons 


9919. . 10065, 


10182. .10301, 10183. .10302 






Seq. No. 


44230 




Seq. ID 


OJ000350_21.0323 


.C71 




Gene No. 


93175 




Strand 








Start 


18927 




End 


19657 






Name 


OJ000350 21. 


0323.C71.o5.tm 


Method 


TBLASTX: Maize 






Start 


9919 




End 


10223 






GI 


none 




Score 


320 






Exons 


9919. . 10215, 


9957. .10223 










Seq. No. 


44230 




Seq. ID 


OJ000350_21.0323 


.C71 




Gene No. 


93175 




Strand 








Start 


18927 




End 


19657 






Name 


OJ000350 21. 


0323.C71.o3.gs 


Method 


GENSCAN 





45297 




Start 


18927 


End 


19657 






GI 


none 


Score 


. 83 






Exons 


18927. ..19099, 19276. .19657 










Seq. No. 


44231 


Seq. ID 


OJ000350_21. 


0323 


.G72 


Gene No. 


93176 


Strand 


+ 






Start 


533 


End ■ 


3014 






Name 


OJ000350 21.0323.C72.ol.gs 


Method 


GENSCAN 






Start 


533 


End 


3014 






GI 


none 


Score 


. 92 






Exons 


533. .673, 851. .959, 2899. .3014 








Seq. No. 


44231 


Seq. ID 


OJ000350_21. 


0323 


. C72 


Gene No . 


93177 


Strand 


+ 






Start 


4752 


End 


8336 






Name 


OJ000350 21.0323.C72.o2.np 


Method 


AAT/NAP 






Start 


4752 


End 


8336 






GI 


.7520163 


Score 


343 






Exons 


4752. .4882, 5453. .5906, 6044.. 


6161, 8249. .8336 






GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC 1. 


6.5.3) chain 


5 - 





Anomochloa marantoidea chloroplast (fragment) . 
gi|726148|gb|AAA64196.1| (U21992) NADH dehydrogenase F 
[Anomochloa marantoidea] 



$ S3. 

% s=r 


















%J 


Seq. No. 










Seq. ID 


OJ000350_21.0323. 


C72 


f S"5 
h : " 


Gene No. 


All TO 

33118 








Strand 






r : s 


btart 


loUD 








End 


4528 




\ y 


Name 


OJ000350 21 


.0323 


.C72.ol 


.np 


Method 


AAT/NAP - 






Start 


1606 








End 


4015 






GI 


4680199 








Score 


316 • 




^ :=? 


Exons 


1606. .1630, 


3237 


. .3360, 


3430. 


,.3565, 3641.. 4015 




1 i£ 


GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 




2 


Seq. No. 


44231 








Seq. ID 


OJ000350_21.0323. 


C72 




Gene No. 


93178 








Strand 






J 


Start .. 


1606 








End 


4528 






Name 


OJ000350 21 


:0323. 


.C72.o2 


.gs 


•Method 


GENSCAN 




t. ~: 


Start 


3386 








End 


4528 




•i ee- 


GI 


none 








Score 


.63 




s- 


Exons 


3386. .3528,' 


3598, 


. .3851, 


4101. 


.4222, 4384. .4441, 4506. ".4528 




Seq. No. 


44231 








Seq. ID 


OJ000350_21.0323. 


C72 




Gene - No. 


93179 








Strand 








Start 


7209 








End 


9485 






Name 


OJ000350 21 


.0323, 


.C72.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


3428 








End 


3856 






GI 


none 








Score 


67 






Exons 


3428. .3526, 


3429. 


. .3524,' 


3638 : *. 


.3856 








Seq. No. 


44231 








Seq. ID 


OJ000350_21.0323. 


C72 




Gene No. 


93179 








Strand 








Start 


7209 








End 


9485 






Name 


OJ000350 21 


.0323. 


.C72.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


3449 








End 


3853 






GI 


none 








Score 


83 






Exons 


3449. .3526, 


3584. 


. .3853, 


3651. 


.3845 







45298 



Seq. No. 


44231 


Seq. ID 


OJ00CT350_21.0323 


Gene No. 


93179 


Strand 




otart 


i o r\ q 


End 


94 85-^ 


Name 


r\ ~r r\ n f\ i c> f\ 91 mo^ pto 4- t r 


Method 


TBLASTX: Wheat 


ot art 


jdUZ 


End 


4006 




none 


Score 


76 


Exons 


"3£no tcoo o^oq /inric tcoq 


.3853, 3884.. 3964 


Seq. No. 


44231 


Seq. ID 


OJ000350_21.0323 


Gene No. 


93179 


Strand 




otait 


7 9 n Q 


End 


9485 


Name 


UJUUU OOU ^1 . Ujz j .L /z . Oj . gs 


Method 


GENSCAN 


btart 


/ ^ u y 


End 


9485 




none 


Score 


.66 


Exons 


*79nQ QinfS Q/1£1 


. 9485 




beq. no. 




Seq. ID 


OJ000350_21.0323 


Gene No . 


qti on 


Strand 


+ 


o t ar t 


3061 


End 


7341 


Name 


OJ000350 21.0323.C73.ol.gp 


Method 


AAT/GAP 




3061 


End 


6866 


GI 


uC-osflcypl26f01bl 


Score 


860 


Exons 


.3061. .3122, 3519.. 3610, 5052. 


.5117, 5850. .5974, 6580. .6 




' -6803. .6866 






• 

GI Descrip. 


'3193304 8.0e-35 (AF069298) contains similarity to RNA 




recognition motifs (Pfam: rrm 


.hmm, score; 82.09 and 30. 




similar to alternative splicing factor 


ASF [Arabidopsis 




thaliana] 1 






Seq. No. 


44232 


Seq. ID 


OJ000350_21.0323 


Gene No. 


93180 


Strand 


+ 


bt art 


3061 


End 


7341 


Name 


OJ000350 21.0323.C73.o2.gs 


Method 


GENSCAN 


bt art 


3524 


End 


7159 




none 


Score 


.61 


Exons 


3524.. 3610, 5052. .51.17, 6580. 


.6654,' 6803. .6906, 6984. .7 


beq . jno . 


44232 


Seq. ID 


OJ000350_21.0323 


Gene No . 


93180 


Strand 


+ 


Start 


3061 


End 


7341 


Name 


OJ000350 21.0323.C73.o2.np 


Method 


AAT/NAP 


OLall 


3524 


End 


7341 




5815236 


Score 


400 


Exons 


3524. .3610, 5052. .5117, 6580. 


.6654, 68 


03. . 6904, 6941. .7( 




7102. .7163, 7256. .7341 






GI Descrip. 


(AF173640) splicing factor SR1B [Arabidopsis thaliana] 


beq . no . 


44232 


Seq. ID 


OJ000350_21.0323 


Gene No. 


93181 


Strand 




Start 


1 


End 


3320 


Name 


OJ000350 21.0323.C73.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


995 


GI 


6735313 


Score . 


559 


Exons 


1.-.438, 469. .995 






GI Descrip. 


- (AL137080) dnaJ-like protein 


[Arabidopsis thaliana] 


Seq. No. 


44232 


Seq. ID 


OJ000350_21.0323 



6654, 



45299 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



93181 Strand 

1 End 

OJ000350_21-. 0323 :C73 . ol . tm Method 

3 End 

none Score 

3... 134, 135. .257, 339. .389, 477. .683, 

44232 Seq. ID 

93181 Strand 

1 End 

OJ000350_21.0323.C7 3.ol ,gs Method 

19 End 

none Score 
19. .166, 245. .1055, 2194. .2291, 2501.. 

44232 Seq. ID 

93181 Strand 

1 End 

OJ000350_21 . 0323 . C73 . ol . tc Method 

36 End 

none Score 

36. .134, 144. .239, 327. .389, 477. .635, 



3320 

.TBLASTX: Maize 
6 84 
■ 83 

534. .680,. 547 . .684 

OJ000350_21.0323.C73 

3320 
GENSCAN 
3320 
.53 

2543, 2712.. 3320 
OJ000350_21. 0323.C73 
3320 

TBLASTX: Cress 
636 
75 

534 . . 635, 547. . 636 



44232 
93181 
1 

OJ000350_21.*0323.C73.ol.ts 

135 

none 



Seq. ID OJ000350_21.0323.C73 
Strand 
End 

Method 
End 
Score 



3320 

TBLASTX: Soybean 

746 

66 



135. .245, 339. .389, 477. .746, 497. .679, 547. .726 



44232 
93181 
1 

OJ000350_21 . 0323 . C73 . o2.. tm 
699 
none 

699. .1028, 702. .1007, 856.'. 1008 



Seq. ID OJ000350_21.0323.C73 
Strand 
End 

Method 
End 
Score 



3320 

TBLASTX: Maize 

1028 

202 



44232 
93182 
3512 

OJ000350_21.0323.C73.o3.tm 

3512 

none 

3512.. 3610, 3516.. 3605, 3518. 
5050.. 5130, 6572.. 6655, 6574. 
6801.. 6839, 6802.. 6837, 6817. 
6983.. 7030, 6983.. 7039, 6984, 
7100. .7177 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3610, 5021 
.6657, 6578 
.6906, 6831 
.7040, 7093 



OJ000350 21.0323.C73 



7177 

TBLASTX : Maize 
7177 
145 

5125, 5049. 
6655, 6579. 
6899,- 6982'. 
7158, 7099'. 



.5126, 
. 6656, 
.7032, 
.7158., 



Seq. No. 44233 Seq. ID 

Gene No. 93183 Strand 

Start " 1073 ^ End 

Name OJ000350_21 . 0323 . C74 . ol . gp Method 

Start 1073 End 

GI none Score 



OJ000350_21.0323.C74 
+ 

1723 
AAT/GAP 
1723 
711 



45300 




Exons 


1073 . . 1107, 


1177 


. .1245, 


1337 , 


. . 1723 






Seq. No. 


44233 




- 




Seq. ID 


OJ000350 


_21.0323.C74 


Gene No . 


93184 








Strand 


+ 




Start 


1916 








End 


5652 




Name 


OJ000350_21 


. 0323 


.C74 .ol 


,gs 


Method 


GENSCAN 




Start 


1916 








End 


3579 




GI 


none 








Score 


. 64 




Exons 


1916. . 2003, 


-3383 


. . 3579 










Seq. No. 


44233 








Seq. ID 


OJ000350 


_21 . 0323. C74 


Gene No. 


93184 








Strand 


+ 




Start 


1916 








End 


5652 




Name 


OJ000350 21 


.0323 


.C74.ol 


• np 


Method 


AAT/NAP 




Start 


3271 








End 


5652 




GI 


6358813 








Score 


758 




Exons 


3271 . . 3481, 


3992 


. .4167, 


4510. 


,.4647, 4890. .5019, 


5172. .5652 


GI Descrip. 


(AC010675) 


hypothetical 


protein • [Arabidopsis thaliana] 


Seq. No. 


44233 








Seq. ID 


OJ000350 


_21.0323.C74 


Gene No. 


93185 








Strand 






Start 


3876 








End 


6791 




Name 


OJ000350_21 


.0323, 


.C74.o2 


. tm 


Method 


TBLASTX: Maize • 


Start 


3239 








End 


4164 




GI 


none 








Score 


114 




Exons 


3239. . 3388, 


3256, 


. . 3396, 


3261. 


.3392, 3271. .3405, 


3273. .3428, 




3299. .3442, 


3991, 


. .4086, 


3993. 


.4028, 3996... 4163, 


4068. .4163, 




4069. . 4164 














Seq. No. 


44233 








Seq. ID 


OJ000350_ 


_21.0323.C74 


Gene No. 


93185 








Strand 






Start 


3876 








End 


6791 




Name 


OJ000350_21 


.0323, 


,C74.o2 


.gs 


Method 


GENSCAN 




Start 


3876 








End 


6791 




GI 


none 








Score 


.87 




Exons 


3876 . . 4051, 


5505. 


. .5777, 


6743. 


.6791 






Seq. No. 


44233 








Seq. ID 


OJ000350_ 


_21.0323.C74 


Gene No. 


93185 








Strand 






Start 


3876 








End 


6791 




Name 


OJ000350 21 


.0323. 


,C74 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4536 








End 


5692 




GI 


none 








Score 


97 




Exons 


4536. . 4598, 


4537. 


, .4593, 


4600. 


.4647, 4602. .4649, 


4872. .4937, 




4889. . 4939, 


4895. 


, .4954, 


4924. 


.5025, 4941. .5024, 


5158. .5220, 




5169. . 5216, 


5202. 


, .5261, 


5202. 


.5255, 5216. .5260, 


5343. .5438, 




5357 . . 5413, 


5380. 


, .5418, 


5418. 


.5513, 5423. .5512, 


5510. .5560, 




5555 . . 5635, 


5566. 


".'5637, 


5571. 


.5636, ' 5642. .5692 




Seq. No. 


44233 








Seq. ID 


OJ000350'_ 


_21.0323.C74 


Gene No. 


93185 








Strand 






Start 


3876 








End 


6791 




Name 


OJ000350 21 


.0323. 


C74.o2, 


■ gp 


Method 


AAT/GAP 




Start 


5429 








End 


5947 




GI 


none 








Score 


834 




Exons 


5429. .5947 















45301 



Seq. No. 44234 Seq. ID 

Gene No. 93186 Strand 

Start 764 End 

'Name OJ000350_21 . 0323 . C75 . ol . gs Method 

Start 7 64 End 

GI none Score 

Exons 764. .883,. 979. .1143, 1375. .1479, 1932. .2094, 2321. .2444, 
6424.. 6589 



OJ000350_21.0323.C75 
+ 

6589 
GENSCAN 
6589* 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44234 
93187 
6647 

OJ000350_21.0323.C75.ol.np 



Seq. ID OJ000350_21.0323.C75 

Strand + 

End 6856 

Method AAT/NAP 

End 6856 

Score 149 



6647 
132672 
6647. .6856 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 71224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 | prf | 1 1603356BU ribosomal protein L14 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44234 Seq. ID OJ000350_21 . 0323 . C75 

93188 Strand 

6282 ,End 6396 

OJ000350_21 . 0323 . C75 . ol . gp Method AAT/GAP 

6282 End 6396 

LIB3477-003-P1-K1-E9 Score 146 

6282. .6396 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? ' 



Seq. No. 44235 Seq. ID 

Gene No. 93189 Strand 

Start 10007 End 

Name OJ000350_21 . 0323 . C7 6 . ol . gp Method 

Start 9718 End 

GI """ uC-osflcyp033a04bl Score 

Exons 9718.. 10099 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000350_21.0323.C76 
+ 

18229 
AAT/GAP 
10099 
659 



Seq. No. 44235 
Gene No. 93189 . 

Start 10007 

Name OJ000350_21 . 0323 . C7 6 . o2 . gs 

Start 10007 
GI none 

Exons 10007. .10051, 11535 .. 11652 , 

12835. .12974, 13091 .. 13229, 
17460. .18229 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11667 

14027 



OJ000350_21.0323.C76 
+ 



18229 
GENSCAN 
18229 
.85 

11742, 11818, 
14135, 14351. 



,11957, 
,14490, 



Seq. No. 
,Gene No. 
Start 
Name 
Start 



44235 
93190 
138 

OJ000350 
135 



21.0323.C76.ol.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_21. 0323.C7 6 

13568 

AAT/NAP 

5163 



45302 




GI 6598488 Score 509 

Exons 135.. 442, 509.. 665, 2107.. 2731, 5114.. 5163 

GI Descrip. (AC005770) unknown protein [Arabidopsis thaliana] 



Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323. 


C7 6 


Gene No. 


93190 


Strand 






"Start 


138 


End 


13568 . . 




Name 


OJ000350 21 . 0323 .C7 6. ol . gs 


Method 


GENSCAN 




Start 


138 


End 


9294 




GI 


none 


Score 


.54 




Exons 


138. .665, 2107. .2284, 2290.. 


2655, 2669 


..2841, 3528.. 3627 






3775.. 3946, 7455. .7502, 8353 


..8985, 9207. .9294 




Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323. 


C76 


Gene No. 


93190 


Strand 






Start 


138 


End 


13568 




Name 


OJ000350 21.0323. C76.o3.np 


Method 


AAT/NAP 




Start 


8385 


End 


13568 




GI 


5852180 


Score 


490 




Exons 


8385. .8799, 8851. .8969, 9948 


..10001, 13475. .13568 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






_ Seq. No. 


44235 


Seq. ID 


OJ00.0350_21.0323. 


C76 


^ Gene No. 


■ 93191 ' 


Strand 






%J Start 


18922 


End 


-22320 




fR Name 


OJ000350 21.0323.C76.o3.gs 


' Method 


GENSCAN 




hi Start 


18922 


End 


22320 






none 


Score 


.48 




^ Exons 


18922. .19062, 19148 .. 19225, 


19240. .194 67, 1954 7 . . 1964 8, 






19856. .20109, 20173 .. 204 96, 


20811. .21066, 21159. .21249, 





21533. .22320 



iJ 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



44235 Seq. ID OJ000350_21 . 0323 .C76 

93191 Strand 

18922 . End 22320 

OJ000350_21.0323.C76.o2.gp Method AAT/GAP 

20480 : End" ' 20911 

LIB3433-020-P1-K1-A6 Score 715 

20480. .20911 

f 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44235 Seq. ID OJ000350_21 . 0323 . C7 6 

93191 . Strand 

18922 End 22320 

OJ000350_21.0323.C7 6.o5.np Method AAT/NAP 

21257 End 22233 

7228438 ■ Score 889 

21257.. 22233 

(AP001366) EST C28952 {C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 44235 

Gene No. 93191 

Start 18922 

Name OJ000350 21 . 0323 . C7 6 . 06 . np 



Seq. ID OJ000350_21.0323.C76 
Strand 

End 22320 

Method AAT/NAP 



45303 



Start 21258 End 22233 

GI 7228438 Score 894 

Exons 21258.. 22233 

GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93191 


Strand 




Start 


18922 


End 


22320 


Name 


OJ000350 21.0323.C76.o7.np 


Method 


AAT/NAP 


Start 


21260 


End 


21852 


GI 


5441880 


Score 


678 


Exons 


21260. .21852 






GI Descrip. 


(AP000367) EST C28 952 (C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93191 


Strand 




Start 


18922 


End 


22320 


Name 


OJ000350 21.0323.C76.o8.np 


Method 


AAT/NAP 


Start 


21265 


End 


22320 


GI 


7228442 


Score 


1016 


Exons 


21265.. 22320 






GI Descrip. 


(AP001366) EST C28952 (C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




isolog. (AC003981) [Oryza sativa] 




Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93192 


Strand 




Start 


24306 


End 


27020 


Name 


OJ000350 21.0323.C76.o2.ts 


Method 


TBLASTX: Soybean 


Start 


.2 64 


End 


2172 


GI 


none 


Score 


65 


Exons 


264. .422, 265.. 402, 453. .665, 


2104. .2172 


Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93192 


Strand 




Start 


24306 


End 


27020 


Name 


OJ000350 21.0323.C76.ol.tm 


Method 


TBLASTX: Maize 


Start 


4 92 


End 


2552 


GI 


none 


Score 


208 


Exons 


492. .644, 2098. .2268, 2283. .2552 




Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93192 


Strand 




Start ' 


24306 


End 


27020 


Name 


OJ000350 21. 0.323. C76.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2379 


End 


2672 


GI 


none 


Score 


212 


Exons 


2379. .2672 






Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323.C76 


Gene No. 


93192 


Strand 




Start 


24306 


End 


27020 


Name 


OJ000350 21.0323.C76.o4 .gs 


Method 


GENSCAN 



45304 





Start 


24306 


End 


27020 






GI 


none 


Score 


.76 






Exons 

* 


24306. .24523, 25184.. .2534'0, 


26922. .27020 






Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323, 


.C76 




Gene No. 


93193 


Strand 








Start 


28459 


. End 


28884 






Name 


OJ000350_21 . 0323.C7 6. o2 . tm 


Method 


TBLASTX: Maize 






Start 


28459 


End 


28884 






GI 


none 


Score 


64 






Exons 


28459.-28524', 28570.. 28722, 


28572 . . 28 


721, 28764 . . 28871, 








28765 . . 28884 










Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323. 


.C76 




Gene No. 


93193 


Strand 








Start 


28459 


End 


28884 






Name 


OJ000350_21 . 0323 .C7 6.ol . tw 


Method 


TBLASTX: Wheat 






Start 


28504 


End 


28827 






GI 


none 


Score 


258 






Exons 


28504.. 28827, 28533.. 28 67 9, 


28588. .28 


710, 28737. .28826 






Seq. No. 


44235 


Seq. ID 


OJ000350_21.0323. 


.C76 




Gene No. 


93194 


Strand 






Xt =? 


Start 


28936 


End 


29205 ? V 




%J 


Name 


OJ000350_21 .0323.C7 6.o3. tm 


Method 


TBLASTX: Maize 




u = 


Start 


28936 


End 


29205 




i y 


GI 


none 


Score 


202 




f ^ 


Exons 


28936. .29205 










Seq. No. 


44236 


Seq. ID 


OJ000350_21.0323, 


. C77 




Gene No . 


93195 


Strand 


+ 




ri = 


Start 


764 


End 


855 




s 


Name 


OJ000350 21.0323.C77.ol.gp 


Method 


AAT/GAP 






Start 


764 


End 


855 






GI* 


5867 1.R1084 


Score 


129 






Exons 


764. .855 










GI Descrip. 


f 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 


UBIQU I.T.I N- GON JUGAT I NG 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUI.TIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


44236 










Seq. ID 


OJ000350 


Gene No. 


93196 










Strand 


+ 


Start 


2554 


.0323, 








End 


3615 


Name . 


OJ000350 21, 


.C77- 


.ol 


. gs 


Metfrod . 


GENSCAN 


Start 


2554 










End 


3615 


GI 


none 










Score 


1 


Exons 


2554 . .3615 














Seq. No. 


44236 










Seq. ID 


OJ000350 


Gene No . ' 


93196 










Strand 


+ 


Start 


2554 










End 


3615 


Name 


OJ000350 21, 


.0323. 


.C77 


.o2 


.np 


Method 


AAT/NAP 


Start 


2626 










End 


3612 



45305 



GI 

Exons 

GI Descrip. 



7487012 Score 699 

2626. .3612 . - _ t - 

hypothetical protein T14P8.22 - Arabidopsis thaliana, "... 
gi|3193286|gb|AAC19270.1| (AF069298) T14P8.22 gene product 
[Arabidopsis thaliana] gi | 7269004 | emb | CAB80737 . 1 | (AL161494) 
putative protein [Arabidopsis thaliana] 



Seq. No; 44236 

Gene No. 93197 

Start 6857 

Name OJ000350_21 . 0323 . C77 . o2 . gs 

Start 6857 

GI none 
Exons 



Seq. ID OJ000350_21.0323.C77 



Strand 
End 

Method 

End 

Score 



+ 

9160 
GENSCAN 
9160 
.47 



'68S7..6872, 7412. .7487, 7523.-7833, 9105. .9160 





Seq. No. 


44236 








Seq. ID 


OJ000350_21.0323.C77 




Gene No. 


93198 








Strand 






Start 


1 








End 


7687 




Name 


OJ000350 21 


.0323 


C77.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


7687 




GI 


6721512 








Score 


110 




Exons 


1..46, 187. 


.323, 


351.. 469, 7666.. 7687 






GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


f f% 


Seq. No. 


44236 








Seq. ID 


OJ000350_2i.0323.C77 




Gene No. 


93198 








Strand 




f\i 


Start 


1 








End 


7687 




Name 


OJ000350 21 


.0323 


C77.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2635 








End 


2898 


5 1 


GI 


none 








Score 


116 




Exons 


2635. .2709, 


2673 


.2750, 


2821. 


.2898, 2835. .2894 


E 


Seq. No. 


44236 








Seq. ID 


OJ000350_21.0323.C77 




Gene No.. 


93198 








Strand 






Start 


1 








■ End 


7687 




Name 


OJ000350 21 


.0323 


C77.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


2644 








End 


3357 . 




GI 


none 








Score 


65 




Exons 


2644. .2709, 


2845 


.2913, 


2850. 


.2891, 3229..33S7, 3231.. 3356 




Seq. No. 


44236 








Seq. ID 


OJ000350_21.0323.C77 




Gene No. 


93198 








Strand 






Start 


1 








End 


7687 




Name 


OJ000350 21 


.0323 


C77.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3301 








End 


3615 




GI 


none 








Score 


165 




Exons 


3301. .3435, 


3303 


.3407, 


3430. 


.3483, 3520.. 3543, 3540.. 3614, 






3541. .3615 














Seq. No. 


44236 








Seq. ID 


OJ000350_21.0323.C77 




Gene No. 


93198 








Strand 






Start 


1 








End 


7687 




Name 


OJ000350 21 


.0323 


C77.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3358 ' 








End 


3635 




GI 


none 








Score 


278 




Exons 


3358. .3615, 


3453 


.3635 









45306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44236 Seq. ID 

93198 " Strand 

1 _ ■ . ' End 
OJ000350_21 . 0323 . C7 7 . ol . tm Method 

3490 End 

none Score . 

3490. .3615, 3495. .3629 



44237 
93199 
704 

OJ000350_21.0323.C81.ol.tm 
681 
none 



OJ000350_21.0323.C77 
7687 

TBLASTX: Maize 

3629 

230 



OJ000350 21.0323.C81 



Seq. ID 
Strand 
End 

Method 
End 
Score' 

681. .764, 691. .768, 695. .808, 888. .1007, 911. .1018, 998. .1048, 
1016. .1048 



1462 

TBLASTX: Maize 

1048 

120 



Seq. No. 


44237 


Seq. ID 


OJ000350_21.0323.C81 


Gene No. 


93199 


Strand 




Start 


704 


End 


1462 


Name 


OJ000350 21.0323.C81.ol.tw 


Method 


TBLASTX: Wheat 


Start 


703 


End 


1048 


GI 


none 


Score 


102 


Exons 


703. .762, 704. .766, 704. .763, 


891. .1010, 893.. 1048, 911. .1048 


Seq. No. 


44237 


Seq. ID 


OJ000350_21.0323.C81 


Gene No. 


93199 


Strand 




Start 


704 


End 


1462 


Name 


OJ000350 21.0323.C81.ol.gp 


Method 


AAT/GAP 


Start 


704 


End 


1200 


GI 


392 3.R1084 


Score 


438 


Exons 


704. .761, 894. .1048, 1131. .1200 




GI Descrip. 


f 401043/sp| P31674 IRS15 ORYSA 


1.0e-50 


40S RIBOSOMAL PROTEIN S15 




>gi 218131 dbj BAA01746_ (D10962) unnamed protein product [Ory 




sativa] ? 






Seq. No. 


44237 


Seq. ID 


OJ000350_21.0323.C81 


Gene No. 


93199 " 


Strand 




Start 


704 


End 


1462 


Name 


OJ000350 21.0323.C81.ol.gs 


Method 


GEN SCAN 


Start 


704 


End 


1462 


GI 


none 


Score 


.84 


Exons 


704. .761, 894. .1048, 1131. .1197, 1404 


. . 1462 



Seq. No. 44237 Seq. ID _ 

Gene No. 93199 Strand 

Start 704 * End 1462 

Name OJ000350_21 . 0323 . C81 . ol . np Method AAT/NAP . 

Start 704 End 1051 

GI 401043 Score 255 

Exons 704.. 761, 894.. 1051 

GI Descrip. 40S RIBOSOMAL PROTEIN S15 gi | 218131 1 dbj | BAA0174 6 | 
unnamed protein product [O'ryza sativa] 



OJ000350 21.0323.C81 



(D10962) 



Seq. No. 
Gene No. 
Start 



44238 
93200 
369 



Seq. - ID 

Strand 

End 



OJ000350 21.0323.C82 



434 



45307 



Name 

Start 

GI 

Exons 



OJ000350_21 . 0323 . C82 . ol . gs Method 

369 End 

none Score 
369. .434 



GENSCAN 
.434 



Seq. No. - 44239 V Seq. ID 

Gene No. -93201 Strand 

Start 237 End 

Name OJ000350_21 . 0323 . C87 . ol . gs Method 

Start 237 End 

GI none Score 

Exons 237.. 343, 685.. 955 

Seq. No. 44240 Seq. ID 

Gene No. 93202 Strand 

Start 482 End 

Name OJ000350_21 . 0323 . C8 9 . ol . gp Method 

Start 482 End 

GI 286923 ' Score 

Exons 482.. 619 



OJ000350_21.0323.C87 
955 

GENSCAN 

955 

.87 



OJ000350_21.0323.C89 
+ 

619 

AAT/GAP 
619 

249 ^ 



Seq. No. 44240 Seq. ID 

Gene No. 93202 Strand 

Start 482 End 

Name OJ000350_21 . 0323 . C8 9 . ol . gs Method 

Start 517 End 

GI none Score 

Exons 517.. 615 



OJ000350_21.0323.C89 
+ 

619 

GENSCAN 

615 

.99 



Seq. No. 44241 Seq. ID 

Gene No. 93203 Strand 

Start 528 End 

Name OJ000350_21 . 0323 . C93 . ol . gs Method 

Start 528 End 

GI none Score 

Exons 528. .738 " 



OJ000350_21.0323.C93 
+ 

738 

GENSCAN 

738 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44242 Seq. ID 

93204 Strand 

1690 End 

OJ000350_21.0323.C94 .ol.np Method 

1690 End 

6539570 Score 



OJ000350_21.0323.C94 

2253 
AAT/NAP 
2253 
140 



1690. .1756, 1949. .2038, 2141. .2253 

(AP000836) hypothetical protein [O.ryza sat'iva] 



44243 Seq. ID 

93205 Strand 

1 End 

OJ000210_23.0322.C2.ol .np Method 

1 End 

7486205 Score 

1..706, 864. .1346, 1623. .1795, 2084 



OJ000210_23.0322.C2 

-+ 

6654 
AAT/NAP 
2453 
793 

2267, 2376.. 2453 



hypothetical protein F26K10.80 - Arabidopsis thaliana 
gil 7269674 | emb | CAB79622.il (AL161572) putative protein 
[Arabidopsis thaliana] 



45308 



Seq. No. 44243 Seq. ID 

Gene No. 93205 Strand 

Start * 1 _ End 

Name • OJ000210_23 . 0322 . C2 . ol. gs Method 
Start 257 End 

GI none <• Score 

Exons 257.. 706, 864.. 1346, 1623.. 1795, 2084. 

2650. .3023 



OJ000210_23.0322.C2 
+ 

6654- 
GENSCAN 
3023 
.71 

.2187, 2226. .2267, 



Seq. No. 44243 Seq. ID 

Gene No. 93205 Strand 

Start 1 End 

Name OJ000210_23 . 0322 . C2 . ol . gp Method 

Start 2081 End 

GI 3761733 Score 

Exons 2081.. 2267, 2376.. 2637 



OJ000210_23.0322.C2 
+ 

6654 
AAT/GAP 
2637 
852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44243, Seq. ID 

93205 Strand 
1 End 
OJ000210_23 . 0322 . C2 . o2 . np Method 
2128 End 
5852093 Score 
2128. .2166, 3508. .3647, 5255. .5354 
(AL117264) zwhl6.1 [Oryza sativa] 



OJ000210_23.0322.C2 
+ 

6654 
AAT/NAP 
5354 
61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44243 
93205 
1 

OJ000210_23.0322 
5046 

1344JL.R1084 
5046.. 5565, 5659 
'729478/spl P4134 
REDUCTASE, LEAF 
(D17790) ferredo 
>gi_6069649_dbj_ 
AU078647 (E1557) , 
predicted gene.; 
[Oryza sativa] 1 



.C2.o2.gp 



..5737, 5810 
4 | FENR ORYSA 



Seq. ID OJ000210_23.0322.C2 

Strand + 

End 6654 

Method ' AAT/GAP 

End 6654 

Score 2624 
.6277, 6360. .6654 



1.0e-159 FERREDOXIN — NADP 
ISOZYME PRECURSOR (FNR) >gi_4 4 24 8 l_db j_BAA04 61 6_ 
xin-NADP+ reductase [Oryza sativa] 
BAA85.425.1_ (AP000616) ESTs 

C72400 (E1557 ) correspond to a region of the 
similar to f erredoxin-NADP+ reductase (D17790) 



Seq. No. 44243' Seq. ID 

Gene No. 93205 Strand 

Start 1 End 

Name OJ000210_23 . 0322 . C2 . o3 . np Method 

Start 5054 End 

GI 6561891 Score 

-Exons 5054.. 5565, 5659.. 5737, 5810. 
GI Descrip. 



OJ000210_23.0322.C2 
+ 

6654 
AAT/NAP 
6424 
1399 



,6277, 6360.. 6424 



(AB035645) ferredoxin [Zea mays] 



Seq. No. 44243 Seq. ID 

Gene No. 93205 Strand 

Start 1 End 

Name OJ0002 10_23 . 0322 . C2 . o3 . gs Method 

Start 5863 End 

GI none Score 

Exons 5863.. 6277, 6360.. 6427 



OJ000210_23.0322.C2 
+ 

6654 
GENSCAN 
6427 " 
. 67 



45309 




Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93206 


Strand 


+ 


Start 


6908 


End * - 


9659 


Name 


OJ000210_23 . 0322 . C2 . o3 . gp 


Method 


AAT/GAP 


Start 


6839 


End 


7254 


GI 


518 5.R1084 


Score 


804 


Exons 


6839 . . 7254 






GI Descrip. 


1 2058273/dbj | BAA197 98 | 8 . Oe- 


47 (D83527) 


YK426 [Oryza sativa] \ 


Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93206 


Strand 


+ 


Start 


6908 


End 


9659 


Name 


OJ000210_23. 0322 .C2 .o4 . gs 


Method 


GEN SCAN 


Start 


6908 


End 


9658 


GI 


none 


Score 


. 64 


Exons 


6908. .7276, 7747. .7869, 9576 


. . 9658 




Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93206 


Strand 


+ 


Start 


6908 


End 


9659 


Name 


OJ000210_23. 0322 .C2 .o4 . np 


Method 


AAT/NAP 


Start 


6908 


End 


9659 


GI 


6174959 


Score . 


848 


Exons ■ 


6908. .7276, 7747. .7869, 9576 


. .9659 




GI Descrip. 


60S RIBOSOMAL PROTEIN L9 gi | 


2058273 | dbj IBAA19798 | (D83527) YK426 




[Oryza sativa] 






Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93207 


Strand 




Start 


4716 


End 


5637 


Name 


OJ000210_23. 0322 .C2 . o2 . gs 


Method 


GENS CAN 


Start 


4716 


End 


5637 


GI 


none 


Score 


.84 


Exons 


4 716. . 4 909, 5016.. 5637 






Seq. No. 


44243 


• Seq. ID 


OJ000210_23 . 0322 . C2 „ r - 


Gene No. 


93208 


Strand 




Start 


9582 


End" 


97 4 8 


Name 


OJ000210_23 . 0322 . C2 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


254 


End 


962 


GI 


none 


Score 


629 


Exons 


254. .709, 256. .543, 308. .655 


, 658. .711, 


862. .894, 921. .962 


Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 


Strand . 




Start 


9582 


End 


9748 


Name 


OJ000210_23. 0322 .C2 ,o4 . tm 


Method 


TBLASTX: Maize 


Start 


963 


End 


1345 


GI 


none 


Score 


200 


Exons 


963. .1118, 985. .1113, 1004.. 


1117, 1124. 


.1345, 1125. .1343 


Seq. No. 


44243 


Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 


Strand 




Start 


9582 


End 


97 4 8 


Name 


OJ000210 23.0322.C2.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1620 


End 


2452 



45310 




GI 


none 








Score 


135 


Exons 


1620. . 1799, 


2082 . 


.2270, 


2084 . 


.2224, 2124. .2273, 2373. .2441 




2378 . . 2452 












Seq. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210 23 


0322 . 


C2 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


1651 








End 


2463 


GI 


hone 








Score 


207 


Exons 


1651. . 1794, 


1656. 


. 1796, 


1673 . 


.1804, 1870.. 1962, 2081.. 2224 




2082 . . 2270, 


2082 . 


. 2273, 


2373 . 


.2444, 2377. .2463, 2378. .2443 


Seq. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210_23 


0322 . 


C2 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


1662 








End 


2426 


■GI 


none 








Score 


8 9 


Exons 


1662 . . 1799, 


2082 . 


. 2270, 


2373 . 


.2426 




Seq.. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No . 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210_23 


0322 . 


C2 .ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


5277 








End 


6421 


GI 


none 








Score 


34 


Exons 


5277. .5318, 


5323. 


. 5346, 


5325. 


.5567, 5335.. 5571, 5658.. 5735 




5659. .'5745', 


5662 . 


. 5742, 


5799. 


.6293, 5806.. 6279, 6359.. 6421 


Seq. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210_23 


0322 . 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5280' 








End 


6072 


GI 


none 








Score 


398 


Exons 


5280. . 5567, 


5308 . 


. 5571, 


5653 . 


.574 5,-. 5658. .5735, 57 99. .6071 




5806. . 6072 












Seq. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210_23 


0322. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5329 








End 


6427 


GI 


none 








Score 


353 ' 


Exons 


5329. . 5451, 


5349. 


. 5567, 


5353. 


.5571, 5524. .5568, 5652. .5741 




5658 . . 5738, 


5659. 


. 5745, 


5659. 


.5742, 5799.-6293, 5806. .6279 




6359. . 6427, 


6362 . 


. 6427 








Seq. No. 


44243 








Seq. ID 


OJ000210_23.0322.C2 


Gene No. 


93208 








Strand 




Start 


9582 








End 


9748 


Name 


OJ000210 23 


0322. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


6079 








End 


64 27 • 


GI 


none 








Score 


316 


Exons 


6079. .6279, 


6084 . 


. 6293, 


6359. 


.6427, 6362.. 6424 



45311 



Seq. No. 44243 

Gene No. 93208 

Start 9582 

Name OJ000210_23 . 0322. C2 . o2 . tc 

Start 6907 

GI none 

Exons 6907. .7047',. 6908. .7054, 7048, 
7747. .7869, 9573. .9662, 9575. 

Seq. No. 44243 
Gene No. 93208 
Start 9582 

Name OJ000210_23 . 0322 . C2 . o3 . tm 

Start 6907 
GI none 

Exons 6907.. 7053, 6908.. 7054, 7051. 

7733.-7837, 7746. .7868, 7747. 
9575. .9670 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 23. 0322. C2 



9748 

TBLASTX: Cress 
9662 
147 

7278,. 7061. .7279, 7738. .78^69, 
9661- 



Seq. ID OJ000210_23.0322.C2 
Strand 

End 9748 

Method TBLASTX : Mai ze 

End 9670 

Score 169 

.7278, 7058. .7279, 7732. .7869, 
.7869, 9570.. 9662, 9573.. 9665, 



Seq. No. 44243 

Gene No. 93208 

Start 9582 

Name OJ000210_23 . 0322 . C2 . o2 . ts 

Start 6907 

GI none 

Exons 6907.. 7059, 6908.. 7072, 7046. 

7745. .7822, 7747. .7869, 9570. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44243 . 

93208 

9582 

OJ000210_23.0322.C2.ol.tw 

6916 

none 

6916. .7053, 6917.. 7054, 7009. 
7157. .7279, 7732. .7869, 7746. 
9573.. 9656, 9574.. 9663, '9575. 

44243 
93208 
9582 

OJ000210_23.0322.C2.o5.gp 
9582 

LIB34 34-02 1-P1-K1-F8 
9582. .9748 

■ 2160318/dbj | D38012 | RICRPL9 



Seq. ID OJ000210_23.0322.C2 
Strand 

End 9748 

Method TBLASTX : Soybean 

End 9658 

Score 149 

.7279, 7051. .7278, 7738.-7869, 
.9641, 9573. .9656, 9575.-9658 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7158, 
.7868, 
.9664 



OJ000210_23.0322.C2 
9748 

TBLASTX: Wheat 
9664 
136 

7058. .7159, 7156. .7278, 
7747. .7869, 9570. . 9662, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_23.0322.C2 

9748 
AAT/GAP 
9748 
300 



1.0e-98 Rice mRNA for ribosomal 



protein L9, partial sequence 1 

44244 Seq. ID 

93209 Strand 

21 End 

OJ000210_23.0322.C3.ol.gs Method 

21 End 

none Score 
21. .30, 563. .671 



QJ000210__23.0322.C3 
+ 

721 

GENSCAN 
671 
. 65 .. 



Seq. No. 



44244 



Seq. ID OJ000210 23. 0322. C3 



4 5312 



Gene No. 93209 Strand + 

Start 21 End 721 

Name OJ000210_23 . 0322 . C3 . ol . gp Method AAT/GAP 

Start ■ 365 End' " 721 

GI uC-osflcyp024dl2bl Score 585 

Exons. 365.. 721 

GI Descrip. * 6069663/dbj.| : BAA85439 . 1 1 2.0e-32 (AP000616) ESTs 

C72127 (E1041) ,AU078646 (E1041) correspond to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC F3D13; 
similar to Medicago truncatula MtN2 (AF069300) [Oryza sativa] 1 



Seq. No. 44244 Seq. ID 

Gene No. 93209 Strand 

Start 21 End 

Name 0 J000210_23 . 0322 . C3 . ol . np Method 

Start 4 82 End 

GI 6069663 Score 

Exons 482.. 721 

GI Descrip. (AP000616) ESTs C72127 (E1041) , AU07864 6 .(El 04 1 ) correspond to a \ 
region of the predicted gene.; similar to Arabidopsis thaliana 
BAC F3D13; similar to Medicago truncatula MtN2 (AF069300) [Oryza 
sativa] 



OJ000210_23.0322.C3 
+ 

721 

AAT/NAP 

721 

154 



Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44245 
93210 
1 

OJ000210_23.0322.C5.ol.np 



Seq. ID OJ000210_23.0322.C5 

Strand + 

End 2564 

Method AAT/NAP 

End 784 

Score 425 



6069664 
1..277, 377. .528, 643. .784 

(AP000616) ESTs AU055729 (S20023) , AU055730 (S20023) correspond to 
a region of the predicted gene.; similar to Medicago nodulin 
N21-like protein (AC004218) [Oryza sativa] 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



44245 



Seq. ID OJ000210 23. 0322. C5 



93210 Strand + 

1 ' ' ' ■ End* ' 2564 ■ ' 

OJ000210_23.0322.C5.o'2.np Method AAT/NAP, 

1 End 2564 

6069646 Score 847 

1..21, 1756. .2564 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44245 
93210 
1 

OJ000210_23. 0322.C5.ol.gs 
29 

none 



Seq. ID OJ000210_23.0322.C5 

Strand + 

End 2564 

Method GENS CAN 

End 2227 

Score .48 



29. .277, 377. .528, 1597. .1885, 2144. .2227 



44245 
93211 



Seq. ID OJ000210_23.0322.C5 
Strand + 



45313 



Start 
Name 
Start 
GI 

Exons 



3828 End 4394 

OJ000210_23 . 0322 .C5.ol.gp Method AAT/GAP 

3575 End * 4179 

none Score 1197 
3575.. 4179 



Seq. No. 44245 ' ' Seq. ID 

Gene No. 93211 Strand 

Start 3828 End 

Name OJ000210_23 . 0322 . C5 . o2 . gs Method 

Start 3828 End 

GI none Score 

Exons 3828.. 4394 



OJ000210_23.0322.C5 
+ 

4394 
GENSCAN 
4394 
.78 



Seq. No. '44245 - Seq. ID 

Gene No. 93212 Strand 

Start 6893 End 

Name OJ000210_23 . 0322 . C5 . o4 . gs Method 

Start 6893 End 

GI none Score 

Exons 6893..7438 



OJ000210_23.0322.C5 
+ 

7438 
GENSCAN 
7438 
.94 



Seq. No. 44245 Seq. ID 

Gene No. 93213 Strand 

Start 8749 End 

Name OJ000210_23 . 0322 . C5 . o5 . gs Method 

Start 8749 End 

GI none Score 

Exons 8749.. 9219 



OJ000210_23.0322.C5 
+ 

9219 
. GENSCAN 
9219 
1 





Seq. No. 


44245 








Seq. ID 


OJ000210_ 


_23. 


0322, 


,C5 




Gene No. 


93214 








Strand 


+ 










Start 


9429 








End 


9764 










Name 


OJ000210 23. 


.0322 


.C5.o2 


.gp 


Method 


AAT/GAP 










Start 


9429 








End 


9764 








~ hi 


GI 


none 








Score 


502 










Exons 


9429. . 9764 


















GS. 


Seq. No. 


44245 








Seq. ID 


OJ000210_ 


23. 


0322. 


.C5 




Gene No. 


93215 








Strand 










f =5 


Start 


4707 








End 


6179 










Name 


OJ000210 23. 


,0322 


.C5.o3 


. gs 


- Method 


GENSCAN 










Start 


4707 






End 


6179 










GI 


none 








Score 


.61 










Exons 


4707. . 4733, 


5772 


. .6179 















Seq. No. 44245 

Gene No. 93216 

Start 9449 

Name OJ000210_23 . 0322 Jc5 . o4 . tm 

Start 47 

GI none 

Exons 47.. 274, 4'9..267, 376.. 405, 377.. 412 



Seq. ID OJ000210_23.0322.C5 
Strand 

End 12123 

Method TBLASTX : Mai ze 

End 412 

Score 211 



Seq. No. 
Gene No. 
Start 



44245 
93216 
9449 



Seq. ID 

Strand 

End 



OJ000210 23. 0322. C5 



12123 



45314' 



Name 

Start 

GI 

Exons 



OJ000210_23 . 0322 . C5 . o3 . tm Method TBLASTX : Maize 

1985 End 2537 

none Score 154 

1985.. 2218, 2110.. 2217, 2204.. 2332, 2205.. 2333, 2391.. 2522, 
2391. .2537 



Seq. No. 44245 

Gene No. 93216 

Start 9449 

Name OJ000210_23 . 0322 . C5 . o2 . tm 

Start 3902 

GI none 

Exons 3902.. 4093, 3903.. 4094, 4148, 



OJ000210_23.0322.C5 
12123 

TBLASTX: Maize 
7381 
229 

.4390, 4155. .4382, 7187. .7381 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 44245 
Gene No. 93216 
Start 9449 

Name OJ000210_23 . 0322 . C5 . 06 . gs 

Start 9449 
GI none 
Exons 94 49. . 

10629. 

11541. 



9549, 9843.. 9969, 10249 



Seq. ID OJ000210_23.0322.C5 
Strand 

End 12123 

Method GENS CAN 

End 12120 

Score .81 

, .10341, 10377. .10,523, 



.10733, 10851. .10922, 
. 11775, 11878. .12120 . 



11026. .11103, 11297. .114 66, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44245 • 

93216 

9449 

OJ000210_23.0322.C5.o3 

9832 

7248401 

9832. .9969, 10249. .103 
10851. .10922, 11026. .1 
11878. .12120 
(AP001389) ESTs C99033 
D47177 (S12347) ,C28582 ( 
region of the predicte 
chromosome I BAC T5A14 
subuni> 



Seq. ID 
Strand 

End 12123 
.np Method AAT/NAP 

End 12120 
Score 14 93 
41, 10431. .10523, 10629.. 
1103, 11297. .11466, 11541 



OJ000210 23. 0322. C5 



10733, 
. .11775, 



(E4350) ,C99032 (E4350) , D4 6006 (S10372) , 
C61678) ,C27203 (C51329) correspond to a 
d gene. -Similar to Arabidopsis thaliana 

.genomic sequence; 60 KD Chaperonin Beta 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44245 
93216 
9449 

OJ000210_23.0322.C5.ol.ts 
9842 



OJ000210 23.0322.C5 



12123 

TBLASTX: Soybean 

12123 

111 



Seq. ID 
Strand . 
End 

Method 
End 

none Score 
9842.. 9868, 9868.. 9972, 9869.. 9970, 10237 1034 4 , 10247, 
10247. .10384, 10428 .. 10526, 10429 .. 10524 , 10609 .. 10698, 
10614. .107 66, 10623. .10697, 10660. .10734, 10850. .10900,- 
10851, .10931, 11019.'. 11108, 11023 .. 11109, 11295 11471, 
11297. .11479, 11298. .11468, 11533 .. 11778 , 11540 .. 1 1776, 
11569. .11778, 11870. . 12079, 11875. .12123 



10342, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 



44245 
93216 
9449 

OJ000210_ 
9865 



23.0322.C5.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000210_23.0322.C5 
12123 

TBLASTX: Maize 
12123 



45315 



GI 

Exons 



none Score 126 

9865... 9972, 9875.. 9970, 10237 10344 , 10248 .. 10343, 

10426. .10524, 10428 . .10526, 10429 .. 10527 , 10614 .. 10697, 

10615. .10698, 10627. .10734, 10629 .. 10766, 10850 .. 10933 , 

10851. .10931, 11023. .11109, 11025 .. 11108 , 11296 .. 11355, 

11297. .11476, 11298. . 11477, 11533 .. 11778 , 11540 .. 11770, 

11569. .11778, 11873. .12079, 11874. .12032, 11875 ... 12123, 
11878.. 12123 



Seq. No. 44245 

Gene No. 93216 

Start 9449 

Name OJ000210_23 . 0322 . C5 . o2 . tw 

Start 9865 

GI none 
Exons 



Seq. ID OJ000210_23.0322.C5 
Strand 
End ■ 
Method 
End 
Score 



12123 

TBLASTX : Wheat 

10530 

125 



9865. .9972, 9866. .9970, 9880. .9972, 10237 .. 10344 , 10247 .. 10342 , 
10426. .10530, 10428. -.10520 



Seq. No. 44245 Seq. ID 

Gene No. 93216 Strand 

Start 9449 End 

Name OJ000210_23 . 0322 . C5 . o2 . tc Method 

Start 9910 ... End 

GI none Score 
Exons 9910.. 9972, 9911.. 9970, 10237 .. 1034 4 , 

10428. .10526, 10429 .. 10524 , 10429 .. 10527 , 10614 

10615. .10698, 10615. .10734, 10623 .. 10766, 10851 



OJ000210_23.0322.C5 
12123 

TBLASTX: Cress 
11596 
92 

10247. .10342, 

10697, 
10931, 



11023. .11109, 11297. 
11543. .11596 



,11479, 11298. .11465, 11533 .. 11595, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44245 Seq. ID OJ000210_23 . 0322 . C5 

93216 Strand 

9449 . End 12123 

OJ000210_23 . 0322 . C5 . o3 . gp Method AAT/GAP 

10247 End 11076 

58287_1.R1084 Score 602 

10247. .10341, .10431. .10523, 10629 .. 10733, 10851 .. 10922 , 

11026.. 11076 

, 2493650/sp|Q43831 |RUBB_SECCE 2.0e-37 RUBISCO SUBUNIT 
BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi_1167858_emb_CAA93139_ (Z68903) chaperonin 
[Secale cereale] 1 



Seq. No. 44245 

Gene No. 93216 

Start 9449 

Name OJ000210_23 . 0322 . C5 . ol . tw 

Start * 10869 

GI none 

Exons ' 10869. .10931, 10871 .. 10933, 
11297. .114 7 9, 11298. .114 77, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 23. 0322. C5 



12123 

TBLASTX: Wheat 
11584 . 
205 

11023. .11109, 11295. .114 68, 
11533. .11583, 11540. . 11584 



Seq. No. 44245 Seq. ID 

Gene No. 93216' - Strand 

Start 9449 End 

Name OJ000210_23 . 0322 . C5 . o3 . tw Method 

Start 11585 End 



OJ000210_23.0322.C5 
12123 

TBLASTX: Wheat 
11949 



45316 



bl 


none 


Score 


83 




Exons 


i i coc 1 1 "7 £ /I 1 1 CO*) 1 1 ■jtc 

llooo . . 11 / o4 , J. loo / . . 1 1 / Id , 


11887. .11949 




Seq. No. 


A A O A R 


Seq. ID 


' OJ000210_23.0322. 


bo 


Gene No. 


93216 


Strand 






Start 


9449 . 


End 


12123 




Name 


ujuuuziu zj.uozz.bo.oi.r.c 


■ ' Method 


TBLASTX: Cress 




Start 


noy y 


End 


12123 




GI 


none 


Score 


210 




Exons 


i i cqq i i 770 1 1 rfio ,-1 1 77^ 

1 1 0 y y . . 11/ (Of nouu.-.ii/ / 0 , 


11874. .12014, 11875. .12123, 






1 1 Q7Q 1 om q 1 oncn 10100 
iio / y . . izu / y, izuou . . lzxzz 








seq. wo. 


A A 0 A ^ 
H 4 A 4 0 


Seq. ID 


OJ000210_23.0322. 


bo 


bene wo. 


93216 


Strand 






start 


9449 


End 


12123 




Name 


OJ000210 23.0322.C5.o4.gp 


Method 


AAT/GAP 




Start 


11657 


End 


12122 




GI 


23649 1.R1084 


Score 


634 




Exons 


11657. . 11775, 11878. .12122 








GI Descrip. 


? 24 93650/sp | Q43831 1 RUBB SECCE 1.0e-81 


RUBISCO SUBUNIT 






BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 




(CPN-60 BETA) >gi_1167 858_emb_CAA93139 


(Z68903) chaperonin 




[Secale cereale] 1 








Seq. - No. 


44246 


Seq. ID 


OJ000210_23.0322. 


C6 


Gene No. 


93217 


Strand 






s t art 


29 


End 


2523 




Name 


OJ000210 23.0322.C6.o3.ts 


Method 


TBLASTX : Soybean 




b tar r 


17 


End 


167 




r* t 
bl 


none 


Score 


124 




Exons 


17. .163, 18. .167 








seq. wo. 


44246 


Seq. ID 


OJ000210_23.0322. 


C6 


Gene No. 


93217 


Strand 






Start 


29 


End 


2523 




Name 


OJ000210 23.0322.C6.oL.tm 


Method 


TBLASTX: Maize 




Starr 


27 ' 


End 


1219 




bl 


none 


Score 


266 




Exons 


27. .248, 29. .253, 29. .178, 


55. .246, 352. .552, 356. .583, 






358. .570, 416. .583, 1044. .1073, 1157.. 


1219, 1174. .1218 




seq. no. 


44246 


Seq. ID 


OJ000210_23.0322. 


C6 


Gene No. 


93217 


Strand 






Start 


29 


End 


2523 




Name 


OJ000210 23.0322.C6.ol.np 


Method 


AAT/NAP 




start 


29 


End 


2523 




bl 


7487060 


Score 


763 




Exons 


29. .246, 372. .552, 1044. .1067, 1177. .1391, 2396. .2523 




GI Descrip. 


hypothetical protein T16B24 


.23 - Arabidopsis thaliana (fragment) 


Corf M/"\ 

jcq . -INO . 


44246 


Seq. ID 


OJ000210_23.0322. 


C6 


Gene No. 


93217 


Strand 






Start 


29 


End 


2523 




Name 


OJ000210 23.0322.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


29 


End 


24 8 




GI 


none 


Score 


115 




Exons 


29. .178, 69. .248 









45317 



Seq. No. 44246 

Gene No. 93217 

Start 29 

Name OJ000210_23 . 0322 . C6 . ol . gs 

Start 94 

GI none 

Exons 94.. 246, 1044.. 1391, 2396. 



Seq. ID OJ000210_23.0322.C6 
Strand 

2523 
GEN SCAN 
2480 
.55 



End 

Method 
End 
Score 
.2480 ' 



Seq. No. 44246 

Gene No. 93217 

Start 29 

Name OJ000210_23 . 0322 . C6 . o2 . ts 

Start 352 

GI none 

Exons 352.. 552, 416.. 562 



Seq. ID OJ000210_23.0322.C6 
Strand 

End 2523 

Method TBLASTX : Soybean 

End 5 62 

Score 108 



Seq. No. 44246 

Gene No. 93217 

Start 29 

Name OJ000210_23 . 0322 . C6 . ol . ts 

Start 1157 

GI none 
Exons 



Seq. ID. OJ000210_23 . 0322 . C6 

Strand - • ■ - 

End 2523 

Method TBLASTX : Soybean 

End 1390 

Score 52 



1157. .1228, 1174. .1386, 1286. .1390 



Seq. No. 44246 

Gene No. 93217 

Start 29 

Name . OJ000210_23 . 0322 . C6 . o2 . tm 

Start 1220 

GI none 
Exons 



Seq. ID " OJ000210_23. 0322.C6 
Strand 

2523 

TBLASTX: Maize 
1375 
97 



. End 
Method 
End 
Score 

1220. .1339, 1222. .1338, 1222. .1341, 1224. .1340, 1224. .1343, 
1336. .1374, 1340. .1375, 1346. .1375 



Seq. No. 44247 

Gene No. ■ 93218 

Start 1 . . . 

Name OJ000210_23 . 0322 . C7 . ol . gp 

Start 1 

GI uC-osflcyp013g01bl 
Exons 1..135, 385.. 645 

GI Descrip. '3402690 1.0e-12 (AC004697) hypothetical protein, 3'' partial 
[Arabidopsis thaliana] 1 



Seq. ID OJ000210_23.0322.C7 
Strand 

End 1334 

Method AAT/GAP 

End 645 

Score 752 



Seq. No. 44247 

Gene No. 93218 . 

Start 1 

Name OJ000210_23 . 0322 . C7 . ol . tm 

Start 1 

GI none 

Exons 1..138, 3. .137, 9. .140, 38, 



Seq. ID OJ000210_23.0322.C7 
Strand 

End 1334 

Method TBLASTX: Maize 

End 140 

Score 158 

,139 



Seq. No. 4 4247 

Gene No. 93218 

Start ' 1 

Name OJ000210_23 . 0322 . C7 . ol . np 

Start 1 



Seq. ID OJ000210_23.0322.C7 
Strand 

End 1334 

Method AAT/NAP 

End 572 



45318 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7487060 
1..135, 385. .572 
hypothetical protein T16B24-. 23 

44247 
93218 
1 

OJ000210_23.0322.C7.ol.gs 
385 
none 

385. .677, 1145. .1180 



Score . 122 

Arabidopsis thaliana (fragment] 
OJ000210 23. 0322. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



44247 Seq. ID 

93218 Strand 

1 End 1334 

OJ000210_23 . 0322 . C7 . o2 . np Method AAT/NAP 

1034 End 1334 

.6815099 Score 71 
1034. .1145, 1311. .1334 

(AP001081) hypothetical protein [Oryza sativa] 



1334 
GENSCAN 
1180 
.82 



OJ000210 23. 0322. C7 



44248 
93219 

. 539 

OJ000210_23.0322.C8.ol.gs 

539 

none 

539. .997 



Seq. ID OJ000210_23.0322.C8 

Strand + 

End 997 

Method GENSCAN 

End 997 

Score .79 



Seq. No. 44248 Seq. ID OJ000210_23 . 0322 . C8 

Gene No. 93220 Strand + 

Start 1416 End 3050 

Name OJ000210_23 . 0322 . C8 . o2 . gs Method GENSCAN 

Start 1416 End 3050 

GI none Score .82 

Exons 1416. .1562, . 1671. .1764, 1836. .1903, 2184. .2282, 2577. .2633, 
2982.. 3050 



Seq. No. 44249 Seq. ID 

Gene No. 93221 Strand 

Start 23 End 

Name OJ000210_23 . 0322 . C9 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 75 



OJ000210_23.0322.C9 
75 

GENSCAN 

75 

.91 



Seq. No. 44250 

Gene No. 93222 

Start 1 

Name OJ000210_23 . 0322 . C12 . ol 

Start 1 

GI 7485882 

Exons 1..587, 884 
2725.^2841, 

GI Descrip. 



np 



.1005, 1179. 
2966. .3076, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
2195 
,3870 



OJ00.0210 23.0322.C12 



3870 ' 
AAT/NAP 
3870 
1506 
2382, 2470. 



2637, 



.1475, 
3619. 

hypothetical protein F20M13.170 - Arabidopsis thaliana 
gi|4467148|emb|CAB37517.1| (AL035540) putative protein 
[Arabidopsis thaliana] gi | 727084 4 | emb | CAB80525 . 1 | (AL161593) 



.45319 



putative protein [Arabidopsis thaliana] 



Seq. No. 44250 

Gene No. 93222 
Start . 1 

Name OJ000210_23 . 0322 . C12 . ol . tm 

Start 2 

GI none 

Exons 2.. 199, 4.. 198 



Seq. ID OJ000210_23.0322.C12 
Strand 

End 3870 

Method TBLASTX rMaize 

End 199 

Score 181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44250 
93222 
1 

OJ000210_23.0322.C12.ol.gs 
96 

none 



Seq. ID OJ000210_23.0322.C12 
Strand 

End 3870 

Method GENSCAN 

End 3756 

Score .75 



96. .521, 1238. .1418, 2221. .2382, 2470. .2637, 2725. .2841, 
2966.. 3076, 3619.. 3756 



Seq. No. 44250 

Gene No. 93222 

Start 1 

Name OJ000210_23 . 0322 . C12 . o2 . ts 

Start 525 

GI none 
Exons 



Seq. ID OJ000210_23.0322.C12 
Strand 

End 3870 
Method TBLASTX: Soybean 
End 2313 
Score 137 

525.-563, 698. .751, 755. .817, 878. .1003, 884. .1018, 886. .1017, 
1176. .1292, 1294. .1428, 1350. .1427, 2206. .2313, 2222. .2311 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44250 
93222 
1 

OJ000210_23.0322.C12.ol.ts 

2359 

none 



Seq. ID OJ000210_23.0322.C12 
Strand 

End 3870 

Method TBLASTX : Soybean 

End 2644 

Score 131 



2359. .2388, 2470. .2514, 2500. .2640, 2501. .2638, 2501. .2644, 
2536.. 2640 



Seq. No. 44250 

Gene No. 93222 

Start 1 

Name OJ000210_23 . 0322 . C12 . ol . tc 

Start 2500 

GI none 
Exons 



Seq. ID OJ000210_23.0322.C12 
Strand 

End 3870 

Method TBLASTX : Cress 

End 3078 

Score 108 



2500. .2640, 2501. .2641, 2722. .2841, 2723. .2866, 2723. .2863, 
2966. .3073, 2967. .3077, 2968. .3078 



Seq. No. 44251 

Gene No. 93223 

Start 165 

Name OJ000210_23 . 0322 . C13 . ol . gs 

Start 165 

GI none 

Exons 165.. 380 



Seq. ID OJ000210_23.0322.C13 

Strand + 

End 380 

Method GENSCAN 

End 380 

Score . 5 



Seq. No. 
Gene No. 
Start 



44251 
93224 
1565 



Seq. ID OJ000210_23.0322.C13 
Strand 

End 3227 



45320 



Name 


OJ000210__23 . 032 2. CI 3. o2 


.gs 


Method 


GENSCAN 


Start 


1565 




End 


3227 


GI ' 


none 




Score 


.74 


Exons 


1565.. 1684, 2084.. 2156, 


2279. 


.2399, 2810. .2879, 


Seq. No. 


44252 




Seq. ID 


OJ000210 


Gene No. 


93225 




Strand 


+ 


Start 


1 




End 


921 


Name 


OJ000210 23 . 0322 . C14 . o2 


.np 


Method 


AAT/NAP 


Start 


1 




End 


921 


GI 


7106516 




Score 


123 


Exons 


l . .4 6, 813 . . 921 








GI Descrip. 


(AP001278) hypothetxcal 


protein [Oryza 


sativa] 


Seq. No. 


44252 




Seq. ID 


OJ000210 


Gene No. 


93226 




Strand 


_ 


Start 


1 - 




End 


223 


Name 


OJ000210 23 . 0322 . C14 . ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


193 


GI 


7340868 




Score 


224 


Exons 


1 . .193 








GI Descrip. 


(AP001551 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44252 




Seq. ID 


OJ000210 


Gene No. 


93226 




Strand 




Start 


1 




End 


223 


Name 


OJ000210 23.0322.C14.ol. 


gs 


Method 


GENSCAN 


Start 


79 




End 


223 


Gi 


none 




Score 


.43 


Exons 


79. .223 









Seq. No. 44253 Seq. ID OJ000210_23 . 0322 . C15 

Gene No. 93227 Strand + 

Start 685 End 2105 

Name ■ OJ000210_23 . 0322 . C15 . ol . np Method AAT/NAP 

Start 685 End 2102 

GI 4581107 Score 428 

Exons 685. .752, "783. .871, 1144. .1710, 1767. .2102 

GI Descrip. (AC005825) unknown protein [Arabidopsis thaliana] 



Seq. No. 


44253 




Seq. ID 


OJ000210_ 


_23.0322.C15 


Gene No. 


93227 




Strand 


+ 




Start 


685 




End 


2105 




Name 


OJ000210 23.0322 


. C15 . ol . gs 


Method 


GENSCAN 




Start 


688 




End 


2105 




GI 


none 




Score 


.93 




Exons 


688. .871, 1144.. 


1664, 1710.. 


2105 






Seq. No. 


44253 




' Seq. ID 


OJ000210_ 


_23.0322..C15 


Gene No. 


93228 




Strand 


+ 




Start 


4035 




End 


5249 




Name 


OJ000210 23.0322 


.C15.o3.gs 


Method 


GENSCAN 




Start 


4035 


End 


5249 




GI 


none 




Score 


. 84 




Exons 


" 4035. .4077, 4293 


..4493, 4547 


..4841, 4E 


150. .5030, 


5157. .5249 


Seq. No. 


44253 




Seq. ID 


OJ000210_ 


_23.0322.C15 



45321 




Gene No. 


93229 






Strand 


+ 




Start . 


7118 






End 


11421 




Name 


OJ000210 23. 


0322 . C15 


.o4.gs 


Method 


GEN SCAN 




Start 


7118" 






End 


11421 




GI 


none 






Score 


. 9 




Exons . 


7118.. .7306, 


n ft i •"■? ft 

7784 . .78 


07, 9734 


. . 10130, 


10223 . . 10316, 


10410 .. 11421 


Seq. No. 


4 4253 






Seq. ID 


OJ000210_23. 


ft "i ft f» /~t t r* 

0322 . C15 


Gene No. 


93229 






Strand 


+ 




Start 


7118 






End 


11421 • 




Name 


OJ000210 23. 


0322. C15 


. o5 . np 


Method 


AAT/NAP 




Start 


9803 






End 


11418 




GI 


3970652 






Score 


1645 




Exons 


9803. .10130, 


10223. . 


10316, 10410. .11418 




GI Descrip. 


(X77499) amino acid 


permease 


[Arabidopsis thaliana] 




Seq. No. 


44253 






Seq. ID 


OJ000210_23. 


0322. C15 


Gene No. 


• .93230 






Strand 


+ 




C 4- t vf 


14521 






End 


16973 




Name 


OJ000210 23. 


0322. C15 


.o2.gp 


Method 


AAT/GAP 




Start 


14521 






End 


16973 




GI 


15625 1.R1084 




Score 


1474 




Exons 


14521. .14759 


, 14896. 


.14994, 


15245. .15318, 15716. .15786, 




15904. .15957 


, 16682. 


.16973 








GI Descrip. 


l 2129628/pir 


I IS58275 


2.0e-21 


ketoconazole resistent 


protein - 



Arabidopsis thaliana >gi_928 938_emb_CAA614 33_ (X89036) 
ketoconazole resistent protein [Arabidopsis thaliana] 1 



Seq. No. 


44253 




Seq. ID 


OJ000210_ 


23.0322. 


C15 


Gene No. 


93231 




Strand 


+ 






Start 


20549 




End 


26514 






Name 


OJ000210 23.0322.C15 


. o7 . gs 


Method 


GENSCAN 






Start 


20549 




End 


26514 






GI 


none 




Score 


.82 






Exons 


20549. .20787, 20888. 


.20983, 


23356. .23455, 23802. 


.23973, 






25101. .25220, 25383. 


.25402, 


25535. .25658, .26423. 


.26514 




Seq. No. 


44253 




' Seq. ID 


OJ000210_ 


23.0322. 


C15 


Gene No. 


93231 




Strand 


+ 






Start 


20549 




End 


26514 






Name 


OJ000210 23.0322.C15 


. o4 . gp 


Method 


AAT/GAP 






Start 


22855 




End 


23422 






GI 


none 




Score 


1071 






Exons 


22855. .23422 












Seq. No. 


44253 




Seq. ID 


OJ000210_ 


23.0322. 


C15 


Gene No. 


93232 




Strand 








Start 


2658 




End 


3542 






Name 


OJ000210 23.0322.C15 


. o2 . gs 


Method 


GENSCAN 






Start 


2658 




End 


3542 






GI 


none 




Score 


1 






Exons 


2658. .3542 












Seq. No. 


44253 




' Seq. ID 


-OJ000210_ 


23.0322. 


C15 


Gene No. 


93232 




Strand 








Start 


2658 




End 


3542 






Name 


OJ000210 23.0322.C15 


. o3 . np 


Method 


AAT/NAP 







45322 




Start 


2661 




End 


3180 




GI 


7406397 




Score 


378 




Exons 


2661. .2739, 2788. .3180 








GI Descrip. 


(AL162873) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93233 




Strand 






Start 


10877 




End 


15882 




Name 


OJ000210_23 . 0322 .CI 5 


.06. np 


Method 


AAT/NAP 




Start 


10877 




End 


15882 




GI 


4529889 




Score 


58 




Exons 


10877. .10923, 11295. 


.11389, 


14539. .14658, 15855.. 15882 




GI Descrip. 


(AF134726) G9A [Homo 


sapiens] 






Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93233 




Strand 






Start 


10877 




End 


15882 




Name 


OJ000210 23.0322.C15 


. ol ; i.gp 


Method 


AAT/GAP 




Start 


12109 




End 


12172 




GI * 


LIB3477-003-P1-K1-E9 




Score 


85 




Exons 


12109. .12172 










GI Descrip. 


, 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93233 




Strand 






Start 


10877 




End 


15882 




Name 


.UJUUUzlU zo.Uozz.Clo 


. o5 . gs 


Method 


GENSCAN 




Start 


13209 




End 


15677 




GI 


none 




Score 


.54 




Exons 


13209. .13436, 13464. 


. 13643, 


137 60. .13838, 14 539. .14 616, 






15598. .15677 










Seq. No. 


44253 




Seq. ID 


OJ000210_23-.0322 


.C15 


Gene No. 


93234 




Strand 






Start . 


17596 ' 




■ End . 


19'984 




Name 


OJ000210 23.0322.C15 


.o3.gp 


Method 


AAT/GAP 




Start 


17349 




End 


18074 




GI 


44247 1.R1084 




Score 


719. 




Exons 


17349. .17503, 17626. 


. 17685, 


17769. . 176 


370, 17965. .18074 




GI Descrip. 


'5042423/gb|AAD38262 


. 1 |AC006193_18 2.0e-20 (AC006193) 






Hypothetical Protein 


[Arabidopsis thaliana] 1 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93234 




Strand 






Start 


17596 




End 


19984 




Name 


OJ000210 23.0322.C15 


. 06 . gs 


Method 


GENSCAN 




Start 


17596 




End 


19984 




GI 


none 




Score 


. 94 




Exons 


17596. .17685, 17965. 


. 18060, 


18515. .18622, 18715 .. 18765, 






18884. .19984 










Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No'. 


93235 




Strand 






Start 


27207 




End 


32243 




Name 


OJ000210 23.0322.C15 


.o9. ts 


Method 


TBLASTX: Soybean 





45323 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2664 End 3158 

none Score 63 

2664.. 2720, 2787.. 2831, 2934.. 2975, 3018.. 3158, 3019.. 3144 



44253 
93235 
27207 

OJ000210_23.0322.C15.ol.ts 
9877 
none 
9877. . 
10410. 
11101. 



OJ000210 23.0322.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10131, 9878.. 10132, 10221 .. 10328 , 10222 10326, 
.10586, 10411. .10587, 10678 .. 11073, 10683 1104 5, 
.11301, 11112. .11390, 11383.. 11430 



32243 

TBLASTX : Soybean 

11430 

306 



44253 
93235 
27207 

OJ000210_23.0322.C15.ol.tc 
9878 



OJ000210 23.0322.C15 



none 
9878. . 
10407, 
1110.7. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10132, 9892.. 10131, 10221 10316, 10222 .. 10326, 
.10682, 10411. .10683, 10692 .. 11054 , 10693 .. 11073, 
.11304, 11118. .11408, 11383. .11427 



32243 

TBLASTX: Cress 

11427 

356 ' 



Seq. No. 44253 Seq. ID OJ000210_23 . 0322 . C15 

Gene No. 93235 Strand 

Start 27207 End 

Name OJ000210_23 . 0322 . C15 . o3 . tm Method 

Start * 9889 End 

GI none Score 

Exons 9889.. 10131, 9890.. 10132, 10221 10328 , 
104 05. . 10542, 10431. .10538 



32243 

TBLASTX: Maize 

10542 

340 

10222. .10341, 



Seq. No. 44253 Seq. ID 

Gene No. 93235 Strand 

Start 27207 End 

Name OJ000210_23 . 0322 . C15 . o2 . tm Method 

Start • 10542 End 

GI none Score 

Exons 10542. . 10574, 10546 .. 10659, 10695 

10957. . 11049, 11110. .11304, 11136 



11027, 
11375 



OJ000210_23.0322.C15 
32243 

TBLASTX: Maize 

11375 

71 

10696. .11073, 



OJ000210 23.0322.C15 



Seq. No. 44253 Seq. ID 

Gene No.. 93235 Strand 

Start 27207 End 

Name OJ0002 10_23 . 0322 . C15 . o3 . tw Method 

Start " 10924 End 

GI none Score 

Exons 10924 .. 11073, 10929 .. 11054 , 10957 .. 11055, 11101 .. 11292, 
11115.'. 11264 



32243 

TBLASTX: Wheat 

11292 

212 



Seq. No. 44253 ' Seq. ID 

Gene No. 93235 Strand 

Start ..■ 27207 " - End 

Name OJ000210_23 . 0322 . C15 . ol . tm Method 

Start 17373 End 

GI none Score 



OJ000210_23.0322.C15 
'32243 

TBLASTX: Maize 

19699 

124 



45324 



Exons 



17373. .17504, 174 47 17503, 17 623 .. 17706, 17627 17686, 



17766. 
17962. 
18715. 
18873. 
19490. 



,17873, 17770. .17883, 17961. 

,18063, 18509*. .18628, 18510. 

,18765, 18715. .18768,. 18716. 

,18989, 18874 . .19407, 19103. 



,18056, 17962. 

,18623, 18518. 

18766, 18872. 

19411, 19104. 



19630, 19491. .19568, 19564 .. 1 9608 , 19667. 



18057 r , 
18625, 
19051, 
19430, 
19699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44253 
93235 
27207 

OJ000210_23.0322.C15 

17659 

5126371 

17659. .17688, 17766. 
17962. .18063, 17964. 
18540. .18623, 18715. 
25004 08/sp_P56012_RS 
>gi_2 314 4 6 6_gb_AAD08 
(rps5 ) [Helicobacter 
RIBOSOMAL PROTEIN S5 



.08 .ts 



17828, 
18062, 
18768, 
5_HELPY 
343. 1_ 
pylori 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17767 

17965 



OJ000210 23.0322.C15 



32243 

TBLASTX : Soybean 
18928 
67 

17829, 17829. . 17873, 
18063, 18509. . 18628, 



18716. .18766, 18866. .18928 
4.0e-21 30S RIBOSOMAL PROTEIN S5 
AE000633) ribosomal protein S5 
26695] >gv : '4 155832 (AE001547) 30S 



[Helicobacter pylori J99] 



Seq. No. 


44253 






Seq. ID 


OJ000210_23.0322 


. C15 


Gene No . 


93235 






Strand 






Start 


27207 






End 


32243 




Name 


OJ000210 23.0322.C15 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


18548 






End 


19051 




GI 


none 






Score 


. 74- 




Exons 


18548. 


.18628, 18715. 


.18768, 


18866. .18 


979, 18959. .19051 




Seq. No. 


44253 






Seq. ID 


OJ000210_23.0322 


. C15 


Gene No. 


93235 






Strand 






Start 


27207 






End 


32243 




Name 


OJ000210 23.0322.C15 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


23372 






End 


24676 




GI 


none 






Score 


90 




Exons 


23372. 


.23458, 23793. 


.23972, 


23811. .23918, 23816 .. 23977 , 






24529. 


.24675, 24530. 


.24676 








Seq. No. 


44253 






Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93235 






Strand 






Start 


27207 






End 


32243 




Name 


OJ000210 23.0322.C15 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


23820 






End 


24738 




GI 


none 






Score 


214 




Exons 


23820. 


.23972, 23825. 


23977, 


23826. .23972, 24529 .. 24 669, 






24530. 


.24676, 24552. 


24683, 


24673. .24738 




Seq. No. 


44253 






Seq. ID 


OJ000210_23.0322 


.CIS 


Gene No. 


93235 






Strand 






Start 


27207 






End 


32243 




Name 


OJ000210 23.0322.C15 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


24528 






End 


24741 




GI 


none 






Score 


299 




Exons 


24528. 


.24719, 24529.. 


24741, 


24530. .24694 




Seq. No. 


44253 






Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93235 






Strand 







45325 



Start 
Name 
Start 
GI 

Exons 



27207 End 

OJ000210_23 . 0322 . C15 . o4 . tm Method 

25517 End 

none Score 



32243 

TBLASTX: Maize 

27792 

80 



25517. .25585, 272901.2734 9, 27311 .. 27334 , 27425 27544 , 
27426. .27545, 27444 27545, 27626 .. 27772 , 27626. . 27700, 
27628. .27792, 27 628.-27789, 27684. .27791 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44253 Seq. ID 

93235 Strand 

27207 End 

OJ000210_23. 0322.C15.o8 .gs Method 

27207 End 

none Score 



OJ000210_23.0322.C15 

32243 
GENSCAN 
31852 
.7 



27207. .27236, 27292 .. 2734 8 , 27425 .. 2754 4 , 27628 .. 27793, 
28462. .28509, 28598 .. 28 681, 29844 30631, 30952. .31852 



Seq. No. 44253 

Gene No. -93235 

Start 27207 

Name OJ000210_23 . 0322 . C15 . o2 

Start 27293 

GI none 

Exons 27293.-27328, 27425.. 27 
27626. .27772, 27626. .27 

Seq. No. 44253 

Gene No. 93235 

Start- 27207 

Name OJ000210_23 . 0322 . C15 . o2 

Start 27423 

GI none 

Exons 27423. .27536, 27425.. 27 
27626. .27772, 27626. .27 

. Seq. No. 44253 

' Gene No. 932-35 

Start 27207 

Name OJ000210_23 . 0322 . C15 . o5 

Start 27500 

GI none 

Exons 27500. .27544, 27501.. 27 
27628. .27792, 27628. .27 



Seq. ID OJ000210^23.0322-C15 

Strand - :r? 

End 32243 
-ts Method TBLASTX : Soybean 

End 27795 

Score 144 
544, 27426. .27545, 27 437 .. 27547 , 
694, 27628.-27786, 27628.. 27795 

Seq. ID OJ000210_23.0322.C15 
Strand 
,> End 3224 3 

.tc " Method TBLASTX : Cress 
End 27795 
Score 140 

544, 27426. .27545, 27434 .. 27547 , 
673, 27628. .27795, 27628.. 27792 

Seq. ID OJ000210_23.0322.C15 
Strand . - • 
End 32243 
.tw Method TBLASTX : Wheat 
End 27792 
Score 67 

545, 27507. .27545, 27 626 .. 27772 , 
789, 27687.. 27791 



Seq. No. 44253 - Seq. ID OJ000210_23 . 0322 . C15 

Gene No. 93235 Strand 

Start 27207 . End 32243. 

Name OJ000210_23 . 0322 . C15*. o7 . np Method AAT/NAP 

Start .. 29843 . End 32243 

GI 6539553 Score 4092 

Exons 29843. .32243 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 



44253 



Seq. ID OJ000210_23.0322.C15 



45326 




Gene No. 


93235 




Strand 






Start 


27207 




End 


32243 




Name. 


OTnoo9io 9^n**99 


. OZ • L.W 


Method 


TBLASTX: Wheat . 




G+- a t-+- 
OLdlt 


z y y / y 




End 


30455 




C T 


none 




Score 


374 




Exons 


9QQ7Q ^O^fiR 9QQP1 




30058. .30366, 30380 .. 304 54 , 
















Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93235 




Strand 






Of a y>\* 


97907 




End 


32243 




Name 


PjT000910 01 0^99 pi ^ 


/-\ £ f- O 
. O D . L.S 


Method 


TBLASTX: Soybean 




Cf 3 r f- 


-301 01 ~ 




End 


30448 






none 




Score 


79 




Exons 


JUIU / . . jUOIO; OUIOD. 


^0^1 1 
• jUjII/ 


30335. .30448, 30342.. 30422 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. . 


93235 




Strand 






OLdl L 


97907 




End 


3224 3 




Name 


O 7000910 9"3 0*^99 PI R 
UJUUU^IU Zj.UjZZ.L.±0 


. 0 / . tm 


Method 


' TBLASTX: Maize 




Of 3 r"h 


jUjII 




End 


30650 




PT 

ul 


none 




Score 


186 




Exons 


-iriQi 1 10&AQ ^0"*1 9 










Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.CI 5 


Gene No. 


93235 




Strand 






OLalL 


97907 




End 


32243 




Name 


ninnnoi n 9'5 / m99 pi 1; 

UJUUUZ1U ZJ.UJZZ.U1D 


. o4 . t s 


Method 


TBLASTX : Soybean 




o l air l 


JU401 




End ■ 


30806 






none 




Score 


133 




Exons 


^0A61 ^OROR "30£0£ 










Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


-C15 


Gene No. 


93235 




Strand 








97 907 




End 


32243 




Name 


0700091 0 9^ 0^99 PI ^ 


. o4 . tw 


Method 


TBLASTX: Wheat 




Of a r-f- 

OLdi L 






End 


31203" 






none 




Score 


69 






^OfiRQ ^OflfiR "30R60 


10 QA 

. 0 u y *± 0 , 


30943. .31056, 30946. .31203 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93235 




Strand 






OLdl L 


97907 




End 


32243 




Name 


OT00091 0 9^ 0^99 PI c. 


.06, tm 


Method 


TBLASTX: Maize 




OlalL 


jU / JO 




End 


31203 






none 




Score 


233 




Exons 


onicp or|Qyi(: TnQyl^ 










Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


PI R 


Gene No. 


93235 




Strand 






Start 


27207 




End 


32243 




Name 


OJ000210 23.0322.C15. 


,o3.ts 


Method 


TBLASTX: Soybean 




Start 


30875 




; , End 


31338 




GI 


5509260 . 




Score 


53 




Exons 


30875. .30946, 30894. . 


,30944, 


30976. .31338, 31025 .. 31120, 





31169. .31237 

GI Descrip. 



45327 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


bene lno. 






Of ranH 

oirana 








9 7 9H"7 
Z 1 Z U / 




Hjnu 


O 9 9 A 0 
JZZ 4 3 




Name 


oTnnn9in 9^ 0*399 pi ^ 


. O J . lC 


Method 


mnT 7\CTV • Pv-^c-c 

1 dIjAo 1 a . ures s 




OLdlU 






TP s~i 


0 1 9 A c. 
0 1Z 4 0 






none 




Score 


9 ft £ 
zoo 




Exons 












Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


Gene No. 


93235 




Strand 






Dtart 


o 7 9D1 
Z / ZU / 




End 


32243 




Name 


ninnn9in 9*3 0^99 pi ^ 

L/UUUUZ1U £J. UjZZ .LIj 


. ol . tw 


Method 


TBLASTX: Wheat 










End 


32013 




P T 
bl 


none 




Score 


200 




Exons 


Jl^JO . .Oil?/, Jli J J i 


01417 
. J 1 4 1 / , 


31275... 31505, 31278 . . 314 75 , 






Z> 1 DZ 0 . . U U 0 , JJLOfiy. 


09m 0 








Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


bene lno . 


Q OO O E 




Strand 








9 T 9 m 
Z / Z U / 




End 


32243 




Name 


Pi innnoi n 9*5 moo pic; 

UJUUUZlU Zo.U-3ZZ.bl0 


. oj . us 


Method 


TBLASTX : Soybean 






O 1 DDO 




End ; 


. 32.061 




p t 

bl 


none 




Score . 


38 




Exons 


oi ^£-5 oi QO(T OlOOfi 


Ol QOQ 


31837. .32061, 31883. .32053 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


bene ino . 


QOO O c: 




Strand 






C 4 , 4- 


9*7 9 m 
Z / Z U / 




End 


32243 




Name 


pTnnnoin o o moo pic: 

UJUUUZlU Z J . U Jz Z . LI 0 


. 08 . tm 


Method 


TBLASTX: Maize 




Of a r-4- 

otart 


Ol ceo 




End 


32157 




PT 
bl 


none 




Score 


67 




Lxons 


01££0 01Q0H OIQ/Q 


001 CI 
. OZ 1 D / f 


31873. .32028, 31883. .32074 




Seq. No. 


44253 




Seq. ID 


OJ000210_23.0322 


.C15 


bene lnu . 






Strand 






otait 


9*7 9n"7 
Z / ZU / ■ 




End ' 


32243... . 




Name 


oinnnoi n oo no99 pi c; 

UJUUUZlU ZJ.UJZZ.blD 


. 06 . tw 


Method 


TBLASTX: Wheat 






OOfjl A ~ 
OZ U 1 H 




End 


32205 




P T 
bl 


none 




Score 


180 




Exons 


OZU14. .OZZU0, JZU14. 


0 9 9 n c; 
. oZZUO 








Seq.. No. 


44254 




Seq. ID 


OJ000210_23.0322 


.C16 


Gene No. 


93236 




Strand 


+ 




jtait 


4297 




End 


5924 




Name 


OJ000210 23.0322.C16 


. o2 . np 


Method 


AAT/NAP 






4297 




End 


5924 




P T 
bl 


7487130 




Score 


333 




Exons 


4297. .4434, 5390. .5464, 5609 


..5662, 5751. .5924 




GI Descrip. 


hypothetical protein 


T18B16. 


10 - Arabidopsis thaliana 




Seq. No. 


44254 




Seq. ID 


OJ000210_23.0322 


,C16 


Gene No. 


93237 




Strand 






Start 


1 




End 


1314 




Name 


OJ000210 23.0322.C16 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1314 




GI 


6539553 




Score 


2278 





45328 



Exons 1. . 1314 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
. .(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44254 



93238 Strand 
4054 End 
OJ000210_23.0322.C16.ol.tm Method 
51 End 
none Score 
51. .218, 52. .366, 53. .346, 119. .373 



Seq. ID OJ000210_23.0322.C16 



5620 

TBLASTX: Maize 

373 

395 



Seq. No. 44254 Seq. ID 

Gene No. 93238 Strand 

Start 4054 End 

Name OJ000210_23 . 0322 . C16 . o2 . tm Method 

Start 872 . End 

GI none Score 

Exons 872.. 1177, 874.. 1185 



OJ000210_23.0322.C16 
5620 

TBLASTX: Maize 

li85 

297 



Seq. No. 44254 Seq. ID 

Gene No. 93238 ■ Strand 

Start 4054 . End 

Name OJ000210_23 . 0322 . C16 . ol . tw Method 

Start 933 End 

GI none Score - 

Exons 933.. 1196, 934.. 1320, 935.. 1309 



OJ000210_23.0322.C16 
5620 

TBLASTX: Wheat- 

1320 

258 



Seq. No. 44254 Seq. ID 

Gene No. 93238 Strand 

Start 4054 End 

Name OJ000210_23 . 0322 . C16 . o2 . gs Method 

Start ' 4054 End 

GI none Score 

Exons 4054. .4406, . 5503. .5620 



OJ000210__23.0322.C16 

5620 
GENSCAN 
5620 
.48 



Seq. No. 44254 Seq. ID 

Gene No. 93238 Strand 

Start 4054 End 

Name OJ000210_23 . 0322 . C16 . o3 . tm Method 

Start 4306 End 

GI none Score 

Exons. 4306.. 4458, 4314.. 4436 



OJ000210_23.0322.C16 
5620 

TBLASTX: Maize 

4458 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



■44255 
93239 
1 

OJ000210_23.0322.C17.ol.np 
1 

7485424 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..236, 489. .545, 648. .748, 850. .945, 1126. .1190, 1500. .1655, 
1758.. 1993, 2167. .2430/ 2485. .2586, 2690.. 2734, 2835.. 2975, 
3154.. 3354 

hypothetical protein F13C5.210 - Arabidopsis thaliana 

gi I 2832632 | embl CAA16761.il (AL021711) hypothetical protein 



OJ000210_23.0322.C17 

-f 

3435 
AAT/NAP 
3354 
1199 



45329 



[Arabidopsis thaliana] gi | 7268699 | emb | CAB7 8906 . 1 | (AL161550) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



44255 • 
93239 
1 

OJ000210_23.0322.C17.ol.gs 
2 

none 



Seq. ID OJ000210_23.0322.C17 
Strand + 

3435 
GENSCAN 
3435 
.72 



End 

Method 
End 
Score 

2..57 f 158. .293, 303. .545, 648. .748, 1085.M125, 1290.. 1340; 
1758. .1993, 2095. .2125, 2241. .2386, 2485. .2586, 2690. .2734, 
2835. .2975, 3058. .3435 



44255 Seq. ID 

93239 Strand 

1 End 
OJ00021.0_23 . 0322 . C17 . ol . gp Method 

1134 End 

uC-osflM202047bllbl Score 

1134. .1190, 1269. .1340, 1500. .1655, 175 



OJ000210_23.0322.C17 
+ 

3435 
AAT/GAP 
2019 
957 

2019 



'2832632/emb|CAA16761.1| 1.0e-33 (AL021711) hypothetical protein 
[Arabidopsis thaliana] ' 



44255 
93239 
1 

OJ000210_23. 0322.C17.o2.gp 
2276 

LIB34 32-059-P1-K1-G4 
2276.. 2386, 2485.. 2586, 2690 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2734, 2835.. 2975, 3058.. 3083 
, 2832632/emb|CAA16761.1| 3.0e-43 (AL021711) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ000210_23.0322.C17 
+ 

3435 
AAT/GAP 
3083 
688 



Seq. No. 44255. 

Gene No. 93240 

Start 3832 

Name- OJ000210_23 . 0322 . C17 . o2. gs 

Start 3832 

GI none 

Exons 3832.. 3892, 3941.. 4531, 4601. 
5545. .5586 



Seq. ID OJ000210_23.0322.C17 

Strand + 

End '5586 

Method GENSCAN 

End ■ 558 6 

Score .7 

.4704, 4728. .4855, 4915. .4966, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44255 
93241 
3379 

OJ000210_23.0322.C17.o2.tm 
1 

none 



Seq. ID OJ000210_23.0322.C17 
Strand 

End 3739 

Method TBLASTX: Maize 

End 547 

Score 77 



1..57, 2. .58, 129. .215, 157. .216, 157. .213, 159. .215, 301. .420, 
302. .421, 316. .429, 504. .545, 512. .547 



44255 
93241 

3379 ~ ■"■ ' 

OJ000210__23.0322.C17.o4.tm 

838 

none 



Seq. ID OJ000210_23.0322.C17 
Strand 

End 3739 

Method TBLASTX : Maize 

End 1549 

Score 189 



45330 



Exons 



838.-945, 845. .946, 849. .950, 850. .951, 1125. .1187, 1127. .1186, 
1277. .1342, 1279. .1341, 1491. .1544, 1498. .1545, 1501. .1548, 
1502.. 1549 ■ • ., 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44255 
93241 
3379 

OJ000210_23.0322 .C17 . o2 . ts 

1151 

none 

1151. .1189, 1267 



.1341, 

1502. .1657, 1724. .1873, 



1268. 
1756. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1342, 
.1836 



OJ000210_23.0322.C17 
3739 

TBLASTX: Soybean 
1873 
75 

1498. .1653, 1501. .1656, 



Seq. No. 44255 
Gene No. 93241 
Start 3379 

Name OJ000210_23 . 0322 . C17 . o3 . tm 

Start 1588 - 

GI none 
Exons 1588. 

1914 . 

2240. 



.1656, 1588.. 1656, 
.1994, 1915.. 1938, 
.2263 



1589. 
1916. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 23.0322.C17 



3739 

TBLASTX: Maize 
2263 
81 

1657, 1742. .1861, 1756. 
1999, 1922.. 2014, 2086. 



,1854, 
,2106, 



Seq. No. 44255 
Gene No. 93241 
Start 3379 

Name OJ000210_23 . 0322 . C17 . ol . tm 

Start 2362 
GI none 

Exons 2362.. 2400, 2363.. 2395, 2476. 

2484. .2600, 2657. .2737, 2677. 
283S..2975, 2837. .2974, 2896. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 23.0322.C17 



3739 

TBLASTX: Maize 
3339 
45 

2586, 2477..2578, 2482. .2589, 
2745, 2681. .2734, 2833. .2901, 
2976, 3051.. 3293, 3052.. 3339 



C3 



Seq. No. 44255 

Gene No. 93241 

Start 3379 

Name ■ OJ000210_23 . 0322 . C17 . ol . ts 

Start' 2500 

GI none 

Exons . 2500.. 2589, 
3052. .3342 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_23.0322.C17 
3739 

TBLASTX :Soybean 

3342' 

103 



2690. .2737, 2817. .2975, 3051. .3146, 3051. .3293, 



Seq. No. 44255 

Gene No. 93241 

Start 3379 

Name OJ000210_23 . 0322 . C17 . ol . tc 

Start 2835 

GI none 

Exons 2835.. 2885, 2868.. 2975, 3055, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3333, 3057.. 3293 



OJ000210_23.0322.C17 
3739 

TBLASTX: Cress 
3333 
51 



Seq. No. 44255 Seq. ID 

Gene No. 93241 Strand 

Start 3379 End 

Name OJ000210_23 . 0322 . C17 . o3 . gp ■ Method 

Start 3379 End 

GI none Score 

Exons 3379.. 3739 



OJ000210_23.0322.C17 
3739 

AAT/GAP . 

3739 

722 



45331 



Seq. No. 


44256 


Seq. ID 


OJ000210_23.0322 


.C18 




Q^949 


O L x dllU 






Of- a 
JLdl L 


91 Q 
x y 


EjIIQ. 


fi 1 o 




Name 


0.100,0910 9^ 0^99 PI R ol rrQ 




C T? M Q C Zi M 




C-H a r f 


219 ~~ 


FnH 


fil 0 
O X \J 


- 


ox ■ - 


nunc _ v 


Score 


. DO 




IT 1 vnn c 


91 Q ^Sfi S9^ fil 0 








o c ^ • . 


44257 


Seq. ID 


OJ000210_23.0322 


.C20 


Gene No. 


93243 


Strand 


+ 




Start 


1 


End 


616 




ln diLit; 


O.T000910 9^ 0^99 P90 ol rro 


Method 


AAT/GAP 




Of- ^4- 
OLdl L 


1 ~ 

X 


End 


474 




rir 


977 SO 1 R 1 0R4 


Score 


913 




Hi AVJil O 


1 4 7Z 










1 4 4 fil 1 4 R /pmh 1 PAR^7 S 1 7 1 1 Dp 


-15 (AL035540) putative protein 




fZirahn rlonci c f*ha 1 i ana 1 ' 
[nlaJJlUUpolb LIlcLXldllcl J 










44257 


Seq. ID 


OJ000210_23.0322 


.C20 


f^e>np No 


93243 


Strand 


+ 






1 


End 


616 




Name 


OJ000210 23.0322.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End : 


616 




OT 
o X 


7485882 


Score 


390 






1..167, 219. .616 










hypothetical protein F20M13 


.170 - Arabidopsis thaliana 






gi I 44 6714 8 | emb|CAB37517 . 1 | 


(AL035540) 


putative protein 






[Arabidopsis thaliana] gi | 727084 4 | emb | 


CAB80525. 1 | (AL161593 




putative protein [Arabidops 


is thaliana] 




Seq. No. 


44257 


Seq. ID 


OJ000210_23.0322 


C20 




93243 


Strand 


+ 




Of a rt- 


1 


End 


616 




Name 


OJ000210 23.0322.C20.ol.ts 


Method 


TBLASTX: Soybean 




Start 


52 


End 


336 




O X 


none 


Score 


86 • . 




F 1 v on q 


52. .291, 106. .282, 110. .295 


, 295. .336 






Seq. No. 


44258 


.Seq. ID 


OJ000210_23.0322. 


C21 


Gene No. 


93244 


Strand 


+ 




Start 


1 


End 


1950 




Name 


OJ000210 23.0322.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1950 




GI 


7485881 


Score 


1530 




Exons 


1..97, 155. .740, 768. .964, 


1061. .1285, 


1392. .1496, 1587. 


.16( 



1760. . 1950 

GI Descrip. hypothetical protein F20M13.160 - Arabidopsis thaliana 
gi | 4467147 | emb | CAB37516 . 1| (AL035540) putative protein 
[Arabidopsis thaliana] gi | 727084 3 | emb | CAB80524 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 



Seq. No. 44258 Seq. ID 

Gene' No. 93244 Strand 

Start 1 ' End 

Name OJ000210_23 . 0322 . C21 . o3 . tc . Method 

Start 1 End 



OJ000210_23.0322.C21 
+ ■ 

1950 

TBLASTX: Cress 
280 



45332 






GI 


none 


Score 


"3 A O 

348 






Exons 


1...2/0, Z..z!oU, 2..27V 










• Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


+ 






Of -i v- f 

otart 


1 


hna 


1950 






Name 


(JJUUU21U 2o . UJ22 . C2 1 . Ol . tm 


Method 


TBLASTX: Maize 






O f v- f 

btart 


i 


End 


C A C 

64 d 






C T 


none 


Score 


y J4 






Exons 


1. .bflo, £ . . b4 o, 2..b4b 










Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


+ 






b tart 


i 
i 


End 


1950 






Name 


OJUUUzlU z j . Uo22 . C2 1 . 02 . t S 


Method 


TBLASTX : Soybean 






Of vf 

otart 


1 


End 


400 






H T 


none 


Score 


216 






C 1 u /"s r"* 

Lxons 


1 0^1 0 1 Q/| 1 "7 O ' OQQ 1 Q1 


..397, 206. .400 






Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


+ 






Of--, v- f 

otart 


1 


End 


1950 






Name 


OJ000210 23.0322.C21.ol.gs 


Method 


GENSCAN 






O f -, f 

btart 


48 


End 


1828 




%J 




none 


Score 


.45 




f H 


Exons 


48. .964, 1109. .1291, 1392. .1496, 1587. 


1 /~ /~ n -i t cr\ 1000 

.lob/, 1 /oO . . Io2o 




\ y 


Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


■ + 






Of vf 

btart 


1 


End 


1950 




^ j 


Name 


OJ000210 23.0322.C21.ol.tw 


Method 


TBLASTX: Wheat 






btart 


94 


End 


482 




5 jjj 




none 


Score 


570 




s 


Exons 


94. .480, 95. .481, 95. .-481, 105. .482 






' ^ 


Seq. No. 


44258 


Seq. ID 


OJ00021.0_23.0322 


.C21 


L je. 


Gene No. 


93244 


Strand 


+ 






C f s vf 

bt art 


'l 


End 


1950 






Name 


OJ000210 23.0322.C21.o3.ts 


Method 


TBLASTX : Soybean 




fH 


Of ~~ f 

btart 


407 


End 


652 








none 


Score 


328 






Exons 


407. .652, 442. .645 










Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


+ 






OH , f 

btart 


1 


End 


1950 






Name 


OJ000210 23.0322.C21.ol.tc 


Method 


TBLASTX: Cress 






Start 


461 


End 


843 






Gil 


none 


Score 


350 






Exons 


461. .718, 463. .696, 470. .700, 


773. .838 


, 781. .843 






Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322 


.C21 




Gene No. 


93244 


Strand 


+ 






Start 


1 


End 


1950 






Name 


OJ000210 23.0322.C21.o2.tm 


Method 


TBLASTX: Maize 






Start 


647 


End 


1949 






GI 


none 


Score 


'285 





45333 




Exons 647. .976, 649. .696, 766. .966, 1058. .1177, 1060. .1158, 

1186. .1296, 1190. .1297, 1389. .1499, 1391. .1498, 1462. .1500, 
1585. .1665, 1585.. 1665, 1599.. 1667, 1757. .1846, 1757. .1828, 
1913.. 194S", 191.4.. 1949 ' ' 



Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322.C21 


Gene No. 


93244 


Strand 




Start 


i 


End 


1950 


Name 


OJ000210 23.0322.C21.ol.ts 


Method 


TBLASTX: Soybean 


Start 


656 


End 


1946 


GI 


none 


Score 


40 


Exons 


656. .703, 773. .976, 777. .1004, 781. .951, 1052. .1282, 1057.. 




uyi..i4yo, uyz..±4yy, uyo 


..1499, 1599. .1667, 1744. .1821, 




1 -i r-j 1 Q A 1 IOTA 1 A /I E 1 A "I ^ 

i/3/..ioo.L, l y i u -. . i y 4 o , i y 1 4 


. .1946 




Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322.C21 


Gene No. • 


93244 


Strand 


+ 


Start 


i 
l 


End 


1950 


Name 


/"\TAAAA1A AO A O O O pol _ 1 ~— 

OJUUUZIU Z 3 . 03ZZ . C21 . ol . gp 


Method 


AAT/GAP 


Start 


o i a 
o 1Z 


End 


1950 


GI 


. Id dUU 1 . Rl(Jo4 


Score 


1187 


Exons 


olz..yfo4, l(Jbl..lzyi, 1392.. 


1496, 1587 


..1667, 1760. .1828, 




lyUo . . lyoU 






GI Descrip. 


44o /14 //emb | CAB37516 | 2 . 0e- 


84 (AL035540) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


A A A C O 

4 4 Zoo 


Seq. ID 


OJ000210_23.0322.C21 


Gene No. 


A A A /I /I 

9324 4 


Strand 


+ 


Start 


1 


End 


1950 


Name 


/"\TAAAA1A A A A A A A O A 1 — A 4-^-. 

OJUUUzlU . U jZZ . C21 . OZ . tc 


Method 


TBLASTX: Cress 


Start 


O A A 


End 


1499 


GI 


none 


Score 


109 


Exons 


O A A AT/ - 1 A C A 1AOA TA^*A 

yy3..y/b, IU00..1202, 1060.. 


1281, 1391 


.1474, 1392. .1475, 




1473. . 1499 






Seq. No. 


44258 


Seq. ID 


OJ000210_23.0322.C21 


Gene* No. 


. 93244 • 


Strand 


+" 


Start 


1 


End 


1950 " 


Name 


OJ000210 23.0322.C21.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1436 


End 


1949 


GI 


none 


Score 


94 


Exons 


1436. .1498, 1437. .1499, 1585 


..1668, 15£ 


35. . 1668, 1751. . 1831, 




1751. .1828, 1904. .1948, 1914 


. . 1949 




Seq. No. 


44259 


Seq. ID 


OJ000210_23.0322.C22 




93245 


Strand 


+ 


Start 


339 


End 


2522 


Name 


OJ000210 23.0322.C22.ol.np 


Method 


AAT/-NAP 


Start 


339 


End 


2522 


GI 


7378764 


Score 


548 


Exons 


■ 339. . 643, 2346. .2522 






GI Descrip. 


(AJ277096) putative kinetochore protein [Hordeum vulgare] 


Seq. No. 


44259 


Seq. ID 


OJ000210_23.0322.C22- 


Gene No. 


93246 


Strand 


-f 


Start 


3174 


End 


6249 


Name 


OJ000210 23.0322.C22.ol.gp 


Method 


AAT/GAP 



45334 



Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3105 End 
14 62_1.R1084 Score 
3105.. 3296, 3386.. 3469, 3538.. 3678, 
4175. .4247, 4 674. .47 65, 4877. .4 951, 
5670. .5784, 5874. .6249 

* 5257255/dbj IAP000364 .1 IAP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



6249 
2887 

3761. .3882, 3974. .4055, 
5067.. 5252, 5454,. . 5498, 



44259 
93246 
3174 

OJ000210_23.0322.C22.o2.gs 

3174 

none 

3174. .3296, 3386. .3455, 3533. 
4877. .4951, 5067 .. 5252, . 5670 . 



Seq. ID OJ000210_23.0322.C22 

Strand + 

End 624 9 

Method GENSCAN 

End 5964 

Score .77 

.3678, 4175. .4247, 4674. .4765, 
.5803, 5874. .5964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44259 Seq. ID OJ000210_23 . 0322 . C22 

93246 Strand + 

3174 End 6249 

OJ00C3210_23 . 0322 . C22 . o2 . np Method AAT/NAP 

3174 End 5792 

118564 Score . 1418 

3174. .3296, 3386.-3469, 3538. .3678, 3761. .3882, 3974. .4055, 
4175. .4247, 4674. .4765, 4877. .4951, 5067. .5252, 5454. .5498, 
5670. .5792 

GLYCERATE DEHYDROGENASE (NADH-DEPENDENT HYDROXYPYRUVATE 
REDUCTASE) (HPR) (GDH) gi | 65 955 | pir | | DEKVG glycerate 
dehydrogenase (EC 1.1.1.29) - cucumber gi | 18264 | emb | CAA4 1434 , 
(X58542) NADH-dependent hydroxypyruvate reductase [Cucumis 
sativus] gi | 18275 | emb | CAA32764.il (X14609) NAPH-dependent 
hydroxypyruvate reductase (AA 1 - 382) [Cucumis sativus] 



II 



Seq. No. 


44259 






Seq. ID 


OJ000210_ 


23. 


0322 


.C22 


Gene No. 


93247 






Strand 










Start 


4436 






End 


11213 








Name 


OJ000210 23 


.0322. 


C22.o3.np 


Method . 


AAT/NAP 








Start 


4436 






End 


11213 








GI 


6721103 






Score 


793 








Exons 


4436. .4491, 


6577. 


.7384, 7491.. 


7662, 11147. . 11213 






GI Descrip. 


(AC007396) 


T4012. 


11 [Arabidopsis thaliana] 








Seq. No. 


44259 






Seq. ID 


OJ000210_ 


23. 


0322 


.C22 


Gene No. 


93247 






Strand 










Start 


4436 






End 


11213 








Name 


OJ000210 23 


.0322. 


C22.o3.gs 


Method 


GENSCAN 








Start 


.6561 






End 


7740 








GI ' 


none " 






Score 


.86 








Exons 


6561. .7384, 


7 4,91. 


.7740 












Seq. No. 


44259 






Seq. ID 


OJ000210_ 


23. 


0322 


.C22 


Gene No. 


93247 






Strand 










Start . 


4436 






End 


11213 








Name 


OJ000210 23 


.0322. 


C22.o2.gp 


Method 


AAT/GAP 








Start 


7112 






End 


7536 








GI 


2442393 






Score 


537 








Exons 


7112. .7384, 


7491. 


.7536 













•45335 



Seq. No. 44259 : Seq. ID 

.Gene No. 93247 Strand 

Start 4436 End 

Name OJ000210_23 . 0322 . C22 . o4 . gs Method 

Start 9629 , f . End 

GI none Score 

Exons .9629.. 9647, 10838.. 10884 



OJ000210_23.0322.C22 

112^3 
GENSCAN 
10884' 
.67 



Seq. No. 44259 
Gene No. 93248 
Start 12226 

Name 0 J000210_23 . 0322 . C22 . o3 . tm 

Start 345 
GI none 
Exons 345 . , 

601. . 

2374. 
■ 2562, 



366. .416, 398.-544, 



Seq. ID OJ000210_23.0322.C22 
Strand 

End 12690 

Method TBLASTX : Mai ze 

End 2582 

Score 83 

414. .548, 584. .643, 593. 



,652, 



413, 

651, 2319. .2372, 2332. .2370, 2336. .2392, 2336. .2389, 
.2427, 2375. .2395, 2396. .2518, 2399. .2524, 2449. .2529, 
.2582 



OJ000210 23.0322.C22 



□ 



Seq. No. 44259 
Gene No. 93248 
Start 12226 

Name OJ000210_23 . 0322 . C22 . o3 . ts 

Start 345 
GI none 

Exons 345.. 413, 366.. 416, 398. .544, 

593. .652, 601. .651, 2336. .2392, 2336. .2389, 2397. .2444, 
2399. .2443 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12690 

TBLASTX: Soybean 

2444 

83 



414. .548, 584. .643, 592. .645, 



Seq." No. 44259 

Gene No. 93248 

Start 12226 

Name OJ000210_23 . 0322 . C22 . o4 . tc 

Start 369 

GI none 

Exons 369. .416, 410 ., 544, -414 .. 545, 
2397. .2528, 2399. .2533 



Seq. ID OJ000210_23.0322.C22 
Strand 

End 12690 

Method TBLASTX: Cress 

End 2533 

Score 60 

593. .652, 2337. .2372,. 2375. .2395, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. *No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44259 
93248 
12226 

OJ000210_23.0322.C22.o'l.tw 

2396 

none 

2396.. 2527, 2399.. 2527, 2409. 

44259 
93248 
12226 

OJ000210_23.0322.C22.ol.tc 

3173 

none 

3173. .3295, 3174. .3299, 3174. 
3401. .3478, 3535. .3678, 3537. 
3974. .4057, 3975. .4058, 4175. 
4672. .4770, 4673. .4768, 4876. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2531, 2449..2535 



OJ000210_23.0322.C22 
12690 

TBLASTX: Wheat 
2535 
175 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000210 23.0322.C22. 



12690 

TBLASTX: Cress 
5786 
180 

,3299, 3380. .3478, 3400. .3465, 
,3677, 3760. .3876, 3761. .3880, 
,4246, 4177. .4245, 4184. .4249, 
,4953, 4877. .4951, 5064. .5252, 



45336 



5066. .5251, 5415. .5498, 5453. .5503, 5646.-5786, 5687. .5785 



Seq. No. 44259 
Gene No. 93248 
Start 12226 

Name OJ000210_23 . 0322 . C22 . ol . 

Start 3173 
GI none 

Exons 3173.. 3295, 3174.. 3299, 

3535. .3678, 3760. .3876, 
3983. .4060, 4175. .4246, 
4876. .4953, 4877. .4951, 
5415. .5498, 5453. .5506, 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_23.0322,C22 
12690 

TBLASTX : Soybean 

5788 

191 



3380. .3478, 3385. .3465, 3534. .3677, 

3761. .3880, 3974. .4057, 3975. .4058, 

4177. .4245, 4672. .4770, 4673. .4768, 

5045. .5251, 5064. .5252, 5064. .5252, 

5646. .5786, 5687. .5788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44259 
93248 
12226 

OJ000210_23.0322.C22.ol. tm 

3186 
none 

3186. .3299, 3197. .3295, 3380. 
3535. .3678, 3760. .3879, 3761. 
3974. .4054, 3975. .4058, 4175. 
4676. .4765, 4678. .4770, 4876. 
5049.. 5252, 5065.. 5250, 5066. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3478, 3385 
.3880, 3820 
.4246, 4175 
.4953, 4877 
.5251, 5415 



OJ000210 23.0322.C22 



12690 

TBLASTX: Maize 
5726 
189 

3465, 3534.. 3677, 

3885, 3967.. 4035, 

4246, 4673. .4768, 

4951, 4881. .4967, 

5498, 5646. .5726 



Seq. No. 44259 

Gene No. 93248 

Start 12226 

Name ' OJ000210_23 . 0322 . C22 . o2 . tm 

Start 6564 

GI none 

Exons 6564.. 6821, 6567.. 6845, 6580, 



Seq. ID OJ000210_23.0322.C22 
Strand 

End 12690 

Method TBLASTX: Maize 

End 7071 

Score 194 

.6828, 6831. .7031, 6841. .7071 



Seq. No. 44259 

Gene No. 93248 

Start ' 12226 

Name OJ000210_23 . 0322 . C22 . o2 . ts 

Start 6573 

GI none 

Exons 6573.. 6683, 6616.. 6666, 6681. 

6913. .7077, 7086. .7310, 7087. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 23.0322.C22 



12690 

TBLASTX: Soybean 
7641 
34 

6827, 6691.. 6828, 6828.. 7079, 
7134, 7492. .7641, 7493. .7636 



Seq. No. 44259 Seq. ID 

Gene No. 93248 Strand 

Start 12226 End 

Name OJ000210_23 . 0322 . C22 . o3 . tc Method 

Start 6576 End 

GI none Score 

Exons 6576.. 6821, 6613.. 6813 



OJ000210_23.0322.C22 
12690 

TBLASTX: Cress 

6821 

104 



Seq. No. 44259 Seq. ID 

Gene No.. 93248 Strand 

Start ' 12226 End 

Name OJ000210_23 . 0322 . C22 . o2 . tc Method 

Start 6933 End 

GI none Score 



OJ000210_23.0322.C22 
12690 

TBLASTX: Cress 

7642 

49 



45337 




Exons 


07JJ . .05 00/ 


by 4 0 , 


. . oyoy, 




.7310, 6970. .7311, 


7492. .7641, 




/'j 3D. . / Of* 
















oeq. no. 


4 4 o y 






- 


Seq. ID 


OJ000210 


_23.0322 


.C22 


Gene No. 


93248 








Strand 








Start 


12226 








End 


12690 






Name 




U O £. c. 1 


COO rsA 


• LIU 


Method 


TBLASTX : 1 


Maize 




o Ld ITT, 


7 fi ft Q 








End 


7642 






C T 


none 








Score 


70 






Exons 


7 Oft Q 7 1 R7 


7 non 


7 1 R 9 


7 1 C\A 


.7202, 7221.. 7310, 


7228. .7311, 




7 94 R 7 ^1 "3 


7 4 ft ^ 
1 4 0 0 - 


7 A 1 
. . / O *i J. , 


7 4 


.7642 








Seq. No. 


44259 










o.Tnnn9 1 n 


9? 0^99 


T99 


Gene No. 


93248 








OIL di it-i 








OLail 


12226 
















Name 


OJ000210 23. 


0322. 


poo c. 


• gs 


Mo i - V~i 


0 Iii IN 0 ^rlLN 






o Lair u 


12226 








p nr J 
HjI id 


1 9fiQn 






C T 


none 








Score 








TP /"\ t^* o 


12226. .12690 














Seq. No. 


44260 








Seq. ID 


OJ000210 


_23.0322 


.C23 


Gene No. 


93249 








Strand 


+ 






ouar u 


5756 ' 








End 


6076 






Name 


OJ000210 23. 


0322, 


r"? ^ 0 
. LZj . OZ 


. qs 


Method 


GENSCAN 








5756 








End 


6076 








none 








Score 


.61 






Exons 


5756. .6076 
















oeq . no . 


44260 








Seq. ID 


OJ000210 


_23.0322 


.C23 


Gene No. 


93250 








Strand 








Start 


1 








End 


1043 






Name 


OJ000210 23. 


0322. 


,C23.ol 


.np 


Method 


AAT/NAP 








1 








End 


1043 








5042463 








Score 


69 






HjXons 


1..44, 857.. 


1043 














ox UcSClip. 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


44260 








Seq. ID 


OJ000210 


9^ 0^99 


r 9 1 


Gene- No. 


93251 








Strand 








Of 3r f 


1550 








End 


2886 






Name 


OJ000210 23. 


0322. 


,C23.ol 


. gs 


Method 


GENSCAN 








1550 






End 


2886 








none 








Score 


.81 






LAUIlo 


1550. .1672, 


1678. 


, .1761, 


2686. 


.2886 








Seq. No. 


44260 








Seq. ID 


OJ000210 


_23.0322 


.C23 


Gene No. 


93252 








Strand 










7298 








End 


7.38 9 






Name 


OJ000210 23. 


0322. 


,C23.o3 


.gs • 


Method 


GENSCAN 






0 l ar l 


7298 








End 


7389 






GI 


none 








Score 


.74 






Exons 


7298. .7389 
















Seq.- No. 


44261 








Seq. ID 


OJ000350 


_14 .0314 


.C4 


Gene No. 


93253 








Strand 








Start 


616 








End 


3689 






Name 


OJ000350 14. 


0314 . 


,C4.ol.] 


np 


Method 


AAT/NAP 







45338 



Start 616 End 3639 

GI 7484899 . Score 1506 

Exons 616.. 942, 1436.. 1531, 1628.. 2143, 2189.. 2435, 2957.. 3109, 

' 3395.. 3639 

GI Descrip. cytochrome P450 homolog T19L18.2 Arabidopsis thaliana 

gi I 30754 0.0 |gb|AAC14"532.1| (AC004484) putative thromboxane- 
synthase [Arabidopsis thaliana] 



Seq. No. 44261 

Gene No. 93253 

Start 616 

Name OJ000350_14 . 0314 . C4 . ol . gp 

Start 3395 

GI uC-osrocyp013b01bl 

Exons * 3395.. 3689 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_14.0314.C4 

3689 
AAT/GAP 
3689 ' 
496 



Oe-152 Oryza sativa genomic 



Seq. No. 44261 Seq. ID 

Gene No. 93254 Strand 

Start 5046 End 

Name OJ000350_14 . 0314 . C4 . o2 . tm Method 

Start 607 End 

GI none Score 

Exons 607.. 738, 616.. 747, 617.. 739 



OJ000350_14.0314.C4 
6832 

TBLASTX: Maize 

747 

144 



Seq. No. 44261 Seq. ID 

Gene No. 93254 ' Strand 

Start 5046 End 

Name OJ000350_14 . 0314 . C4 . ol . ts Method 

Start 1505 End 

GI none Score 

Exons 1505.. 1534, 1625.. 1897, 1626.. 1892 



OJ000350_14 .0314 .04 
6832 

TBLASTX : Soybean 

1897 

183 



Seq. No. 


44261 








Seq. ID 


OJ000350_14.0314 


.C4 


Gene .No. 


93254 








Strand 






Start 


•504 6 








. End 


" 6832 




Name 


OJ000350 14 


.0314 


.C4.61. 


tm 


Method 


TBLASTX: Maize 




Start 


1611 








End 


1846 




GI 


none 








Score 


199 




Exons 


1611. .1835, 


1626 


. . 1844, 


1628. 


, .1846 






Seq. No. 


J4261 








Seq. ID 


OJ000350JL4 .0314 


.C4 


Gene No. 


93254 








Strand 






Start 


5046 








End 


6832 




Name 


OJ000350 14 


.0314, 


.C4 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1838 








End 


2149 




GI 


none 








Score 


129' 




Exons 


1838. .1912, 


1919, 


. .2149, 


1920. 


.2147 






Seq. No. 


44261 








Seq. ID 


OJ000350_14 .0314 


.C4 


Gene No. 


93254 








Strand 






Start 


5046 








End - 


6832 




Name 


OJ000350 14 


.0314, 


,C4 .o2. 


gs 


• Method 


GENSCAN 




Start 


5046 








End 


6832 




GI 


none 








Score 


.5 




Exons 


5046. .5215, 


6293. 


, .6749, 


6806. 


.6832 







45339 




Seq. No. 


44262 




Seq. ID 


OJ000350_r4.0314.C5 


C2. s~\ y\ ^ ' KT r\ 


Q *3 O c: c 
J J J 




O LlanU 




C 4- -i y'*£ ■ 


/ / 0 




i^na 


3 1 U / 


Name 


UJUUU jjU 14 . Uol4 .Lj .01 . 


gs 


Method. 




oCaiL 


/ / D 




ttno 


91 Q9 




none 




Score 


.44 


Exons 


77 1111 1 1 1944 


1 ? c 19 


91 Q9 




Seq. No. 


44262 




Seq. ID 


OJ000350_14.0314 . C5 




Q?9 R ^ 




Of- r-3 nH 










CjIIU 


"}7 07 


Name 


DTfinm^n id pr r\9 


+-tyi 
Lill 


\A S~\ -J— v~\ /pJ 


i d lao i a : Ma i z e 


Q-t- a -rt- 
O lal L 


77 _ 






Q1 


PT 


none 




Score 


1 Pl7 


Exons 


776 Q07 777 Q1 1 7ft? 


cn i 


TOC Q1 (T 




Seq. No. 


44262 




Seq. ID 


OJ000350_14 .0314 .C5 


Gene No. 


93255 




Strand ' 




Start 


776 




End 


3707 


Name 


OJ000350 14.0314.C5.ol. 


np 


Method 


AAT/NAP 


Start 


785 




End 


3707 


GI 


• 7484899 




Score 


1196 


Exons 


785. .1111, 1195. .1290, - 


1407. . 


1928, 1974 


..2227, 3683.. 3707 



GI Descrip. cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 



gi|3075400|gb|AAC14532.1,| (AC004484 ) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



Seq. No. 


44262 








Seq. ID 


OJ000350 


_14 .0314 


.C5 


Gene No. 


93255 








Strand 








Start 


776 








End 


3707 






Name 


OJ000350 14 


.0314 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1264 








End 


1676 






GI 


none 








Score 


64 






Exons 


1264. . 1293, 


1407 


. .1514, 


1407. 


.1676, 1408. .1671 






•Seq. No. 


44262 








Seq. ID 


OJ000350 


_14.0314 


,C5 


Gene No. 


93255 








Strand 








Start 


776 








End 


■ 3707 






Name 


OJ000350 14 


0314 


.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1403 








End 


1626 






GI 


none 








Score 


65 






Exons 


1403. .1480, 


1404 


. .1523, 


1404 . 


.1625, 1405. .1626 






Seq. No. 


44262 








Seq. ID 


OJ000350 


_14.0314 


.C5 


Gene No. 


93255 








Strand 








Start 


776 








End 


3707 






Name 


OJ000350 14. 


0314 


.C5.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1641 








End 


1934 






GI 


none 








Score 


128 






Exons 


1641. .1676, 


1704 


. .1934, 


1750. 


.1926 








Seq. No. 


44262 








Seq. ID 


OJ000350 


_14.0314 


C5 


Gene No. 


93255 








Strand 








Start 


776 








End 


3707 






Name 


OJ000350 14. 


0314 


.C5.ol. 


gp 


Method 


AAT/GAP 






Start 


3326 








End 


3417 







45340 




GI 5867_1.R1084 Score 134 

Exons 3326.. 3417 

GI Descrip. .;. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUI TIN-CONJUGATING 
■ V ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) "(UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 88 4_emb_CAA7 8714_ (Z14990) ubiquitin' conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 





nhi n\ i i !"i n rrnrinrrfli" i nrr pn 7 \rm 

U-kJ J- Li. J. 1 L 1 1 11 Lily I — _yllLC 


[Arabidopsis 1 






1 *1 — U J 


Seq. ID 


OJ000350 


i a n^i a n& 


OCI1C LS\J m 


93256 


Strand 


+ 




Start 


1197 


End 


4315 




Name 


OJ000350 14.0314.C6.o2.gs 


Method 


GENSCAN 






1197 


End 


4315 




rir 
\j _ 


none 


Score 


.63 




Exons 


1197. .1373, 1684. .1808, 2365. 


.2472, 2676. .2877, 


"577ft ^QQ4 




4191. .4315 








O C > LN \J ■ 


44263 


Seq. • ID 


OJ000350 


-L*± ■ UOJLf± • UD 




93256 


" Strand 


+ 




Start 


1197 


End 


4315 




Name 


OJ000350 14.0314.C6.o2.np 


Method 


AAT/NAP 




O Lai L 


1302 


End 


4251 




o J. 


4680186 


Score 


179 




Hi VS. vj 1 1 0 


1302.. 1337, 2688.. 2917, 3471. 


.3533, 4220.. 4251 




f^l T Ho opri n 

Ul Ly^i O — -L£J • 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Cpn Ma 


44263 


Seq. ID 


OJ000350 


i 4 n^i a r& 


Gene No. 


93257 


Strand 


+ 




Start 


4705 


End 


6780 




Name 


OJ000350 14.0314.C6.o3.np 


Method 


AAT/NAP 




O Lai L. 


4705 


End 


6780 






6907086 


Score 


450 




XT' \r ti 


4705. .5064, 5091. .5501, 5561. 


.5848, 6138. .6313, 


OjOI . .D/OU 




.(.AP001129) hypothetical protein [Oryza 


sativa] 




O fc; • LNtJ • 


44263 


Seq. ID 


OJ000350_ 


i a nil a r* £ 


Gene No. 


93258 


Strand 






Start 


431 


End 


947 




Name 


OJ000350 14.0314 .C6.ol.gs 


Method 


GENSCAN 




Start 


431 


End 


922 




GI 


none 


Score 


.93 




Exons 


431. .583, 696. .922 








Seq. No. 


44263 


Seq. ID 


OJ000350_ 


_14.0314.C6 


Gene No. 


93258 


Strand 






Start ■ 


431 


End 


947 • 




Name 


OJ000350 14.0314.C6.'ol.np 


Method 


AAT/NAP 




Start 


431 


End 


947 




GI 


7484899 


Score 


288 




Exons 


431. .583, 696. .947 








GI Descrip. 


cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 



gi| 3075400|gb|AAC14532. 1 | (AC004484) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



Seq. No. 44263 Seq. ID OJ000350_14 . 0314 . C6 



45341 




Gene No. 


93258 


Strand 




Of- a *-f- 




CjTXO. 


Q A H 

y4 / 


Name 


UJUUUJOU 1,4 .UjIS .LbiOl.tm 


Metnoa 


rBLASTX : Mai ze 


btart 


4ol 




Q O A 

o o 4 


IjjI 


none 


Score 


1 A A 

14 4 




A£C\ RftR fiQ*3 ftfid £QR fi 9 "3 
4 O x . • JO J r O -/O . .004/ Di70. . OZ J 






Seq. No. 


44263 


Seq. ID 


OJ000350_14.0314.C6 


Gene No. 


93258. 


Strand 




Of a v-f- 


4 O X 


End 


947 


Name 


UJUUUjjU 14-.UJ14.Ld.01.lW 


Method 


TBLASTX: Wheat 


otart 


ouu 


End 


850 


Lrl 


none 


Score 


48 


Exons 


enn cqq con ceo c en cqc 


657. .836, 695. .850, 695. .823 


Seq. No. 


44264 


Seq. ID 


OJ000350_14.0314 .C26 


Gene No. 


93259 


Strand 


+ 


OLdlL 


£ft 7 
DO / 


End 


1285 


Name 


UJUUUjjU 1 4 . U J 1 4 . Ks£ O . Ol . gS 


Method . 


GENSCAN 


b tar l 


DO / 


End 


1285 


CT 
bl 


none 


Score 


.76 


Exons 


DO / . . IZOD 






beq . wo . 


44264 


Seq. ID 


OJ000350 14.0314.C26 


belle JNO . 


93260 


Strand 


+ 


Cf o r f- 

OL.di.L- 


17511 


End 


19417 


Name 


OJ000350 14.0314.C26.o2.np 


Method 


AAT/NAP 


Start 


17511 


End 


19417 


ol 


6907087 


Score 


875 


Exons 


17511. .17879, 17931. . 18126, 18287 .. 18777 , 19316. .19417 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






beq. no. 


44264 


Seq. ID 


OJ000350_14 .0314 .C26 




93261 


Strand 


+ 


Start 


19882 


End ■ 


20263 


Name 


OJ000350 14.0314. C26.*o2.gp 


Method 


AAT/GAP 


Qf a yf- 

O Lai L 


19882 


End 


20263 


v^l 


uC-osflcyp033a04bl 


Score 


671 


Exons 


19882. .20263 






uescrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genorru 




DNA, chromosome 1, clone : P07 11E10 ' 




Seq. No. 


44264 


Seq. ID 


OJ000350_14.0314 .C26 


Gene No. 


93262 


Strand 






3279 


End 


8273 


Name 


OJ000350 14.0314.C26.o2.gs 


Method 


GENSCAN 


Of- -i v-+- 

b tar l 


3279 


End 


4805 




none 


Score 


.73 


Exons 


3279. .3611, 3852. .4805 






Seq. No. 


44264 


Seq. ID. 


OJ000350_14.0314.C26 


Gene No. 


93262 


Strand 




Start 


3279 


End 


8273 


Name 


OJ000350 14 .0314 .C26.ol.np 


Method 


AAT/NAP 


Start 


3285 


End 


8273 



45342 



GI 7484899 Score 1461 

Exons 3285.. 3611, 3852.. 3947, 4023.. 4548, 4597.. 4833, 7772.. 7924, 

8035.. 8273 

GI Descrip. cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 

gi I 3075400 | gb| AAC14532. 1 1 (AC004484) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



Seq. No. 44264 
Gene No. 93262 
Start 3279 

Name OJ000350_14 . 0314 . C26 . ol . gp 

Start 4036 

GI LIB34 33-035-P1-K1-G11 

Exons 4036.. 4415 

GI Descrip. '3075400 8 . 0e-20 (AC004484) putative thromboxane-A synthase 
[Arabidopsis thaliana] >gi__3413720 (AC004747) putative 
thromboxin-A synthase [Arabidopsis thaliana] 1 



Seq. ID OJ000350_14 .0314.C26 
Strand 

End 8273 

Method AAT/GAP 

End 4415 

Score 739 







4 4264 








Seq. ID 


OJ000'350_14 .0314 


CP f\ 






Q3?69 








Strand 








o Lai. L. 


397 Q 








End 


8273 










0314 

\J _J X 1 


P9fi n3 


g& 


Method 


GENSCAN 






OL.di.L- 


60S7 _ 








End 


8261 








iiLJi it! 








Score 


.66 






Exons 


6057. .6132, 


7772 


. .7924, 


8035. 


.8261 






Cn 


Q&ri Mn 

OC^ • IN LJ • 


4 4 9 64 

*i *i O *i 








Seq. ID 


OJ000350_14 .0314 


. \s£ 0 


t\ \ 

i h? 




Q3963 








Strand 








o Lai L 


J. JJJLU 








End 


22854 










0314 

U J11 


CO fi ol 


L o 


Method 


TBLASTX: Soybean 






u Lai L 


3921 _ 








End 


4292 






O J. 


ti nn d 
i iui it; 








Score 


54 




i y 


Exons 


3921 . .3950, 


4023 


. .4292, 


4036. 


.4092, 4195. .4287 






Seq. No. 


44264 








Seq. ID 


OJ000350_14 .0314 


.C26 


•~ z 


Gene No. 


93263 








Strand 








Start 


19310 








End 


22854 






Name 


OJ000350 14 . 


0314 


.C26.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


3999 








End 


4244 






GI 


none 








Score 


104 






Exons 


3999. .4241, 


4014 


. .4130, 


4194. 


.4244 








Seq. No. 


44264 








Seq. ID 


OJ000350_14 .0314 


C2 6 




Gene No. 


9.3263 








Strand 








Start 


19310 








End 


22854 






Name 


OJ000350 14. 


0314 


.C26.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


4233 








End 


4544 






GI 


none 








Score 


67 






Exons 


4233. .4322, 


4314 


. .4481, 


4314. 


.4544, 4336,. .4542 






Seq. No. 


44264 








Seq. ID 


OJ000350_14".0314 


C26 




Gene No. 


93263 








Strand 








Start 


19310 








End 


22854 






Name 


OJ000350 14. 


0314 


.C26.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7822 








End 


8223 






GI 


none 








Score 


109 






Exons 


7822. .7926, 


8030 


. .8176, 


8034. 


.8222, 8034. .8222, 8035. .8223 



45343 






Seq. No. 


44264 


Seq. ID 


OJ000350_14.0314 


.C26 




„ bene wo. 


y do 


Strand 








Start 


iyjiu 


End 


22854 






Name 


UJUUUoOU ±41 . Uol4 . bz O . Ol . tW 


Method 


TBLASTX: Wheat 






otart 


/ 0 ol 


End 


8175 






C T 

bi 


none 


Score 


43 






Exons 


"7QQQ *7QCO *7 Q 1 C innn 

/obi. . /oyy, /obi. . / yi j, /yUU. 


.7926, 8034 . .8174, 8035. .8175 




Seq. No. 


44264 


Seq. ID 


OJ000350_14.0314 


.C26 




Gene No. 


93263 


Strand 








OA 1 v- +- 

otart 


19310 


End 


22854 






Name 


OJ000350 14 .0314.C26.o5.gs 


Method 


GENSCAN 






otart 


19310 


•End 


22701 






bl 


none 


Score 


.65 






Exons 


19310. .19416, 19862. .20013, 20112 .. 20165, 2 1322 .. 2 14 60, 








22542. .22701 










Seq. No. 


44264 


Seq. ID 


OJ000350_14.0314 


.C26 




Gene No. 


93263 


Strand 








Start 


19310 


End 


22854 






Name 


OJ000350 14.0314.C26.o3.np 


Method 


AAT/NAP 






Start 


19810 


End 


21759 






GI 


4680186 


Score 


247 






Exons 


19810. .20013, 21628. .21759 








f n 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




rl i 
: L3 


oeq.. cmo . 


44264 


Seq. ID 


OJ000350_14.0314 


.C26 


» s-s 


Gene No. 


93263 


Strand 








Start 


19310 


End ' 


22854 






Name 


OJ000350 14.0314.C26.o4.np 


Method 


AAT/NAP 




i -J 


Start 


22028 


End 


22854 




f j = 


bl 


5295955 


Score 


447 






Exons 


22028. .22854 








JSS5, 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 










Seq. No. 


44265 


Seq. ID- 


OJ000350 14.0314 


C27 




Gene No. 


93264 


Strand 


+ 






otart 


2423 


End 


7000 






Name 


OJ000350 14.0314.C27.o2.np 


Method 


AAT/NAP 






otart 


2423 


End 


6997 






bl 


4680179 


Score 


6595 






Exons 


2423. .6997 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


44265 


Seq. ID 


OJ000350_14 .0314, 


C27 




Gene No . 


93264' 


Strand 


+ 






Start 


2423 


End 


7000 






Name 


OJ000350 14 .0314.C27.ol.gs 


Method 


GENSCAN 






Start 


2426 


End 


7000 






GI 


none 


Score 


. 99 






Exons 


2426. .7000 










Seq. No. 


44265 


Seq. ID 


OJ000350_14 .0314. 


C27 




Gene No. 


93265 


Strand 








Start 


1 


End 


5065 





45344 



Name OJ000350_14 . 0314 . C27 . ol . np Method AAT/NAP 

Start 1 End 4962' 

GI 5295955 .. . Score 213 

Exons 1.-43, 696. . 810, • 1350. . 1466, 2618.. 2769, 4939.. 4962 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 44265 

Gene No. 93265 

Start 1 

Name OJ000350_14 . 0314 .C27 . o7 . tw 

Start 2692 

GI none 
Exons 



Seq. ID OJ000350_14.0314 .C27 
Strand 

End 5065 

Method TBLASTX : Wheat 

End 3055 

Score 298 



269.2.. 2796, 2696.. 3055, 2821.. 3054 



Seq. No. 44265 Seq. ID 

Gene No. 93265 Strand 

•^S.tart 1 End 

Name OJ000350_14 . 0314 . C27 . o7 . tm Method 

Start 2936 End 

GI none Score 

Exons 2936.. 3232, 2953.. 3123 



OJ000350_14.0314.C27 
5065 

TBLASTX: Maize 

3232 

199 



Seq. No. "44265 ' Seq.' ID 

Gene No. 93265 Strand 

Start 1 End 

Name OJ000350_14 . 0314 . C27 . 06 . tm Method 

Start 3578 End 

GI none Score 

Exons 3578.. 3898 



OJ000350_14.0314.C27 
5065 

TBLASTX: Maize 

3898 

204 



Seq. No. 44265 

Gene No. 93265 

Start 1 

Name OJ000350_14 . 0314 . C27 . 08 . tw 

Start 3631 

GI none 

Exons 3631.. 3771, 3632.. 3985, 3815. 



Seq. ID OJ000350_14.0314 .C27 
Strand 

End 5065 

Method TBLASTX : Wheat 

End 3985 

Score 258' 
.3949 



Seq. No. 44265 Seq. ID 

Gene No. 93265 Strand 

Start 1 End 

Name OJ000350_14 . 0314 . C27 . o4 . tw Method 

Start 4156 End 

GI none Score 

Exons 4156.. 4599, 4160.. 4642 



OJ000350_14.0314.C27 
5065 

TBLASTX: Wheat 

4642 

536 



Seq. No. 44265 Seq. ID 

Gene No. 93265 Strand 

Start 1 End 

Name OJ000350_14 . 0314 . C27 . o3 . tm Method 

Start 4229 End 

GI none Score 

Exons' 4229. .4696," 4316.. 4426/ 4502.. 4663 



OJ000350_14.0314 .C27 
5065 

TBLASTX: Maize 

4696 

384 



Seq. No. 
Gene No. 



44265 . 
93265 



Seq. ID OJ000350_14.0314 .C27 
Strand 



45345 



Start 

Name 

Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_14, 

4229 

none 

4229. .4510, 

44265 
93265 
1 

OJ000350_14 . 

4583 

none 

4583. .4615, 
4735. .4968 



0314,C27.o4.ts 



4312. .4509 



End 5065 

Method TBLASTX : Soybean 

End V4510 

Score " 183 



Seq. ID OJ000350_14 .0314 .C27 
Strand 

End' 5065 

Method TBLASTX : Soybean 

End 4978 

Score 57 

4583. .4615, 4619. .4978, 4622. .4696, 4623. .4760, 



0314 .C27.ol.ts 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44265 
93265 
1 

OJ000350_14', 

4691 

none 

4691. .4993, 

44265 
93265 
1 

OJ000350_14 . 

4712 

none 

4712. .5065, 

44265 
93266 
4994 

OJ000350_14. 

4994 

none 

4994. .5503, 

44265 
93266 
4994 

OJ000350_14. 

5003 

none 

5003. .5245 



0314.C27.o5.tw 
4729. .4992 

0314.C27.o5.tm 
4723. .4965 

0314.C27.o2.tw 
5026. .5412 

0314.C27.o3.ts 



Seq. ID OJ000350_14.0314.C27 
Strand- 
End 5065 
Method TBLASTX : Wheat 
End 4 993 
Score 389 



Seq. ID OJ000350_14 .0314 .C27 
Strand 

End ' 5065 

Method TBLASTX : Mai ze 

End 5065 

Score 323 



Seq. ID OJ000350_14 .0314.C27 
Strand 

End 5503 

Method TBLASTX : Wheat 

End 5503 ^ . . 

Score. 64 3 



Seq. ID OJ000350_14.0314.C27 
Strand 

End 5503 

Method TBLASTX : Soybean 

End 5245 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44265 
93266. , 
4 994 ' 

OJ000350_14, 

5066 

none 

5066. .5419, 

44265 
93267 



0314.C27.o2.tm 



5068. .5334, 5108. 



Seq. ID OJ000350_14 .0314.C27 
Strand 

End 5503 

Method TBLASTX: Maize 

End 5419 

Score 483 
.5404 

Seq. ID OJ000350_14 .0314 .C27 
Strand 



45346 



Start 
Name 
Start 
GI 

Exons 



5507 

OJ000350_14, 

5507 

none 

5507. .5986, 



0314 .C27.o3.tw 



5525.. 5953, 5602. 



End 

Method 
End 
Score 
.5985 



6952 

TBLASTX: Wheat 

5986 . 

568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44265 
93267 
5507 

OJ000350_14, 

5684 

none 

5684. .5866, 



0314.C27.ol.tc 



5867.. 6010, 5932. 



Seq. ID 
Strand ■ 
End 

Method . 
End 
Score 
. 6009 



OJ000350_14 . 0314 . C27 
6952 

TBLASTX : Cress 

6010 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44265 
93267 
5507 

OJ000350_14, 

5774 

none 

5774. .6034, 



0314.C27.o2.ts 



5779.. 5880, 5966. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6034 



OJ000350_14 .0314 .C27 
6952 

TBLASTX: Soybean 

6034 

277 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44265 
93267 
5507 

OJ000350_14 , 

5832 

none 

5832. .6023, 



0314.C27.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_14 .0314 .C27 
6952 

TBLASTX: Maize 

6124 

368 



5834. .6124, 5903. .6115, 5935. .6120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 4265 
93267 
5507 

OJ000350_14 

5993 

none 

5993. .6619, 



0314 .C27.ol. tw 



6.9,4 9. . 66T8 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_14.0314 .C27 
6952 

TBLASTX: Wheat 

6619 

668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44265 
93267 
5507 

OJ000350_14, 

6173 

none 

6173. .6334, 
6334. .6429, 



0314 .C27.ol. tm 



6176. .6325, 6181. 
6491.. 6760, 6499. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6327, 6332 
. 6759 



OJ000350 14.0314.C27 



6952 

TBLASTX: Maize 
6760 
222 

6430, 6332.. 6400, 



Seq. No. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 



44265 
93267 
5507 

OJ000350JL4 . 

6619 

none 

6619. .6756, 



0314 .C27.o6.tw 



6620. .6952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0003502_l4.0314.C27 
6952 

TBLASTX: Wheat 

6952 

307 



Seq. No. 
Gene No. 



44266 
93268 



Seq. ID OJ000350_14.0314.C28 
Strand + 



45347 




Start 911 End 1177 

Name . OJ000350_14 . 0314 . C28 . ol . gp Method AAT/GAP 

.Start 911- End 1177 

GI uC-osflcyp013a06bl Score 190 

Exons 911.. 945, 1051.. 1177 



GI Descrip. ' 4538905/emb| CAB39642 . 1 | 5.0e-36 (AL049482) putative protein 
[Arabidopsis 'thaliana] 1 



beq. no. 


A A 0 C C 
4 H Z O D 






Seq. ID 


OJUUU3o0_14 . 0 314 . CZo 


Gene No. 








Strand 






1 
1 






End 


508 


Name 


OJ000350 14 


.0314 .C28.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


508 


bl 


7340909 






Score 


167 


Exons 


1..122, 189 


. .508 








GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44266 






Seq. ID 


OJ000350_14.0314.C28 


bene no . 


93270 






Strand 




Start 


3017 






End 


4689 


Name 


OJ000350 14 


.0314.C28.o2. 


np 


Method 


AAT/NAP 


Start 


3017 






End 


4689 


bl 


5281041 






. Score 


1172 


Exons 


3017. .3643, 


3779. .4689 








GI Descrip. 


(AL080318) 


f lavonoid 3 1 , 


5V- 


hydroxylase-like protein 




[Arabidopsis thaliana] 








Seq . No . ; 


44266 






Seq. ID 


OJ000350_14.0314.C28 


bene no. 


93270 






Strand 




OlaiL 


3017 






End 


4689 


Name 


OJ000350 14 


.0314.C28.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3020 






End 


3637 


GI 


none 






Score 


156 


Exons 


3020. .3259, 


3021. .3308, 


3284 


..3544, 32£ 


J4..3400, 3285. .3632, 




3449. .3637 










Seq. No. 


44266. 






Seq. ID 


OJ000350_14.0314 .C28 


Gene No. 


93270 






Strand 




Start 


3017 






End 


4689 


Name 


OJ000350 14 


.0314.C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3020 






End 


4545 


GI 


none 






Score 


58 


Exons 


3020. .3112, 


3108. .3260, 


3119 


..3259, 3266. .3541, 3275.-3643, 




3276. .3629, 


3571. .3633, 


4426 


. .4545 





Seq. No. 


44266 






Gene No. 


93270 






Start 


3017 






Name 


OJ000350 14. 


.0314 


.C28.ol 


Start 


3107 






GI 


none 






Exons 


3107. .3259, 


3120 


. .3260, 


Seq. No. 


44266 






Gene No. 


93270 






Start 


3017 






Name 


OJ000350 14, 


.0314 


.C28.ol 



Seq. ID OJ000350_14.0314.C28 
Strand 

End 4 689. 

.tw Method TBLASTX: Wheat 

End 3379 

Score 90 
3272. .3379, 3273.. 3377 

Seq. ID OJ000350_14.0314.C28 
Strand 

End 4689 

.ts Method TBLASTX: Soybean 



45348 



Start 
GI 

Exons 



3119 End 4534 

none Score 42 

3119. .3403, 3198. .3230, 3249. .3401, 3423. ,3644, 3449. .3643, 

3869.. 40'93, 3906 .\ 4040, 3908.. .4057, 4220 . /4318 , ""4 37 9 . . 4 534 



Seq. No. 44266 

Gene No. 93270 

Start 3017 

Name OJ000350_14 . 0314 . C28 . o3 . tm 

Start 3779 

GI none 

Exons 3779..3868, 3785.. 3868, 3795, 



Seq. ID OJ000350_14.0314.C28 
Strand 

End 4 68 9 

Method TBLASTX: Maize 

End 4006 

Score 68 

.3932, 3878. .4006, 3878. .4006 



Seq. No. 44266 

Gene No. 93270 

Start 3017 

Name OJ000350_14 . 0314 . C28 . o2 . tc 

Start 3806 

GI none 

Exons 3806.. 4120, 4082.. 4192, 4107. 

4340. .4522, 4382. .4522, 4536. 



Seq. ID OJ000350__14.0314.C28 
Strand 

End 4 68 9 

Method TBLASTX : Cress 

End 4580 

Score 71 

.4184, 4196.. 4342, 4338.. 4502, 
.4580 



Seq. No. .^44266 

Gene No.. " ! 93270 

Start 3017 

Name OJ000350_14 . 0314 . C28 . o2 . tm 

Start 4061 

GI none 

Exons 4061.. 4087, 4071.. 4205, 4091. 

4250. .4294, 4254. .4295 



OJ000350_14.0314.C28 
4689 

TBLASTX: Maize 

4295 

110 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4201, 4187. .4264, 4191. .4262, 



Seq. No. 44266 Seq. ID 

Gene No. 93270 Strand 

Start 3017 End 

Name OJ000350_14 . 0314 . C28 . o2 . gp Method 

Start 4068 / End 

GI uC-osf Icyp005h08bl Score 

Exons • • 4068. . 4419 

GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ000350_14.0314.C28 

4689 
AAT/GAP 
4419. 
700' " : - ■ 



Seq. No. 44267 

Gene No. 93271 

Start 395 

Name OJ000350_14 . 0314 . C29 . ol . gs 

Start 395 

GI none 
Exons 



Seq. ID OJ000350_14.0314.C29 



Strand 
End 

Method 

End 

Score 



+ 

2248 
GENSCAN 
2248 
.79 



395. .493, 640. .1047, 1156. .1428, 1515. .1808, 2129. .2248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44267 Seq. ID 

93271 Strand 

395 End 

OJ000350_14 .0314 .C29.ol.np Method 

410 End 

4006915 Score 



OJ000350_14.0314.C29 
+ 

2248 
AAT/NAP 
V1850 
692 



410. .493, 637. .1047, 1156. .1428, 1515. .1850 

(Z99708) hypothetical protein [Arabidopsis thaliana] 



45349 




Seq. No. 44267 

Gene No. 93272 

Start 1803 

Name OJ000350_14 . 0314 . C29 . ol 

Start 419 , . 

GI none 

Exons 419.. 502, 427.. 501, 631 

Seq. No. 44267 

Gene No. 93272 

Start 1803 

Name OJ000350_14 . 0314 . C29 . ol 

Start 940 
GI . none 

Exons 940.. 1002, 1147.. 1428, 




Seq. ID OJ000350_14.0314.C29 
Strand. 

End 3319 

.tm Method TBLASTX: Maize 

End 1047 

Score 78 
. .801, 823. .894, 940. .1047 

Seq. ID OJ000350_14 .0314 .C29 
Strand 

End 3319 

.ts Method TBLASTX: Soybean 

End 1583 

Score 73 
1149. .1427, 1509. .1583, 1511.-. 1582 



Seq. No. 44267 

Gene No. 93272 

Start 1803 

Name OJ000350_14 . 0314 . C29 . o2 . np 

Start 1803 

GI 7488217 

Exons 1803.. 1851, 3020.. 3138, 3219. 
GI De scrip. 



OJ000350 14.0314.C29 



Seq. ID _ 
Strand 

End 3319 
Method AAT/NAP 
End 3319 
Score 8 6 
.3319 

probable TMV resistance protein - Arabidopsis thaliana 
gi|2244793|emb|CAB10216.1| (Z97336) disease resistance N like 
protein [Arabidopsis thaliana] gi | 7268142 | emb | CAB78479 . 1 | 
(AL161538) disease resistance N like protein [Arabidopsis 
thaliana] 



Seq. No. 44267 Seq. ID 

Gene No. 93272 Strand 

Start 1803 End 

Name OJ000350_14 . 0314 . C29 . o2 . gs Method 

Start 2983 End 

GI none _ Score 

Exons 2983. . 3188 



OJ000350_14.0314.C29 

3319 
GENSCAN 
3188 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44268 
93273 
1 

OJ000350_14.0314.C30.ol.np 
1 

2829910 



OJ000350 14.0314.C30 



Seq. ID _ 
Strand 

End 11014 
Method AAT/NAP 
End 3802 
Score 2119 

1..232, 308. .2192, 2881. .3140, 3299. .3385, 3483. .3572, 
3661. .3802 

(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



44268 Seq. ID 

93273 Strand 

1 End 

OJ000350_14 . 0314 . C30 . o4 . tm Method 

8 9 End 

none Score 



OJ000350_14.0314.C30 
11014 

TBLASTX: Maize 

556 

92 



89. .232, 123. .233, 132. .233, 300. .407, 306. .395, 308. .472, 
434. . 484, 473. .493, 506. .556, 511. .549 



45350 



Seq. No. - 44268 
Gene No. 93273 
Start 1 

Name OJ000350_14 . 0314 . C30 . ol . gs 

Start 233 
GI none 

Exons 233.. 1653, 1875.. 2316, 2873 

3661. .3747, 4645 
6817.. 6853, 6983 



Seq. ID 

Strand-- 

-End 

Method 

End 

Score 



OJ000350_14 .0314 .C30 

11014 
GENSCAN 

10826 . 
.65 



2956, 3024.. 3140, 
4812, 5951. .6070, 6186. .6344, 
7101, 7397. .7520, 8159. .8247, 10719. .10826 



3483. .3572, 
6517.. 6736, 





o e q . in u . 




oeq . i u 






f~* /~\ y->> M /-\ 

bsne lno . 


.7 O c. f O 


otrana 






OLdlL 


1 


LtTWjL 


1 1 U 1 fi 




Name 


UUUUUj JU 1 fi . U J 1 fi , LjU . • US 


Method 


i DiiAo i a : boyoean 




Oldil. 


A Q ^ 

ft _7 «J 


_na 


QQQ 

o o y 






none 


Score 


1 / Z 






493. .531, 599. .697, 686. .889, 


720. .881 






Seq. No. 


44268 


Seq. ID 


OJ000350_14 .0314 .C30 




ocllc LNO . 


93273 


Strand 






oiart 


1 


End 


11014 




Name 


OJ000350 14.0314.C30.o3.tm 


Method 


TBLASTX: Maize 




C -f- v +- 


711 


End 


922 




P T 


none 


Score 


190 




Lxons 


711. .920, 713. .922, 788. .922 






f jf 


<j ~ * i\ \j . 


44268 


Seq. ID 


OJ000350_14.0314.C30 




Gene No.- 


93273 


Strand 






Start 


1 


End 


11014 




Name 


OJ000350 14.0314.C30.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8 92 


End 


1944 




GI 


none 


Score 


95 




Exons 


892. .1125, 893. .1072, 893. .1384, 1027.. 


1284, 1056. .1382, 






1097. .1408, 1427. .1615, 1448. 


.1573, 1705.. 1893, 1708.. 1788, 






1747. .1944, 1846. .1941 








Seq. No. 


44268 


Seq. ID 


OJ000350_14.0314.C30 




Gene No. 


93273 


Strand 






Start 


1 


End 


11014 




Name 


OJ000350 14 .0314 .C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


923 


End 


2070 




GI 


none 


Score 


81 




Exons 


923. .1126, 929. .1111, 929. .1126, 1049.. 


1147, 1184. .1339, 






1241. .1441,. 1305. .1376, 1416. 


.1634, 141 


8. .1639, 1427. .1630, 



1490. .1555, 1541. .1642, 1589. .1648, 1639. .2010, 1640. .1822, 
1699. .1788, 1747. .1950, 1807. .1995, 1877. .2011, 2047. .2070 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44268 
93273 
1 

OJ000350 
929 
none 
929. 
1427 
1843 



14.0314 .C30.ol.tc 



1081, 1025.. 
.1594, 1523. 
.1944, 1846. 



1471, 1027. 
.1639, 1589 
. 1998 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,1335, 1056. 
.1627, 1708 



OJ000350 14.0314.C30 



11014 
TBLASTX: 
1998 . 
112 
1469, 
. 1788, 



Cress 



1363. , 
1717. 



1470, 
. 1890, 



45351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44268 
93273 
1 

OJ000350_14 .0314.C30.o4 .ts 
1945 



none 
1945. 
3481. 
3665. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2025, 2044.. 2088, 3078.. 3140, 
3564, 3482.. 3571, 3483.-3572, 
3718 



OJ000350_14.0314.C30 
11014 

TBLASTX: Soybean 
3718 
61 

3296..338S, 3300.. 3368, 
3490.. 3573, 3664.. 3708, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44268 Seq. ID 

93273 Strand 

1 End 
OJ000350_14 .0314 .C30.o2.np Method 

4772 End 

7486148 Score 

4772. .4879, 5749. .5826, 5951. .6066, 



OJ000350 14.0314.C30 



11014 
AAT/NAP 
6753 
215 
6173. .6338, 



6514 . . 6753 



hypothetical protein F25I24.60 - Arabidopsis thaliana 
gi|4539359|emb|CAB40053.1| (AL049525) putative protein 
[Arabidopsis thaliana] gi | 7267783 | emb I CAB81186 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 14.0314.C30 



44268 
93273 
1 

OJ000350_14 .0314 .C30.ol.gp 
5300 

53424_1.R1084 - 
5300. .5775, 6012. .6070, 6186, 
6983. .7064 

M455244/emb|CAB36743.1| 1.0e-20 (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



11014 
AAT/GAP 
7064 
1938 



,6344, 6517.. 6736, 6817.. 6853, 



44268 
93273 
1 

OJ000350_14 .0314 .C30.O3. ts 

5598 

none 

5598. .5624, 5752.-5823, 5786, 
6186. .6347, 6487.-6732, 6512, 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000350 14.0314.C30 



11014 

TBLASTX: Soybean 
6999 
36 

5824, 5948. .6067, 5949. .6047, 
6733, 6816.. 6857, 6982.. 6999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44268 
93273 
1 

OJ000350_14 .0314 .C30.o3.tc 

5722 

none 



Seq. ID OJ000350_14.0314.C30 
Strand 

End 11014 

Method TBLASTX : Cress 

End *" 6347" 

Score 60 



5722. .5823, 5732. .5824, 5951. .6067, 5958. .6065, 6186. .6347 



44268 
93273 
1 

OJ000350_14 .0314 .C30.o2.tc 

6484 

none 



Seq. ID OJ000350_14.0314.C30 
Strand 

End 11014 

Method TBLASTX : Cress 

End 6736 

Score 81 



45352 



. Exons 



6484. .6732, 6487. .6729, 6500. .6736 



Seq. No. 44268 

Gene No. 93273 

Start 1 

Name - OJ000350_14 .J)314 . C30 . o2 . tm 

Start 6512 

GI none 
Exons 



Seq. ID OJ000350__14.0314.C30 
•Strand 

End 11014 

Method TBLASTX: Maize 

End 7085 

Score 111 



6512. .6616, 6514. .6615, 6595. .6735, 6613. .6732, 6614. .6802, 
6623. .6733, 6816. .6878, 6816. .6857, 6817. .6894, 6951. .7085, 
6961. .7032, 6987. .7067 



Seq. No. 44268 

Gene No. 93273 

Start 1 

Name OJ000350_14 . 0314 . C30 . o2 . gp 

Start 7825 

GI none ^. 
Exons 



Seq. ID OJ000350_14.0314.C30 
Strand 

End 11014 

Method AAT/GAP 

End 11014 

Score 2027 



7825. .8682, 107 19 .. 10826, 10924. .11014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000350_14 .0314.C31 

Strand 

End 914 

Method AAT/GAP 

End 914 

Score 1202 



44269 
93274 
1 

OJ000350_14.0314.C31.ol.gp 
1 

38467_1.R1084 
1..326, 618. .914 

'5042452/gb|AAD38289.1|AC007789_15 4 . Oe-30 (AC007789) putative 
ABA induced plasma membrane protein [Oryza sativa] 1 



44269 
93274 
1 

OJ000350_14.0314 .C31.ol.gs 

:*7 

none 

7. .326, 362. .526, 618. .816 



Seq. ID OJ000350_14.0314.C31 

Strand 

End 914 

Method GENSCAN 

End 816 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44269 
93275 
13971 

OJ000350_14.0314.C31.o3.gs 

13971 

none 



Seq. ID OJ000350_14 .0314 .C31 
Strand 

End 15862 

Method GENSCAN 

End 15755 

Score .83 



13971. . 14061, 14409. . 14543, 14 911 .. 14 984 , 15090 .. 15135, 
15226. . 154 45, 15629. . 15755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44269 
93275 . 
13971 

OJ000350_14 . 0314 .C31.ol.np 

14255 

5042452 



Seq. ID OJ000350_14 .0314 .C31 
Strand 

End 15862 ' 

Method AAT/NAP 
End 15752 
Score -410 

14255. . 14303, 14 911 .. 15031, 1508 6 .. 15135 , 15226. . 154 45, 
15629. . 15752 

(AC007789) putative ABA induced plasma membrane protein [Oryza 
sativa] 



45353 



Seq. No. 


A A O *T (\ 

4 42 69 




Seq. ID 


OJ000350JL4.0314 


.C31 


Gene No.. 


93275 




Strand 






Start 


13971 




End 


15862 




Name 


OJ000350 14.0314.C31 


.o3.gp 


Method 


AAT/GAP 




Start 


14775 


End 


15862 




GI 


5038579 




Score 


1304 




Exons 


14775. . 14984, 15090. 


.15135, 


15226. .15445, 15629. .15862 




GI Descrip. 


5042452/gb|AAD38289. 


1IAC007789 15 4 . Oe 


-30 (AC007789) putative 




ABA induced plasma membrane 


protein [Oryza sativa] 




Seq. No. 


44269 




Seq. ID 


OJ000350_14.0314 


.C31 


Gene No. 


93276 




Strand . 






Start 


16315 




End 


23776 




Name 


OJ000350 14.0314.C31 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15222 




End 


15414 




GI 


none 




Score 


259 




Exons 


15222. . 15413, 15223. 


.15414, 


15223. .15282, 15225. .15314, 






15284 . . 15319, 15381. 


.15413 








Seq. No. 


44269 




Seq. ID 


OJ000350_14 .0314 


.C31 


Gene No . 


93276 




Strand 






Start 


16315 




End 


23776 




Name 


OJ000350 14.0314.C31 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15627 




End 


15759 




GI 


none 




Score 


180 




Exons 


15627. .15758, 15628. 


.15759 








Seq. No. 


44269 




Seq. ID 


OJ000350JL4.0314 


.C31 


Gene No. 


93276 




Strand 






Start 


16315 




End 


23776 




Name 


OJ000350 14.0314.C31 


. o4 . gs 


Method 


GENSCAN 




Start 


16315 




End 


23715 




GI 


none 




Score 


.52 




Exons 


16315. .16477, 17646. 


.17962, 


17992. .18133, 18651 .. 18863, 






18960. . 19112, 19420. 


.19532, 


19810. .19868, 21296. .21745, 






23077. .23305, 23491. 


.23715 








Seq. No. 


44269 




Seq. ID 


OJ000350_14 .0314 


C31 


Gene No. 


93276 




Strand 






Start 


16315 




End 


23776 




Name 


OJ000350 14.0314.C31 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


23564 




End 


23776 




GI 


none 




Score 


45 




Exons 


23564 . .23593, 23594. 


.23776, 


23710. .23775 




Seq. No. 


44270 




Seq. ID 


OJ000350_14.0314. 


C32 


'Gene No . ' 


93277 




Strand 


+ 




Start 


1 




End. 


1566 




Name 


OJ000350 14.0314.C32 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1566 




GI 


3688191 




Score 


119 




Exons 


1..188, 1537. .1566 










GI Descrip. 


(AJ010090) MAP3K alpha protein kinase 


[Arabidopsis thaliana] 


Seq. No. 


44270 




Seq. ID 


OJ000350_14.0314. 


C32 


Gene No. 


93277 




Strand 


+ 





45354 






Start 


1 


End 


1566 






Name 


OJ000350 14.0314.C32.ol.tm 


Method • 


TBLASTX : Mai ze 






Start 


105 


End 


616 






GI 


none 


Score 


62 






Exons 


105. .155, 107. .151, 193. .252, 198. .254 


, 240 . .416, 240 . . 


368 , 






446. .616 










Seq. No. 


44271 


Seq. ID 


OJU00350 14.0314 


. C35 




Gene No. 


93278 


Strand 








Start 


1 


End 


2679 






Name 


OJ000350 14.0314.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2679 






GI 


7228457 


Score 


3784 






Exons 


1..882, 1005. .1837, 1901. .2679 








GI Descrip. 


(AP001366) ' Similar to Sorghum bicolor 


Gypsy-Ty3 type 








retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 






sativa] 










Seq. No. 


44271 


■ • Seq. ID 


OJ000350 14.0314 


.C35 




Gene No. 


93278 


Strand 








Start 


1 


End 


2679 






Name 


OJ000350 14.0314.C35.o4.tw 


Method 


TBLASTX: Wheat 






Start 


4 


End 


402 






GI 


none 


Score 


56 






Exons 


4. .93, 14. .82, 127..378, 137. .313, 154 


..402 




Li i 


Seq. No. 


44271 


Seq. ID 


OJ000350 14.0314 


.C35 


; br 


Gene No. 


93278 


Strand 






H~ — s 


Start 


1 


End 


2679 






Name 


OJ000350 14.0314.C35.ol.gs 


Method 


GENSCAN 






Start 


39 


End 


2557 




f ! ; 


GI 


none 


Score 


. 6 




E 


Exons 


39. .1219, 1464. .1837, 1901. 


.2557 






1:3 


Seq. No. 


44271 


Seq. ID 


OJ000350_14 .0314 


. C35 


'"4 


Gene No. . 


- 93278 


Strand 






'~ si 


Start 


1 - 


* End 


2679 




%J 


Name 


OJ000350 14.0314 .C35.ol.ts 


Method 


TBLASTX: Soybean 






Start 


811 


End 


1182 




fl 


GI 


none 


Score 


84 






Exons 


811. .1182, 1022. .1165 










Seq. No. 


44271 


Seq. ID 


OJ000350_14.0314 


.C35 




Gene No. 


93278 


Strand 








Start 


1 


End 


2679 






Name 


OJ000350 14.0314.C35.o2.tw 


Method 


TBLASTX: Wheat 






Start 


841 


End 


1259 






' GI 


none 


' Score 


258 






Exons 


841.. 1206, 866. .1207, .,982. . 


1224, 1208. 


.1258, 1212.. 1259 






Seq. No. 


44271 


Seq. ID 


OJ000350_14.0314 


.C35 




Gene No. 


93278 


Strand 








Start 


1 


End 


2679 






Name 


OJ000350 14. 031.4. C35.o2.tm 


Method 


TBLASTX: Maize 






Start 


934 


End 


1315 






GI 


none 


Score 


191 






Exons 


934. .1209, 953. .1207, 1216. 


.1281, 1217 


. . 1315 





45355 



-Seq.. No- 

"Gene-* -lib". 

.Start 

Name 

Start 

GI 

Exons 



44271, 



93278- . >■ r :> .Strand 

1 • End 
OJ000350_14 . 0314 . C35 . ol . tm Method 
1343 End 
none Score 
1343. .1459, 1343. .1699, 1353. .1664 



.■Seq... ID- OJ000350 14.0314.C35 



2679 

TBLASTX: Maize 

1699 

73 



Seq. No. 


44271 






Seq. ID 


OJ000350__14.0314 


.C35 


t^ene ino . 


yjz / 0 






Strand 






otart 


1 






End 


0 /" t n 

267 9 




Name 


UJUUUjjU ±4.UJlfi 


. Ljj . Ol 


. tw- 


Method 


TBLASTX : Wheat 




b tar l 


1 J D / 






End 


1 0 0 ft 




C T 


none 






Score 


Oil 

zl / 




Exons 


1 Tfrn IOOQ TT7*3 
1 Jb / . . Ib^b , 1J/J 


1 O O O 

. . IbZO , 


1374 . 


1 O O ft 






Seq. No. 


44271 






Seq. ID 


OJ000350_14.0314 


.C35 


bene ino . 


00970 
y JZ / 0 






Strand 






Start 


i 






End 


0 1 ft 
2679 




Name 


OJUUUJoU 14.UJ14 


. Coo . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 A O A 

14^4 






End 


1789 




T 

bl 


none 






Score 


lib 




Exons 


1/10/ 1 C C O 1 ccc 
14^4. .lOOCf, 1 0 6 0 


. . l /by 










Seq. No. 


44271 






Seq. ID 


OJ000350_14 .0314 


C35 


Gene No. 


93278 






Strand 






Start 


1 






End 


2679 




Name 


OJ000350 14.0314 


.C35.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


2030 






End 


2480 




GI 


none 






Score 


176 




Exons 


2030.. 2479, 2031 


. .2285, 


2307. 


.2480 






Seq. No. 


44272 






Seq. ID 


OJ000350_14.0314. 


C36 


Gene No. 


93279 






Strand 






Start 


41 






End 


1575 




Name 


OJ000350 14.0314 


.C36.ol. 


gs 


Method 


GENSCAN 




Start 


41 






End 


1575 




GI 


none 






Score 


.72 




Exons 


41. .1364, 1401.. 


1575 











Seq. No. 44272 . Seq. ID 

Gene No. 93279 Strand 

Start 41 End 

Name OJ000350_14 . 0314 . C36 . ol . np Method 

Start 48 End 

GI 6721562 Score 

Exons 48.. 1293 

GI Descrip. (AP001073) -.Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



OJ000350_14.0314.C36 

1575 
AAT/NAP 
1293 
1653 



Seq. No. 
Gene No. 
Start 



44272 
93279 
41 



Seq. ID 

Strand 

End 



OJ000350 14.0314.C36 



1575 



45356 



Name 
Start 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_14 . 0314 . C36 . ol . tw Method TBLASTX : Wheat 

247 End 636 

none-' \ . ■ -•• Score ' 78 

247.. 504, 281. .487, 487.. 585, 530^.568, 592.. 636 " 



44272 Seq. ID- 

93279 Strand 

41 End 
OJ000350_14 .0314 .C36.ol.tm Method 

34 9 " End 

none Score 

349.-597, 350. .481, 361. .633 



OJ000350_14.0314.C36 
1575 

TBLASTX: Maize 

633 

71 



Seq. No. 44273 Seq. ID 

Gene No. 93280 Strand 

Start 172 End 

Name OJ000350_14 . 0314 . C37 . ol . gs Method 

Start 172 End 

GI none Score 

Exons 172.. 331, 707.. 828 



OJ000350_14.0314 .C37 
+ 

828 

GENS CAN 

828 

.59 



In 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



44274 Seq. ID 

93281' Strand 

69 . < End 

OJ000350_14 . 0314 . C38 . ol . gs Method 

69 End 

none Score 



OJ000350_14.0314 .C38 
+ 

8914 
GENSCAN 
8316 
.67 



69. .141, 177. .250, 2588. .2728, 3188 3214, 3344. .3366, 
5503. .5545, 5574. .6077, 6251 .. 6512 , 6600 .. 664 9, 6768. .6824, 
7119. .7184, 7511. .7585, 8025.-. 8140, 8225. .831^ ' 



44274 
93281 
69 

OJ000350_14.0314.C38.ol.tm 

6340 

none 

6340. .6366, 6341. .6367, 6364. 
6599.. 6655, 6599.. 6652, 6601. 
7116. .7184, 7117. .7185, 7117. 
7508. .7594, 7508. .7585, 7513. 
8023. .8145, 8024. .8146, 8025. 
8224. .8325, 8575. .8634, 8579. 

44274 
93281 
69 

OJ000350_14.0314 .C38.ol.ts 

6397 
none 

6397. .6510, 6398. .6511, 6599. 
7508. .7594, 7513. .7587, 8025. 

44274 
93281 
69 

OJ000350_14 . 0314 .C38.o2.gp 



Seq. ID OJ000350_14.0314.C38 

Strand + 

End 8914 

Method TBLASTX : Mai ze 

End 8638 

Score ' 37 
.6513, 6365. . 6511, 6378. .6518, 
.6657, 6768.. 6833, 6768. .6830, 
.7185, 7118. .7186, 7119. .7187, 
.7599, 7513;. 7587, 8022. .8144, 
.8141, 8223. .8321, 8223. .8321, 
.8638 

'Seq. ID OJ000350_14.0314.C38 

Strand + 

End 8914 

Method TBLASTX : Soybean 

End 8324 

Score 132 
.6655, 6771. .6827, 7119. .7187, 
.8081, 8223.. 8315, 8223. .8324 

Seq. ID OJ000350_14.0314.C38 

Strand + 

End 8914 

Method AAT/GAP 



45357 



Start 
.GI 

Exons . 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6476 

12651_2..R1084 
6476. .6512, 6600. 
8025.- ..8140/-~82"2'5. 



End 8914 

Score 1136 
.6649, 6T68. .6824, ,7119. .7184, 7511. 
,8316, 8579. .8637, 8752;. 8914 



.7585, 



•5042437/gb|AC007789.1|AC007789 1.0e-34 Oryza sativa BAG T49B20 
genomic sequence, complete sequence' 



44275 Seq." ID 

93282 Strand 

980 End 
OJ000350_14 . 0314 . C39 . ol . gs Method 

980 End 

none Score 

980. .1100, 1865. .2165 



OJ000350_14.0314.C39 
+ 

2208 
GENSCAN 
2165 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44275 Seq. ID OJ000350_14 . 0314 . C39 

93282 Strand + 

980 End 2208 

■OJ000350_14.0314.C39.ol.gp Method AAT/GAP 

1237 End 2145 

uC-osflcypl20f02bl Score 878 

1237. .1425, 1862. .2145 

•5257255/dbj | AP000364.il AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



44275 ' Seq. ID 

93282 Strand 
980 End 
OJ000350_14 . 0314 . C39 . ol . np Method 
1414 End 
7487350 Score 
1414. .1447, 1871. .2208 

hypothetical protein T22F8.70 - Arabidopsis thaliana 
gi|4914429|emb|CAB43632.1| (AL050351) SEC14-like protein 
[Arabidopsis thaliana] gi | 7270900 | emb | CAB80580 . 1 | (AL161594) 
SEC14-like protein [Arabidopsis. thaliana] 



OJ000350_14.0314.C39 
+ 

2208 
AAT/NAP 
2208 
223 



44275 Seq. ID 

93282 Strand 

980 End 

OJ000350_14 .0314 .C39.ol.tm Method 

1868 End 

none Score 



OJ000350_14.0314.C39 
+ 

2208 

TBLASTX: Maize 

2170 

94 



1868. .1936, 1873. .1998, 1873. .2016, 1968. .2039, 2050. .2166, 
2056.^2166, 2057. .2170 



44276 
93283 
38 

OJ000350_14 .0314 .C40.ol.np 
38 

7487350 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38. .71, 133. .427, 552. .651, 742. .1008, 1087. .1164, 1311. .1412, 
1541. .1718, 1826.. 1927, 2010. .2136, 2348. .2477, 2893. .3029, 
3078. .3277, 3539. .3620, 4133. .4158 

hypothetical protein T22F8.70 - Arabidopsis thaliana 
gi|4914429|emb|CAB43632.1| (AL050351) SEC14-like protein 



OJ000350_14.0314.C40 

+ ■ - 

6406 

AAT/NAP 

4158 

1133 



45358 



[Arabidopsis thaliana] gi | 7270900 | emb | CAB80580 . 1 | (AL161594) 
SEC14-like protein [Arabidopsis thaliana] 



Seq. -No. 44276 Seq. ID 

Gene No. 93283 Strand 

Start 38 End 

Name OJ000350_14 . 0314 . C40 . ol . gp Method 

Start 124 End 

GI uC-osflcypl20f02bl Score 

Exons 124.. 407 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ000350_14 .0314 .C40 
+ 

6406 
AAT/GAP 
407 
535 



Seq. No. 44276 

Gene No. 93283 

Start 38 

Name OJ000350_14 . 0314 . C40 . ol . gs 

Start 127 

GI none 
Exons 



6406 
GENSCAN 
6406 
.8 

127. .427, 552. .648, 742. .1008, 1087. .1164, 1248, 
1826. .1924, 2338. .2461, 2877. .3032, 3111. .3277, 
6296. .6406 



Seq. ID 
Strand 
End 

Method 
End : 
Score 



OJ000350_14.0314.C40 
+ 



.1412, 
3539. .3613, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4427 

9328 

3023 

OJ00 

130 

none 

130. 

319. 

739. 

1308 

1493 

1805 

2012 

3086 



0350 14.0314.C40.ol.tm 



.198, 135. .260, 135. .278, 
.432, 370. .429, 543. .650, 
.1008, 741. .1046, 1086. .1 
..1415, 1308. .1412, 1310. 
..1540, 1595. .1660, 1620. 
..1906, 1823. .1924, 1825. 
..2122, 2324. .2371, 2386. 
. .3283, 3097. .3276, 3527. 



•Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 14.0314.C40 



5706 

TBLASTX: Maize 
3613 
94 

136. .279, 312. .428, 318. .428, 
550. .648, 550. .651, 718. .1008, 
163, 1087. .1164, 1087. .1164, 
.1420, 1310. .1414, 1492. .1539, 
.1661, 1649.. 1717, 1650... 1718, 
.1911, 2011. .2118, 2012. .2107, 
.2463, 2878. .3018, 2879. .3100, 
.3613 . . 



Seq. No. 44276 

Gene No. 93284 

Start 3023 

Name OJ000350_14 . 0314 . C40 . ol . ts 

Start 312 

GI none 

Exons 312. .428, 320. .430, 543. .644, 



OJ000350_14.0314.C40 
5706 

TBLASTX : Soybean 

3613 

119 



Seq. ID 
Strand 
End 

Method 
End 
Score 

550. .645, 733. .819, 802. .1008, 



804. .1007, 805. .1008, 812. .1009, 813. .1010, 1087. .1164, 
1308. .1415, 1310. .1420, 1328. .1414, 1493. .1537, 1595. .1711, 
1617. .1721, 1617. .1718, 2915. .3283, 3091. .3276, 3533. .3613 



Seq. No. 44276 Seq. ID 

Gene No. 93284 Strand 

Start 3023 End 

Name OJ000350_14 . 0314 . C4 0 . ol . tc Method 

Start 616 End 

GI none Score ■ 
Exons 



OJ000350_14.0314.C40 
5706 

TBLASTX: Cress 

978 

45 



616. .645, 737.. 853, 741. .959, 742. .978, 768. .977 



45359 



Seq. No. 44276 Seq. ID 

Gene No. 93284 Strand 

Start 3023 End 

Name OJ000350_14 . 0314 .C4 0.ol .tw Method 

Start 763 End 

GI none Score 

Exons 763. .1008, 777. .1046, 777. .1007, 1086. .1163, 1087. .1164, 

1087. .1164, 1308. .1415, 1310. .1420, 1310. .1414, 1486. .1542, 

1493. .1540, 1497. .1541 



OJ000350_14.0314.C40 

5706 " - ••<-• ' 

TBLASTX: Wheat y. 
1542 
365 



Seq. No. 44276 

Gene No. 93284 

Start 3023 

Name OJ000350_14 . 0314 . C40 . o2 . tc 

Start 1308 

GI none 
Exons 



Seq. ID OJ000350_14.0314.C40 
Strand 
End 

Method 
End 
Score 



5706 

TBLASTX: Cress 

1721 

148 



1308. .1415, 1493. .1537, 1595. .1717, 1617. .1721 



Seq. No. 44276 . Seq. ID OJ000350_14 . 0314 . C4 0 

Gene No. 93284 Strand 

Start 3023 End 5706 

Name OJ000350_14 . 0314 .C4 0. o2 .np Method AAT/NAP 

Start 3023 End 5706 

GI 5734621 Score 41 

Exons 3023.. 3036, 5511.. 5706 

GI Descrip. . (AP000391) ESTs AU067992 (C11433) , AU077424 {C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

' GI Descrip. 



■ 44276 Seq. ID OJ000350_14 . 0314 . C4 0 

93284 Strand 

3023 End 5706 

OJ000350_14.0314.C40.o2.gp Method AAT/GAP 

3900 End 4294 

uC-osflM202084e07al Score 772 

3900.. 4294 

Jfl420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 44277 Seq. ID 

Gene No. 93285 Strand 

Start 66 End 

Name OJ000350_14 . 0314 . C4 1 . ol . gs Method 

Start 66 End 

GI none Score 

Exons 66.. 99, 1265.. 1431 



OJ000350_14.0314.C41 
+ 

1431 
GENSCAN 
1431 
.83 



Seq. No. 44277 Seq. ID- 
Gene No. 9328 6 Strand 
Start 1900 End 8548 
Name OJ000350_14 . 0314 . C4 1 . ol . np Method AAT/NAP 
Start 1900 End 3264 
GI 5777620 Score 92 
Exons 1900. .2055, .. 3229. .3264 

GI Descrip. (AJ245900) CAA30378.1 protein [Oryza sativa] 



OJ000350 14.0314.C41 



Seq. No. 



44277 



Seq. ID OJ000350_14.0314.C41 



45360 



Gene No. 


93286 








Strand 






St cart 


1900 








End 


8548 




Name . ' 


OJ000350_14 


.0314 


.C41 . 62 


,gs 


Method 


: GENSCAN 




Start 


2509 


* 






End 


8548 




GI 


none 








Score 


.56 




Exons 


2509 . . 2604 , 


2670 


. . 2769, 


4720 . 


.4798, 5^ 


156.. 5548, 6391.. 6462, 




7206 . .7297 , 


8241 


. . 8289, 


8347 . 


♦ 8548 






Seq. No. 


4 4278 








Seq. ID 


OJ000350_14 .0314 


. C4 2 


Gene No. 


93287 








Strand 


+ 




Start 


1603 








End 


2984 




Name 


OJ000350 14 


.0314 


.C42.ol 


.np 


Method 


AAT/NAP 




Start 


1603 








End 


2984 




GI 


4006915 








Score 


692 




Exons 


1603. .1686, 


1794 


. .2207, 


2291. 


.2563, 2649.-2984 




GI Descrip. 


(Z99708) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


44278 








Seq. ID 


OJ000350_14 .0314 


. C42 


Gene No. 


93287 








Strand 


+ 




Start 


1603 








End 


2984 




Name 


OJ000350 14 


.0314 


,C42.ol 


. gs 


Method 


GENSCAN 




Start 


1803 








End 


2984 




GI 


none 








Score 


.73 




Exons 


1803. .2207, 


2291 


. .2563, 


2649. 


.2984 






Seq. No. 


44278 








Seq. ID 


OJ000350_14 .0314 


.C42 


Gene No. 


93288 








Strand 






Start 


2970 








End 


6363 




Name 


OJ000350 14 


. 0314 


.C42.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1594 








End 


2207 




GI 


none 








Score 


79 




Exons 


1594. .1698, 


1788 


. .1958, 


1841. 


.1957, 1983. .2087, 1997. .2035, 




2100. .2207, 


2124 


. .2207 










Seq. No. 


44278 








Seq. ID 


OJ000350_14 .0314 


.C42 


Gene No. 


93288 








Strand 






Start 


2970 








End 


6363 




Name 


OJ000350 14 


.0314 


.C42.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1612 








End 


2068 




GI 


none 








Score . 


81 




Exons 


1612. . 1698, 


1878 


. .2066, 


1880. 


.2068 






Seq. No. 


44278 








Seq. ID 


OJ000350_14.0314 


.C42 


Gene No. 


93288 








Strand 






Start 


2970 








End 


'6363 




Name 


OJ000350 14 


.0314, 


.C42.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1612 








End 


2036 




GI 


none 








Score , 


80 




Exons 


1612. . 1686, 


1617. 


. .1682, 


1788. 


.2036, 1790. .1909, 1982.. 2035 


Seq. No. 


44278 








Seq. ID 


OJ000350_14 .0314 


.C42 


Gene No. 


93288 








Strand 






Start 


2970 








End 


6363 




Name 


OJ0.00350 14 


.0314, 


.C42.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2094 








End 


2702 




GI 


none 








Score • 


76 




Exons 


2094. .2162, 


2288, 


. .2563, 


2290. 


.2562, 2646. .2702 





45361 



Seq. No. 


44278 


Seq. ID 


OJ000350_14.0314.C42 


Gene No. : 


93288 


Strand ' 




Start 


2970 


End 


.6363 * 


Name 


OJ000350 14.0314.C42.o2.np 


Method 


AAT/NAP 


Start 


2970 


End 


6363 


GI 


6553921 


Score 


226 


Exons 


2970. .3052, 5218.. 5288, 5412 


..5553, 6074. .6158, 6247.. 6363 


GI Descrip. 


(AC012329) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44278 


Seq. ID 


OJ000350_14.0314.C42. 


Gene No. 


93288 


Strand 




Start 


2970 


End 


6363 


Name 


OJ000350 14 .0314 .C42.o2.gs 


Method 


GENSCAN 


Start 


4827 


End 


6363 


GI 


none 


Score 


.56 


Exons 


4827. .5086, 6074. .6158, 6247 


.6363 




Seq. No. 


44279 


Seq. ID 


OJ000350_14.0314.C43 


Gene No. 


93289 


Strand 


+ 


Start 


9181 


End 


9607 


Name 


OJ000350 14.0314.C43.ol.gp 


Method 


AAT/GAP 


Start 


9181 


End 


9607 


GI 


4878407 


Score 


648 


Exons 


9181. .9607 






GI Descrip. 


6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza' sativa genomic 




DNA, chromosome 6, clone : P0514G12 




Seq. No. 


44279 


Seq. ID 


OJ000350_14 .0314 . C43 


Gene No. 


93290 


Strand 


+ 


Start 


14763 


End 


16855 


Name 


OJ000350 14.0314.C43.o4.gs 


Method 


GENSCAN 


Start 


14763 


End 


16830 


GI 


none 


Score 


.85 


Exons 


147 63. .16024, 16122. .168 30 






Seq. -No. 


44279 


Seq. ID 


OJ000350_14.0314.C43 


Gene No. 


'93290 


Strand' 


+ 


Start 


14763 


End 


16855 


Name 


OJ000350 14.0314.C43.o6.np 


Method 


AAT/NAP 


Start 


14763 


End 


16855 


GI 


6907089 


Score 


2779 


Exons 


14763. .16024, 16122. .16855 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44279 


Seq. ID 


OJ000350_14 .0314.C43 


Gene No. 


93291 


Strand 




Start 


7 92 


End ' ** 


4642 


Name 


OJ000350 14.0314.C43.ol.gs 


Method 


GENSCAN 


Start 


792 


End 


4642 


GI 


none 


Score 


. 92 


Exons 


792. .1381, 1478. .1691, 1802.. 


1916, 2019.. 2264, 2354.. 2451, 




2548. .3136, 3187. .3292, 4110. 


.4271, 4378.-4457, 4569. .4642 


Seq. No. 


' 44279 


Seq. ID 


OJ000350_14.0314.C43 


Gene No. 


93291 


Strand 




Start 


792 


End 


4642 



45362 



Name 


OJ000350_14 


.0314 .C43:ol 


.np 


Method 


AAT/NAP 


Start 


O f\ A 

804 






End 


4271 


GI 


4.218991 






Score 


1289 


Exons 


a r\ a loot 

804.. 1381, 


1478'. .1691, 


1802. . 


T916, 2019. .2264, 2354.. 2466, 




Zb 1 Z . . JO 9 / , 


3187. .3292, 


• 4110. 


.4271 




GI Descrip. 


(AF098632 ) 


subtdlisin-like protease [Arabidopsis thaliana] 


Seq. No. 


A A O "7 O 

4 4 z / y 






Seq. ID 


OJ000350_14 .0314 .C43 


Gene No. 


93292 






Strand 


- 


Start 


8204 






End 


8905 


Name 


UJUUUJoU 14 


f\ ""1 "1 A /""I A O 

.0314 . C4 3 . o2 


.np 


Method 


AAT/NAP 


Start 


/4 /z 






End 


8905 


GI 


/oz 34 94 






Score 


361 


Exons 


/4 /2 . . /9 /(J, 


8336. .8446, 


8489. 


.8905 




GI Descrip. 


(ArUUlboo J 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44279 






Seq. ID 


OJ000350JL4 .0314 .C43 


Gene No. 


93292 






Strand 


— 


Start 


Q O f\ A 

oZ U4 






End 


8905 


Name 


OJUUUJoU 14 


.0314.C43.o2 


. gs 


Method 


GENSCAN 


Start 


O O A /I 

82 U4 






End 


8875 


GI 


none 






Score 


.92 


Exons 


oon/i o o n c 
o2U4 . ,oo/0 










Seq. No. 


44279 






Seq. ID 


OJ000350_14 . 0314 .C4 3 


Gene No. 


93293 






Strand 




Start 


9105 






End 


16855 


Name 


OJ000350 14 


.0314.C43.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


808 






End 


2769 


GI 


none 






' Score 


45 


Exons 


808. .840, 813. .845, 864 


. .890, 


930. .989, 


930. . 1082, 979. . 1083, 




1107. .1130, 


1218. .1385, 


1225. 


.1356, 1479. .1580, 1480. .1581, 




1581. .1700, 


1802. .1924, 


2021. 


.2245, 2076. .2246, 2575. .2769, 




2576. .2746 










Seq. No. 


44279 






Seq. ID 


OJ000350_1'4.0314.C43 


Gene No. 


93293 






Strand 




Start 


9105 






End 


16855 


Name 


OJ000350 14 


.0314.C43.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


864 






End 


4266 




none 






Score 


79 


Exons 


864. .1031, 


1098. .1124, 


1209. . 


1340, 1222 


. .1344, 1479. .1700, 




1480. .1701, 


1802. .1915, 


1803. 


.1880, 2066. .2248, 2067. .2249, 




2575. .3033, 


2576. .2746, 


2810. 


.3004, 3201. .3248, 3252. .3293, 




4177. .4266 










Seq. No. 


44279 






Seg.. ID 


OJ000350_14.0314.C43 


Gene ■ No . 


93293 






Strand 




Start 


9105 






End 


16855 


Name 


OJ000350 14 


.0314.C43.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


864 






End 


2850 


GI 


none 






Score 


55 


Exons 


864. .944, 985. .1089, 1011. .10 


88, 1101.. 


1139, . 1210. . 1347, 




1224 . . 1340, 


1476. .1508, 


1477. 


.1617, 1479. .1700, 1480. .1704, 




1802. . 1930, 


1803. .1880, 


2033. 


.2248, 2575.. 2622, 2592.. 2615, ■ 




2614 . .2850, 


2615. .2848 









45363 



V 5 



Seq. No. 


44279 


Seq. ID 


OJ000350 


_14.0314.C43 


Gene No. 


93293' 


Strand 






O +- >-'i- 

otarL 


yiuo 


End a-. 


1 c o c c 




Name 


vJJUUUodU 14 . Uol4 . C4 j . Ol . tw 


Method 


TBLASTX : 


Wheat 


otart 


ZD / D 


End 


3017 




bl 


none 


Score 


111 




Exons 


OCTC 9'7Q'7 OCTC Ol/I C O *7 "7 H 
ZD / 0. .Z /O // ZD/0..Z/4O, Z / / U . 


. ZbOO , ZO 


i n O O C 1 

1U . . zool, 


o m /■ on 1 *7 

z97 6 . .3017 


beq. no. 


44z / y 


Seq. ID 


OJ000350 


14 . 0314 . C4 3 


Gene No. 


93293 


Strand 






Start 


9105 


End 


16855 




Name 


UJUUUOOU 1 4 . U 0 1 4 . b4 J . oz . ts 


Method 


TBLASTX : 


Soybean 


btart 


z / / u 


End 


3294 


bl 


none 


Score 


132 




Exons 


onnn oooc; oqcit ^nnc oqqi 
z//u..zyzo, zo j / . . jUUD; z o y i . 


.3004, 3061. .3096, 


31b 1 . .324 6, 




Q<: "30/IQ OOcc ooqo TO^C 


.3294 






beq . no . 


A A on Q 

ft 4 z / y 


Seq. ID 


OJ000350 


1/1 A01 /I /^/lO 

_14 . U 314 . C43 


Gene No. 


93293 


Strand 






Start 


9105 


End 


16855 




Name 


OJ000350 14.0314.C43.o3.np 


Method 


AAT/NAP 




0 rare 


9105 


End 


12350 




bl 


4680186 


Score 


169 




Exons 


9105.. 9152, 9750.. 9906, 12296 


. .12350 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




beq. no. 


44279 


Seq. ID 


OJ000350 


_14 . 0314 . C43 


Gene No. 


93293 


Strand 






Start 


9105 


End 


16855 




Name 


OJ000350 14.0314.C43.o3.gs 


Method 


GENSCAN 




C -1 1 -v- +- 

btart 


10152 


End 


14494 




C T 
bl 


none 


Score 


.51 




Exons 


10152. .10227, 10471. .10610, 1 


0879.. 11037, 12956 


. . 13159, 




13515. .13557, 13982 .. 14 04 9, 1 


4396. .14494 




beq. no. 


44279 


Seq. ID 


OJ000350^ 


_14 . 0314 . C43 


Gene No. 


93293 


Strand 






Start 


9105 


End 


16855 


v 


Name 


OJ000350 14.0314.C43.o4.np 


Method 


AAT/NAP 




otart 


10471 


End 


10575 




C T 


6721512 


Score 


51 




Exons 


10471. .10575 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




beq. no. 


44279 


Seq. ID 


OJ000350_ 


_14 . 0314 . C43 


Gene No . 


93293 


Strand 






Start 


9105 


End 


16855 




Name 


OJ000350 14.0314.C43.o5.np 


Method 


AAT/NAP 




otarc 


13106 


End 


16855 




r* t 


5042454 


Score 


228 




Exons 


13106. .13166, 13521. . 13689, 1 


4382. .14508, 14726 


. .14 914, 




16796. . 16855 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


44280 


Seq. ID 


OJ000350_ 


_14.0314.C44 


Gene No. 


93294 


Strand 


+ 




Start 


1 


End 


592 





45364 




Name 


OTnnn^Rn id n^id r4d ni 


Mo y> / — v / — ] 

. 1 l\J Vlxz L UUU 


Z\AT /MAP 


OtdlL 


1 
X 


tin a 


D 0 -7 


C T 




Score 


fl £ 9 * . 


Exons 


X . . D 0 y 






o X UcbUIip. 


\ rtt \J U X X Z) } 1 iy £JU L. 1 L. X I— Cl X 




c; ;a i - "1 tt3 1 




4 4 280 


Seq. ID 


\JKJ \J \J \J ~/ \J 


Gene No. 


93294 


Strand 


+ 


Start 


1 


End 


592 


Name 


OJ000350 14.0314 .C44.ol 


. gs Method 


GEN SCAN 


Start 


46 


End 


592 


GI 


none 


Score 


.9 


Exons 


46. .388, 397. .592 







Seq. No. 44280 Seq. ID OJ000350_14 . 0314 . C44 

Gene No. 93295 Strand 

Start 1249 End 2703 

Name OJ000350_14 . 0314 . C4 4 . o2 . np Method AAT/NAP 

Start 1219 ' End 2703 

GI 7228457 Score 2455 

Exons 1219.. 2703 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
■ sativa] •,. 



Seq. No. 44280 

Gene No. 93295 

Start 1249 

Name OJ000350_14 . 0314 .C4 4 . o2 . tw 

Start 1228 

GI none 
Exons 



Seq. ID OJ000350_14.0314.C44 
Strand 
End 

Method 
End 
Score 



2703 

TBLASTX: Wheat 

1830 

70 



1228. .1353, 1232. .1354, 1520. .1690, 1528. .1830, 1547. .1825 



Seq. No. 44280 Seq. ID 

Gene No. 93295 Strand 

Start 124 9 End 

Name OJ000350_14 . 0314 . C44 . o2 . gs Method 

Start 1249 End 

GI none Score 

Exons 1249.. 2607 



OJ000350_14.0314.C44 

2703 
GENSCAN 
2607 
.69 



Seq. No. 44280 Seq. ID 

Gene No. 932 95 Strand 

Start 124 9 End 

Name OJ000350_14 . 0314 . C44 . ol . tw Method 

Start 1831 End 

GI none Score 

Exons 1831.. 2211, 1862 . .2212. 



OJ000350_14.0314.C44 
2703 

TBLASTX: Wheat 

2212 

233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



44280 Seq. ID 

93295 Strand 
124 9 ^ End 
OJ000350_14 . 0314 .C44 . ol . tm Method 
,2006 End 
none Score 

2006. .2140, 2026. .2349, 2039. .2320 



OJ000350_14 .0314 .C44 
2703 

TBLASTX.: Maize 

2349 

217 



45365 



Seq. No. 44281 Seq. ID 

Gene No. 93296 Strand 

Start 214 End 

Name OJ000350_17 . 0310 . CI . ol . gs Method 

Start 214 End 

GI none Score 

Exons 214.. 876 



OJ000350_17.0310.C1 
887 

GEN SCAN 

876 

.85 



Seq. No. 44281 

Gene No. 93296 

Start 214 

Name OJ000350_17 . 0310 . CI . ol . tm 

Start 245 

GI none 
Exons 



Seq. ID OJ000350_17.0310.C1 
Strand 
End 887 
Method 
End 
Score 

245. .265, 289. .603, 290. .445, 292. .594, 493. .693, 515. .601 



TBLASTX: Maize 

693 

35 



Seq. No. 


44281 


Seq. ID 


OJ000350_17 


.0310 


. CI 


Gene No. 


93296 


Strand 








Start 


214 


End 


887 






Name 


OJ000350 17.0310.Cl.ol.np 


Method 


AAT/NAP 






Start 


250 


End 


887 






GI 


5454208 


Score 


296 






Exons 


250. .887 










GI Descrip. 


(AC005698) T3P18.22 [Arabidopsis thaliana] 






Seq. No. 


44281 


Seq. ID 


OJ000350_17 


.0310 


. CI 


Gene No. 


93296 


Strand 








Start 


214 


End 


887 






Name 


OJ000350 17.0310.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


370 


End 


885 






GI 


none 


Score 


87 






Exons 


370. .828, 442. .861, 664. .885, 


703. .885 








Seq. No. 


44282 


Seq. ID 


OJ000350_17 


0310 


. Cll 


Gene No. 


93297 


Strand 


+ 






Start • 


1 


End 


189 






Name 


OJ000350 17.0310.Cll.oi.np 


Method 


AAT/NAP 






Start 


1 


End 


189 






GI 


6715638 


Score ■ 


178 






Exons 


1. .189 










GI Descrip. 


(AC007323) T25K16.18 [Arabidopsis thaliana] 






Seq. No. 


44282 


Seq. ID 


OJ000350_17 


0310 


.Cll 


Gene No. 


93299 


Strand 








Start 


1179 


End 


2178 






Name 


OJ000350 17.0310.Cll.o2.np 


Method 


AAT/NAP 






Start 


1179 


End 


2178 






GI 


7240866 


Score 


372 






Exons 


1179. .1271, 1619. .1738, 2115. 


.2178 








GI Descrip. 


(AX000456) unnamed protein product [unidentified] 






Seq. No. 


44283 


Seq. ID 


OJ000350_17. 


0310 


.C13 


Gene No. 


93300 


Strand 








Start 


4 64 


End 


610 






Name 


OJ000350 17.0310.C13.ol.gs 


Method 


GENSCAN 






Start 


464 


End 


610 






GI 


none 


Score 


.59 







45366 



Exons 



464 . . 610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 



44284 
93301 
478 

OJ000350 
478 
none 
478. .588 



_17.0310.C15.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C15 
588 

GENSCAN 

588 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44285 Seq. ID OJ000350_17 . 0310 . C16 

93302 Strand + 

1 End 864 

OJ000350_17 . 0310 . C16 . ol . np Method AAT/NAP 

1 End 864 

5295971 Score 1434 

1. .864 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



44285 Seq. ID 

93302 Strand 

1 End 
OJ000350_17.0310.C16.ol.gs Method 

64 - End 

none Score 
64 . .841 



OJ000350_17.0310.C16 
+ 

864 

GENSCAN 

841 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44286 ' 

93303 

1 

OJ000350JL7. 0310. C17.ol. rip 

1 

6683617 



OJ000350 17.0310.C17 



Seq. ID _ 
Strand 

End 1796 
Method AAT/NAP 
End 1796 
Score 222 
1..24, 410. .523, 1419. .1478, 1587. .1796 

(AB025249) ATP phosphoribosyl transferase [Arabidopsis thaliana] 
gi I 6683621 |dbj | BAA89270.il (AB025251) ATP phosphoribosyl 
transferase [Arabidopsis thaliana] gi | 7240870 | emb | CAB77083 . 1 | 
(AX000460) unnamed protein product [unidentified] 



44286 
93303 
1 

OJ000350_17. 0310.C17.ol.gs 

410 

none 

410. .523, 1419. .1751 

44287 
93304 
78 

OJ000350_17.0310.C19.ol.gs 
78 

none 

78. .221, 260. .752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C17 

1796 
GENSCAN 
1751 
.84 



OJ000350 
+ 

868 

GENSCAN 

752 

.46 



17.0310.C19 



45367 



Seq. No. 

Gene No. 
/Start 
'-Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000350_17.0310.C19 

Strand + 

End 8 68 

Method AAT/NAP 

End 868 

Score 398 - " 



44287 
93304 
78 

OJ000350_17 . 0310 . C19.ol .np 
196 

5921926 
196.. 230, 273.. £68 

CYTOCHROME P450 78A3 gi | 2739008 | gb | AAB94592 | (AF022463) CYP78A3p 
[Glycine max] 



44288 
93305 
376 

OJ000350_17.0310.C20.ol.gs 

376 

none 

376. .431 



Seq. ID OJ000350_17.0310.C20 
Strand 

End 431 

Method GENS CAN 

End 431 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44289 Seq. ID OJ000350_17 . 0310 . C24 

93306 Strand 

1 End 727 

OJ000350_17.0310.C24.ol.np Method AAT/NAP 

1 - End 727 . 

7228442 Score 123.9 

1. .727 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
~isolog. (AC003981) [Oryza sativa] 



44289 Seq. ID 

93306 Strand 

1 End 
OJ000350_17 . 0310 . C24 . ol . gs Method 
167 End 
none Score 
167. .268, 349. .697 

44290 Seq. ID 

93307 Strand 

2 63 End 
OJ000350_17 . 0310.C25.ol .gs Method 
2 63 End 
none Score 
263. .385 



OJ000350_17.0310.C24 
727 

GENSCAN 
697 
. .87 



OJ000350_17 .0310.C25 
+ 

385 

GENSCAN 

385 

.87 



Seq. No. 

Gene No. 

Start 

Name.; 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



44291 Seq. ID 

93309 Strand 

1 End 

OJ000350_17. 0310.C27.ol.np Method 

1 End 

2992160 Score. 
1..203, 240. .436, 536. .626 

(AB012392) MuDR-like element .[Oryza sativa] 



OJ000350_17.0310.C27 
+ 

1004 
AAT/NAP 
626 
185 



44291 
93309 
1 



Seq. ID OJ000350_17.0310.C27 
Strand + 
End 1004 



45368 



Name 

Start 

GI 

Ex 6ns 



OJ000350_17 . 0310 . C27 . ol . gs Method GENSCAN 

297 End 1004 

none Score . 65 
'297. .436, 932. . 1004 / 



oeq. in o . 


44292 


Seq. ID 


OJ000350_ 


i "7 a o i a 
1 / . U J1U 


. C3z 


p£sno NT /~\ 


93311 


Strand 


+ - . 






C +- o t~ "h 


1 


End 


1148 






Name 


OJ000350 17.0310.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1148 






GI 


6691197 


Score 


60 






Hi AL?1 1 0 


1..126, 1130. .1148 












(AC007534) F7F22.5 [Arabidopsis thaliana] 






C £a /-r Mr* 
D 6 CJ • IN U ■ 


44292 


Seq. ID 


OJ000350_ 


1 "7 ri'ji a 


poo 


P ^ NT 
oGIltr 1NO . 


93311 


Strand 


+ " 






Of 2 v-h 


1 


End 


1148 






Name 


UJUUUooU 1 / . U o 1 C o 2 . Ol . gs 


Method 


GENSCAN 






Start 


45 


End 


734 






PT 


none 


Score 


.81 






Exons 


45. .126, 574. .734 










oecj . wo . 


44293 


Seq. ID 


OJ000350_ 


1 "7 a o t a 

1 / . 0310 


. C36 


bene wo . 


93312 


Strand 


_ 






o car u 


481 


End 


664 






Name 


UJUUUjjU i / . U JIU . . Ol . gs 


Method 


GENSCAN 






Start 


481 


End 


664 






PT 


none 


Score 


.63 "• 






Exons 


481. .664 










oeq • ino • 


44294 


Seq. ID 


OJ000350_ 


in a o i a 


/*" A A 

C4 U 




93313 


Strand 


- 








30 


End 


284 






Name 


OJ000350 17. 0310.C40.ol.gs 


Method 


GENSCAN 






Start 


30 


End 


284 






PT 
Ol 


none 


Score 


.69. 








30. .284 










OfcrCJ • INO • 


44295 


Seq. ID 


OJ000350_ 


in mi n 


r* a i 


Gene No . 


93314 


Strand 


+ 






o tarr. 


93 


End 


1176 






Name 


OJ000350 17.0310.C41.ol.gs 


Method 


GENSCAN 






Start 


93 


End 


1159 






GI 


none 


Score 


. 6 






Exons 


93. .281, 856. .931, 1091. .1159 










Seq. No. 


44295 


Seq. ID 


OJ000350_ 


17.0310. 


C41 


Gene No. 


93314 


Strand 


+ 






Start 


93 


End 


1176 






Name 


OJ000350 17.0310.C41.ol.np 


Method 


AAT/NAP 






Start 


96 


End 


1176 






GI 


6554489 


Score 


237 






Exons 


96. .281, 1079. .1176 










GI Descrip. 


(AC012394) putative AMP-binding protein [Arabidopsis thaliana] 


Seq. No. 


44296 


Seq. ID 


OJ000350_ 


17.0310. 


C50 


Gene No. 


93315 


Strand 


+ 







45369 




jLdl L 


o _? u 






FnH 


ft £7 




Name 


UUU jjU 


1 / . UjIU.LjU.OI 


. gs 


+- V% 

LYie unoa 






















none 






Score 


Q 




Exons 




COQ 7 QQ 










o e q ■ ln u . 








ocq . 1 U 


UUUUUjjU 1 / . UjIU 


PRO 
.LjU 


Gene No. 


93315 






Strand 






Start 


390 






End . 


867 




IN ditlcr 


OJ000350 


_17.0310.C50.ol 


.np 


Method 


AAT/NAP 






390 






End 


867 




(ZT 


4512659 






Score 


394 




Exons 


390. .512, 


629. .867 












(AC006931) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


44296 






Seq. ID 


OJ000350_17.0310 


.C50 


Gene No. 


93315 






Strand 


+ 




O Lai L 


390 






End 


867 




Name 


OJ000350 


17.0310.C50.ol 


.tW 


Method 


i oLiAo i a : boyoean 






414 






End 


806 






none 






Score 


151 




Exons 


414. .512, 


415. .513, 628 


. .804 


, 630. .806 


, 642.. 806 




OctJ. LN U . 


44297 






Seq. ID 


OJ000350_17.0310 


.C53 


Gene No. 


93316 






Strand 


+ 




Start 


1 






End 


416 




Name 


OJ000350 


17.0310.C53.pl 


. np 


Method 






o Ldi L 


1 






End 


401 




o 1 


1354849 






Score 


166 




T? v o n o 


1./31, 171. .401 












(U57350) 


epoxide hydrolase [Nicotiana 


tabacum] 




Seq. No. 


44297 






Seq. ID 


OJ000350_17.0310 


.C53 


Gene No. 


93316 






Strand 


+ 




O LCII l_. 


1 






End 


/it: 
4 1b 




LN all It: 


OJ000350 


17.0310.C53.ol 


.gs. 


Method 


GENSCAN 




Of- o -rt- 


96 






End 


416 






none ■ 






Score 


.51 






96. .416 












Seq. No. 


44297 






Seq. ID 


OJ000350_17.0310 


.C53 


Gene No. 


93317 






Strand 


+ 




qt-2 rt 


360 






End 


616 




Name 


OJ000350 


17.0310.C53.ol 


. tm 


Method 


TBLASTX: Maize 




OLdlL 


150 






End • 


410 






none 






Score 


313 




Exons 


150. .284, 


152. .409, 156 


. .410 








Seq. No. 


44297 






Seq. ID 


OJ000350_17.0310 


.C53 


Gene No. 


93317 






Strand 


+ 




Start 


360 






End 


616 




Name 


OJ000350 


17.0310.C53.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


179 






End 


404 




GI 


none 






Score 


193 




Exons 


179. .403, 


186. .404 










Seq. No'. 


44297 






Seq. ID 


OJ000350_17.0310, 


.C53 



45370 



Gene No. 


93317 






Strand 


+ 




"3£n 






PnH 


DID 


Name 


UJUUUjjU 


1 / .UjiU.bjj.Ol. Cf p 




i v ie tnou 




O +-' -4—4- 

btart 


. jbU 








bib 


C T 


77 CO 1 VI A 

J / 1 4 4 






Score 


A A "7 


Exons 


Ten c 










beq. wo. 


A A 0 QQ 






Qorr T Pi 

oeq . 1 u 


nTnnnQRn 1*7 mi n pen 
UJUUUjjU 1 / . UjIU .bo / 


Gene No. 


93318 






Strand 


+ 


Start 


1 






End 


799 


Name 


OJ000350 


_17.0310.C57.ol.np 




Method 


AAT/NAP 


b tar u 


1 






End 


799 


H T 


6598837 






Score 


379 


Exons 


1. .799 










bi uescrip . 


(AC010795) unknown protein 


[ Arabidopsis thaliana ] 


O /-v ^-t XT /™\ 

oeq. ln o . 


44298 






Seq. ID 


OJ000350_17.0310.C57 


Gene No. 


93318 






Strand 


+ 


Start 


1 






End • 


799 


Name 


OJ000350 


_17.0310.C57.ol.tm 




Method 


TBLASTX: Maize 


o tar t 


57 






End 


749 




none 






Score 


184 


Exons 


57. .509, 


57. .284, 63. .194, 


105.. 614, 209.. 676, 210.. 749, 




001 *7 r\ *7 
Z J± . . / U / , 


239.. 403 








beq . csio . 


44298 






beq. Lu 


UJUUUjjU 1 / .UjlU.bO / 


Gene No . 


93318 






Strand 


+ 


Start 


1 






End 


n n 0 


Name 


OJ000350 


_17.0310.C57.ol.ts 




Method 


TBLASTX: Soybean 


C +- a y~+- 

otait 


57 






End 


731 




none 






Score 


148 


Exons 


b / . . JZ O, 


57. .626, 60. .131, 


63 


..641, 65 


..439, 72. .440, 86. .3: 




105. .287, 


186. .722, 240. .350, 


279. . 641 


, 315. .488, 381. .722, 




396. .731 










beq. 1NO . 


44298 






Seq. ID 


OJ000350 17.0310.C57 


bene wo . 


--■93318 






Strand 


+ 


b tare 


1 






End 


799 


Name 


OJ000350 


17.0310.C57.ol.tc 




Method 


TBLASTX: Cress 


Start 


60 






End 


737 




none 






Score 


146 


Exons 


60. .326, 


63. .440, 63. .239, 


66 


..239, 66 


..230, 71. .436, 81. .li 




83. .235, 


129. .341, 143. .301 




174 . .536, 


188. .499, 228. .437, 




243. .362, 


266. .409, 291. .668, 


291. .437 


, 387. .737, 485. .583, 




486. .674, 


489. .722, 548. .673, 


564 . .722 




Seq. No. 


44298 






Seq. ID 


OJ000350_17.0310.C57 


Gene No. 


93318 






Strand 


+ - 


b tar t 


1 






End 


7 99 < 


Name 


OJ000350 


17.0310.C57.ol.gs 




Method 


GENSCAN 


C4- vf 

otart 


66 






End 


743 


GI 


none 






Score 


. 91 


Exons 


66. .743 










Seq. No. 


44299 






Seq. ID 


OJ000350_17.0310.C72 


Gene No. 


93319 






Strand 


+ 


Start 


405 






End 


2429 



45371 





Name 


OJ000350 17.0310.C72.ol 


. np 


Method 


AAT/NAP 






Start 


405. 




End 


1493 






GI 


7269959 




Score 


618 






Exons 


405. .731, 1079. .1180, 1287. . 


1493 








GI Descrip. 


(AL161577) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


44299 




Seq. ID 


OJ000350_17 


. U J1U . C 1 Z 




bene wo . 


93319 




Strand 


+ 






Start 


405 




End 


2429 






Name 


OJ000350 17.0310.C72.ol 


.gp 


Method 


AAT/GAP 






btart 


1141 




End 


2429 






GI 


38270_1.R1084 




Score 


1006 






Exons 


11/1 iior\ ioot icoo 

1141. .1180, l^o/.. IbSl, 


2253 


. .2429 








GI Descrip. 


1 3559805/emb | CAA07251 | 


3.0e- 


21 (AJ006787) putative 


phytoche. 






synthetase [Arabidopsis 


thaliana] 1 








Seq. No. 


44299 




Seq. ID 


OJ000350_17 


.0310.C72 




Gene No. 


93320 




Strand 


+ 






Start 


5276 




End 


8573 






Name 


OJ000350 17.0310.C72.o2 


.gs 


Method 


GENSCAN 






Start 


5276 




End 


8573 






GI 


none 




Score 


.78 






Exons 


5276. .5405, 5472. .5763, 


5809 


..6195, 6394. .6537, 6633. .8115, 






8173.. 8334, 8427.. 8573 












Seq. No. 


44299 




Seq. ID 


OJ000350_17 


.0310. C72 




Gene No. 


93320 




Strand 


+ 




1 — 


Start 


5276 




End 


8573 






Name 


OJ000350 17.0310.C72.o2 


.np 


Method 


AAT/NAP 




w 


Start 


5276 




End 


857-0 






GI 


5803259 




Score 


4850 






Exons 


5276.. 6537, 6633.. 6862, 


6905 


. .8570 






\ y 


GI Descrip. 


( Aruuu jy y j nypotnet ical 


protein [Oryza 


sativa] 






Seq. No. 


44299 




Seq. ID 


OJ000350_17 


.0310. C72 




bene jno . 


93321 




Strand 


+ ■ 




-i 


Q+- -a 


13532 




End 


13621 






Name 


OJ000350 17.0310.C7-2.o4 


.np ' 


Method 


AAT/NAP 






Start 


13532 




End 


13621 








5922623 




Score 


71 




L ,J! 


Exons 


13532. .13621 












GI Descrip. 


(AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 








gi| 6016856 |dbj IBAA85199 


.11 (AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


44299 




Seq. ID 


OJ000350_17 


.0310. C72 




Gene No. 


93322 




Strand 








. Start 


9201 




. End 


13697 






XT _ „ _ 

Name 


OJ000350 17.0310.C72.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


519 




End 


1180 






GI 


none 




Score 


360 






Exons 


519. .731, 519. .731, 520 


. .732, 


, 520.. 732 


, 587. .739, l 


568. .733, 






1078. .1179, 1079. .1180, 


1079 


. . 1180 . 








Seq. No. 


44299 




Seq. ID 


OJ000350_17 


.0310. C72 




Gene No. 


93322 




Strand 








Start 


9201 




End 


13697 





45372 



Name 

Start 

GI 

Exons 



OJ000350_17 . 0310 . C72 . ol . ts Method TBLASTX: Soybean 
1078 End 1451 

none Score 83 

1078. .1176, 1078. .1179, 1079. .1180, 1079. .1180, 1284. .1451, 
1284. .1439, 1289. .1450 



Seq. No. 44299 

Gene No. 93322 

Start 9201 

Name OJ000350_17 . 0310 . C72 . o4 . tm 

Start 1284 

GI' none 
Exons 



Seq. ID OJ000350_17.0310.C72 
Strand 

End 13697 

Method TBLASTX : Mai ze 

End 1531 

Score 337 



1284. .1520, 1289. .1516, 1295. .1531, 1363. .1530 



Seq. No. 44299 

Gene No. 93322 

Start 9201 

Name OJ000350_17 . 0310 . C72 . o3 ,'gs 

Start 9201 

GI none 

Exons 9201.. 13472, 13529.. 13697 



Seq. ID OJ000350_17.0310.C72 
Strand 

End 13697 

Method GEN SCAN 

End 13697 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44299 
93322 
9201 

OJ000350_17.0310.C72.o3.np 

9204 

7228457 



Seq. ID OJ000350_17.0310.C72 
Strand 

End 13697 

Method AAT/NAP 

End 13504 

Score 5412 



9204. .10754, 10821. .11972, 12095. .12695, 134 85. .13504 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 44299 

Gene No. 93322 

Start 9201 

Name OJ000350_17 . 0310 . C72 . 06 . tm 
Start • 9204 

GI none 

Exons 9204.. 9344, 9205.. 9339 



Seq. ID OJ000350_17.0310.C72 
Strand 

End- ' 13697 
Method TBLASTX,: Maize 
End "934 4 

Score 116 



Seq. No. 44299 

Gene No. 93322 

Start 9201 

Name OJ000350_17 . 0310 . C72 . o5 . tw 

Start 9213 

GI none 
Exons 



Seq. ID OJ000350_17.0310.C72 
Strand 

End 13697 

Method TBLASTX : Wheat 

End 9815 

Score 81 



9213. .9338, .9217. .9339, 9505. .9675, 9531. .9815, 9532. .9675, 
9712.. 9810, 9752.. 9811 



Seq. No. 44299 

Gene No. 93322 

Start 9201 

Name OJ000350_17. 0310 . C72 . o2 . tw 

Start 9816 

GI none 
Exons 



Seq. ID OJ000350_17.0310.C72 
Strand 

End 13697 
Method ' TBLASTX: Wheat 
End" 10197 
Score 169 



9816. .10196, 9847. .10095, 9855. .10100, 10141. .10197 



45373 




Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


Gene No. 






Strand 






Start 


9201 




End 


13697 




Name 


OJ000J50 17.031U.C72 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


10011 




End 


10334 




bl ' 


none 




Score 


A A A 

204 




Exons 


i a a i i i a o o /i i a a o /i 
1UU11 . . 1U JJ4 , 1UU24 . 


1 a o a c 

. 1030b 








Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


bene no. 






Strand 






Start 


A O A 1 

9201 




End 


13697 




Name 


y^NTAAA^CA A O 1 A /-^ 1 O 

OJUUUJbU 1 / . 0310 . C IZ 


. 06 . tw 


Method 


TBLASTX : Wheat 




Start 


LUDZ / 




End 


1 A O "5 A 

10839 




GI 


none 




Score 


77 




Exons 


1 A C A "7 1 A 1 O "1 1 A C O O 

1Uo2 / . . 10 /87 , 1052b. 


1 A O O A 

. 10839 








Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


Gene No. 


93322 




Strand 






pi. - ,.1. 
btart 


9201 




End 


13697 




Name 


OJ000350 17.0310.C72 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


10587 




End 


11153 




GI 


5666795 




Score 


68 




Exons 


10587. .10787, 10842. 


10979, 


11055.. 11153 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea- 


mays] 




Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


Gene No. 


93322 




Strand 






Start 


9201 




End 


13697 




Name 


OJ000350 17.0310.C72 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10842 . 




End 


11276 




GI 


none 




Score 


88 




Exons 


10842. . 10991, 10843. . 


10980, 


11025. .1127 6, 11035. .11211, 






11052. .11276 










Seq. No. 


44299 




Seq. ID 


OJ000350_17.. 0310. 


C72 


Gene No. 


' 93322 




Strand 






Start 


9201 




End 


13697 




Name 


OJ000350 17.0310.C72. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


11901 




End 


12302 




bi 


none 




Score 


87 




Exons 


11901. .12302, 12112.. 


12255 








Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


Gene No . 


93322 




Strand 






Start 


9201 




End 


13697 




Name 


0 JO 00350 17.0310.C72. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11931 . 




End 


12351 




GI 


none 




Score 


312, 




Exons 


11931. .12350, 11938. . 


12351 








Seq. No. 


44299 




Seq. ID 


OJ000350_17.0310. 


C72 


Gene No. 


93322 




Strand 






Start 


9201 




End 


13697 




Name 


OJ000350 17.0310.C72. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12024 




End 


12408 




GI 


none 




Score 


230 





4.5374 






Exons 


12024 124 07, 1204 3. . 124 08 












Seq. No. 


44299 


Seq. ID 


OJ000350_ 


17.0310 


.C72 




Gene No. 


93322 


Strand 










Start 


9201 


End 


13697 








Name 


OJ000350_17 . 0310.C72.o5. tm 


Method 


TBLASTX: Maize 






Start 


12435 


End 


12711 








GI 


none 


Score 


115 








Exons 


12435. .12695, 12435. .12698, 


12445. .12711 








Seq. No. 


44299 


Seq. ID 


OJ000350_ 


17.0310 


.C72 




Gene No. 


93322 


Strand 










Start 


9201 


End 


13697 








Name 


OJ000350_17 . 0310 . C72 . o4 . tw 


Method 


TBLASTX: Wheat 






Start 


12459 


End 


12696 








GI 


none 


Score 


130 








Exons 


12459.. 126 95, 12 465.. 12695, 


12466. .12696 








Seq. No. 


44300 


Seq. ID 


OJ000350_ 


17 . 0310 


.C73 




Gene No. 


93323 


Strand 


+ 








Start 


1 


End 


24588 








Name 


OJ000350 17.0310.C73.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


15790 






f =1 


GI 


6630464 


Score 


1234 






CI 


Exons 


1..36, 4107. .4496, 4707. .5681, 6909. .7245, 7890. 


.7988, 








14387. .15790 










Ill 


GI Descrip. 


(AC007190) F23N19.4 [Arabidopsis thaliana] 






i y 


Seq. No. 


44300 


Seq. ID 


OJ000350_ 


17 .0310 


.C73 




Gene No. 


93323 


Strand 


+ 








Start 


1 


End 


24588 






- ^5 


Name 


OJ000350 17.0310.C73.o2.gs 


Method 


GENSCAN 






= y 


Start 


3479 


End 


11070 








GI 


none 


Score 


.67 " 








Exons 


3479.. 5814, 5847.. 5955, 6818 


..7151, 7430. .7542, 


8125. .8 


253, 






8435.. 8528, 8631. ..8714, 9523 


. .9711, 10561. .10.681 


, 10860 


. . 11 


; - 


Seq. No. 


44300' 


Seq. ID 


OJ000350_ 


17.0310 


,C73 


si 


Gene No. 


93323 


Strand 


+ 








Start 


1 


End 


24588 








Name 


OJ000350 17.0310.C73.o4.gs 


Method 


GENSCAN 






a. —a 


Start 


14244 


End 


18748 








GI 


none 


Score 


.78 








Exons 


1424 4. .154 4 5, 15522. .15721, 


16291. .16462, 16693. 


.17045, 








1844 0. .18574, 18 672. .1874 8 












Seq. No. 


44300 


Seq. ID 


OJ000350_ 


17.0310 


.C73 




Gene No. 


93323 


Strand 


+ 








Start 


1 


End 


24588 








Name 


OJ000350 17.0310.C73.o2.np 


Method 


AAT/NAP 








Start 


14547 


End 


21002 








GI 


6633845 


Score 


814 








Exons 


14547. .15378, 20314.. 21002 












GI Descrip. 


(AC008047). F2K11.22 [Arabidopsis thaliana] 








Seq. No. 


44300 


Seq. ID 


OJ000350_ 


17.0310 


.C73 




Gene No. 


93323 


Strand 


+ 







45375 



Start 
Name 
Start 
GI 

Exons 



OJ000350_17.0310.C73.ol.gp 
15941 

.426253'* • >r 
15941. .16229 



End 

Method 

End 

Score 



24588 
AAT/GAP 
16229 
534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44300 
93323 
1 

OJ000350_17.0310.C73.o5.gs 
19409 
none 
19409 
22791 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20163, 20288. .20406, 204 52 21036, 21222 .. 21301, 
22811, 23319. .23402, 23495 .. 23740, 24426. .24588 



OJ000350_17.0310.C73 
+ 

24588 
GENSCAN 
24588 
.78 



44300 
93323 
1 

OJ000350_17.0310.C73.o2.gp 
22779 

uC-osflcyp081e03bl 



Seq. ID OJ000350_17.0310.C73 

Strand + 

End 24588 

Method AAT/GAP 

End 23675 

Score 835 



22779. .22984, 23319 23402 , 23495. .23675 

1 4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] ' ■ - 



44300 
93324 
11971 

OJ000350_17, 

3743 

none 

3743. .3922, 
4073. .4246, 
4214 . .4426, 
4351. .4494, 
4606-: .4899, 
4889. .5275., 



0310.C73.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 17.0310.C73 



21152 
TBLASTX: 
21020 
81 



Cress 



.4042, 3956.. 4042, 

,4324, 4154. .4525, 

.4621, 4273. .4584, 

,4668, 4571. .4759, 

,5050, 4748. .5155, 

,5077, 5006. .5362, 



3860. .4042, 3935. 
4073. .4324, 4103. 
4228..4386, 4259. 
4472. .4834, 4570. 
4649..4876, 4682. 
4970.. 5179, 4991. 
5111. .5461, 5111. .5179, 5174. .5371, 5216.. 5563, 
5257. .5508, 5339. .5671, 5384. .5599, 5444. .5674, 

14388. .14486, 14388 .. 14456, 14 388 .. 14 4 62 , 14490 

14502. .14540, 14556 .. 14822, 14 559 .. 14735 , 14559 

14562. .14735, 14 562 .. 14726, 14567 .. 14 932 , 14577 

14579. .14731, 14 625 .. 14837 , 14 639 .. 14 7 97 , 14670 

14684. .14995, 14724 .. 14933, 14739. . 14858 , 14762 

14787. .15164, 14883 .. 15245, 14 982 .. 15170 , 14985 

15024. .15287, 15165 .. 15290, 15270 .. 15437 , 15300 

15442. .15681, 15442 .. 1554 0, 154 45 .. 15708 , 15448 

15496. .15684, 15559 .. 15720, 1 6694 1 6909, 16694 

16694. .16861, 16739 ... 1 6930, 167 99 17029 , 19661 

19661. .19801, 19778.'. 19942, 19853 .. 1 9963, 19874, 

19985. .20155, 19988 .. 20122, 19988, 

20024. .20155, 20220 .. 20432 , 20220, 

20316. .20525, 20352 .. 20708 , 20403, 

20520. .20747, 20562 . .. 20900 , 20589, 



19979. .20161 
19991. .-20029 
20235. .20621 
20457. .20807 
20603. .20854 



4073. . 
4168. . 
4313. . 
4574 . . 
4859. . 
5057 . . 
5243. . 
14388. 
.14570 
.14936 
.14657 
.15032 
.14905 
. 15374 
.15437 
.15660 
.16816 
. 19840 
.19960 
.20155 
.20501 
.20642 
.20852 



4411, 
4320, 
4522, 
4963, 
5086, 
5296, 
5506, 
.14474, 



20730. .20921, 20790.. 21020 



Seq. No. 



44300 



Seq. ID OJ000350_17.0310.C73 



45376 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



93324 Strand 
11971 End 

OJ000350_17.0310.C73.o6. tm . Method 
3851' End 
none Score 



21152 

TBLASTX: Maize 

19966 

43 



3851. .3925, 3872. .4063, 3878. .4042, 3950. .4042, 14 385 14552 , 
14387. .14551,-19844. .19966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



O 



44300 
93324 
11971 

OJ000350JL7, 
3923 
none 
3923. , 
4079. . 
4162. , 
4586. . 
4925. . 
5111. . 
5441. . 
14493, 
14556, 
14 601, 
14877, 
15442, 



0310.C73.ol.ts 



4042, 
4411, 
4395, 
5362, 
5098, 
5719, 
5734, 
.14537 
.14627 
.14783 
.15242 
.15720 
15496. .15693 
19685. .19960 
19979. .20113 
20229. .20501 
20268. .20981 
20318. .20593 
20459. .20593 



3956 
4079 
4190 
4679 
4931 



,4042, 4073. 

,4396, 4091. 

,4372, 4271, 

,4888, 4787, 

,5566, 4942. 



5113.. 5247, 5201. 



14559. 
.14 682. 
15090. 
15442. 
16667, 
19841, 



,5353, 
,5671, 
,5203, 
.5806, 



Seq. ID OJ000350_17.0310.C73 
Strand 

End 21152 
Method TBLASTX : Soybean 
End 21152 
Score 83 

4726, 4073. .4291, 4076. .4594, 
4711, 4147. .4524, 4157. .4525, 
5131, 4364. .4726, 4481. 
5155, 4918. .5097, 4922. 
5256, ■ 5005. .5133, 5030. 
5635, 5204.. 5635, 5339. 
5444. .5707, 14388 .. 14 48 6, 14 388 .. 14 4 8 6, 
, 14499. .14561, 14553 .. 14822, 14553 .. 15122 , 
15137, 14561. .14935, 14568. 
15437, 14775. .15137, 14811. 
15299, 15273. .15314, 15442. 
15633, 15445. .15711, 15472. 
17089, 16694. .17161, 19655. 
19969, 19850. .19966, 19874. 
19988. .20170, 20002 .. 20121, 20220. 
20232. .20699, 20232 .. 20708, 20264. 
20271. .20444, 20277 .. 20912 , 20288 .. 20602 , 
20352. .20708, 2037 6 .. 2054 9, 204 57 .. 21080, 
20550. .20993, 20561 .. 20887 , 20685. .21152 



.14936, 
.14 984, 
.15588, 
.15711, 
.19810, 
.19966, 
.20594, 
.20434, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44300 
93324 
•11971--, 
OJ000350_17. 
4073 
none 

4073. .4489, 
4295. .4804, 
4736. .5224, 
5135. .5659, 



14553. 
14705. 
14811. 
15445. 
16697. 
19979. 
20220. 
20382. 
20691. 



.14780 
. 15163 
. 15314 
. 15711 
.17014 
.20137 
.20666 
.20885 
.21131 



0310.C73.o2. tm. 



4091.. 4594, 4136 
4316. .4792, 4324 
4820. .5287, 4840 
5240.. 5707, 5345 
14559. .14690, 



14706, 
14922, 
15445, 
16700, 
20012. 
20232. 
20385. 
20692. 



.15221, 
.15425, 
,15609, 
, 17140, 
.20137, 
.20471, 
,20588, 
,20823 



Seq. ID OJ000350 
Strand 

End- 21152 
Method - TBLASTX: 
End 21131 
Score 181 
4279, 4293..4463, 
4488, 4511. .5014, 
5121, 4925. .5413, 
5713, 5431.. 5556, 
14601. .15116, 14704 
14727. .15203, 14735 
15021. . 15437, 15445 
"15526. .15711, 16694 
19661. .19843, 19970 
20201. .20407, 20220 
20271. .20759, 20325 
20487. .21005, 20586 



17.0310.C73 



Maize 



4294 . .4761, 

4610. .5119, 

5036. .5539, 

14553. .15005, 

.15117, 

.14899, 

. 15717, 

. 17062, 

.20095, 

.20570, 

.20549, 

.21053, 



Seq. No. 
Gene No. 
Start 



44300 
93324 
11971 



Seq. ID OJ000350_17.0310.C73 
Strand 

End 21152 



45377 




Name 


OJ000350 17.0310.C73 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


6401 






End 


7158 






GI 


none. 






Score 


86 






Exons 


640i. . 


6481, 6402. .6473, 6803. .7150, 6815. .6976, 


68 2£*:. 7 15 4, 




6831. . 


7154, 6832.. 7158 










Seq. No. 


44300 






Seq. ID 


OJ000350 


_17.0310 


.C73 


Gene No. 


93324 






Strand 








Start 


11971 






End 


21152 






Name 


OJ000350 17.0310.C73 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


9055 






End 


9316 






GI 


none 






Score 


84 






Exons 


9055. . 


9153, 9055.. 9120, 9122 


I..9220, 9135. .9251, 


9136. . 9255, 




9136. . 


9255, 9254.. 9316, 9255.. 9305, 9278.. 9307 






Seq. No. 


44300 






Seq. ID 


OJ000350 


_17.0310 


.C73 


Gene No. 


93324 






Strand 








Start 


11971 






End 


21152 . 






Name 


OJ000350 17.0310.C73 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


10329 






End 


11386 






GI 


none 






Score 


117 






Exons 


10329. 


.10538, 11144. 


.11365, 


11145. .11336, 11147 


. .11386 




Seq'.- No. 


44300 






Seq. ID 


OJ000350 


17.0310£.C73 


Gene No. 


93324 






Strand 








Start 


11971 






End 


21152 






Name 


OJ000350 17.0310.C73 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


10425 






End 


11416 






GI 


none 






Score 


78 






Exons 


10425. 


.10487, 11138. 


.11416, 


11138. .11416 






Seq. No. 


44300 






Seq. ID 


OJ000350 


_17.0310 


.C73 


Gene No. 


93324 






Strand 








Start 


11971 






End 


21152 






Name 


OJ000350 17.0310.C73 


. o3 . gs 


Method 


GENSCAN 






Start 


11971 






End 


12600 






GI 


" none 






Score 


.72 






Exons 


11971. 


.12012, 12553. 


.12600 










Seq. No. 


44300 






Seq. ID 


OJ000350 


_17.0310 


.C73 


Gene No. 


93325 






Strand 








Start 


23316 






End 


25181 






Name 


OJ000350 17.0310.C73 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


23316 






End 


25181 






GI 


none 






Score 


52 






Exons 


23316. 


.23411, 23321. 


.23395, 


23322. .23405, 23486 


. .23743, 






23494. 


.23778, 23494. 


.23742, 


23846. .23986, 23847 


. .24035, 






23847. 


.23984, 23848.. 


.23985, 


23849. .23986, 23923 


. .23973, 






23926. 


.23985, 23931'. 


.24104, 


23974. .24102, 23990 


. .24106, 






24002. 


.24103, 24005. 


.24100, 


24008. .24103, 24009 


. .24104, 






24010. 


.24099, 24010. 


.24102, 


24011. .24103, 24011 


. .24106, 






24011. 


.24103, 24011. 


.24091", 


24012. .24104, 24012 


. .24116, 






24012. 


.24104, 24012. 


.24104, 


24012. .24092, 24012 


. .24104, 






24014 . 


.24121,-. 24014. 


.24103, 


24023. .240? 


32, 24104 


. .24178, 






24107. 


.24202, 24107. 


.24175, 


24107. .24202, 24107 


. .24190, 






24107. 


.24178, 24107. 


.24175, 


24108. .24170, 24108 


. .24185, 






24108. 


.24194, 24108. 


.24194, 


24108. .241* 


38, 24109 


. .24195, 





45378 





24109. .24171, 24113. 


. 24199, 


24115. .24195, 24115. 


.24195, 






25120. .25179, 25125. 


. 25181 










Seq. No. ' 


44301 




Seq. ID 


OJ000350_ 


17.0310. 


C74 


Gene No. 


93326 




Strand 


+ 






Start 


445 




. End 


3473 






Name 


OJ000350_17 .0310.C74 


.ol.gs 


Method 


GENSCAN 






Start 


445 




End 


3473 






GI 


none 




Score 


. 55 






Exons 


445. .731, 1170. .1225 


, 1468. 


.1678, 3363 


. . 3473 






Seq. No. 


44301 




Seq. ID 


OJ000350_ 


17.0310. 


C74 


Gene No. 


93326 




Strand 


+ 






Start 


445 




End 


3473 






Name 


OJ000350_17 .0310.C74 


.ol.gp 


Method 


AAT/GAP 






Start 


564 




End 


1935 






GI 


none 




Score 


1174 






Exons 


564 . .731, 1170 . . 1225 


, 1309. 


.1401, 1500 


. . 1935 






Seq. No. 


44301 




Seq. ID 


OJ000350_ 


17 .0310. 


C74 


Gene No. 


93327 




Strand 


+ 






Start 


11364 




End 


24416 






Name 


OJ000350 17.0310.C74 


. o5 . gs 


Method 


GENSCAN 






Start 


11364. 




' End 


24416 






GI 


none 




Score 


.45 






Exons 


11364 . . 11395, 11988 . 


. 12154, 


13665. .13794, 13941. 


. 14030, 






14395 . . 14421, 14558 . 


. 15079, 


16451. .16573, 16690. 


. 16860, 






17034 . . 17163, 17416. 


. 17628, 


17948. .18119, 18339. 


. 18542, 






18685 . . 18723, 19320 . 


. 19399, 


19987. .20404, 20872. 


.21031, 






21135. .21409, 21592. 


. 21797, 


24254. .24416 






Seq. No. 


44301 




Seq. ID 


OJ000350_ 


17 .0310. 


C74 


Gene No. 


93327 




Strand 


+ 






Start 


11364 




End 


24416 






Name 


OJ000350 17.0310.C74 


. o 1 . np 


Method 


AAT/NAP 






Start 


14412 




End 


17850 






GI 


7529754 • .,. • 




Score 


1421 






Exons 


14412. .15079/"15172. 


.15271, 


16446. .16573, 16690. 


.16860, 






17034. .17163, 17416. 


.17625, 


17715. .17850 







GI Descrip. (AL163527) receptor-like protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44301 
93327 
11364 

OJ000350_17 . 0310.C74 ,o2 .np 
19226 
6041808. 

19226. .19399, 19987 .. 2044 9, 
21576. .21835, 22757. . 22805 

(AC009755) unknown protein [Arabidopsis thaliana] 



OJ000350_17.0310.C74 
+ 

24416 
AAT/NAP 
22805 
1156 



Seq. ID 
Strand 
End. 
Method 
End 
Score 

20872. .21031, 21135 .. 21396, 



44301 Seq. ID 

93327 Strand 

11364 End 

OJ000350_17 .0310.C74 .o3.gp Method 

21135 End 

3107389 Score 



OJ000350_17.0310.C74 
+ 

24416 
AAT/GAP 
21412 
541 



45379 



Exons 


21135. .21412 










o± uescrip . 


3559805/emb|CAA07251| 3.0e-21 


(AJ006787) putative phytochelatin 




synthetase [Arabidopsis thaliana] 






Seq. No. 


44301 




Seq. ID 


UU UUUjjU 


1 1 n"5i n nn a 

1 / .UjlU.Lf ^ 


Gene No. 


93328 




Strand 






otart 


4725 




End 






Name 


OJ000350 17.0310.C74.o2.gs 




Method 








4725 




End 


o o y o 




PT 


none 




Score 


QA 






472S..4872, 5173. .5232, 5343. 


.5398 






Seq. No. 


44301 




Seq. ID 


n Toon ^ 

Uu UUUjjU 


i i n^i n a a 


Gene No. 


93329 




Strand 








' 5924 




End 


1 9 A R 




Name 


OJ000350 17.0310.C74.o3.gs 




Method 


GENSCAN 






5924 




End 


7245 






none 




Score 


.52 




U 1 v /-\ o 


5924. .5935, 6547.. 6991, 7142 




.7245 






o e q . LN O . 


44301 




Seq. -ID 


OJ000350_ 


17.0310.C74 


(jrene lno. 


93330 




Strand 








8561 




End 


9713 




Name 


OJ000350 17.0310.C74.o4.tm 




Method 


TBLASTX: Maize 


Start 


415 




End 


1673 




PT 


none 




Score 


81 




T7* XT TTi 

iLXons 


415. .474, 420. .476, 435. .476 




479. .553 


, 492. .563, 492. .575, 




493. .603, 582. .674, 587. .667, 


589. . 675 


, 678. .731 


, 683. .733, 




1144. .1224, 1167. .1217, 1326 




.1427, 1327. .1428, 


1476. . 1673, 




1502. .1663 










Seq. No. 


44301 




Seq. ID 


OJ000350_ 


17.0310.C74 


Gene No. 


93330 




Strand 






OLalL 


8561 




End 


9713 . 




Name 


OJ000350 17.0310.C74 .o4 . gs 




Method 


GENSCAN 




OLalL 


8561 




End 


9713 




PT 


*none 




Score 


.76 




Exons 


8561.. '8625, 9632.;.. 9713 










acq. LN O . 


44301 




Seq. ID 


OJ000350_ 


17.0310.C74 




93331 




Strand 






O L a IT t 


14415 




End 


17837 




Name 


OJ000350 17.0310.C74.ol.tm 




Method 


TBLASTX: Maize 




14415 




End 


16830 




P T 
O-L 


none 




Score 


92 




Exons 


14415. .14477, 144 17 .. 14575, 


14417. . 14572, 14571. 


.14678, 




14577. .14678, 14596 .. 14679, 


14670. . 147 


89," 14670. 


.14789, 




14782. .14 862, 14 784 . : 14 864 , 


14788. . 148 


62, 14842. 


. 15075, 




1484 3. .15079, 14 8 68. .15080, 


14868. . 15086, 15169. 


. 15270, 




15172. . 15267, 15173. . 15271, 


15176. . 15271, 16418. 


. 16498, 




16448. .16513, 164 4 8 .. 16513, 


16449. . 16514, 16449. 


. 16544, 




16517. .16573, 16518 .. 16574 , 


16518. .16607, 16689. 


. 16814, 




16691. .16828, 16813.. 16830 










Seq. No. 


44301 




Seq. ID 


OJ000350_ 


17.0310.C74 


Gene No. 


93331 




Strand 






Start 


14415 




End 


17837 





45380 



Name 

Start 

GI 

Exons 



OJ000350_17.0310.C74.o3.ts 

14865 

none 

14865. . 15080, 14876 14 992 , 
15173. .15268 



Method TBLASTX : Soybean 
End 15270 
Score 254 
14892. .15095, 15169. . 15270, ■ 



Seq. No. 44301 

Gene No. 93331 

Start 14415 

Name OJ000350_17 . 0310 . C74 . o3 . tc 

Start 14874 

GI none 

Exons 14874. .15077, 1487 6 .. 14 98 6, 
15173. .15256 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C74 
17837 

TBLASTX: Cress 

15258 

222 



14 8 92. . 15125, 15172. . 15258, 



Seq. No. 44301 

Gene No. 93331 

Start 14415. 

Name OJ000350_17 . 0310 . C7 4 . o2 . tc 

Start 16448 

GI none 

Exons 16448. . 16573, 1644 9 16574 , 
16691. .16867, 17029. .17088 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C74 
17837 

TBLASTX: Cress 

17088 

158 



16684. . 168 66, 16691. .16867, 



Seq. No. 44301 
Gene No. 93331 
Start 14415 

Name OJ000350_17 . 0310 . C7 4 . o2 . ts 

Start 164 75 

GI none 
Exons 16475, 

17025, 

17036. 



.16573, 16476. .16574, 
,17147, 17028. .17165, 
,17167, 17407. .17616, 



Seq. ID OJ000350_17.0310.C74 
Strand 

End 17837 

Method TBLASTX : Soybean 

End 17616 

Score 151 
16691. .168 67, 16703. .16867, 
17029. .17172, 17036. .1717 9, 
17415. .17615 



Seq. No. 44301 

Gene No.. 93331 
Start . -'-14 415 

Name OJ000350_17 . 0310 . C74 . o2 . tw 

Start 16691 

GI none 

Exons 16691. .16867, 17035 .. 17139, 17043.. 17138 



Seq. ID OJ000350 17.0310.C74 



Strand 
End 

Method 

End 

Score 



17.837 

TBLASTX: Wheat 
17139 
186 



Seq. No. 44301 
Gene No. 93331 
Start 14415 

Name OJ000350_17 . 0310 . C74 . o3 . tm 

Start 17027 
GI none 
Exons 17027. . 17164, 

17407. .17625, 

17713. .17835 



17028. .17165, 
17413. .17610, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17029 

17688 



OJ000350 17.0310.C74 



17837 

TBLASTX: Maize 
17837 
164 ~ 

17172, 17406. .17609, 
17831, 17712. .17837, 



Seq. No. 44301 Seq. ID 

Gene No. 93331 Strand 

Start 14415 End 

Name OJ000350_17 . 0310 . C7 4 . o4 . tc Method 

Start 17089 End 



OJ000350_17. 0310.C74 
17837 

TBLASTX: Cress 
17627 



45381 








none 








Score 


101 








Exons 


17089. 


.17172, 


17413. 


. X / OZ D , 


17413. . 17610, 17421. 


. 1 / DZ / 






O rt VTrt 

beq. NO. 


44301 








Seq. ID 


OJ000350_ 


I / . UjIU 


. L / 4 




Gene No . 


93332 








Strand 










Start 


19280 








End 


21840 








Name 


OJ000350 17.0310.C74 


. ol . ts 


Method 


TBLASTX : S 


oybean 






Start 


X -? Z O VJ 








End 


21393 








C T 


none 








Score 


141 








Exons 


1 Q9Rfl 

J. JtOU . 


.19396, 


19310. 


. i y o y o , 


19954. .20139, 19986. 


o n i a i 
. Z U 1 4 ± , 










.20487, 


20148. 


. Z U4 JO , 


20850. .21029, 20873. 


oi mi 
. Z 1 U Jl , 








20873. 


.21028, 


21099. 


. Z 1 O JO , 


21137. .21343, 21139. 


.21393, 








21139. 


.21390 
















C 1 rt rt* KT/-\ 

beq. NO. 


a a ^ n i 

41 jUI 








Seq. ID 


OJ000350_ 


17.0310 


C*H A 

. L / 4 




Gene No . 










Strand 












19280 








End 


21840 








Name 


OJ0003 


50 17.0310.C74 


rt O +-TTI 

. oz . tm 


Method 


TBLASTX: Maize 






Start 


19310 








End 


21797 








GI 


none 








Score 


73 








Exons 


19310. 


.19396, 


19311. 


. i y oo z , 


19317. .19400, 19319. 


.19396, 








19954. 


.20133, 


19986. 


. ZU ioZ , 


20128. .20487, 20139. 


.20483, 








20850. 


.21002, 


20869. 


. zuy y / , 


20870. .21007, 20873. 


.21001, 








21136. 


.21393, 


21136. 


. Z lOO 4 , 


21174. .21398, 21588. 


.21698, 




a? 




21593. 


.21676, 


21702. 


. z i / y / , 


21723. .21797 








O rt rt* VI /-^ 

beq. no. 


44301 








Seq. ID 


OJ000350_ 


17.0310 




» 


Gene No. 


93332 








Strand 










Start 


19280 








End 


21840 








Name 


OJ000350 17.0310.C74 


.ol. tc 


Method 


TBLASTX: Cress 




y 


Start 


20022 








End 


21797 










none 








Score 


158 








Exons 


20022. 


.20132, 


20023. 


. ZU1 jj, 


20128. .20511, 20148. 


.20483, 








20847. 


.21029, 


20871. 


. z u y / o , 


21192. .21389, 21193. 


.21393, 




3 




21198. 


.21398, 


21588. 


. z i b y z , 


21593. .21664, 21705. 


.21797, 




'•4 




21752. 


.21796 
















O rt rtr VI rt 

beq. no. 


44301 








Seq. ID 


OJ000350_ 


17.0310 


. U / 4 




Gene No. 


93332 








Strand 










Start 


19280 








End 


21840 








Name 


OJ000350 17.0 


310. C74 


. ol . tw 


Method 


TBLASTX: Wheat 








20939 








End 


21327 








r* t 


none 








Score 


110 








Exons 


20939. 


.21031, 


20940. 


. z iuz y , 


21087. .21326, 21088. 


.21327, 








21136. 


.21327 
















C rt rtr K1 rt 

beq. no. 


44301 








Seq. ID 


OJ000350_ 


17.0310 


f—l —1 A 

. C / 4 




Gene No." : 


93332 








Strand 










Start 


19280 








End 


21840 








Name 


OJ000350 17.0310.C74 


. o4 . t s 


Method 


TBLASTX: Soybean 






Start 


21585 








End 


21840 








GI 


none 








Score 


142 








Exons 


21585. 


.21692, 


21589. 


.21690, 


21590. .21691, 21591. 


.21692, 








21592. 


.21702, 


21705. 


.21797, 


21709. ,21£ 


40, 21720. 


.21797 






Seq. No. 


44302 








. Seq. ID 


OJ000350_ 


17.0310 


C75 




Gene No. 


93333. 








Strand 









45382 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_17.0310.C75.ol.np 
1 

6598804 



End 

Method 

End 

Score 



7210 
AAT/NAP 
3153 
775 



1..73, 228. .365, 1057. .1154, 1239. .1336, 2579. .2708, 2797. .2984, 
3083.. 3153 

(AF024504) "similar to prolyl 4-hydroxylase alpha subunit 
[Arabidopsis thaliana] 



44302 
93333 
1 

OJ000350_17.0310.C75.ol.gs 

285 

none 

285. .365, 1057. .1154, 1239.. 
3083. .3103, 5128. .5761, 5888 
6872. .7210 



Seq. ID OJ000350_17.0310.C75 

Strand + 

End 7210 

Method GENSCAN 

End 7210 

Score .45 
1336, 2579. .2708, 2797.. 2984, 
..5999, 6122.. 6238, 6342.. 6656, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44302 Seq. ID 

93333 Strand 
1 End 
OJ000350_17.0310.C75.o2.np Method 
5334 End 
6862952 Score 
5334. .5468, 5584. .5761, 5888. .6006, 
6872. .7207 

(AC019018) putative G protein-coupled receptor [Arabidopsis 
thaliana] 



OJ000350_17.0310.C75 
+ 

7210 
AAT/NAP 
7207 
1151 

6129. .6238, 6342. .6656, 



OJ000350_17.0310.C75 
+ 

7210 
AAT/GAP 
6429 
624 



44302 Seq. ID 

93333 Strand 
1 End 
OJ000350_17 .0310.C75.o2.gp Method 
5851 - End 
699937 Score 
5851. .5999, 61,22.. 6238, 6342.. 6429 

4 454 471/gb] AAD20918 | 2.0e-21 (AC006234) putative G protein 
coupled receptor [Arabidopsis thaliana] 

44302 Seq. ID OJ000350_17 . 0310 . C75 

93334 Strand 

3764 End 4187- 

OJ000350_17.0310.C75.ol.gp Method AAT/GAP 
3764 End 4187 

LIB3477-003-P1-K1-E9 Score 156 

3764. .3861, 4157. .4187. 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR 1 POLLEN .ALLERGEN ORY 

5 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



44302 
93335 
8012 

OJ000350 

293 

none 



17.0310.C75.o4.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C75 
8867 

TBLASTX : Soybean 

1335 

127 



45383 



Exons 



293. .370, 294. .359, 1056. .1142, 1056. .1154, 1057. .1155, 
1069.. 1167, 1236.. 1334, 1237.. 1335, 1237.. 1335 



Seq. No. 44302 
Gene No. 93335 
Start * 8012 

Name OJ000350_17 . 0310 . C75 . ol . tc 

Start 1066 
GI none 

Exons 1066.. 1152, 1069.. 1161, 1239. 

2578. .2694, 2798. .2833, 2888, 
3082. .3147 



Seq. ID OJ000350_17.0310.C75 
Strand 

End 8867 

Method TBLASTX : Cress ; " - 
End 3147 
Score 74 

.1331, 1240.. 1332, 2577.. 2708, 
.3001, 2902.. 2994, 3081.. 3137, 



Seq. No. 44302- 

Gene No. 93335 

Start 8012 

Name OJ000350_17 . 0310 . C75 . ol , 

Start 1245 

GI none 
Exons 



tm 



Seq. ID OJ000350 17.0310.C75 



Strand 
End 

Method 

End 

Score 



8867 

TBLASTX: Maize 

3183 

130 



1245. .1334, 12.46.. 1335, 1249.. 1335, 2556. .2708, 2578.. 2694, 
2797. .2994, 2798. .3001, 3081. .3182, 3082. .3183 



Seq. No. 44302 

Gene No. 93335 

Start 8012 

Name OJ000350_17 . 0310 . C75 . ol . ts 

Start 2593 

Gi none 

Exons 2593.-2694, 2594.. 2665, 2601. 

2798. .3001, 2870. .2998, 3081, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 17.0310.C75 



8867 

TBLASTX : Soybean 
3156 
172 

2705, 2601.. 2708, 2797.. 2994, 
3149, 3082. .3156, 3085.. 3150 



Seq. No. 44302 
Gene No. 93335 
Start 8012 

Name OJ000350JL7 . 0310 . C75 . o5 . tm 

Start 5318 

GI none " 

Exons 5318.. 5386, 5319.. 5381, 5397. 

5666.-5692, 5694. .5762, 5696. 

6120.. 6194, 6120.. 6194, 6121. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 17.0310.C75 



8867 

TBLASTX: Maize 
6196 
79 

5468,' 5401. .5469, 5600. 
5761, 5882. .6007, 5889. 
6195, 6122. .6196 



,5680, 
,6002, 



Seq. No. 44302 

Gene No. 93335 

Start 8012 

Name OJ000350_17 . 0310 . C75 . o5 . ts 

Start 5886 

GI none 

Exons . 5886.. 6011, 6148.. 6231, 6149. 

6398.-6553, 6554. .6649, 6555. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6247, 6396 
.•£659 



OJ000350 17.0310.C75 



8867 

TBLASTX : Soybean 
6659 
88 

6554,. 6396. . 6527, 



Seq. No. . 44302 Seq. ID 

Gene No. 93335 Strand 

Start 8012 End 

Name OJ00.0350_17 . 0310 .C75 . o2 . tm ■ Method' 

Start 6341 End 

GI none Score 

Exons 6341.. 6649, 6343.. 6621, 6345.. 6650 



OJ000350_17.0310.C75 
8867 

TBLlASTX: Maize' 

6650 

213 



45384 




Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310 


.C75 


bene ino . 


7jjOj 














otait 


fi 0 1 9 

QUIZ 










Q Q £7 




Name 


nTnon^^n i"7 

UOUUUjju J. / 


mi n 

■ UJIU . 


P7 R r\0 


. UC 


ixieunoa 


q-i D T 7\OTV • Pv^oo 

1 D.UH.0 1 a . bres s 




btart 


do yv 








Hina 


7 9 O A 






none 








Score 


1 £ R 
1 DO 




Lxons 


cpqn 70Rd 

OOZ3U. . / U 0 fl , 


7 1 HQ 


7904 
• / U ft 










Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310 


.C75 


bene no . 


" J J J J 








oirana 








am 9 

QUIZ 








tna 


Aft ^7 

OOD/ 




Name 


n tooo ^ so 1 1 

UuUUUjjU 1 / 


0 "3.1 n 


CI R r\ ^ 
b / J • O J 


. LIU 


Nyf j"\ 4~ /■'i /"I 


TP D T 7\ C T V • Ma -J 






Di7J 1 










7 9 01 




bl 


none 








Score 


/l A 9 
4i fi Z 




Exons 


cqqi 7-1 Q-7 




7 9 n 1 




7 9 01 

. / z u 1 






Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310 


.C75 


bene ino . 


" j j j j 








C +- r-a nrl 






Q 4- -> ~-4W 

OtdlL 


P 0 1 9 








fcna 


fifi ^7 

OOD / 




Name 


UJ UUUJOU 1/. 


o^i 0 


b / D . OZ , 


. US 


we cnoa 


1 dj_iHo 1 a : ooyoean 






0 y ft 0 








£jna 


•701 c 




bl 


none 








Score 


■D/i n 
Jfi U 




Exons 


6943. .7209, 


6944 . 


.7216 










C q /-t Mr>i 
064. IN O • 


44302 








Seq. ID 


OJ000350_17?0310 


.C75 


Gene No. 


93335 








Strand 






Start 


8012 








End 


8867 




Name 


OJ000350 17. 


.0310. 


C75.o3. 


■ gp 


Method 


AAT/GAP 




otart 


7877 








End 


8467 




bl 


uC-osroM202031e06bl 




Score 


856 




TP v /"\ C 1 

Lxons 


7877. .8258, 


8388. 


.8467 










bi uescrip . 


■ 4 4 54 4 71 /gb| AAD20918 | 2 , 


.Oe-21 


(AC006234) putative G protein 




coupled receptor 


[Arabidopsis 


thaliana^ 


] f 




Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310 


.C75 


;( Gene No. 


93335' ' 








Strand • 






OtdlL 


8012 








End 


8867 




Name 


OJ000350 17. 


,0310. 


C75.o4 . 


. tm 


Method 


TBLASTX: Maize 




ot.arTi 


8010 








End 


8648 




H T 
bl 


none 








Score 


74 




Exons 


8010. .8111, 


8018. 


.8224, 


8025. , 


.8120, 8147. .8221, 8378. .8623, 




8379. .8648, 


8413. 


.8625, 


8418. , 


.8639 






Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310, 


.C75 


bene jno . 


93335 








Strand 






.0 tart 


8012 




C75.o2". 




End . 


8867 




Name 


OJ000350 17. 


0310. 


,gs 


Method 


GENSCAN ' 




otart 


8012 








End 


8623 




bi 


none 








Score 


.94 




Exons 


8012. .8258, 


8388. 


.8623 










Seq. No. 


44302 








Seq. ID 


OJ000350_17.0310, 


.C75 


Gene No. 


93335 








Strand 






Start 


8012 








End 


8867 




Name 


OJ000350 17. 


0310. 


C75.o3. 


np 


Method 


AAT/NAP 




Start 


8015 








End 


8867 





45385 



GI 1354849 Score 440 

Exons 8015... 8258, 8388.. 8623, 8766.-8867 

GI Descrip. (U57350) epoxide hydrolase [Nicotiana tabacum] 



Seq. No. 44302 

Gene No. 93335 

Start 8012 

Name OJ000350_17 . 0310 . C75 . o3 . ts 

Start 8165 

GI none 

Exons 8165.. 8230, 
8503.. 8625 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_17.0310.C75 
8867 

TBLASTX: Soybean 

8626 

212 



8385. .8471, 8387. .8623, 8388.-8624, 8390. .8626, 



o e q - in u . 










oeq . iu 


n Tnn n ^ c; n 

UJ UUUjOU 


_17 


.0310 


pic 


Z™ 1 n *-i KT j~\ 


3JJJJ 








C 4- v~ -3 r~i H 










oiait 


PHI O 








Jjiia 


OOD / 








Name 


OJ000350 17, 


.0310. 


C75.ol, 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


8418 








End 


8639 








PT 


none 








Score 


196 








Exons 




p a o n 
















beq . wo . 










Seq. ID 


OJ000350 


_17 


.0310, 


. C / D 


Liene ino. 










Strand 


+ 










947 








End 


1131 










OJ000350 17, 


.0310. 


C76.ol. 


• gp 


Method 


AAT/GAP 








Start 


947 








End 


1131 








GI 


none 








Score 


358 








Exons 


947. .1131 


















Seq. No. 


44303 








Seq. ID 


OJ000350 


_17 


.0310, 


.C76 


Gene No. 


93337 








Strand 


+ 








Start 


1761 








End 


6302 








Name 


OJ000350 17, 


,0310. 


C76.o2, 


.gs 


Method 


GENSCAN 








Start 


1761 






End 


5505 








GI 


none 








Score 


.75 








Exons 


1761. . 1929, 


3931. 


.4020, 


4704 . 


.5083-, 5170.. 5505 








Seq. No. 


44303 








Seq. ID 


OJ000350 


_17 


.031*0. 


,C76 


Gene No. 


93337 








Strand 


+ 








Start 


1761 








End 


6302 








Name 


OJ000350 17. 


,0310. 


C76.o2. 


,gp 


Method 


AAT/GAP 








Start 


4354 








End 


4815 








GI 


uC-osroM202010h09bl 




Score 


601 








Exons 


4354. .4579, 


4704 . 


.4815 















GI Descrip. '407938 4.0e-10 (U02494) epoxide hydrolase [Solanum tuberosum] 1 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44303 
93337 
1761. 

OJ000350_17.0310.C76.o2.'np 

4510 

1354849 



Seq. ID OJ000350 17.0310.C76 



Strand 
End 

Method 

End 

Score 



+ 

6302 
AAT/NAP 
6287 
791 



4510. .4584, 4715. .5083, 5170. .5405, 6044. .6287 
(U57350) epoxide hydrolase [Nicotiana tabacum] 



Seq. No. 
Gene No. 



44303 
93337 



Seq. ID OJ000350_17.0310.C7( 
Strand + 



45386 






Start 


1761 




End 


6302 




Name 


OJ000350_17 . 0310.C76.o3.gs 




Method 


GENSCAN 




Start 


5982 




End 


6302 




GI 


none 




Score 


. 5 




' Exons 


5982 . . 6302 










Seq. No. 


44303 




Seq. ID 


OJ000350 17.0310.C76 




Gene No. 


93338 




Strand 


+ 




Start 


624 6 




End 


6502 




Name 


OJ000350_17 . 0310 . C76 . o3 . gp 




Method 


AAT/GAP 




Start 


6246 




End 


6502 




GI 


3762144 




Score 


4 47 




Exons 


624 6 . . 6502 










Seq. No. 


44303 




Seq. ID 


OJ000350 17.0310.C76 




Gene No. 


93339 




Strand 


+ 




Start 


. 7557 




End 


17377 




Name 


OJ000350 17.0310.C76.o4.gs 




Method 


GENSCAN 




Start 


7557 




End 


10474 




GI 


none 




Score 


.74 




Exons 


7557. .7631, 7976. .8146, 8606. 


.8750, 8838.. 9055, 9652.. 9813, 






9896. .10131, 10219. .10474 










Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310.C76 


%J 


Gene No. 


93339 




Strand 


+ 




Start 


7557 




End 


17377 


r i = 


Name 


OJ000350 17.0310.C76.o4.gp 




Method 


AAT/GAP 




Start 


8592 




End 


9943 


~ ~ 

r : 
•s =r 


GI 


32946 1.R1084 




Score 


1097 


s : Z 


Exons 


8592.. 8750, 8838.. 9055, 9652. 


.9813, 9896.. 9943 




GI Descrip. 


'1354849/gb|AAB02006| 2 . Oe- 


38 


(057350) 


epoxide hydrolase 


r i = 




[Nicotiana tabacum] ' 










Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310.C76 




Gene No. 


93339 




Strand 


+ 


^ J 


a Start 


7557 




End 


17377 ■ . 




Name 


OJ000350 17.0310.C76:o3.np 




Method 


AAT/NAP 


sa 


Start 


8681 




•End 


13760 




GI 


1354849 




Score 


800 


f~ 


Exons 


8681.. 8752, 8846.. 9055, 12955 


. .13116, 


13194. .13429, 13517. .13760 


:? =5 


GI Descrip. 


(U57350) epoxide hydrolase 


[Nicotiana 


tabacum] 




Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310.C76 




Gene No. 


93339 




Strand 


+ 




Start 


7557 




End 


17377 




Name 


OJ000350 17.0310.C76.o5.gp 




Method 


AAT/GAP 




Start 


10358 




End 


10702 




GI 


none 




"Score 


643 




Exons 


10358. . 10702.., 










Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310.C76 




Gene' No. 


93339 




Strand 


+ 




Start 


7557 




End 


17377 




Name 


OJ000350 17.0310.C76.o5.gs 




Method 


GENSCAN 




Start 


11940 




End 


17377 




GI 


none 




Score 


.63 




Exons 


1194 0. .12260, 12280. .124 32, 


12702. . 12735, 13156 .. 13429, 



""45387 




13517.. 13611, 15617.. 15766, 15921 .. 16138, 16558 .. 167 19, 
16879. .17033, 17122.. 17377 



Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310. 


C76 


Gene No . 


A Q O O A 




Strand 


+ 




Start 


/ OO / 




XT' — ~J 

End 


17377 




Name 


OJUUUooU 1 /.U31U.C/o.oo. gp 




Method 


AAT/GAP 




btart 


i o n n r 




End 


12435 




GI 


o2 y4 b 1 . RlUo4 




Score 


572 




Exons 


1 O A A C 1 A 1 O 1 1 A O 1 C TO/IOC 

12UUO .. 12121, 12215.. 12435 










GI Descrip. 


1 Jo 4 o 4 y/go I AABUzUUb | 2 . Oe- 


38 


(U57350 ) 


epoxide hydrolase 




[iNicouiana raoacumj 










Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310. 


C7 6 


bene no . 






Strand 


+ 




Start 


/OO / 




End 


17377 




Name 


OJUUUjoU 1 / . UolU . C / 0 . O / . gp 




Method 


AAT/GAP 




Start 


1 J j" J 




End 


16091 




GI 


uC-osroM2U201 or 0 /Dl 




Score 


654 




Exons 


looyo . . Id 1 do, 1592 1 . . 1 oU 91 










GI Descrip. 


Ioo4o4y/gb | AABU2UUD | o.Ue- 


23 


(U57350) 


epoxide hydrolase 




[Nicotiana tabacum] 1 










Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310. 


C76 


Gene No . 


yj j jy 




Strand 


+ 




Start 


t c c n 

/bo / 




End 


17377 




Name 


/^taaaoea a o i a r A /i — . 

OJUUUooU 1 / . UolU . C / o . o4 . np 




Method 


AAT/NAP 




Start 


lo by / 




End 


17365 




bl 


T O C A O /I A 

loo4 84 y 




Score 


797 




Exons 


loo9 /.. 15774 , 15935 16138 , 


16558. .16719, 1 67 98 .. 17033, 






1 / 122 . . 1 / job 










GI Descrip. 


(U57350) epoxide hydrolase 


[Nicotiana 


tabacum] 




beq. No. 


A A "3 A "3 
4 4 JUJ 




Seq. ID 


OJ000350_17.0310. 


C76 


Gene No. 


A O O /I A 

yjo4 u 




Strand 






btart 


1 




End 


. 884 




Name 


/"\TAAAOCA 11 A 1 A f~*^l r — 1 — — 

OJUUUJoU 1 / . U31U . C / o . ol . np 




Method 


AAT/NAP 




b tart 


1 




End 


881 




bl 


loo484 9 




Score 


350 




Exons 


1..224, 495. .703, 809. .881 










GI Descrip. 


(U57350) epoxide hydrolase 


[Nicotiana 


tabacum] 




Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310. 


C76 


Gene No. 


93340 




Strand 






btart 


1 




End 


884 




Name 


OJ000350 17.0310.C76.ol.gs 




Method 


GENSCAN 




Start 


134 




End 


884 




P T 


none 




Score 


.71 




Exons 


134. .224, 495. .712, 812. .884 








Seq. No. 


44303 




Seq. ID 


OJ000350_17.0310. 


C76 


Gene No. 


93341 




Strand 






Start 


17118 




End 


17537 




Name 


OJ000350 17.0310.C76.ol.ts 




Method 


TBLASTX: Soybean 




Start 


63 




End 


17218 




GI 


none 




Score 


89 




Exons 


63. .95, 126. .224, 127. .225, 


4924. .5040, 4925. .5029, 5051 


. .5071, 



45388 



5163. .5399, 5164. .5406, 6063. .6140, 9648. .9764, 9649. .9771, 
9781. .9810, 9886.. 10131, 9889.. 10017, 9893.. 10132, 9897.. 10142, 
10217. .10315, 10261. .10314/ 12951 .. 13052 , 12958 .. 13056, 
13084. .13113, 13182. .13427, 13187 .. 13315 , 13190 .. 1342 9, 
13191. .13430, 13515. .13613, 16561 .. 16659, 16687 .. 1 6716, 
16786... 17031, 16788. .17033, 167 95 .. 17034 , 16943 .. 1704 1, 
17120. .17218, 17164. .17217 



Seq. No. 44303 Seq. ID 

Gene No. 93341 Strand 

Start 17118 End 

Name OJ000350_17 . 0310 . C7 6 . ol . tw Method 

Start 63 End 

GI none Score 
Exons 



OJ000350_17.0310.C76 
17537 

TBLASTX: Wheat 

17003 

110 

.5373, 5169. .5375, 



63. .167, 4966. .5067, 4976. .5071, 5164, 
9705. .9809, 9706. .9810, 9708. .9827, 9879. .10094, 9889. .10095, 
9893. .10099, 9898. .10101, 13008 .. 13112, 13012 .. 13113, 
13024. .13119, 13191. .13397, 13196 .. 13399, 16612 .. 16722> 
16614. ..16775, 16615 .. 16716, 1678 1 .. 16888 , 16795 .. 17001, 
16800. .17003 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



44303 
93341 . 
17118 

OJ000350_1 
69 

none 

69. .95, 12 
811. .873', 
4700. .4804 
5051. 
9651. 
12044 
12952 
15670. .157 
15920. .160 



.5071 
.9776 
. .120 
. .130 



7.0310.C76.o2.tm 



9. .227, 133. .228, 
851. .901, 4495. .4 
, 4701. .4802, 470 
, 8675. .8752, 868 
, 9652.. 9783, 978 
91, 12093. .12128, 
56, 12954. .13055, 
68, 15717. .15767, 
66, 16555. .16659, 



Seq. ID OJ000350_17.0310.C76 
Strand 

End 17537 
Method TBLASTX : Maize 
End 16659 
Score 82 
495. .713, 514. .714, 810. .896, 
608, 4498. .4575, 4524. .4583, 
6. .4864, 4711. .5052, 4916. .5053, 
9. .8751, 8834. .9055, 8837. .8989, 
1..9807, 9783. .9809, 12043 .. 12090, 
12205. .12432, 12211 .. 12432, 
13084. .13110, 13086. . 13112, 
15917. .15988, 15919 .. 160.53, 
16557.. 16658 



OJ000350 17.0310.C76 



Seq. No. 44303 Seq. ID 

Gene No. 93341 Strand 

Start 17118 End 

Name OJ000350_17 . 0310 . C7 6 . ol . tc Method 

Start 4 92 End 

GI none Score 

Exons 492. .713, 565. .714, 810. .878, 4489. .4605, 4718. .4864, 

4723. .4854, 4925. .5002, 8687. .8752, 8836. .8979, 8852.. 

12229. .12435, 12234 .. 12338 , 1591 9 .. 1 6053, 15935. .16063 



17537 

TBLASTX: Cress 

16063 

71 



8992, 



Seq. No. 44303 Seq. ID 

Gene No. 93341 Strand 

Start 17118 End 

Name OJ000350_17 . 0310 . C7 6 . o2 . ts Method 

Start 4 92 End 

GI none Score 
Exons"* 



OJ000350_17.0310.C76 
17537 

TBLASTX: Soybean 

16069 

110 



492. .698, 514. .684, 789. .872, 4717. .4854, 4718. .4867, 
8690. .8752, 8851. .8979, 8852. .8989, 8855. .9061, 12092 .. 12142, 
12174. .12281, 12229. . 12435, 12232 .. 12435 , 15934 .. 16053, 
15935. .16069 



45389 



Seq. No. 44303 

Gene No. 93341 

Start 17118 

Name OJ000350_17 . 0310.C76. o2 tw 

Start 510 

GI none 
Exons 



OJ000350 17.0310.C76 



17537 

TBLASTX: Wheat 

16069 

111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

510. .713, 514. .714/ 810. .890, 811. .873, 4516. .4608, 4524. .4583, 
4700. .4804, 4701. .4802, 4706. .4867, 4711. .4857, 8662. .8688, 
8678. .8752, 8680. .8751, 8834. .9037, 8835. .8936, 8837. .9001, 
12029. .12091, 12031. .12090, 12091. .12123, 12093. .12128, 
12211. .12414, 12212. .12313, 12214. .12417, 15670. .15768, 
15717. .15767, 15917 .. 15991, 15918 1598 9, 15919 16056, 
15920. .16069 



Seq. No. 44303 

Gene No. 93341 

Start 17118 

Name OJ000350_17 . 0310 . C76 . ol . tm 

Start 5167 

GI none 
Exons 



OJ000350 17.0310.C76 



17537 

TBLASTX: Maize 

17376 

344 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5167. .5406, 5169. .5399, 5206. .5403, 6036. .6170, 6038. .6295, 
6042. .6296, 9893. .10132, 9893. .10123, 9898. .10131, 10208 104 62 , 
10208. .10459, 10216. .10473, 13191 .. 134 30, 13196 .. 13504 , 
13515. .13772, 13521 .. 13757 , 1354 4 .. 137 65, 1 67 95 . . 17034 , 
16795. .17025, 1 6800 .. 1704 5, 17111 .. 17365, 17111 .. 17365, 
17149. .17376 



Seq. No. 44303 Seq. ID OJ000350_17 . 0310 . C76 

Gene No. 93341 Strand 

Start 17118 End 17537 

Name OJ000350_17 . 0310 . C76 . 08 . gp Method AAT/GAP 

Start 17118 End 17537 

GI uC-osroM202016f07al Score 749 

Exons 17118. .17537 

GI Descrip. ' 135484 9/gb I AAB02006 | 1.0e-ll (U57350) epoxide hydrolase 

[Nicotiana r . tabacum] 1 - •'. * * ■ 



Seq. No. 


44304 






Seq. ID 


OJ000350 


Gene No. 


93342 






Strand 


+ 


Start 


1 






End 


118 


Name 


OJ000350 


_17.0310 


.C77.ol.np 


Method 


AAT/NAP ' 


Start 


1 






End 


118 


GI 


1354849 






Score 


100 


Exons 


1. .118 










GI Descrip. 


(U57350) 


epoxide 


hydrolase 


[Nicotiana 


tabacum] 


Seq. No. 


44304 






Seq. ID 


OJ000350 


Gene No. 


93343 






Strand 


+ 


Start 


20 






End 


130 


Name 


OJ000350 


_17.0310 


C77.ol.gs 


Method 


GENSCAN 


Start 


20 






End 


130 


GI 


none 






Score 


.81 


Exons 


20. .130 










Seq. No. 


44304 






Seq. ID 


OJ000350 


Gene No. 


93344 






Strand 





45390 



Start 


1 




End 


290 


Name 


OJ000350_17 .0310.C77.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


£. yu 


GI 


uC-osroM202016f 07 al 




Score 


D f Z 


Exbns 


1 . .290 








GI Descrip. 


1 1354 84 9/gb | AAB0200o | 1. 


Oe-11 (U57350) 


epoxide hydrolase 




[Nicotiana tabacum] ' 








Seq. No. 


44305 




Seq. ID 


OJ000350_17.0310.C78 


Gene No. 


93345- 




Strand 




Start 


434 




End 


ID / / 


Name 


OJ000350 17.0310.C78.ol. 


gs 


Method 


PPMCP7\ NT 

bLNbLAN 


Start 


434 




End 


1 C H H 

Id l l 


GI 


none 




Score 


. O 1 


Exons 


434. .568, 1241. .1351, 1500.. 


1577 




Seq. No. 


44306 




Seq. ID 


OJ000350_17.0310.C79 


Gene No. 


93346 




Strand 




Start 


679 




End 


2288 


Name 


OJ000350 17.0310.C7 9.ol. 


tm 


Method ■ 


TBLASTX: Maize 


Start 


657 




End 


2288 


GI 


none 




Score 


720 


Exons 


657. .896, 665. .1585, 667 


..1404, 672. .1586, 694. .1587, 701. .1588, 




1477. .1908, 1525. .1683, 


1573 


..1905, 2029.. 2160, 2193. .2288 


Seq. No. 


44306 




Seq. ID 


OJ000350_17.0310.C79 


Gene No. 


93346 




Strand 




Start . 


679 




End 


2288 


Name ' ' 


OJ000350 17.0310.C79.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


666 




End 


1875 


GI 


none 




Score 


268 


Exons 


666.-893, 685. .1236, 700 


..1266, 701. .1276, 1522. .1647, 




1525. .1683, 1678. .1860, 


1693 


. .1875 




Seq. No. 


44306 




Seq. ID 


OJ000350_17 .0310.C7 9 


Gene No. 


93346 




Strand 




Start 


679 




End 


2288 


Name 


OJ000350 17.0310.C79.ol. 


gs 


Method 


GENSCAN 


Start 


679 




End 


2117 


GI 


none 




Score 


.97 


Exons 


679. .2117 








Seq. No. 


44306 




Seq. ID 


OJ000350_17.0310.C79 


Gene No. 


93346 




Strand 




Start 


679 




End 


2288 


Name 


OJ000350 17.0310.C79.ol. 


np 


Method 


AAT/NAP 


Start 


682 




End 


2288 


GI 


7242905 




- Score 


2240. 


Exons 


682. .1268, 1425. .2288 








GI Descrip. 


(AP001383) EST D28292 (R0 


844) 


corresponds to a region of the 




predicted gene.; Similar 


to 


putative pre-mRNA splicing factor. 




(AF071527) [Oryza sativa] 






Seq. No. 


44306 




Seq. ID 


OJ000350_17.0310.C79 


Gene No. 


"93346 




Strand 




Start 


679 




End 


2288 


Name 


OJ000350 17.0310.C79.o2. 


ts 


Method 


TBLASTX: Soybean 



45391 




Start 693 End 1030 

GI none Score 388 

Exons -693.. 896, 700.. 1029, 701.. 1030 



Seq. No. 


44306 








Seq. ID 


OJ000350_17.0310. 


C79 


Gene No. 


93346 








Strand 






Start 


679 








End 


2288 . 




Name 


OJ000350_17 


. 0310 


. C79 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1030 








End 


1911 




GI 


none 








Score 


470 




Exons 


1030. .1233, 


1066 


. .1398, 


1156. 


.1503, 1210.. 1497, 1258.. 1398, 




1303 . . 1383, 


1312 


. . 1911, 


1361 , 


.1909 






Seq. No. 


44306 








Seq. ID 


OJ000350 17.0310. 


C7 9 


Gene No. 


93346 








Strand 






Start 


679 








End 


2288 




Name 


OJ000350 17 


0310 


.C79. o4 


. tc 


Method 


TBLASTX : Cress 




Start 


1279 








End 


1522 




GI 


none 








Score 


132 




Exons 


1279 . . 1398, 


1292 


. 1522, 


1294 . 


.1521 






Seq. No. 


44306 








Seq. ID 


OJ000350_17.0310. 


C79 


Gene No. 


93346 . 








Strand 






Start 


679 








End 


2288 




Name 


OJ000350 17. 


0310 


C79. o3 


. tc 


Method 


TBLASTX: Cress 




Start 


1876 








End 


2088 




GI 


none 








Score 


159 




Exons 


1876 . .2088, 


1877 


. 2080 










Seq. No. 


44306 








Seq. ID 


OJ000350_17.0310. 


C79 


Gene No. 


93346 








Strand 






Start 


679 








End 


2288 




Name 


OJ000350 17. 


0310 


C79 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1909 








End. 


2187 




GI 


none 








Score 


94 




Exons 


1909. .2028, 


1913 


. 1978, 


1972. 


.2028, 2161. .2187 




Seq. No. 


44306 








Seq.- ID 


OJ000350_17.03iO. 


C79 


Gene No. 


93346 








Strand 






Start 


679 








End 


2288 




Name 


OJ000350_17 . 


0310. 


C79. o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2090 








End 


2288 




GI 


none 








Score 


94 




Exons 


2090. .2161, 


2090. 


.2161, 


2092. 


.2181, 2126. .2281, 2144. .22 


81, 




2160. .2288, 


2193. 


.2288, 


2214. 


.2282 






Seq. 'No. 


44307 








Seq. ID 


OJ000350_17.0310. 


C80 


Gene No. 


93347 








Strand " 






Start 


1 








End 


1407 




Name 


OJ000350 17. 


0310. 


C80.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1407 




GI 


7242905 








Score 


1903 




Exons 


1..1175, 1230. .1407 











GI Descrip. (AP001383) EST D28292 (R0844 ) corresponds to a region of the 

predicted gene.; Similar to putative pre-mRNA splicing factor. 
(AF071527) [Oryza sativa] 



45392 




Seq. No. 


44307 








Seq. ID 


OJ000350_17.0310 


C80 


Gene No. 


93348 








Strand 






Start 


3282 








End 


3 j4z 




Name 


OJ000350 17 


. 0310 . 


C80.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


65 








End 


337 




GI 


none 








Score 


324 




Exons 


OD . . oZo , Of 


TTA 

. . 6 JU , 


67.. 336, 68 








Seq. No. 


44307 








Seq. ID 


OJ000350_17.0310 


C80 


Gene No. 


93348 








Strand 






Start 


o o o o 








End 


3342 




Name 


OJ000350_17 


. 0310 . 


C8O.0I 


. tc 


Method 


TBLASTX: Cress 




Start 


~67 








End 


519 




GI 


none 








Score 


219 




Exons 


Of . # J Jl, DO 


"3 cr o 


217. . 


393, 223.. 387, 


394. .516, 403. .519 


Seq. No. 


44307 








Seq. ID 


OJ000350_17.0310. 


C80 


Gene No. 


93348 








Strand 






Start 


o o o o 

32oz 








End 


3342 




Name 


OJ000350_17 


a O T A 

. 0310 . 


C80.o2 


.gs 


Method 


GENSCAN 




Start 


3282 








End 


3342 




GI 


none 








Score 


.48 




Exons 


3282 . . 3342 














Seq. No. 


44308 








Seq. ID 


OJ000350_17.0310. 


C81 


Gene No. 


93349 








Strand 


+ 




Start 


1 








End 


2701 




Name 


OJ000350 17 


.0310. 


C8I.0I 


.np 


Method 


AAT/NAP 




Start 


1 








End 


2701 




GI 


7267251 








Score 


841 




Exons 


1 . . 126, 813 


. .881, 


1064 . 


.1152, 


1323. .1435, 1620. .1721, 2430. 


GI Descrip. 


( AL1 oloUz ) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


44308 








Seq. ID 


OJ000350_17.0310. 


C81 


Gene No. 


93349 








Strand 


+ 




Start 


1 








End 


2701 




Name 


OJ000350 17 


.0310. 


C8I.0I 


. gs 


Method 


GENSCAN 




Start 


95 








End 


1847 




GI 


none 








Score 


.72 




Exons 


95. .126, 813. .881 


, 1064 


. .1152 


, 1323.. 


L435, 1620. .1721, 






1776. .1847 














Seq. No. 


44308 








Seq. ID 


OJ000350_17.0310. 


C81 


Gene No . 


93349 








Strand 


+ 




Start 


1 








End 


2701 




Name 


OJ000350 17 


.0310. 


C8I.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


2355 








End 


2600 




GI 


none 








Score 


144 




Exons 


2355. .2435, 


2357. 


.2434, 


2365. 


.2439, 2432. .2599, 2432. .2599, 




2433. .2600 














Seq. No. 


44309 








Seq. ID 


OJ000350_17.0310. 


C82 


Gene No. 


93350 








Strand 


+ 




Start 


1 








End 


3079 




Name 


OJ000350 17 


.0310. 


C82.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


3079 




GI 


7267251 








Score 


1598 





45393 




Exons 


1..399, 804. .1422, 1507. .1586, 2212.. 


2294, 2834.. 3079 


GI Descrip. 


(AL161502) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44309 


Seq. ID 


OJ000350 17.0310.C82 


Gene No. 


93350 


Strand 


+ 


Start 


1 


End 


3079 


Name 


OJ000350 17.0310.C82.ol.gs 


Method 


• GENSCAN 


Start 


42 


End 


3070 


GI 


none 


Score 


.84 


Exons 


42. .399, 804. .1422, 1507. .1586, 2212. 


.2294, 2834. .3070 


Seq. No. 


44309 


Seq. ID 


OJ000350_17.0310.C82 


Gene No. 


93350 


Strand 


+ 


Start 


1 


End 


3079 


Name 


OJ000350 17.0310.C82.ol.gp 


Method 


AAT/GAP 


Start 


277 


End 


1129 


GI 


uC-osflM202089e01bl 


Score 


870 


Exons 


277. .399, 804. .1129 






GI Descrip. 


'4249402 2.0e-84 (AC006072) 


unknown protein [Arabidopsis 




thaliana] 1 







Seq. No. 44309 

Gene No. 93350 

Start 1 

Name OJ000350_17 . 0310 . C82 . ol . ts 

Start 934 

GI none 

Exons 934.. 1005, 947.. 1015/ 1037. 



Seq. ID OJ000350_17.0310.C82 

.Strand + 

End 3079 

Method TBLASTX: Soybean 

End 1297 

Score 72 
,1297, 1054. .1296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44309 
93350 
1 

OJ000350_17.0310.C82.ol. tm 
1166 
none 



End 

Method 
End 
Score 

1166. .1426, 1169. .1420, 1177. .1422, 1504. .1563, 1505. .1585, 
1511.... 1582, 2173.. 2292, 2210.. 2293, 2229.. 2294 



Seq. ID OJ000350_17.0310.C82 
Strand + 

3079 

TBLASTX: Maize 
2294 
425 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44309 
93350 
1 

OJ000350_17. 0310.C82.o3.ts 

1298 
none 



Seq. ID OJ000350_17 . 0310.C82 

Strand + 

End 3079 

Method TBLASTX : Soybean 

End 1585 

Score 157 

1298. .1426, 1300. .1422, 1500. .1562, 1501. .1584, 1504. .1563, 
1505. .1585, 1511. .1585 



44309 
93350 
1 

OJ000350_17.0310.C82.o2.tm 

2833 

none 



Seq. ID OJ000350_17.0310.C82 

Strand + 

End 3079 

Method TBLASTX: Maize 

End 3058 

Score 41 



2833. .2865, 2840. .2866, 2888. .3058, 2890. .3057 



44309 
93350 



Seq. ID OJ000350_17.0310.C82 
Strand + 



45394 



Start 1 

Name OJ000350_17 . 0310 . C82 . o2 . ts 

Start 2839 

GI none 

Exons 2839.. 3051, 2840.. 3076 

Seq. No. 44310 

Gene No. 93351 

Start 354 

Name OJ000350_17 . 0310 . C83 . ol . gs 

Start 354 

GI none 

Exons 354. .366, 387. .542, 698. .827, 
2967. .3115, 3352. .3418, 4330. 



End 307 9 

Method TBLASTX : Soybean 

End 3076 

Score 305 



Seq. ID OJ000350_17.0310.C83 

Strand + 

End 4977 

Method GENSCAN 

End 4977 

Score .78 



918. .1212, 1624.. 
4369, 4913. .4977 



1800, 2269.. 2652, 



Seq. No. 


44310 




Seq. ID 


OJ000350__17.0310.C83 


Gene No. 


93351 




Strand 


+ 


Start 


354 




End 


4977 


Name 


OJ000350 17.0310.C83.ol 


.np 


Method 


AAT/NAP 


Start 


355 




End 


2712 


GI 


7267251 




Score 


1113 


Exons 


355.-576, 683. .1212, 1624. .1800, 2269. 


.2712 


GI Descrip. 


(AL161502) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


44310 




Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93351 




Strand 


+ 


Start 


354 




End 


4977 


Name 


OJ000350 17.0310.C83.ol, 


■ gp 


Method 


AAT/GAP 


Start 


977 




End 


1766 


GI 


LIB34 33-056-P1-K1-F5 




Score 


647 


Exons 


977. .1212, 1624. .1766 








GI Descrip. 


M325342/gb|AAD17341| 1. 


.Oe-19 


(AF128393) No definition line 




found [Arabidopsis thaliana] ' 






Seq. No. 


44310 




Seq. ID 


OJ000350_17. 0310.C83 


Gene No. 


93351 




Strand 


+ 


Start 


354 




End 


4977 


Name 


OJ000350 17.0310.C83.o2, 


■ gp~ 


Method 


AAT/GAP 


Start 


2538 




End 


3318 


GI 


25586 1.R1084 




Score 


1310 


Exons 


2S38..2652, 2769.. 3318 








GI Descrip. 


\4325342/gb| AAD17341 | 1. 


.0e-ll 


(AF128393) No definition line 




found [Arabidopsis thaliana] ' 






Seq. No. 


44310 




Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93351 




Strand 


+ 


Start 


354 




End 


4977 


Name 


OJ000350 17.0310.C83.o2. 


.np 


Method 


AAT/NAP 


Start 


2720 




End' 


4.064 


GI 


6630699 




Score 


83 


Exons 


2720. .2739, 3991. .4064 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536 |dbj IBAA8 9566. 


,11 (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


44310 




Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93351 




Strand 


+ 



45395 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



354 



End 

Method 
End 
Score 



4977 

AAT/GAP, 
4341 
493 



OJ000350_17.0310.C83.o3.gp 
3980 

LIB347 9-006-Q6-K1-B11- 
3980. .4341 

* 5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 f 



Seq. No. 


A A "3 i n 






Seq. ID 


OJ000350_17.0310.C83 


Gene no . 


QT3CO 






Strand 


+ 


Start 








End 


9863 


Name 


UJUUUJoU 1 / 


.0310 


.C83.o4.np 


Method 


AAT/NAP 


oz art 


6154 






End 


9863 


GI 


3738308 






Score 


956 


Exons 


6154. .6315, 


6352 


..6485, 6576. 


.6660, 7330.. 7460, 7561.. 7663, 




8278. .8411, 


8539 


.,8741, 8864. 


.8938, 9667.. 9863 


GI Descrip. 


(AC005309) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


44310 






Seq. ID 


OJ000350_17.0310.C83 


Gene No . 


93352 






Strand 


+ 


Start 


6154 






End 


9863 


Name 


OJ000350 17 


.0310 


.C83.o4 .gp 


Method 


AAT/GAP 


Start 


6410 






End 


8630 


GI 


5667191 






Score 


1153' 


Exons 


6410. .6485, 


6576 


..6660, 7330. 


.7460, 7561. .7663, 8278. .8423, 




8546. .8630 










GI Descrip. 


4249402 2.0e-84 


(AC006072) unknown protein [Arabidopsis 




thaliana] 










oeq . ino . 


44310 






Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93352 






Strand 


+ 


Start 


6154 






End 


9863 


Name 


OJ000350 17 


.0310 


.C83.o3.gs 


Method 


GENSCAN 


Start 


8332 






End 


9783 


GI 


none 






Score 


.57 


Exons 


8332. .8423, 


8546 


..8625, 8832. 


.8938, 9667. .9783 


Seq. No. 


44310 






Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93353 






Strand 




Start 


4203 






End 


5973 


Name 


OJ000350 17 


.0310 


.C83.o3.np 


Method 


AAT/NAP 


Start 


4203 






End 


5973 


GI 


5922620 






Score 


139 


Exons 


4203. .4310, 


4475 


..4742, 5906. 


.5973 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical' 
protein [Oryza sativa] .. 



44310 Seq. ID 

93354 Strand 

6037 End 
OJ000350_17 . 0310 . C83 . o4 . tm Method 

734 End 

none Score 

734.. 1015, 734.. 781, 735.. 1022 



OJ000350_17.0310.C83 
.8920 

TBLASTX: Maize 

1022 

305 



45396 



Seq. No. 44310 
Gene No. 93354 
Start 6037 

Name OJ000350_17 . 0310 . C83 . ol . tm 

Start 1117 
GI none 

Exons 1117.. 1215, 1122.. 1157, 1158. 

2263. .2493, 2264. .2494, 2266. 
2757. .2813, 2766. .2816, 2767. 
2820. .2936 



Seq. ID 
Strand 
'*End 
Method 
End 
Score 



OJ000350 17.0310.C83 



8920 

TBLASTX: Maize 
2936 
93 

1217, 1621. .1800, 1623. 
2496, 2497. .2652, 2499. 
2838, 2768..2827, 2819. 



. 1799, 
.2648, 
.2935, 



Seq. No. 44310 

Gene No. 93354 

Start 6037 

Name OJ000350_17 . 0310 . C83 . o5 . ts 

Start 1660 

GI 5753471 

Exons 1660.. 1800, 1662.>1799, 1666 
GI Descrip. 



OJ000350 17.0310.C83 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1800 

4325342/gb_AAD17341_ 3.0e-31 (AF128393) No definition line found 
[Arabidopsis thaliana] 



8920 

TBLASTX: Soybean 

1800 

212 



Seq. No. 44310 

Gene No. 93354 

Start 6037 

Name OJ000350_17 . 0310 . C83 . ol . tw 

Start 2288 . ' 

GI none 

Exons 2288.. 2401, 2290.. 2400, 2403, 
2404. .2652, 2766. .2816, 2766. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2648, 2403 
.2813, 2768 



OJ000350 17.0310.C83 



8920 

TBLASTX: Wheat 
2816 
191 

2648, 2404. .2652, 
2815 



Seq. No. 44310 

Gene No. 93354 

Start 6037 

Name OJ000350_17 . 0310 . C83 . ol . ts 

Start 2349 

GI none 
Exons 



Seq. ID OJ000350_17.0310.C83 
Strand 
End 

Method 
End 
Score 



8920 

TBLASTX : Soybean ' 

2918 . 

90 



2349. .2393, 2350. .2424, 2359. .2412, 2467. .2652, 2487. .2648, 
2503. .2652, 2766. .2918, 2766. .2900, 2768. .2917 



Seq. No. 44310 Seq. ID 

Gene No. 93354 Strand 

Start 6037 End 
Name * OJ0.00350_17 . 0310 . C83 . o2 . gs Method 

Start 6037 End 

GI none Score 

Exons 6037.. 6678 



OJ000350_17.0310.C83 

8920 
GENSCAN 
66.7 8 
.58 



Seq. No. 44310 
Gene No. 93354 
Start 6037 

Name OJ000350_17 . 0310 . C83 . o3 . tm 

Start 6082 
GI none 
Exons 6082. 

6345. 

7329. 



.6111, 6183. .6239, 
. 6374, 6379. . 6498, 
.7436, 7330. .7437 



6184, 
6577. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6303, 6199 
.6660, 6577 



OJ000350 17.0310.C83 



8920 

TBLASTX: Maize 
7437 
44 

6276, 6343. 
6660, 7328. 



. 6375, 
.7435, 



45397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44310 Seq. ID 

93354 Strand 

6037 End 

OJ000350_17.0310.C83.o4 .ts Method 

6184 End 

none Score 



OJ000350_17.0310.C83 
8920 

TBLASTX : Soybean 

6663 

65 



6184. .6228, 6253. .6291, 6397. .6498, 6577. .6660, 6580. .6663 



Seq. No. 


44310 








Seq. ID 


OJ000350_17 .0310.C83 


Gene No. 


93354 








Strand 




Start 


oUJ / 








End 


8920 


Name 


OJ000350 17, 


.0310. 


,C83.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


6187 








End 


7404 


GI 


none 








Score 


65 


Exons 


6187. .6240, 


6373. 


. .6498, 


6577. 


.6660, 6577. .6660, 7325. .7396, 




7329. .7397, 


7329. 


. .7397, 


7330. 


.7404 




Seq. No. 


44310 








Seq. ID 


OJ000350_17.0310.C83 


Gene No. 


93354 








Strand 




Start 


6037 








End 


8920 


Name 


OJ000350 17, 


.0310. 


.C83..o3. 


.ts 


Method 


TBLASTX : Soybean 


Start 


7332 








End 


8612 


GI 


none 








Score 


102 


Exons 


7332. .7406, 


7333. 


. .7407, 


7404 . 


.7451, 7405. .7461, 7556. .7594, 




7560. .7592, 


7564. 


. .7593, 


7597. 


.7665, 7598. .7672, 7598. .7672, 




8266. .8403, 


8289. 


. .8396, 


8544 . 


.8612 





Seq. No. 44310 
Gene No. 93354 
Start 6037 

Name OJ000350_17 . 0310 . C83 . o2 . tm 

Start 7438 
GI none 

Exons 7438. .7461, 7438. .7461, 7554. 

7806. .7823, 8275. .8424, 8275. 
8546.. 8740, 8547 8762, 8863. 



Seq. ID OJ000350_17.0310.C83 
Strand 

End 8920 

Method TBLASTX: Maize 

End 8920 

Score 41 

.7664, 7558. .7671, 7562. .7666, 
.8427, 8301. .8429, 8545. .8751, 
.8916, 8864. .8920, 8867. .8917 



Seq. No. 44310 

Gene No. 93354 

Start 6037 

Name OJ000350_17 . 0310 . C83 . ol . tc 

Start 7616 

GI none 

Exons 7616.. 7672, 8275.. 8394, 
8579. .8668, 8633.-8722, 



Seq. ID OJ000350_17.0310.C83 
Strand 

End 8 920 

Method TBLASTX: Cress 
End 8747 ' 

Score 74 
8277. .8393, 8445. .8483, 8556. .8669, 
8670. .8732, 8670. .8747 



Seq. No. 44311 Seq. ID 

Gene No. 93355. Strand 

Start 68 ' End 

Name OJ000350_17 . 0310 . C85 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. '790 



OJ000350_17.0310.C85 
890 

GENSCAN 

790 

.57 



Seq. No. 
Gene No. 



44311 
93355 



Seq. ID OJ000350_17.0310.C85 
Strand 



45398 




Start 


68 


End 


890 


Name 


OJ000350 17.0310.C85.ol.np 


Method 


7\ TV m / XT 7\ T~> 

AAT/NAP 


Start 


291 


End 


o n a 

890 


GI 


6742729 


' Score 


n o /T 

926 


Exohs 


291. .890 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


44312 


Seq. ID 


OJOOUJoU 1/.0J10.C9O 


Gene No . 


93356 


Strand 


+ 


Start 


1 


End 


670 


Name 


OJ000350_17.'0310.C95.ol .gp 


Method 


AAT/GAP 


Start 


1 


End 


670 


GI 


uC-osflm202106f07bl 


Score 


233 


Exons 


1..51, 572. .670 






GI Descrip. 


•4249402 4.0e-10 (AC006072) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


44313 


Seq. ID 


OJ000350_17 . 0310 . C99 


Gene No. 


93357 


Strand 




btart 


419 


End 


798 


Name 


OJUOOooU 1 / . UolU . C99 . ol . gs 


Method 


GEN SCAN 


Start 


419 


End 


798 


GI 


none 


Score 


. 55 


Exons 


419. .718, 730. .798 






Seq. No. 


44314 


Seq. ID 


OJ000350 17.0310.C109 


Gene No. 


93358 


Strand 


+ 


Start 


1 


End 


775 


Name 


OJ000350 17.0310.C10 ; 9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


•77c 


GI 


5852180 


Score 


47 


Exons 


1..93, 753. .775 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


44314 


Seq. ID 


OJ000350_17.0310.C109 


Gene No. 


93358 


Strand 


+ 


Start 


1 


End 


7 75' 


Name 


OJ000350 17.0310.C109.o2.np 


Method 


AAT/NAP 


ni._v.i- 

btart 


1 


End 


386 




4680186 


Score 


207 


Exons 


1..38, 155. .386 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


44315 


Seq. ID 


OJ000350_17.0310.C111 




93360 


Strand 


+ 


Start 


1 


End 


736 


Name 


OJ000350 17.0310.Clll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


736 


GI ... 


6069646 


Score 


356 


Exons 


1..127, 292. .736 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 44315 Seq. ID OJ000350_17 . 0310 . Clll 



45399 




Gene No.. 


93360 


Strand 


+ 






start 


1 


End 


736 






Name 


OJ000350 17.UJ10.Clll.ol. gs 


Method 


GEN SCAN 






Start 


z / J 


End 


572 






GI 


none 


Score 


. 66 






Exons 


Z / J . . o / Z 










Seq. No. 


44316 


Seq. ID 


OJ000210_ 


_18 


.0310 


Gene No. 


93361 


Strand 








btart 


/ OdZ 


End 


i r\ o c r\ 

10259 






Name 


ujuuuziu io . u jiu . cz . o J . gp 


Method 


AAT/GAP 






Start 


/ Jib 


End 


7713 








none 


Score 


/z r\ r 

696 






Exons 


T31 C "7*71*3 

/ jlo . . / /l j 










Seq. No. 


4 4 Jib 


Seq. ID 


OJ000210 


_18 


. 0310 


Gene No. 


93361 


Strand 


+ 






Start 


7582 


End 


10259 






Name 


OJ000210 18.0310.C2..o2.np 


Method 


AAT/NAP 






n j. _ „ i_ 

btart 


7570 


End 


10244 






GI 


6686396 


Score 


2015 






Exons 


7570.. 9111, 9705.. 10244 










GI Descrip. 


(AC007234) F1E22.10 [Arabidopsis thaliana] 






Seq. No. 


44316 


Seq. ID 


OJ000210_ 


_18 


.0310 


Gene No. 


93361 


Strand 


+ 






btart 


7582 


End 


10259 






Name 


OJ000210 18.0310.C2.o2.gs 


Method 


GENSCAN 






Start 


7582 


End 


10259 






GI 


none 


Score 


.65 






Exons 


7582.. 9111, 9203.. 9226, 9765. 


.10259 








Seq. No. 


44316 


Seq. ID 


OJ000210_ 


18 


. 0310 


Gene No. 


93362 


Strand ■ 


+ 






Start * 


17300 


End 


18743 






Name 


OJ000210 18.0310.C2.o4.np 


Method 


AAT/NAP 






Start 


17300 


End 


18743 






GI 


4544450 


Score 


853 






Exons 


17300. .18743 










GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44316 


Seq. ID 


OJ000210_ 


18 


.0310 


Gene No. 


93363 


Strand 


+ 






Start 


19191 


End 


20426 






Name 


OJ000210 18.0310.C2.o5.np 


Method 


AAT/NAP 






Start 


19191 


End 


20426. 






GI 


2623622 


Score 


53 . 






Exons 


19191. .19334, 19616.' .19702-, 20363. .20426 






GI Descrip. 


(AF02884 0) Kruppel-associated 


box protein [Homo 


sapiens 


Seq. No. 


44316 


Seq. ID 


OJ000210_ 


18 


.0310 


Gene No. 


93364 


Strand 








Start 


262 


End • 


643 






Name 


OJ000210 18.0310.C2.ol.gp 


Method 


AAT/GAP 






Start 


262 


End 


643 






GI 


1808 1.R1084 


Score 


707 






Exons 


262. . 643 











45400 



GI Descrip. ' 2244797/emb | CAB10220 . 1 | 1.0e-22 (Z97336) hypothetical protein' 
[Arabidopsis thaliana] 1 



Seq. No. 44316 

Gene No. 93365 

Start 1118 

Name OJ000210_18 . 0310 . C2 . o2 . gp 

Start 835 

GI 890_1.R1084 

Exons 835. .1383, 1477 .. 1549/ 2641 . , 
3503.. 3620, 3916.. 4036, 5392. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18. 0310. C2 



5684 
AAT/GAP 
5495 
2414 

2733, 2911. .3012, 3241. .3377, 
.5495 



'3885880 1.0e-173 (AF093628) protochlorophyllide reductase 
homolog [Oryza sativa] 1 



Seq. No. 


44316 








Seq. ID 


OJ000210_18.0310.C2 


Gene No. 


93365 








Strand 




Start 


1118 








End 


5684 


Name 


OJ000210_18 


.0310 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


1118 








End 


5684 


GI 


none 








Score 


.86 


Exons 


1118 . . 1383, 


1757 


. . 1853, 


2641. 


.2733, 2911. .3012, 3241. .3377, . 




3503. .3620, 


3916 


. .4036, 


5392. 


.5498, 5592..S684 


Seq. No. 


44316 








Seq. ID 


OJ000210__18.0310.C2 


Gene No. 


93365 








Strand 




Start 


1118 








End 


5684 


Name 


OJ000210___18 


.0310 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


1121 








End 


5489 


GI 


-~i ^ o t~ i™i s\ 
3885880 








Score 


1514 


Exons 


1121. .1383, 


1477 


. 1549, 


2641. 


.2733, 2911. .3012, 3241.. 3377, 




3503. .3620, 


3916 


.4036, 


5392. 


.5489 




GI Descrip. 


(AF093628) 


protochlorophyllide reductase homolog [Oryza sativa] 


Seq. No. 


44316 








Seq. ID 


OJ000210__18.0310.C2 


Gene No. 


93366 








Strand 




Start 


11879 








End 


15346 


Name 


OJ000210 18 


.0310 


C2.o4. 


tm 


Method 


'TBLASTX: Maize 


Start 


1124 . 








End 


3013 


GI 


none ' 








Score 


179 


Exons 


1124. .1375, 


1130 


. 138.4, 


1131. 


.1388, 1255. .1392, 1471. .1512, 




1475. .1549, 


1476 


. 1550, 


2636. 


.2737, 2641. .2736, 2904. .2972, 




2908. .2961, 


2959 


.3012, 


2969. 


.3013 - 




Seq. No. 


44316 








Seq. ID 


OJ000210_18.0310.C2 


Gene No. 


93366 








Strand 




Start 


11879. 








End 


15346 


Name 


OJ000210 18 


.0310, 


C2.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1127 








End 


1339 • 


GI 


none 








Score 


55 


Exons 


1127. .1204, 


1127. 


.1336, 


1134. 


.1334, 1253. .1339 


Seq. No. 


44316 








Seq. ID 


OJ000210_18.0310.C2 


Gene No. 


93366 








Strand 




Start 


11879 








End 


15346 


Name 


OJ000210 18 


.0310. 


C2.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


1130 








End 


1324 


GI 


none 








Score 


143 



45401 



Exons 



1130. .1324, 1131. .1313 



Seq. No. 44316 
Gene No. 93366 
Start 11879 

Name OJ000210JL8 . 0310 ;C2 .06. ts 

Start 1502 
GI none 

Exons 1502.. 1549, 1503.. 1562, 2636. 

2915.. 3013, 3238.. 3357, 3269. 
3505. .3579 



Seq. ID OJ000210_18.0310.C2 
Strand 

End 15346 

Method TBLASTX : Soybean 

End 3599 

Score 62 

.2734, 2641. .2736, 2908. .3012, 
.3379, 3325. .3378, 3504. .3599,. 



Seq. No. 44316 

Gene No. 93366 

Start 11879 

Name OJ000210_18 . 0310 . C2 . 06 . tm 

Start 3238 

GI . none 

Exons 3238.. 3378, 
3504. .3623 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_18.0310.C2 
15346 

TBLASTX: Maize 

3623 

171 



3242.. 3379, 3490.. 3621, 3503.. 3622, 3504.. 3623, 





Seq. No. 


44316 




Seq. ID 


OJ000210_18.0310.C2 




Gene. No. 


93366 




Strand 




is? 


Start 


11879 




End 


15346 


%J 


Name 


OJ000210 18. 


0310.C2.o7.tm 


Method 


TBLASTX: Maize 




Start 


5395 




End 


5576 


r : : 


GI 


none 




Score 


126 


= C7 

r ~: 
ir? 


Exons 


5395. .5511, 


5397.. 5576 






; _ c 


Seq. No. 


44316 




Seq. ID 


OJ000210_18.0310.C2 




Gene No. 


93366 




Strand 




F : : 


Start 


11879 




End 


15346 




Name 


OJ000210 18. 


0310.C2.o2.tm 


Method 


TBLASTX: Maize 


x xo. 


Start 


7641 




End 


14161 


i=? 


GI 


none 




Score 


402 


' 


Exons 


7641. .8027, 


7642.. 8022, 7998 


..8306, 8005. .8313, 13315 .. 134 25, 


L 3 
r ~ 




13509. .13706 


, -13509. .13706, 


13513. .13722, 13728 .. 13784 , 



13859. .13930, 13882. .14160, . 13952. .14161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44316 

93366 

11879 

OJ0002 

7668 

none 

7668. . 

8286. . 

13059. 

13518. 



10 18.0310.C2.ol.ts 



7952, 7672.. 7989, 7974 
8582, 8686.. 8967, 8697 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18. 0310. C2 



15346 

TBLASTX : Soybean 
14190 
352 

8276, 8023. .8283, 8272. .8619, 
896a, 12575. .12835, 12 94 1 . . 1317 1 , 
.13202, 13279. .13356, 1334 5 134 13, 13509 .. 137 15 , 
.13715, 13879. . 14190, 13883 .. 13930, 13990.. 14109 



Seq. No. 44316 

Gene No. 93366 

Start 11879 

Name OJ0002 10_18 . 0310 . C2 . o2 . tc 

Start 7780 

GI none 
Exons 



Seq. ID OJ000210_18. 0310.C2 
Strand 
End 

Method 
End 
Score 



15346 

TBLASTX: Cress 

14026 

266 



7780. .7986, 7782. .7985, 8017. .8217, 8025. .8207, 8299. .8322, 



45402 



• 



13513. .13701, 13515-. .13784, 13740 13772 , 13859 13930, 
13882. .14022, 13982.. 14026 





beq. jno. 


A A "3 1 C 
H 4 J 1 O 




beq. iu 


n thaho 1 n i o min co 
UJUUUZ1U lo.UJIU.bZ 




Gene No . 


Q "3 *3 £ C 




btrana 






btart 


I 1 QTQ 

I I o / y 




bna 


i CO/1 c 

lo J4 b 




Name 


UJUUUZ1U 10. 




Method 


i bLAb i a . Maize 






ft "3 1 ^ 
Ojij 






1 JZUZ 




bl 


none 




Score 


jjU 




Exons 


8313. .8552, 


8314.. 8553, 12992 


. .13171, 


13002. .13202, 






13013. .13192 


!, 13059.. 13202 








beq. no. 


A A 1 £ 
4 4 0 1 O 




beq . i u 


pwpipipioipi 1 q n *5 1 n co 
UJUUUZ1U lo.UJIU.bZ 




bene jno . 


yjjoo 




btrana 






btart 


1 1 o / y 






1jj4 d 




Name 


UJUUUZ1U 10. 


mi Pi CO r\ A 4- 

UolU.bZ.04 . tc 


Method 


1 nLAb I A . LieSS 




ni.-v.4- 

otart 


o 4 u / 






1 Jl Jo 




bl 


none 




Score 


250 




Exons 


o 4 U / . . ODiy, 


8421.. 8582, 12920 


. .13132, 


13059. .13133 




Seq. No. 


44316 




Seq. ID 


OJ000210__18.0310.C2 




Gene No. 


Q "3 "5 £ £ 
y J JDD 




Strand 






btart 


1 1 Q *7 Q 




End 


15346 


ST 


Name 


OJUUUz 1U lo . 


0310.C2.ol.tm 


Method 


TBLASTX : Maize 




otart 


0004 




End * 


12991 


U = 


GI 


none 




Score 


62 




Exons 




8650. .9150, 8700. 


.9122, 9708. .9836, 9846. .10163, 






QQ/TC 1 A1 Oft 

yy oo . . iuiou, 


11969. .1228 6, 11970. .12311, 12290. .12859, 


Ll! 




i OOQ1 1 neon 

izz y i . . izo ju 


', 12386. .12631, 12582 .. 12869, 12920.. 12991 


w 


Seq. No. 


44316 




Seq. ID 


OJ000210_18.0310.C2 


F LJ 


Gene No . 


y jo dd 




Strand 






btart 


1 1 o / y 




End 


15346 


S 


Name 


Cs TH Pi Pt 9 1 Pi 1 Q 

U J U U U Z 1 U lo. 


0310.C2.o3.tc 


Method 


TBLASTX: Cress 


L jj 


btari 


R P ^ 1 
DO Jl 




End 


12727 




P" 1 T 
bl 


, none 




Score 


150 


? = 


Exons 


qqci G Q*7 "3 

o o o i . . o y / j , 


8862. .8951, 8959., 


.9165, 9015.'. 9122, 9705.. 9791, 






Q*7 QO QQTC 

y / yz . . y o / o , 


9954. .10190, 9965- 


. .10225, 


11969. . 12181, 






i z jd d . . izoz y 


, 12357. .12527, 12572.. 12727 




Seq. No. 


44316 




Seq. ID 


OJ000210_18.0310.C2 




Gene No. 


93366 




Strand 






Of a v-4- 

otart 


1 1 Q 1 Q 

i io / y 




End 


15346 




Name 


UJUUUZ1U lo . 


0310.C2.o2.ts . 


Method 


TBLASTX : Soybean 




Start 


Q Pi 1 CL 

yu lo 




End 


12529 




bl 


none 




Score 


147 




Exons 


yuio . . y izz , 


9016. .9123, 9705., 


,9767, 9710. .9766, 9792. .9956, 






y / y4 . . yyoz, 


9963.. 10235, 9965, 


. .10222, 


11898. .11966, 






11969. .12172 


, 12003. .12167, 12293. .12334, 12365 .. 12529, 






12372. . 12509 










Seq. No. 


44316 




Seq. ID 


OJ000210_18.0310.C2 




Gene No. 


93366 




Strand 






Start 


. 11879 




End 


1^534 6 




Name 


OJ000210 18. 


0310.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9813 




End 


12181 




GI 


none 




Score 


65 



45403 



Exons 9813. .9875, 9954. .10244, 9962. .10243, 11889. . 11960, 

11890. .11955, 11969. .12181, 12000.. 12167 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44316 
93366 
-11879 

OJ000210_18.0310.C2.o4.gp 
11709 

29119 1.R1084 



Seq. ID OJ000210_18.0310.C2 
Strand 

End 15346 

Method AAT/GAP 

End 13691 

Score 3345 



11709. .13199, 13283. .13417, 13516.. 13691 

'5733874/gb|AAD49762.1|AC007932_10 4.0e-92 (AC007932) F11A17.8 
[Arabidopsis thaliana] 1 



44316 
93366 
11879 

OJ000210_18 . 0310 . C2 . o3 . gs 

11879 

none 



Seq. ID OJ000210_18.0310.C2 
Strand 

End 15346 

Method GENSCAN 

End 14193 

Score . 97 



11879. .13199, 13283. .13417, 13516 .. 13771, 13860. .14193 

OJ000210 18. 0310. C2 



44316 
93366 
11879 

OJ000210_18 .0310.C2.o3.np 

11886 

5733874 



Seq. ID 
Strand 

End ' 15346' 
Method AAT/NAP 
End 15346 
Score 1445 
11886, .13199, 13283. .13417, 13516 .. 13771 , 13860 
15304 . .15346 

(AC007932) F11A17.8 [Arabidopsis thaliana] 



14208, 



Seq. No. 44316 

Gene No. 93366 

Start 11879 

Name OJ000210_18 . 0310 . C2 . o4 . gs 

Start 14437 

GI none 

Exons 14437. .14448, 14669. .14786, 14922. .14992 



Seq. ID OJ000210_18.0310.C2 
Strand 

End 15346 

Method GENSCAN 

End ■ 14992 

Score . 56 - 



Seq. No. 


44316 








Seq. ID 


OJ000210 


_18.0310 


Gene No. 


93367 








Strand 






Start 


17308 








End 


18686 




Name 


OJ0002 


10_18.0 


310.C2. 


. o3 . tm 


Method 


TBLASTX : 


Maize 


Start 


17308 








End 


18684 




GI 


none 








Score 


67 




Exons 


17308. 


. 17397, 


17527. 


. .17754, 


17530. .17754, 17532 


. ; 17678, 




17533. 


.17706, 


17683. 


. .17940, 


17704 . .1781 


30, 17764 


. .18162, 




17770. 


.17880, 


178.63. 


. .18684, 


17866. .18195, 17889 


. .17936, 




17988. 


.18050, 


17988. 


. .18185, 


17999. .18064, 18067 


. .18243, 




18111. 


.18302, 


18145. 


. .18360, 


18480. .18683 




Seq. No. 


44316 








Seq. ID 


OJ000210 


_18.0310 


Gene No. 


93367 








Strand 






Start 


17308 








End • 


18686 




Name 


OJ000210 18. 0310. C2. 


,ol. tc 


Method 


TBLASTX: i 


Cress 


Start 


17344 








End 


18378 




GI 


none 








Score 


143 





45404 



Exons 17344. .17697, 17470 .. 17754 , 17526 .: 17702, 17527 18150 , 

17724. .17930, 17743 .. 18093, 178 65 .. 17933, 178 90 .. 18093, 
17974. .18249, 17991 .. 18 152 , 18157 .. 18273, 18277. .18378 



Seq. No. 


4 4 316 


Seq. ID 


OJ000210_18.0310 


. C2 


Gene No. 


93367 


Strand 






Start 


1 / JUb 


■End 


18686 




Name 


(JJUUUZ1U lo . IM1U . L>Z . Ol . tW 


Method 


TBLASTX: Wheat 




Start 


1 / 4 Zd 


End 


18297 




GI 


none 


Score 


107 




Exons 


174 25. .17754, 174 69. .17702, 


17704. .17934, 17821 .. 182 97 , 






17842. .18150, 18009. .18296, 


18118. . 18258, 18181. .18297 




Seq. No. 


A A O 1 a 

4 4 Jib 


Seq. ID 


OJ000210_18. 0310 


. cz 


Gene No. 


933o / 


Strand 






Start 


1 T "0 n o 
1 / JUo 


End 


18686 




Name 


OJUUUzlU lo . U J1U . CZ . OD . t S 


Method 


TBLASTX : Soybean 




Start 


1 T C f O 

1 /boy 


End - 


18135 




GI . 


none 


Score 


81 




Exons 


17569. .17703, 17761 .. 17943, 


17769. . 17930, 17 973 .. 18 134 , 






17 983 . . 18135 








Seq. No. 


4 4 316 


Seq. ID 


OJ000210_18.0310 


. C2 


Gene No. 


93.367 , . 


Strand 






Start 


17308 


End 


18686 




Name 


OJ000210 18 . 0310 . C2 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18154 


End 


18672 




GI 


none 


Score 


320 




Exons 


1 o lo4 . . 18 o IZ , loZo o . . 18390, 


18387. . 18668 




Seq. No. 


4 4 316 


Seq. ID 


OJ000210_18.0310 


. C2 


Gene No. 


n o o /" n 

9ooo / 


Strand 






Start 


17308 


End 


18686 




Name 


OJ000210 18 . 0310 . C2 . o5 . tc 


Method 


TBLASTX: Cress 




Start 


18385 


End 


18686 






none 


Score 


202 




Exons 


18385. .18684, 18504. .1868 6 








Seq. No. 


44317 


Seq. ID 


OJ000210_18.0310 


.C3 


Gene No. 


93368 


Strand 


+ 




Start 


325 


End 


578 




Name 


OJ000210 18.0310.C3.ol.np 


Method 


AAT/NAP 




Start 


325 


End 


578 




GI 


2130159 


Score 


414 




Exons 


325. .578 








GI Descrip. 


hypothetical- protein 85 - maize chloroplast 






gi | 902275 | emb | CAA60340 | (X86563) ORF85 


[Zea mays] 






gi | 902296 | emb | CAA60360 | (X8 6"563) ORF85 


[Zea mays] 




Seq. No. 


44317 


Seq. ID 


OJ000210_18.0310 


.C3 


Gene No. 


93369 


Strand 


+ 




Start 


795 


End 


2047 




Name 


OJ000210 18.0310.C3.o4 .np 


Method 


AAT/NAP 




Start 


795 


End 


2047 




GI 


1173189 


Score 


153 




Exons 


795. .885, 1782. .1937, 2013. 


.2047 







GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S12 gi | 211 9091 | pir | | S58 629 



45405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ribosomal protein S12 - maize chloroplast gi 1342619 (M17841) 
ribosomal protein S12 [Zea mays] gi | 121614 1 | emb | CAA60309 | 
(X86563) ribosomal protein S12 [Zea mays] 



44317 
93369 
795 

OJ000210_18 .0310.C3.o3.hp 
1220 
6723798 
1220. .1395, 2013. .2047 

(AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 
gi I 6723825 | emb | CAB67236.il (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



Seq. ID OJ000210_18 .0310.C3 

Strand + 

End 2047 

Method AAT/NAP 

End 2047 

Score 141 



44317 
93369 
7 95- 

OJ000210_18.0310.C3.o2.gp 
1947 

306_9.R1084 
1947. .2047 

, 287391/dbj | D13111 I RICMT15 
rpoB pseudogene 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_ 
+ 

2047 
AAT/GAP 
2047 
173 



18. 0310. C3 



1.0e-178 Oryza sativa mitochondrial 



44317 
93370 
774 

OJ000210_18.0310.C3.ol.tc 
11 

none 
11. 
92. 

231 
325 

444.. .554,. 585 
798. .869, • 826 
879. .959, 881 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18. 0310. C3 



1947 

TBLASTX: Cress 
1157 
123 

76, 12. .83, 13. .84, 13. .84, 14. .85, 78. .149, 87. .140, 
151, 94. .153, 179. .235, 180. .236, 186. .236, 187. .237, 
.260, 239. .262, 239. .262, 278. .370, 291. .323, 324. .371, 
.372, 325. .372, 386. .430, 391. .498, 438. .554, 443. .664, 
779, 593.-667, 669. .'701, 670.. 705, 698.. 778, 
882, 833.. 880, 834.. 887, 834. .881, 844.. 963, 
970, 1032.. 1061, 1037.. 1063, 1050.. 1157, 



1070. .1156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



44317 Seq. ID 

93370 Strand 

774 End 

OJ000210_18 . 0310 . C3 . o3 . tm Method 

17 End 

none Score 

17. .142, 19. .144, 21. .143, 22... 144 



44317 
93370 
774 

OJ000210_18.0310.C3.o2.np 
774 

6723799 

774. .969, 1031. .1141 
(AJ271079) hypothetical 
gi | 6723824 | emb | CAB67235 



Seq ; . ID 

Strand 

End 

Method 

End 

Score 



OJ000210_18.0310.C3 
1947 

TBLASTX: Maize 

144 

176 



OJ000210 18. 0310. C3 



1947 
AAT/NAP 
1141 
337 



protein [Oenothera elata subsp. hookeri] 
1| (AJ271079) hypothetical protein 



4540*6 



[Oenothera elata subsp. hookeri] 



Seq. No. • 44317 
Gene No. 93370 
Start * 774 

Name OJ000210_18 . 031CLC3 .bl . ts 

Start 806 
GI none 

Exons 806.. 883, 815. .880, 816.. 887, 

'884. .943, 1031. .1084, 1095. .1 
1182. .1238, 1183. .1278, 1184. 
1234. .1287, 1238. .1288, 1294. 
1316. .1381, 1453. .1515, 1503. 
1545. .1577, 1546. .1584, 1596. 
1606. .1695, 1607. .1729, 1607. 
1712. .1822, 1716. .1826, 1717. 



Seq. ID OJ000210 
Strand - 
End 1947 
Method TBLASTX: 
End 1913 
Score 88 
816. .881, 855. .94 
154, 1101.. 1157, 1 
.1240, 1185.. 1241, 
.1320, 1295.. 1321, 
.1538, 1504.. 1545, 
.1643, 1600. .1650, 
.1696, 1706. .1825, 
-.1836, 1772. .1912, 



18. 0310. C3 



Soybean 



1, 879. .968, 
102. .1176, 
1186. .1251, 



1314 . 
1544 . 
1602. 
1711. 



.1379, 
.1576, 
.1694, 
.1836, 



1812. .1913 



Seq. No. 44317 ■ Seq. ID OJ000210_18 . 0310 . C3 

Gene No. 93370 Strand 

Start 774 End 1947 

Name OJ000210_18 . 0310 . C3 . ol . gp Method AAT/GAP 

Start 996 End 1938 

GI 183_5.R1084 Score 1747 

Exons 996. . 1938 

GI Descrip. 1 133999/ sp | P05424 | RR7_0RYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904__pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza "sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_22 6657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



44317 Seq. ID 

93370 Strand 

774 End 

OJ000210_18 . 0310 . C3 . ol . tm Method 

998 End 

none . . Score 



OJ000210_18.0310.C3 
1947 

TBLASTX : Maize 

1947 

391 



998. .1240, 998. .1291, 1234. .1299, 1236. .1298, 1239. .1304, 
1240. .1302, 1297. .1356, 1298. .1381, 1299. .1382, 1433. .1528, 
1441. .1578, 1443. .1580, 1576. .1821, 1577. .1828, 1578. .1826, 
1800. .1937, 1801. .1947, 1811. .1936, 1818. .1937 



Seq. No. 44317 
Gene No. 93370 
Start 774 

Name OJ000210_18 . 0310 . C3 . o2 . tc 

Start 1443 
GI ' none 
Exons 1443. 

1534 . 

1594 . 



,1478, 1443. .1484, 1460. 
,1587, 1545.. 1577, 1582. 
,1707, 1595. .1711, 1661. 



Seq. ID OJ000210_18.0310.C3 
Strand 

End 1947 
Method TBLASTX : Cress 
End 1938 
Score 53 

.1528, 1470. .1544, 1474. .1518, 
.1650, 1586. .1702, 1587.. 1703, 
.1822, 1706. .1825, 1711. .1836, 



1716. .1826, 1717. .1836, 1772. .1936, 1813. .1938 



v.Seq. No. 
Gene No. 
Start 
Name 



44317 
93370 
774 

OJ000210 



18.0310.C3.ol.tw 



Seq: ID 

Strand 

End 

Method 



OJ000210_18.0310.C3 
1947 

TBLASTX: Wheat 



45407 



Start 
GI 

Exons 



1793 End 1947 

none Score 200 

1793. .1828, 1799. .1936, 1800. .1937, 1812. .1937, 1813. .1947, 
1813.. 1938 



Seq. No. 44317 

Gene No. 93371 

Start 1948 

Name OJ000210_18 . 0310 . C3 . o2 . tm 

Start 1948 

GI none 

Exons 1948.. 2046, 1948.. 2046, 1949. 



Seq. ID OJ000210_18.0310.C3 
Strand 

End 2047 

Method TBLASTX : Mai ze 

End 2047 

Score 177 
.2047 



Seq. No. 44318 Seq. ID 

Gene No. 93372 Strand 

Start • 13 End 

Name OJ000210_18 . 0310 . C4 . ol . gs Method 

Start 13 * End 

GI none • Score 

Exons 13.. 44, 818.. 903, 1720.. 1889 



OJ000210_18.0310.C4 
+ 

3601 
GENSCAN 
1889 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



44318 
93372 
13 

OJ000210_18 .0310.C4.ol.np 

738 

1334366 
738. .867 

(X02441) gtg start [Nicotiana tabacum] 



Seq. ID OJ000210_18.0310.C4 



-Strand 
End 

Method 

End 

Score 



+ 

3601 
AAT/NAP 
867 
146 



OJ000210_18.0310.C4 
+ 

3601 
AAT/NAP 
935 
112 



44318 Seq. ID 

93372 Strand 
13 End 
OJ000210_18 .0310.C4 .o2.np Method 
8 67 End 
82521 Score 
8 67... 935 . 

hypothetical 2.5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 2130153 | pir | | S58624 hypothetical protein 23 - 
maize chloroplast gi | 12043 | emb | CAA33946 | (X15901) ORF23 [Oryza 
sativa] gi 112059 I emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gi i 902278 | emb | CAA60343 | (X86563) ORF23 [Zeamays] 
gi I 9022 93 | emb | CAA60357 | (X86563) ORF23 [Zeamays] 
gi I 226662 I prf | | 1603356CN ORF 



44318 
93372 
13 

OJ000210_1£ . 0310 . C4 . o4 .np 

1471 

225252 

1471. .1713, 3452.-3473 

ORF 350 [Nicotiana tabacum] 

44318 
93372 
13 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000210_18.0310.C4 

+ 

3601 
AAT/NAP 
3473 
193 



OJ000210_18 .0310.C4 
+ 

3601 



45408 



Name OJ000210__18 . 0310 . C4 . o5 . np Method AAT/NAP 

Start 2058 End 2246 

GI 82533 Score 328 

Exons 2058.. 2246 

GI Descrip. hypothetical 7 . 5K protein (trnR-rpsl5 intergenic region) - rice 
chlorbplast gi 1 12044 | emb | CAA33947 | .(X15901) ORF63- [Oryza sativa] 
gil 12058 |emb|CAA33913| (X15901) ORF63 [Oryza sativa] 
gi I 226664 |prf | 1 1603356CQ ORF 63A [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44318 



93372 
13 

OJ000210_18 .0310.C4 .ol.gp 
2302 

5886_1.R1084 
2302. .2726 

1 11957/emb 1X15901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 



Seq. ID OJ000210_18.0310.C4 
+ 

3601 
AAT/GAP 
2726 
778 



Strand 
End 

Method 

End 

Score 



Seq. No. 44318 Seq. ID 

Gene No. 93372 Strand 

Start 13 End 

Name 0 JO 0 0 2 1 0_1 8.0310.C4.o6.np Me t hod 

Start ' 2669 End 

GI 133799 Score 

Exons 2669.. 2924 

GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S15 gi | 70994 | pir | | R3RZ15 

ribosomal protein S15 - rice chloroplast gi | 12045 | emb | CAA3394 8 | 
(X15901) ribosomal protein S15 [Oryza sativa] 

gi|12057|emb|CAA33912| (X15901) ribosomal protein S15 [Oryza 



OJ000210_18.0310.C4 
+ 

3601 
AAT/NAP 
2924 
226 







sativa] gi | 


226665 |prf| | 1603356CR ribosomal protein S15 


[Oryza 


i b3 




sativa] 










JS as: 


Seq. No. 


44318 




Seq. ID 


OJ00021.Q_18.0310 


.C4 




Gene No. 


93372 




Strand 


+ 






Start- 


13 




End 


3601 




s . 


Name 


OJ000210 18 


.0310.C4.o2.gs 


Method 


genscan' 




%2 


Start 


3298 




End 


3601 






GI 


none 




Score 


.77 




U 


Exons 


3298. .3405, 


3593. .3601 










Seq. No. 


44318 




Seq. ID 


OJ000210_18.0310 


.C4 




Gene No. 


93373 




Strand 








Start 


1034 




End 


1258 






Name 


OJ000210 18 


.0310.C4 .ol.tw 


Method 


TBLASTX: Wheat 






Start 


1 




End 


205 






GI 


none 




Score 


307 






Exons 


1..201, 4.. 


192, 5. .205, 5. 


.205 








Seq. No. 


44318 




Seq. ID 


OJ000210_18.0310 


.C4 




Gene No. 


93373 




Strand 








Start 


1034 




End 


1258 






Name 


OJ000210 18 


.0310.C4 .o3.tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


241 






GI 


none 




Score 


310 






Exons 


1..192, 2.. 


208, 2. .217, 81 


..212, 203.. 


241 





45409 



OJ000210 18. 0310. C4 



Seq. No. 44318 Seq. ID 

Gene No. 93373 Strand 

Start 1034 End 

Name OJ000210_18 . 0310 . C4 . ol . tc" Method 

Start 154 End 

GI none Score 

Exons 154. .201, 154. .192, 250. .357, 254 331,' 265 .. 357, 314, 

332. .511, 333. .509, 544. .594, 545. .595, 583.-657, 604. 



1258 

TBLASTX: Cress 

660 

55 



508, 
660 



Seq. No. 44318 

Gene No. 93373 

Start 1034 

Name OJ000210_18 . 0310 . C4 . ol . ts 

Start 592 

GI none 

Exons 592.. 642, 594 
830. .913, 831 



OJ000210 18. 0310. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

644, 735. .824, 737. .829, 740. .826, 827 
911 



1258 

TBLASTX : Soybean 
913 
82 



901, 



Seq. No. 44318 ' Seq. ID 

Gene No. 93373 Strand 

Start 1034 . End 

Name OJ000210_18 . 0310 . C4 . ol . tm Method 

Start 621 End 

-GI none Score 

Exons 621. .707, 621. .707, 622. .714, 623 



OJ000210_18.0310.C4 
1258 

TBLASTX: Maize 

899 

150 

845, 701. .826, 



705.. 857, 791. .898, 824. .898, 828, 



715, 699 
899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44318 
93373 
1034 

OJ000210_ 
1034 
82227 
1034. . 125 
hypotheti 
gi 1 117861 
75 [Nicot 
hypotheti 
75; put at 
(Z00044) 
gi|225251 



18. 0310.C4 .o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_18.0310.C4 

1258 
AAT/NAP 
1258 
233 



cal protein 75 - common tobacco chloroplast 

emb | CAA26288 | (X02441) unidentified reading frame ORF 

iana tabacum] gi | 11880 | emb | CAA77393 | (Z00044) 

cal protein [Nicotiana tabacum] gi 1473681 (M23767) ORF 

ive [Nicotiana tabacum] gi 1 1223679 | emb | CAA774 00 | 

hypothetical protein [Nicotiana tabacum] 

Iprf | | 1211235CK ORF 75 [Ni 



Seq. No. 44318 

Gene No. 93374 

Start 2352 

Name OJ000210_18 . 0310 . C4 . o2 . tm 

Start 2352 

GI none 

.Exons 2352.. 2573, 2352.. 2465, 2353. 

2563.. 2619, 2563.. 2622 



OJ000210_18.0310.C4 
2622 

TBLASTX: Maize 

2622 

256 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2574, 2468. .2521, 2471. .2521, 



Seq. No. 44319 Seq. ID OJ000210_ 

Gene No. 93375 Strand . + 

Start . 1.0 • End 2935- 

Name OJ0002 10_18 . 0310 . C5 . ol . gs Method GENSCAN 

Start 10 End 2935 

GI none Score . 92 



18 .0310. C5 



45410 




Exons • 10. .544, 629. .703, 778. .895, 1111. .1228, 1427. .1525, 1618. .1917, 

1994. .2101, 2226. .2297, 2363.-2449, 2670. .2741, 2846.-2935 





Seq. No. 


44319 








Seq. ID 


OJ000210_18.0310.C5 




Gene No. 


93375 








Strand 


+ 




Start 


10 








End 


2935 




Name 


OJ0Q0210 18. 


ft O 1 ft /~>C ~ 1 

0310 . C5 . ol . 


tm 




Method 


TBLASTX: Maize 




Start 


1 A ft ft 

1409 








End 


1815 




GI 


none 








Score 


187 




Exons 


14 09. . 1561 , 


"1 VI 1 O 1 C ft /" 

1413. . 1526, 


1424 


..1534, 1617. .1805, 1618. .1815, 






1618. .1815 














Seq. No. 


A A O 1 ft 








Seq. ID 


OJ000210_18.0310.C5 




Gene No. 


93375 








Strand 


+ 




Start 


10 








End 


2935 




Name 


f\ Tft A ft O "1 ft -1 o 

OJ000210 18. 


0310 . C5 . ol . 


ts 




Method 


TBLASTX: Soybean 




Start • 


14 68 








End 


2457 




GI 


none 








Score 


82 




Exons 


1468. .1557, 


1472. .1561, 


1617 


..1913, 1618. .1917, 2018. .2101, 






2213. .2299, 


2217. .2300, 


2354 


..2449, 2360. .2452, 2362. .2457 




Seq. No. 


44319 








Seq. ID 


OJ000210_18.0310.C5 




Gene No. 


93375 








Strand 


+ 


is! 


Start 


10 








End 


2935 


•tar 


Name 


^Tftftftft'lft T O 

OJ000210_18 . 


0310 . C5 . ol . 


gp 




Method 


AAT/GAP 


in 


Start 


1655 








End 


2698 




GI 


none 








Score 


957 




Exons 


1655. .1917, 


1994. .2101, 


2226 


..2297, 2363. .2449, 2670. .2698 




Seq. No. 


44320 








Seq. ID 


OJ000210_18.0310.C6 




Gene No. 


93376 








Strand 


+ 


!r • - 


Start 


1 








End 


237 


% 


Name 


OJ000210 18. 


0310.C6.ol. 


gp 




Method 


AAT/GAP 


■3 


Start 


1 








End 


237 


r ^ 


GI 


8182 1.R1084 








Score 


445 


~ -J 


Exons 


1. .237 














GI Descrip. " 


f 1261857/dbj |D29966|RICCA 


3j 


0e-21 Rice 


CatA gene for catalase,' 


i_ ~ 




complete cds 


i - 












Seq. No. 


44320 








Seq. ID 


OJ000210_18.0310.C6 


r " 


Gene No . 


93377 








Strand 






Start 


1059 








End 


4466 




Name 


OJ000210 18. 


0310.C6.o2 . 


gp 




Method^ 


AAT/GAP 




Start 


729 








End 


3319 




GI 


82 1.R1084 








Score 


3634 




Exons 


729. .1118, 1468. .2070, 


2157. 


.2957, 3246.. 3319 




GI Descrip. 


, 2130069/pir 


I IS70588 0. 


0e+00 


catalase 


(EC 1.11.1.6) catA - ric 






>gi_1261858_ 


dbj_BAA06232__ 


(D29966) catalase [Oryza sativa] ' 




Seq. No. 


44320 








Seq. ID 


OJ000210_18.0310.C6 




Gene No. 


93377 








Strand 






Start 


1059 








End 


4466 




Name 


OJ000210 18. 


0310.C6.ol. 


tc 




Method 


TBLASTX: Cress 




Start 


1050 








End ' 


2970 




GI 


none 








Score 


222 




Exons 


1050. .1130, 


1468. .1821, 


1547 


..1819, 1816. .2019, 1835. .1945, 



2148. .2966, 2149. .2970 



45411 






Seq. No. 


44320 








Seq. ID 


OJ000210_18.0310.C6 




Gene No. 


93377 








Strand 






Start 


1059 








End 


4466 




Name 


OJ000210_18 


. 0310 


,C6.ol . 


gs _ 


Method 


GENSCAN 




Start 


1059 








End 


4466 




GI 


none 








Score 


. 9 




Exons 


1059. . 1118, 


1468 


. 2070, 


2157 . 


.2957, 3246..3269, 3406. .3539, 






4381 . . 4466 














Seq. No. 


44320 








Seq. ID 


OJ000210_18.0310.C6 




Gene No. 


93377 








Strand 






Start 


1059 








End 


4466 




Name 


OJ000210_18' 


0310 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1059 








End 


2970 




GI 


none 








Score 


351 




Exons 


1059. . 1130, 


1468 


.2019, 


1487 . 


.1945, 2148. .2966, 2149. .2970 




beq . wo . 


A A *5 o n 








Seq. ID 


OJ000210_18.0310.C6 




Gene No. 


93377 








Strand 






Start 


1059 








End 


4466 




Name 


OJ000210 18. 


0310, 


C6.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


1059 








End 


2970 


C3 


GI 


none 








Score 


68 


S3. 


Exons 


1059. .1121, 


1468, 


.1560, 


1468. 


.2019, 1484.. 1945, 1804.. 2040, 


f p 




1806. .2027, 


2148. 


.2966, 


2149. 


.2970 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44320 
93377 
1059 

OJ000210_ 

1062 

2130069 



18.0310.C6.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_18.0310.C6 

4466 
AAT/NAP 
2972 
2580 



1062. .1118, 1468. .2070, 2157. .2972 

catalase (EC 1.11.1.6) catA - rice gi 1 1261858 | dbj | BAA06232 . 1 1 
(D29966) catalase [Oryza sativa] 



Seq. No. 44320 

Gene No. 93377*. 

Start 1059 

Name OJ000210_18 . 0310 . C6 . ol . tw 

Start 1633 

GI none 
Exons 



Seq. ID OJ000210_18.0310.C6 
Strand 
End 

Method 
End 
Score 



4466 

TBLASTX: Wheat 

2543 

382 



1633. .1692, 1672. .2019, 1673. .1945, 1798. .2043, 2009. .2071, 
2148. .2543, 2149. .2541 



Seq. No. 44320 Seq. ID 

Gene No. 93377 . Strand 

Start 1059 End 

Name OJ000210_18 . 0310 . C6 . o2 . tw Method 

Start 2682 End 

GI none Score 

Exons 2682.. 2966, 2683.. 2970 



OJ000210_18.0310.C6 
4466 

TBLASTX: Wheat 

2970 

365 



Seq. No. 
Gene No. 
Start 



44321' 
93378 
1 



Seq. ID OJ000210_18.0310.C7 
Strand + 
End 1056 



45412 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ^ No . 

Gene 'No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000210_18.0310.C7.ol.np 

•1 

5852093 
1..26, 914. .1056 

(AL117264) zwhl6.1 [Oryza sativa] 



Method AAT/NAP 
End 1056 
Score 88 



44322 
93379 
316 

OJ000210_18.0310.C8.ol.gs 

316 

none 



Seq. ID OJ000210_18.0310.C8 

Strand + 

End 4318 

Method GEN SCAN 

End 4318 

Score . 6 



316. .368, 2543. .2718, 3903. .3934, 4028. .4080, 4085. .4318 



44322 Seq. ID 

93380 Strand 
7569 End 

OJ000210__18.0310.C8.ol.gp . Method 
7262 End 
697 1.R1084 Score 



OJ000210 18. 0310. C8 



18202 
AAT/GAP 
11161 
4601 

,9077, 



9374. .9616, 



7262. .8073, 8159. .8241, 8349. .8503, 8599. 
9708. .9922, 10008 .. 10275, 10996. .11161 

1 2267006 0.0e+00 (AF006825) - endosperm lumenal binding protein 
[Oryza sativa] 1 



44322 
93380 
7569 

OJ000210_18 .0310.C8.o2.gs 
7569 
none 

7569. .8073, 8159. .8241, 8349. 
9374. .9616, 9708. .9922, 10008 
11266. . 11424, 12771. .12972, 15738 .. 15861 , 17989. .18202 



Seq. ID OJ000210_18. 0310.C8 
Strand 

End 18202 
Method GENSCAN 
End 18202 
Score . 8 

8503, 8599.. 8830, 8929.. 9077, 
.10275, 10996. .11203, 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI* Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44322 ' Seq. ID OJ000210_18 . 0310 . C8 

93380 .- Strand - 

7569 End 18202 

OJ000210_18 . 0310 . C8 . ol . np Method AAT/NAP 

7572 End 11044 

7441868 Score 3064 

7572. .8073, 8159. .8241, 8349. .8503, 8599. .9077, 9374. .9616, 
9708.. 9922, 10008 .. 10275, 10996.. 11044 
dnaK-type molecular chaperone BiP - rice 

gi|2267006|gb|AAB63469.1| (AF006825) endosperm lumenal binding 
protein [Oryza sativa] 



44322 Seq. ID 

93380 Strand 
7569 End 
OJ000210_18. 0310.C8 .ol . tc Method 
7635 End 
none Score 
7635. 
8159. 
8348. 
8725. 



OJ000210__18.0310.C8 
18202 

TBLASTX: Cress 

10298 

224 



.7676, 7797. .8075, 7822. .8100, 8158. .8241, 8159. .8242, 

,8242, 8161. .8247, 8341. .8505, 8346. .8504, 8347. .8508, 

,8506, 8561. .8854, 8600. .8683, 8721. .8849, 8724. .8855, 

,8850, 8846. .8935, 8851. .8991, 8851. .9078, 9041. .9079, 



4 5413 



9371. .9529, 9372. .9617, 9373. .9612, 9556. .9627, 9581. .9637, 
9709. .9924, 9710. .9874, 9802. .9921, 9807. .9956, 10007 .. 10291, 
10008. .10277, 10032. . 10298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44322 
93380 
7569 
OJ0002 
7635 
none 
7635. . 
8033. . 
8346. . 
8718. . 
9041. . 
9556. . 
9997. . 
10962.. 



10 18.0310.C8.ol.tm 



7727, 

8107, 

8504, 

8849, 

9079, 

9627, 

10209, 

.11045 



7797. . 
8158. . 
8347. . 
8735. . 
9044. . 
9702. . 

10005 
, 1097 



8075, 
8241, 
8508, 
8851, 
9082, 
9752, 
. .102 
3. .11 



Seq. ID OJ000210_18.0310.C8 
Strand 

End . 18202 
Method TBLASTX : Mai ze 
End 11050 
Score 303 
7819. .8076, 7969. .8076, 8016. 
8159. .8242, 8160. .8243, 8341. 
8348. .8506, 8561. .8854, 8600. 
8810. .8995, 8820. .8996, 8851. 
9371. .9544, 9372. .9617, 9373. 
9709. .9924, 9710. .9874, 9804. 
77, 10007. .10285, 10008 .. 1028 6, 
050, 10973. .11044 ■ 



.8090, 
.8505, 
.8683, 
,9078, 
,9618, 
,9923, 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44322 
93380 
7569 
OJ0002 
7635 
none 
7635. . 
7969. . 
8561. . 
8822. . 
9039. . 
9556. . 
10006. 



10 18.0310.C8.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18. 0310. C8 



18202 

TBLASTX : Soybean 
10277 
60 

7875, 7914.. 8075, 7945 
8242, 8341.. 8505, 8346 



7676, 7797. .7952, 7828. .7875, 7914. .8075, 7945. .8076, 

8076, 8158. .8241, 8159. .8242, 8341. .8505, 8346. .8504, 

8854, 8599. .8637, 8600. .8683, 8718. .8849, 8738. .8851, 

8989, 8846. .8938, 8850. .8987, 8851. .8988, 8851. .9078, 

9083, 9044. .9082, 9371. .9544, 9372.. 9617, 9373. .9612, 

9627, 9581. .9619, 9709. .9924, 9710. .9874, 9712. .992.1, 
.10275, 10007. .10276, 10008.. 10277 



Seq. No. 44322 
Gene No. 93380 
Start 7569 

Name OJ000210_18 . 0310 . C8 . o2 . tw 

Start 7641 
GI none 
Exons 7 641 

8158 

8618 

9373 

9562 



7727, 7812. .8075, 7948. 

8253, 8159. .8245, 8341. 

8680, 8721. .8849, 8845. 

9504, 9376.. 9504, 9495. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18. 0310. C8 



18202 

TBLASTX: Wheat 
9826 
117 

8076, 7969.. 8076, 8150, 
8505, 8346.. 8504, 8561, 
8988, 8845.-8943, 9372. 



,8242, 
,8845, 
,9491, 



9617, 9496.. 9612, 9504. .9614, 



9627, 9572.. 9646, 9709.. 9825, 9710.. 9826 



Seq. No. 44322 

Gene No. 93380 

Start 7569 

Name OJ000210_18 . 0310 . C8 . ol . tw 

Start 9846 

GI none 

Exons 9846.. 9923, 9847.. 9924, 9848, 



OJ000210_18.0310.C8 

18202 • 
TBLASTX: Wheat 
11053 
104 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9925, 10005. .10277, 10007 '.. 10285 , 



10008. .10286, 10988. .11053, 10991.. 11047 



Seq. No. 
Gene No. 
Start 



44322 
93380 
7569 



Seq. ID 

Strand 

End 



OJ000210 18. 0310. C8 



18202 



45414 




Name 


OJ000210 18 


.0310.C8.o2.np Method 


AAT/NAP 




Start 


11825 


End 


12405 




GI 


7228450 


Score 


214 




Exons 


11825. .11938, 12042. . 12180, 12320.. 12405 




GI Descrip. 


(AP001366) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


44323 


Seq. ID 


OJ000210_18.0310. 


C9 


Gene No. 


93381 


Strand 


+ 




Start 


1 


-End 


2737 




Name 


OJ000210 18 


. 0310 .C9. ol .np Method 


AAT/NAP 




Start 


1 


End 


2737 




GI 


7340881 


Score 


519 




Exons 


1..42, 135. 


.226, 294. .596, 2029. .2135, 


2240. .2270, 2700. 


. 2737 


GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


44323 


Seq. ID 


OJ000210_18.0310. 


C9 


Gene No. 


93382 


Strand 


— 




Start 


' 2504 


End 


2737 




Name 


OJ000210 18 


.0310.C9.ol.gp Method 


AAT/GAP 




Start 


2504 


End 


2737 




GI 


3760343 


Score 


441 




Exons 


2504. .2737 








Seq. No. 


44324 


Seq. ID 


OJ000210_18.0310. 


C10 


Gene No . 


93383 


Strand 






Start 


1 


End 


929 




Name 


OJ000210 18 


.0310. C10. ol.np Method 


AAT/NAP 




Start 


1 


End 


929 




GI 


7299186 


Score 


53 




Exons 


1..22, 301. 


.494, 871. .929 






GI Descrip. 


(AE003683) 


CG16779 gene product [Drosophila melanogaster ] 


Seq. No. 


44324 


Seq. ID 


OJ000210_18.0310. 


C10 


Gene No . 


93383 


Strand 






Start 


1 


End 


929 




Name 


OJ000210 18 


.0310. C10. ol.tc Method 


TBLASTX: Cress 




Start 


2 


End 


504 




GI 


none • 


Score 


64 




Exons 


2. .73, '216. 


.308, 216. .296, 219. .326, 220. .294, 297. .482, 






318. .500, 336. .401, 337. .504, 339. .407, 


414. .473 




Seq. No. 


44324 


Seq. ID 


OJ000210_18.0310. 


C10 


Gene No. 


93383 


Strand 






Start 


1 


End 


929 




Name 


OJ000210 18 


.0310. C10. ol.gp Method 


AAT/GAP 




Start 


79 


End 


850 




GI 


3760342 


Score 


1503 




Exons 


79. .850 








GI Descrip. 


644871 l.Oe 


-10 (U20272) DNA/RNA-binding protein [.Homo sapiens 


Seq. No. 


44324 


Seq. ID 


OJ000210_18.0310. 


C10 


Gene No. 


93383 


Strand 






Start 


1 


End 


929 




Name 


OJ000210 18 


. 0310. C10. ol. ts Method 


TBLASTX: Soybean 




Start 


222 


End 


501 




GI 


none 


Score 


73 




Exons 


222. .296, 319. .501, 321. .485, 336. .401 







45415 



Seq. No. 44324 

Gene No. 93383 

Start 1 

Name OJ000210_18 . 0310 . CIO . ol . tm 

Start 228 

GI none 
Exons 



Seq. ID OJ000210_18. 0310. CIO 
Strand 
End 

Method 
End 
Score 



929 

TBLASTX: Maize 

4 95 

139 



228. .308, 316. .495, 318. .482, 325. .495 



Seq. No. 44325 Seq. ID 

Gene No. 93384 Strand 

Start 5685 End 

Name OJ000210_18 . 0310 . C12 . o2 . gs Method 

Start 5685 End 

GI none Score 

Exons 5685.. 5805, 5858.. 6159 



OJ000210_18.0310.C12 
+ 

6159 
GEN SCAN 
6159 
.94 



Seq. No. 44325 Seq. ID 

Gene No. ■ 93385 Strand 

Start 11668 End 

Name OJ000210JL8 . 0310 . C12 . o5 . gp Method 

Start 11668 End 

GI none Score 

Exons 11668.. 12167 



OJ000210_18.0310.C12 
+ 

12167 
AAT/GAP 
12167 
690 



Seq. No. 44325 

Gene No. 93386 

Start ■ 1 

Name ■ OJ000210_18 . 0310 . C12 . ol . np 

Start 1 

GI 584893 

Exons 1..380, 601.. 751, 837.. 980, 
GI Descrip. 



Seq. ID OJ000210_18.0310.C12 
Strand 
End 

Method 
End 
Score 

1588. .1707, 2467. .2635, 2766. .3064 



3064 
AAT/NAP 
3064 
1532 

2467.. 2635, 2766. 



SERINE CARBOXYPE PT I DASE III PRECURSOR gi | 2 8 3002 | pir | | S22530 
carboxypeptidase C (EC 3.4.16.5) precursor - rice 
gi I 218153 | dbj IBAA01757.il (D10985) serine carboxypeptidase III 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44325 Seq.' ID 

93386 Strand 

1 End 

OJ000210_18.0310.C12.ol.gp Method 

313 End 

23631 1.R1084 Score 



OJ000210_18.0310.C12 

3064 . 
AAT/GAP 
1624 
698 



313. .380, 601. .751, 837. .980, 1588. .1624 

' 584893/sp| P37891 | CBP3_ORYSA 0.0e+00 SERINE CARBOXYPEPTIDASE III 

PRECURSOR >gi_283002_pir S22530 carboxypeptidase III (EC 

3.4.16.-) - rice >gi_2 18 153_dbj_BAA01757_ (D10985) serine 
carboxypeptidase 111 '[Oryza sativa] f . 



Seq. No. . 44325 

Gene No. 93386 

Start 1 

Name OJ000210_18 . 0310 . C12 : ol . gs 

Start 601 

GI none 
Exons 



Seq. ID OJ000210_18.0310.C12 
Strand 

End 3064 

Method GENSCAN 

End 3064. 

Score .83 



601. .751, 837. .980, 1588. .1833, 2467. .2635, 2766. .3064 



45416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44325 
93386 
1 

OJ000210_18.0310.C12.o2.gp 



OJ000210 18.0310.C12 



Seq. ID 
Strand 

End 3064 
Method AAT/GAP 
2577 End 3056 

1632072 Score 626 

2577. .2635, 2766. .3056 

584893/sp|P37891|CBP3_ORYSA 3.0e-39 SERINE CARBOXYPEPTIDASE III 

PRECURSOR >gi_283002_pir S22530 carboxypeptidase III (EC 

3.4.16.-) - rice >gi_218 153_dbj_BAA01757_ (D10985) serine 
carboxypeptidase III [Oryza sativa] 

44325 Seq. ID OJ000210_18 . 0310 . C12 

93387 Strand 

6717 End 9352 

OJ000210_18.0310.C12 .o3.gp Method AAT/GAP 

6692 End 7192 

23156_1.R1084 Score 976 

6692.. 7192 

* 584893/sp|P37891|CBP3_ORYSA 3.0e-39 SERINE CARBOXYPEPTIDASE III 

PRECURSOR >gi_283002_pir S22530 carboxypeptidase III (EC 

3.4.16.-) - rice >gi_218153_dbj_BAA017 57_ (D10985) serine 
carboxypeptidase III [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'44325 Seq. ID 

93387 Strand 

6717 End 
OJ000210_18 .0310.C12.o3.gs Method 

6717 End 

none Score 
6717. .7592 



OJ000210_18.0310.C12 

9352 
GENSCAN 
7592 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44325 Seq. ID 

93387 Strand 

6717 End 

OJ0002 10_18 . 0310 . C12 . o2 . np Method 

6729 • * End 

7485589 Score 
6729. .7601, 8610. .9236 

hypothetical protein F16M14.4 - Arabidopsis thaliana 
gi|3335359|gb|AAC27160.1| (AC003028) unknown protein 
[Arabidopsis thaliana] 



OJ000210_18.0310.C12 

9352 
AAT/NAP 
9236 
1418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000210 18.0310.C12 



44325 
93387 
6717 

OJ000210_18.0310.C12.o4.gp 
9040 
5003117 
9040.. 9352 

3335359 3.0e-10 (AC003028) unknown protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9352 
AAT/GAP 
9352 
472 



Seq. No. 
Gene No. 
Start 
Name 



44325 
93388 
11964 
OJ000210 



18.0310.C12.ol.tw 



Seq. ID 

Strand 

End 

Method 



OJ000210_18.0310.C12 
13135 

TBLASTX: Wheat 



45417 



Start 
GI 

Exons 



313 End 755 

none Score 105 

313. .387, 313. .381, 333. .431, 562. .747, 599. .751, 600. .752, 

600.. 755, 601.. 753 



Seq. No. 44325 

Gene No. 93388 

Start 11964 

Name OJ0002 10_18 . 0310 . C12 . o2 . tc 

Start 313 

GI none 
Exons 



Seq. ID OJ000210_18.0310.C12 
Strand 

End 13135 

Method TBLASTX : Cress 

End 2602 

Score 60 



313. .381, 323. .427, 593. .754, 599. .751, 600. .758, 836. 
837. .983, 838. .975, 843. .983, 1576. .1812, 1587. .1688, 
1588. .1710, 2453. .2602, 2461. .2601 



,982, 



Seq. No. 44325 ^ 

Gene No. 93388 
Start 11964 

Name OJ000210_18 . 0310 . C12 . d2 . ts 

Start 313 
GI none 
Exons 313 . . 

837. . 

2453. 



381, 314. .409, 599. .634 
983, 838. .975, 1576. .1812, 1587. .1688, 
.2644, 2461. .2643 



Seq. ID OJ000210_18.0310.C12 
Strand 
End 

Method 
End 
Score 
626. .751, 



13135 

TBLASTX: Soybean 
2644 
72 
627. 



.758, 
1594 . 



678. .752, 
1800, 



Seq. No. 44325 Seq. ID 

Gene No. 93388 Strand 

Start 11964 End 

Name OJ000210_18 .0310 . C12 . o2 . tm Method 

Start 599 End 

GI none Score 
Exons 



OJ000210_18.0310.C12 
13135 

TBLASTX: Maize 

2999 

218 



599. .751, 600. .758, 600. .758, 811. .981/ 837. .983, 837. .983, 
1585. .1812, 1587. .1709, 1595. .1741, 2461. .2631, 2468. .2626, 
2551.. 2634, 2593.. 2637, 2765.. 2902, 2915.. 2998, 2916.. 2999 



Seq. No. 44325 
Gene No. . 93388 

Start -11964 

Name OJ000210_18 . 0310 . C12 . o2 . tw 

Start 2602 

GI none 
Exons 



Seq. ID OJ000210_18.0310.C12 
Strand 
End 

Method 
End 
Score 



13135 

TBLASTX: Wheat 

12955 

73 



2602. .2634, 2771. .2923, 2822. .2878, 2828. .3067, 2922. .3068, 
12893.. 12955 



Seq. No. 44325 
Gene No. 93388 
Start 11964 

Name . OJ000210_*18 . 0310 . C12 . bl . ts ' 

Start 6696 
GI none 

Exons 6696.. 6899, 6700.. 6879, 6876. 

8598. .8675, 8608. .8676, 8728. 
8841. .9224,. 9112. .9210 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 18.0310.C12 



13135 

TBLASTX : Soybean 
9224 
101 

7313, 6877. .7302, 7356. .7553, 
8850, 8790. .8861, 8838. .9017, 



Seq. No. 
Gene No. 
Start 



44325 
93388 
11964 



Seq. ID 

Strand 

End 



OJ000210 18.0310.C12 



13135 



45418 






Name 


OJUUUzlU_lo .UolU.Clz.oJ. tm 


Method 


TBLASTX: Maize 




Start 


b / 4 4 


End 


7136 




GI 


none 


Score 


134 




Exons" 


b / 4 4 . . Dbyy, o/4o. .byuu, bo /b 


..7136, 6877.. 6990, 7024.. 7122 




Seq. No. 


>i >i 0 0 c 

4 4 325 


Seq-.' ID 


OJ000210_18.0310.C12 




Gene No. 


93388 


Strand 






Start 


11964 


End 


13135 




Name 


UJUUUZ1U lo.UJlU.LlZ.Ol. tC 


Method 


TBLASTX: Cress 




Start 


b / 4 / 


End 


7136 




GI 


none 


Score 


97 




Exons 


D/4/..D004, D/OI..DOOO, DO/D 


..6950, 6877. .6948, 6930. .7136, 






bybz . . /i iy 








Seq. No. 


A A O O C 
4 4 OZ3 


Seq. ID 


OJ000210_18.0310.C12 




Gene No. 


93388 


Strand 






Start 


11964 


End 


13135 




Name 


ujuuuziu lo.ujiu.tiz.oo.tm 


Method 


TBLASTX: Maize 




Start 


/ 1 yo 


End 


8669 




GI 


none 


Score 


69 




Exons 


*7 1 fi C O O A O *"7 1 m O O 1 O O O C 1 

/lyo-./oUz, /l9/../3lo, /zol 


..7313, 7356. .7553, 7372. .7524, 






0 c 0 0 occn 0 e n 0 0 *r e "7 
oooo. . obby, 00U0 . . obb / 








Seq. No. 


44325 


Seq. ID 


OJ000210_18 . 0310 . C12 




Gene No. 


93388 


Strand 




cn 


Start 


liyb4 


End 


13135 




Name 


OJUUUzlU lo . (J 0 1U . Clz . OJ . tC 


Method 


TBLASTX: Cress 




Start 


/Job 


End 


7604 


f ~! 


GI 


none 


Score 


208 




Exons 


/Job. . / b(J4 








Seq. No. 


A A O O C 

4 4 Jzo 


Seq. ID 


OJ000210_18.0310.C12 




Gene No. 


93388 


Strand 






Start 


11964 


End 


13135 




Name 


UJUUUZIU lo.UjlU.Llz.Ol.tm 


Method 


TBLASTX: Maize 




Start 


11 y bo 


End 


12705 


jpcs 


GI 


none 


Score ' 


7 3 




Exons 


i 1 0 c 0 i 0 n c ri i i n c 0 1 0 n c n 

liyoo . . IzUoU, 1 iy do . . IzUoU , 


11959. . 12051, 12054. .12557, 






10101 1 0 c c 0 i 0 0 n 1 0 c e c 
Iz IZ 1 . . Izooo , lzz y b . . lzobo , 


12658. . 12705, 12660.. 12704 




beq. No. 


A A O O C 

4 4 JZ3 


Seq. ID 


OJ000210_18.0310.C12 




Gene No. 


93388 


Strand 






Start 


11964 


End 


' 13135 




Name 


A"rnnnoi n 10 n 0 1 n r>io ^ 0 
OJUUUZ1U lo . UolU . Clz . Oo . np 


Method 


AAT/NAP 




Start 


1 1 q e a 
Iiy b4 


End 


13135 




GI 


bo ouyuz 


Score 


583 




Exons 


1 1 a £1 A IOCCO 1 O jC c 1 1010c 

liyb4 . . Izooo, lzbbl..lolo5 








GI Descrip. 


(ALU/yyo) putative protein 


[Arabidopsis thaliana] 




o e q . in o * 


/l /) O O c 


Seq. ID 


OJ000210_18.0310.C12 




Gene No. 


93388 


Strand 






Start 


11964 


End 


13135 




Name 


OJ000210 18.0310.C12.o4 .tm 


Method 


TBLASTX: Maize 




Start ' 


12705 


End 


12949 




GI 


none 


Score 


256 




Exons 


12705. .12944, 12706 1294 5, 


12710. . 12949, 12755. .12949 



45419 



Seq. .No. 44325 Seq. ID 

Gene No.' 93388 Strand 

Start 11964 End 

Name OJ000210_18 . 0310 . C12 . 06 . gp Method 

Start 12910 End 

GI 2796853 , Score 

Exons 12910.. 13111 



OJ000210_18.0310.C12 

13135 
AAT/GAP 
13111 
268 



Seq. No. 44326 
Gene No. 93389 
Start 1056 

Name OJ000210_18 . 0310 . C13 . ol . gs 

Start 1056 
GI none 

Exons '1056. .1356, 3074. .3191, 3353. 

6010. .6126, 63S3..6499 



Seq. ID OJ000210_18.0310.C13 

Strand + 

End 6499 

Method GENSCAN 

End 6499 

Score .82 

.3897, 4311. .5241, 5345. .5513, 



Seq. No. 44326 Seq. ID 

Gene No. 93390 Strand 

Start 7135 End 

Name OJ000210_18 . 0310 .C13 . o2 . gs Method 

Start 7135 End 

GI none Score 

Exons 7135. .7729, 7979. .8108, 8484. .8619 



OJ000210_18.0310.C13 

8619 
GENSCAN 
8619 
.6 



Seq. No. 44326 Seq. ID OJ000210_18 . 0310 . C13 

Gene No. 93390 Strand 

Start 7135 End 8619 

Name -OJ000210_18 . 0310 . C13 . ol . np Method AAT/NAP 

Start 7499 End 8619 

GI 2129932 Score 365 

Exons 7499.. 7628, 7677.. 7762, 7979.. 8108, 8484.. 8619 

GI Descrip. myb-related transcription factor TMH1 - tomato 

gi| 1167486|emb|CAA64615| (X95297) transcription factor 

[Lycopersicon esculentum] 



Seq. No. 


.44326 








Seq. ID 


OJ000210 


18.0310.C13 


Gene No. 


93391 








Strand 








Start 


12603 








End 


12803 






Name 


OJ000210 18 


0310. 


C13.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4308 








End 


4545 






GI 


none 








Score 


118 






Exons 


4308. .4532, 


4308. 


.4505, 


4310. 


.4534, 4310. .4537, 


4408. . 


4545 


Seq. No. 


44326 








Seq. ID 


OJ000210 


18.0310.C13 


Gene No. 


93391 








Strand 








Start 


12603 








End 


12803 






Name 


OJ000210 18 


0310. 


C13.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


4309 








End 


6473 






GI 


none 








Score 


517 






Exons 


4309. .4860, 


4309. 


.4860, 


4310. 


.4861, 4310. .4861, 


4803. . 


4895, 




5009. .5251, 


5012. 


.5242, 


5014. 


.5244, 5332. .5511, 


5342. . 


5512, 




5343. .5522, 


6007. 


.6123, 


6009. 


.6128, 6350. .6472, 


6351. . 


6473, 




6356. . 6472 
















Seq. No. 


44326 








Seq. ID 


OJ000210 


18.0310.C13 


Gene No. 


93391 








Strand 









45420 



Start 


12603 






End 


12803 




Name 


Ainnnoi n 1 q 
OJ UUU21U_lo . 


UolU . C13 . o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5400 






End 


6502 




GI 


none 






Score 


185 




Exons 


54 UU . . DOZZ, 


5402 . . 5527 , 


5402 


..5512, 6007. .6126, 


6009 . . 6 




coc"3 tz a c*i 
boo o . . o4 o / , 


o4p^ . . 6502 










Seq. No. 


A A O O C 






Seq. ID 


6J000210 


__18 . 0310 


Gene No. 


93391 






Strand 






Start 


12603 






End 


12803 




Name 


UJ UUUz IU 10 . 


U oil) . CI J . oz 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1 1 O O 

/ I Zo 






End 


8643 




GI 


none 






Score 


68 




Exons 


"7 T O O 11 C A 

1 1 Zo . . / / b4 , 


no/ nn /"ft 

/ /z4 . .77 68, 


7971 


..8093, 7978. .8109, 


8014 . . 8 




o4 oU . . OD^O, 


o 4 oZ . . o 64 3 










Seq. No. 


44326 






Seq. ID 


/™\ T A A A O 1 A 

OJ000210 


JL8.0310 


Gene No. 


93391 






Strand 






Start 


12603 






End- 


12803 




Name 


OJ000210 18. 


0310.C13.o3 


.gs 


Method 


GENSCAN 




Start 


12603 






End 


12803 




GI 


none 






Score 


. 7 9 




Exons 


12603. .12803 










Seq. No. 


44327 






Seq. ID 


OJ000210 


J.8.0310 


Gene No. 


93392 






Strand 






Start 


72 






End 


2343 




Name 


OJ000210 18. 


0310.C14.ol 


.gs 


Method 


GENSCAN 




Start 


72 






End 


559 




GI 


none 






Score 


. 9 




Exons 


72. .559 












Seq. No. 


44327 






Seq. ID 


OJ000210 


_18.0310 


Gene No. 


93392 






Strand 






Start 


72 






End 


2343 




Name 


OJ000210 18. 


0310.C14.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


83 






End 


398 




GI 


none 






Score 


68 




Exons 


83. .163, 167 


..235, 168. 


.236, 


269. .385, 


276. . 398 




Seq. No. 


44327 






Seq. ID 


OJ000210 


18 . 0310 


Gene No.. 


93392 






Strand 






Start 


72 






End 


2343 




Name 


OJ000210 18. 


0310.C14.ol 


.np 


Method 


AAT/NAP 




Start 


229 






End 


2343 




GI 


7523517 






Score 


278 




Exons 


229. .256, 1790. .1889,- 2034. .2343 






GI Descrip. 


(AP001633) hypothetical 


protein " [Oryza 


sativa] 




Seq. No. 


44328 






Seq. ID 


OJ000210 


_18 . 0310 


Gene No. 


93393 






Strand 


+ 




Start 


532 






End 


638 




Name 


OJ000210 18. 


0310.C15.ol 


.gs 


Method 


GENSCAN 




Start 


-532 






End 


638 




GI 


none 






Score 


.54 




Exons 


532. . 638 













45421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44329 Seq. ID OJ000210_18 . 0310 . C17 

93394 Strand 

1911 End 1997 

OJ000210_18.0310.C17.ol.gp Method AAT/GAP 

1911 End 1997 

LIB3477-003-P1-K1-E9 Score 104 

1911. .1997 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory si [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44330 
93395 
381 



Seq. ID OJ000210_18.0310.C18 
Strand + 



End 1490 
OJ000210_18 . 0310 . C18 . ol . gs Method GENSCAN 
381 End 1397 

none Score . 93 

381. .489, 667. .909, 1002. .1093, 1138. .1397 . 



44330 
93395 
381 

OJ000210_18.0310.C18.ol.np 
553 

7340881 



Seq. ID OJ000210_18 .0310.C18 

Strand + 

End 1490 

Method AAT/NAP 

End 14 90 

Score 624 



553. .639, 786. .909, 1002. .1103, 1190. .1490 
(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_ 
+ 

2393 
AAT/NAP 
2393 
95 



18.0310.C18 



44330 
93396 
2301 

OJ000210_18.0310.C18.o3.np 
2301 
6721561 
2301.. 2393 

(££001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] . 
gil 6815086 |dbj | BAA903721 1| (AP001081) EST AU082058 (C12 97 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 44330 Seq. ID OJ000210_ 

Gene No. 93397 Strand + 

Start 2901 End 2998 

Name OJ000210_18 . 0310 . C18 . ol . gp Method AAT/GAP 

Start 2901 End - 2998 

GI uC-osflcyp088bl2bl Score 135 

Exons 2901. .2998 

GI Descrip. 1 5257255/db j | AP000364 . 1 | AP000364 3 
DNA, chromosome 8, clone : P0026F07 1 



18.0310.C18 



0e-36 Oryza sativa genomic 



Seq. No. 44330 Seq. ID 

Gene No. 93398 Strand 

Start 2179 End 

Name OJ000210_18 . 0310 . C18 . o2 . np Method 

Start 2179 End 

GI 4680183 Score 



OJ000210_18.0310.C18 

2268 
AAT/NAP 
2268 
128 



45422 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2179. .2268 

(AF111709) gag-pol protein [Oryza sativa subsp. 



indica] 



44331 Seq. ID 

93399 Strand 

487 End 

OJ000350_13 . 0310 . C2 . ol . gs Method 

4 87 • ■ End 

none Score 

487. .531, 634. .699 



OJ000350_13.0310.C2 
+ 

699 

GENSCAN 

699 

.89 



•sea 



m 



Seq. No. 44332 Seq. ID 

Gene No. 93400 Strand 

Start 2635 End 

Name OJ000350_13 . 0310 . C3 . ol . tm Method 

Start 2533 End. 

GI none Score 

Exons 2533.. 2601, 2560.. 2766, 2598.. 2768 

Seq. No. 44332 Seq. ID 

Gene No. 93400 Strand 

Start 2635 End 

Name OJ000350_13 . 0310 . C3 . ol . tc Method 

Start 2602 End 

GI none Score 

Exons 2602.. 2769, 2604 /.2792, 2604.. 2792 

Seq. No. 44332 Seq. ID 

Gene No.,' 93400 Strand 

Start 2635 End 

Name OJ000350__13 . 0310 . C3 . ol . ts Method 

Start 2602 End 

GI none Score 

Exons 2602.. 2760, 2604.. 2762 



OJ000350_13.0310.C3 
+ 

2792 

TBLASTX: Maize 

2768 

51 



OJ000350_13.0310.C3 
+ 

2792 

TBLASTX: Cress 

2792 

236 



OJ000350_13.0310.C3 
+ 

2792 

TBLASTX : Soybean 

2762 

225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44332 ' 

93400 

2635 

OJ000350_13 

2635 

131375 

2635. .2763 

PHOTOSYSTEM 

photosystem 

gi | 82632 |pi 

chloroplast 

Appalachian 

photosystem 

gil 485419|p 



0310.C3.ol.np 



Seq. ID OJ000350_13.0310.C3 

Strand + 

End 27 92 

Method AAT/NAP 

End 2763 

Score 213 



II REACTION CENTER N PROTEIN gi | 72720 | pir | | F2RZN 
II protein psbN - rice chloroplast 
r||S14142 photosystem II protein psbN - wheat 
gi| 100123|pir MS12130 photosystem II protein psbN - 
evening primrose chloroplast gi | 100737 | pir || JN04 17 
II protein psbN - rye chloroplast 
ir | IS12133 photosys 



Seq. No. 44333 Seq. ID OJ000350 

Gene No. 93401 . Strand + 

Start 714 End 1081 

Name OJ000350_13 . 0310 . C6 . ol . gs Method GENSCAN . - 

Start 714 End 1081 

GI none Score .52 

Exons 714.. 732, 918.. 1081 



13. 0310. C6 



45423 





Seq. No. 


44333 


Seq. ID 


OJ000350_13.0310. 


C6 




Gene No. 


93402 


Strand 


- 






Start 


142 


End 


1108 






Name 


OJ000350 13.0310.C6.ol.np 


Method 


AAT/NAP 






Start. 


142 


End 


1108 






GI 


6539571 


Score 


80 ^ 






Exons 


142.. 239, 984. .1108 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44334 


Seq. ID 


OJ000350_13.0310. 


C7 




Gene No. 


93403 


Strand 








Start 


1366 


End 


1477 






Name 


OJ000350 13.0310.C7.ol.gs 


Method 


GENSCAN 






Start 


1366 


End 


1477 






GI 


none 


Score 


. 68 






Exons 


1366. . 1477 










Seq. No. 


44335* 


Seq. ID 


OJ000350_13.0310. 


C8 




Gene No. 


93404 


Strand 


- 






Start 


1075 


End 


9890 






Name 


OJ000350 13.0310.C8.ol.np 


Method 


AAT/NAP 






Start 


877 


End 


5243 




3- -£ 


GI 


6705984 


Score 


265 




%J 


Exons 


877. .896, 4736. .5243 ■ 








Ell 


GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


44335 


Seq. ID 


OJ000350_13.0310. 


C8 


IT* 


Gene No. 


93404 


Strand 








Start 


1075 


End 


9890 






Name 


OJ000350 13.0310.C8.ol.gs 


Method 


GENSCAN 




i y 


Start 


1075 


End 


2412 






GI 


none 


Score 


. 4 




= 


Exons 


1075. .1212, 2317. .2412 








\,_\ 


Seq. No. . 


44335 


Seq. ID 


OJ000350_13.0310. 


C8 


M 


Gene No. 


93404 ' 


Strand 








Start 


1075 


End 


9890 




f 


Name 


OJ000350 13.0310.C8.o2.gs 


Method 


GENSCAN 






Start 


4040 


End 


9890 






GI 


none 


Score 


.41 






Exons 


4040. .4146, 4357. .4489, 5145. 


.5310, 5713. .5886, 6744. .6857, 






9294.. 9370, 9502.. 9631, 9672. 


.9697, 9837. .9890 






Seq. No. 


44335 


Seq. ID 


OJ000350_13.0310. 


C8 




Gene No. 


93404 


Strand 








Start 


1075 


End 


9890 






Name 


OJ000350 13.0310.C8.ol.tw 


Method \. 


s.TBLASTX : Wheat 






Start 


4392 ' 


End 


■5051 






GI 


none 


Score 


62 






Exons 


4392. .4463, 4393. .4467, 4793. 


.5047, 48 


05. .5041, 4851. .5051 




Seq. No. 


44335 


Seq. ID 


OJ000350_13.0310. 


C8 




Gene No. 


93404 


Strand 








Start 


1075 


End 


9890 






Name 


OJ000350 13.0310.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


4745 


End 


5011 





45424 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

4745. .5011, 4811. .5011 

44335 
93404 
1075 

OJ000350_13.0310.C8.ol.ts 

4811 

none 

4811. .5011, 4811. .5011 

44336 
93405 
51 

OJ000350_13.0310.C9.ol.gs 
51 

none 

51. .111, 1071. .1104 



Score 85 



Seq. ID OJ000350_13. 0310.C8 
Strand 

End 9890 

Method TBLASTX : Soybean 

End 5011 

Score 85 



Seq. ID OJ000350_13.0310.C9 

Strand + 

End 1104 

Method GENSCAN 

End 1104 

Score .45 



44337 Seq. ID OJ000350_13 . 0310 . C16 

93406 Strand + 

1 End 1316 

OJ000350_13 . 0310 . CI 6 . ol . np Method AAT/NAP 

1 End 1316 

6815062 Score 441 

1..244, 303. .612, 689. .787, 858. .908, 1015. .1316 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



44337 
93406 
1 

OJ000350 
49 

none 
49. .213, 

44337 
93406 
1 

OJ000350_ 
318 
none 

318. .612, 

44338 - 

93407 

66 

OJ000350 
60 

none 
60. .446, 

44338 
93407 
66 



Seq. ID OJ000350_13.0310.C16 

Strand + 

End 1316 

13 . 0310 . CI 6 . ol . tm Method TBLASTX : Maize 

End 612 

Score 207 
54. .212, 97..213, 310. .387, 427. .612 

Seq. ID OJ000350_13.0310.C16 

Strand + 

End 1316 

13.0310.C16.ol.gs Method GENSCAN 

End 1231 

Score .66 

659. .787, 858. .1231 



Seq. ID OJ000350_13.0310.C26 

Strand + 

End 1549 

Method TBLASTX: Wheat 

End 447 

Score 341 



13.0310.C26.ol.tw 



71 . . 445, 184 . . 447 



Seq. ID OJ000350_13.0310.C26 
Strand + 
End 1549 



45425 




Name 


OJ000350_13 .0310.C2 6.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


1520 


GI 


none 


Score 


.71 


Exons 


66. . 1520 






Seq. No. 


44338 


Seq. ID 


OJ000350_13. 0310 .C2 6 


Gene No. 


93407 


Strand 


+ 


Start 


66 


End 


1549 


Name 


OJ000350 13.0310.C26.ol.np 


Method 


AAT/NAP 


Start. 


66 


End 


1549 


GI 


6539553 


Score 


2542 


Exons 


66. .1549 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


. 44338 


Seq. ID 


OJ000350_13.0310.C26 


Gene No. 


93407 


Strand 


+ 


Start 


66 


End 


1549 


Name 


OJ000350 13.0310.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


195 


End 


508 


GI 


none 


Score 


■347 ■ 


Exons 


195. .506, 203. .508 






Seq. No. 


44338 


Seq. ID 


OJ000350_13.0310.C26 


Gene No. 


93407 


Strand 


+ 


Start 


66 


End 


1549 


Name 


OJ000350 13.0310.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


1007 


End 


1329 


GI 


none 


Score 


264 


Exons 


1007. .1261, 1014. .1328, 1034 


..1327, 1162.. 1329 


Seq. No. 


44339 


Seq. ID 


OJ000350_13. 0310.C27 


Gene No . . 


93408 


Strand 


4- 


Start 


1 


End 


1311 


Name 


OJ000350 13.0310.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1311 


GI 


6539553 


Score 


2162 


Exons 


1. . 1311 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi| 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 


- 


[Oryza sativa] 






Seq. No. 


44339 


Seq. ID 


OJ000350_13.0310.C27 


Gene No. 


93408 


Strand 


+ 


Start 


1 


End 


1311 


Name 


OJ000350 13.0310.C27.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


415 


C T 


none 


Score 


173 


Exons 


2. .229, 4. .195, 50. .205, 248 


. .415 




Seq. No. 


'44339 


Seq. ID 


OJ000350_13.0310.C27 


Gene No. 


93408 


Strand 


+ 


Start 


1 


End 


1311 


Name 


OJ000350 13.0310.C27.o2.ts 


Method 


TBLASTX : Soybean 



45426 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



17 End 415 

none Score 179 

17. .241, 37. .195, 242. .415, 250. .288 



44339 
93408 
1 

OJ000350_13.0310.C27.o2.tc 
50 

none 

50. .232, 24S..439 



Seq. ID OJ000350_13.0310.C27 

Strand + 

End 1311 

Method TBLASTX : Cress 

End 4 39 

Score 105 



44339 Seq. ID 

93408 Strand 

1 End 
OJ000350_13. 0310.C27 .ol. tw Method 

65 End 

none Score 

65. .820, 73. .552, 74. .820 ' 



OJ000350_13.0310.C27 
+ 

1311 

TBLASTX: Wheat 

820 

956 . 



44339 Seq. ID 

93408 Strand 

1 End 
OJ000350_13.0310.C27.ol. ts Method 

740 End 

5509260 Score 

740. .1204, 835. .1059, 1132. .1185 



OJ000350_13.0310.C27 
+ 

1311 

TBLASTX : Soybean 

1204 

373 



44339 
93408 
1 

OJ000350_13.0310.C27.ol.tc 

833 

none 

833.. 1093, 835.. 1005 

44339 
93408 
1 

OJ000350_13.0310.C27.ol.tm 

874 

none 

874. .1236, 875. .1249 

44339 
93408 
1 

OJ000350_13.0310.C27 .o2.tw 

875 

none 

875. . 1219, 1022. . 1195 

44340 . 

93409 

1 

OJ000350_13.0310.C28 .ol.np 



Seq. ID OJ000350_13.0310.C27 

Strand + 

End 1311 

Method TBLASTX : Cress 

End 1093 

Score 276 



Seq. ID OJ000350_13.0310.C27 

Strand + 

End 1311 

Method TBLASTX : Maize 

End 1249 

Score 314 



Seq. ID OJ000350_13.0310.C27 

Strand ■+ 

End 1311 

.Method TBLASTX : Wheat 

End 1219 

Score 315 



Seq. ID OJ000350_13.0310.C28 

Strand + 

End 1395 

Method AAT/NAP 



45427 




Start 1 End 1395 

GI 6539553 Score 2280 

Exons 1..1395 

GI Descrip. (AP000836) Similar to Oryza australiensis xetrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


44340 










Seq. ID 


OJ000350_13.0310 


.C28 


Gene No. 


93410 










Strand 






Start 


54 53 










End 


11034 




Name 


OJ000350_ 


_13 . 


0310 


.C28 


ol . tc 


Method 


TBLASTX : Cress 




Start 


40 










End 


252 




GI 


none 










Score 


214 




Exons 


40 . . 252, 


51 . 


. 164 












Seq. No. 


4 4 340 










Seq. ID 


OJUUUJoU lo.OolU 




Gene No. 


93410 










Strand 






Start 


5453 










End 


11034 




Name 


OJ000350 


_13. 


0310 


;C28 


ol . tm 


Method 


TBLASTX: Maize 




Start 


40 










End 


4 98 




GI 


none 










Score 


344 




Exons 


40. .498, 


48. 


.395 












Seq. No. 


44340 










Seq. ID 


OJ000350_13.0310 


.C28 


Gene No. 


93410 










Strand 






Start 


. 5453 










End 


11034 




Name 


OJ000350 


_13. 


0310 


.C28 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4 9 










End 


579 




GI 


none 










Score 


310 




Exons 


49. .378, 


51. 


.74, 


181 


.354, 


373. .579, 


447. .569 





Seq. No. 


44340 




Seq. ID 


OJ000350_13.0310 


.C28 


Gene No. 


93410 




Strand 






Start 


5453 




End 


11034 




Name 


OJ000350 . 


13.0310.C28 .o2. ts 


Method 


TBLASTX: Soybean 




Start 


70 




End ' 


414 ■ 




GI • 


none 




Score 


289 




Exons 


70. .414, 


84. .353, 175. .408 








Seq. No. 


44340 




Seq. ID 


OJ000350_13.0310 


.C28 


Gene No. 


93410 




Strand 






Start 


5453 




End 


11034 




Name 


OJ000350 


13.0310.C28.ol.ts 


Method 


TBLASTX: Soybean 




Start 


432 




End 


777 




GI 


none 




Score 


314 




Exons 


432. .632, 


433. .777 








Seq. No. 


44340 




Seq. ID 


OJ000350_13.0310 


.C28 


Gene No. 


93410 




Strand 






Start 


5453 




End 


11034 




Name 


OJ000350 


13.0310.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


588 




End 


927 




GI 


none 




Score 


318 




Exons 


588. .926, 


589. .927 









Seq. No. 44340 Seq. ID OJ000350_13 . 0310 . C28 

45428 



Gene No. 


93410 




Strand 






Start 


5453 




End 


11034 




Name 


OJ000350_13 . 0310.C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


783 




End 


1259 




GI 


none 




Score 


101 




Exons 


783. .854, 784. .858, 785 


. .856, 


873. .1052, 874. .1221, 874. 


, . 1224 




114 6. . 1259 










Seq. No. 


44340 ■ 




Seq. ID 


OJ000350_13.0310. 


C28 


Gene No. 


93410 




-Strand 






Start 


5453 




End 


11034 




Name 


OJ000350 13 . 0310 . C28 . o3 . 


. ts 


Method 


TBLASTX: Soybean 




Start 


790 




End 


1131 




GI 


none 




Score 


91 




Exons 


790. .903, 816. .896, 922, 


. . 1131 


, 927.. 1052 




Seq. No. 


44340 




Seq. ID 


OJ000350_13.0310. 


C28 


Gene No. 


93410 




Strand 






Start 


54 53 




End 


11034 




Name 


OJ000350 13 . 0310 . C28 . o2 . 


,gs 


Method 


GENSCAN 




Start 


5453 




End 


10911 




GI 


none 




Score 


.53 




Exons 


5453..S853, 8778.. 8 91 4, 


9700. 


-9883., 10167.. 10911 




Seq. No. 


44340 




Seq. ID 


OJ000350_13.0310. 


C28 


Gene No. 


93410 




Strand 






Start 


5453 




End 


11034 




Name 


OJ000350. 13.0310.C28.o2. 


.np 


Method 


AAT/NAP 




Start 


9765 




End 


11034 




GI 


6815052 




Score 


1172 




Exons 


9765.-9883, 10167 .. 10241, 10323. .11034 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44341 




Seq. ID 


OJ000350_13.0310. 


C29 


Gene No. 


93411 




Strand 


+ 




btart 


1 




End 


4196 




Name- 


OJ000350 13,0310. C29.o2. 


np 


Method 


AAT/NAP 




Start ' 


1 




End 


4196 




GI 


7228446 




Score 


1316 




Exons 


1..65, 2800. .3247, 3326. 


.4196 








GI Descrip. 


(AP001366) Similar to Arabidopsis thaliana chromosome II 


BAC 




F9013 genomic sequence, 


putative retroelement pol polyprotein 




(AC006248) [Oryza sativa] 








Seq. No. 


44341 




Seq. ID 


OJ000350_13.0310. 


C29 


Gene No. 


93412 




Strand 






Start 


1 




End 


4433 




Name 


OJ000350 13.0310.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


4433 




GI 


6815052' 




Score 


569 




1? v An c; 


1..209, 258. .396, 1201.. 


1293, 


2157. .2258, 2555. .2715, 4387. .4- 


GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44341 




Seq. ID 


OJ000350_13.0310. 


C29 


Gene No. 


93412 




Strand 






Start 


1 




End 


4433 




Name 


OJ000350 13.0310.C29.ol. 


gs 


Method 


GENSCAN 





45429 



Start 
GI 

Exons 



258 
none 

258. . 1095 



End 
Score 



1095 
.44 



Seq. No. 
Gene No. 
Start**"' ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name .. 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44341 
93412 
1 

OJ000350_13.0310.C29.o2.tw 

508 

none 

508. .804, 518. .727, 820. .1002 

44341 
93412 
1 

OJ000350_13. 0310.C29.o3.ts 
610 
none 

610. .801, 784.'. 990 - ' 

44341 
93412 
1 

OJ000350_13.0310.C29.o2.tc 
2802 
none 

2802. .3056 



Seq. ID 
Strand 

Meth'od 

End 

Score 



OJ00035"0_13 . 0310 . C29 
.4 4 33 

TBLASTX: Wheat 

1002 

70 



Seq. ID OJ000350_13.0310.C29 
Strand 

End 4 4 33 

Method TBLASTX : Soybean 

End 990 

Score 116 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_13.0310.C29 
4433 

TBLASTX: Cress 

3056 

201 



44341 

93412 Strand 

1 End 

OJ000350_13. 0310.C29.o2.ts Method 

2805 End 

5509260 Score 



Seq. ID OJ000350_13.0310.C29 



4433 

TBLASTX: Soybean 

3167 

249 



2805. .3071, 2810. .2959, 2993. .3061, 3075. .3167 



44341 
93412 
1 

OJ000350_13. 0310.C29.ol.tw 

2837 

none 

2837.. 3070, 2838.. 3065, 3084. 

44341 
93412 
1 

OJ000350_13.0310.C29.o2.tm 

2837 

none 

2837. .3061, 2838. .3065, 2874. 

44341 
93412 
1 

OJ000350 13.0310.C29.o3.tm 



Seq. ID OJ000350_13. 0310.C29 
Strand 

End 4433 

Method TBLASTX : Wheat 

End 3494 

Score 217 
.3179, 3246. .3380, 3384. .3494 

Seq. ID OJ000350_13.0310.C29 
Strand 

End 4433 

Method TBLASTX : Mai ze 

End 3215 

Score 261 
.3065, 3087. .3215 

Seq. ID OJ000350_13.0310.C29 
Strand 

End 4433 

Method TBLASTX: Maize 



45430 



Start 


3290 








End 


3464 


GI 


none 








Score 


203 


Exons 


3290 . . 3364 , 


3291 


. . 34 64 , 


3413 . 


. 34 63 




Seq. No. 


44341 








Seq. ID 


OJ000350_13.0310.C29 


Gene No. 


93412 








Strand 




Start 


1 








End 


4433 - 


Name 


OJ000350 13 


. 0310 


. C29 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


34 64 








End 


3929 


GI 


none 








Score 


259 


Exons 


34 64 . . 3694 , 


34 /4 


. . 3698 , 


3711 . 


.3929, 3752.. 3871 


Seq. No. 


4 4341 








Seq. ID 


OJ000350_13.0310.C29 


Gene No. 


93412 








Strand 




Start 


1 








End 


4433 


Name 


OJ000350 13 


. 0310 


. C29 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3513 








End 


4186 


GI 


none 








Score 


189 


Exons 


3513 . .3101 f 


3717 


. . 3812 , 


374 9 . 


.3796, 3809.. 3931; 3810.. 3929, 




o no r * i a /• 

392 6 . .4186, 


3927 


. .4181 








Seq. No. 


44341 








Seq. ID 


OJ000350_13.0310.C29 


Gene No. 


93412 








Strand 




Start 


1 








End 


'4433 


Name 


OJ000350 13 


. 0310 


. C29 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3534 








End 


4175 


GI 


none 








Score 


121 


Exons 


3534 . . 3695 f 


3720 


. . 4175, 


3830 . 


.3871, 3998. .4135 


Seq. No.' 


44341 








Seq. ID 


OJ000350_13.0310.C29 


Gene No. 


93412 








Strand 




Start 


1 








End 


4433 


Name 


OJ000350 13 


. 0310 


. C29 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3702 








End 


4148 


GI 


none 








Score 


167 


Exons 


3702 . . 3968 , 


3833 


. . 3904 , 


3969 . 


.4148, 4019. .4135 


Seq. No. 


44341 








Seq. ID 


OJ000350_13 . 0310 . C2 9 


Gene No. 


93412 








Strand 




Start 


1 








End 


4433 


Name 


OJ000350 13 


. 0310 


.C29.04 


. tm 


Method 


TBLASTX : Maize 


Start 


3930 








End 


4175 


GI 


none 








Score 


193 


Exons 


3930 . .4175, 


3960 


. . 4136, 


3962 . 


.4174 




Seq. No. 


44342 








Seq. ID 


OJ000350_13.0310.C30 


Gene No. 


93413 








Sjtranci 


+ 


Start 


277, 








End 


5272 " 


Name 


OJ000350 13 


.0310, 


.C30.ol 


.gs 


Method 


GENSCAN 


Start 


277 








End 


5272 


C T 


none 








Score 


.54 


Exons 


277. .369, 1153. .1443, 1492. .1749, 2475 


. .2519, 4598. .5272 


Seq. Nol' 


44342 








Seq. ID 


OJ000350_13.0310.C30 


Gene No. 


93414 








Strand 


+ 


Start 


5859 








End 


7614 


Name 


OJ000350 13, 


.0310, 


-C30.O2 


.gs 


Method 


GENSCAN 



45431 



Start 5859 

GI none 

Exons 5859.. 5914, 7140.. 7614 

Seq. Mo. 44342 

Gene No. 93415 

Start 7828 

Name OJ000350_13 . 0310 . C30 . o3 . gs 

Start 7828 

GI none 

Exons 7828.. 7970, 8211.. 8450, 8750, 

Seq. No. 44342 

Gene No. 93416 

Start 10844 

Name OJ000350_13 . 0310 . C30 . o2 . tc 

Start 1327 

GI none 

Exons 1327.. 1419, £429'. .1467, 1435. 
4595.. 4696 



End 7614 
Score . 65 - • 



Seq. ID OJ000350_13.0310.C30 

Strand + 

End 8870 

Method GENSCAN 

End 8870 



Score 
,8870 



66 



Seq. ID OJ000350_13. 0310.C30 
Strand 

End 11092 

Method TBLASTX: Cress 

End 4696 

Score 118 

.1467, 1554. .1664, 1555. .1749, 



Seq. No. 44342 

Gene No. 93416 

Start ' 10844 

Name OJ000350_13 . 0310 . C30 . o2 . tm 

Start 1327 

GI none 

Exons 1327.. 1425, 1389.. 1424, 1416, 
1555. .1650 



Seq. ID OJ000350_13.0310.C30 
Strand 

End. 11092 

Method TBLASTX : Mai ze 

End ' 1650 ' 

Score 155 

.1454, 1420. .1470, 1554. .1649, 



Seq. No. 44342 

Gene No. 93416 

Start 10844 

Name . OJ000350_13 . 0310 . C30 . ol . ts 

Start 1684 

GI none 

Exons 1684.. 1749, 4580.. 4864, 4597, 
4925.. 5065 



Seq. ID OJ000350_13.0310.C30 
Strand 

End 11092 

Method TBLASTX: Soybean 

End 5065 

Score 73 

.4641, 4637.. 48.22, 4 64 5-; . 4 827', 



Seq. No. 44342 

Gene No. 93416 

Start 10844 

Name OJ000350_13 . 0310 . C30 . ol . tm 

Start 4595 

GI ' none 

Exons 4595.. 4906, 4597.. 4908 

Seq. No. 44342 

Gene No. 93416 

Start 10844 

Name OJ000350_13 . 0310 . C30 . ol . tc 

Start 4727 

GI none 

Exons - 4727.. 4828, 4729.. 4827, 4925. 
5113. .5265 



Seq. ID OJ000350_13.0310.C30 
Strand 

End 11092 

Method TBLASTX : Mai ze 

End 4908 

Score 459 



Seq. ID OJ000350_13.0310.C30 
Strand 

End 11092 

Method TBLASTX : Cress 

End 5275 

Score 121 

.4996, 4939.. 4992, 5090.. 5275, 



Seq. No. 



443.42 



Seq. ID OJ000350_13.0310.C30 



45432 



Gene No. 


93416 


Strand 




Start 


10844 


End 


11092 


Name 


OJ000350_13. 03.10.C30.o2 . ts 


Method 


TBLASTX : Soybean 


Start 


5078 


End 


528 9 


GI 


5753597 


Score 


251 


Exons 


5078. .5275, 5113. .5271, 5134.. 


5289 




GI Descrip. 








Seq. No. 


44342 


Seq. ID 


OJ000350_13.0310.C30 


Gene No. 


93416 


Strand 




Start 


10844 


End 


11092 


Name 


OJ000350_13. 0310.C30.o3. tm 


Method 


TBLASTX: Maize 


Start 


5105 


End 


5484 


GI 


none 


Score 


269 


Exons 


5105. .5275, 5110. .5271, 5326.. 


5367, 5329. .5376, 5458. .5484 


Seq. No. 


44342 


Seq. ID 


OJ000350_13.0310.C30 


Gene No. 


93416 


Strand 




Start 


10844 


End 


11092 


Name 


OJ000350 13.0310.C30.o4 . gs 


Method 


GENSCAN 


Start 


10844 


End 


11092 


GI 


none 


Score 


.59 


Exons 


10844. .10883, 10986. .11092 






Seq. No. 


44343 


Seq. ID 


OJ000350_13.0310.C31 


Gene No. 


93417 


Strand 


+ 


Start 


240 


End 


1482 


Name 


OJ000350_13 .0310.C31.ol . gs 


Method 


GENSCAN 


Start 


240 


End 


1482 


GI 


none 


Score 


.46 


Exons 


240. .319, 1000. .1140, 1282. .14 


82 




Seq. No. 


44343 


Seq. ID 


OJ000350_13.0310.C31 


Gene No. 


93418 


Strand 




Start 


1 


End 


6357 


Name 


OJ000350 13.0310.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2236 


GI 


7500635 


Score 


141 


Exons 


1..40, 1212. .1667, 1850. .2109, 


2198. .2236 


GI Descrip. 


hypothetical protein F36F2.3 - 


• Caenorhabditis elegans 




gi | 3876805 I emb | CAB04326 . 1 1 (Z81532) similar to Zinc finger, 




C3HC4 type (RING finger), Zinc finger, 


CCHC class; cDNA EST 




EMBL:D7 6268 comes from this gene; cDNA 


EST EMBL:D68142 come 




from this gene; cDNA EST EMBL: 


C13529 comes from this gene; 




EST yk208d9.5 comes from this 


gene> 




Seq. No. 


44343 


Seq. ID 


OJ000350_13.0310.C31 


Gene No . 


93418 


Strand 




Start 


1 


End 


6357 


Name 


OJ000350 -13.0310.C31.o2.tm 


Method 


TBLASTX: Maize 


Start 


918 


End 


1459 


GI 


none 


Score 


36 


Exons 


918. .998, 1102. .1164, 1103. .1165, 1242 


.1451, 1246. .1458, 




1247. .1459 






Seq. No. 


44343 


Seq. ID 


OJ000350_13.0310.C31 


Gene No. 


93418 


Strand 





45433 



Start 
Name 
Start 
GI 

Exons 



1 End 6357 

OJ000350_13.0310.C31.o2.ts Method TBLASTX : Soybean 
1108 End 1551 

none Score 4 6 

1108. .1164, 1109. .1165, 1246. .1551, 1250. .1495 



Seq. No. 44343 ■ 

Gene No. 93418 

Start 1 

Name OJ000350_13 . 0310 . C31 . ol . tw 

Start 1246 

GI none 
Exons 



Seq. ID OJ000350_13.0310.C31 

Strand - . . . 

End 6357 

Method TBLASTX : Wheat 

End 1509 

Score 73 



1246. .1413, 1280. .1387, 1420. .1509 



Seq. No. 44343 

Gene No. 93418 

Start 1 

Name OJ000350_13 . 0310 . C31 . ol . tm 

Start 1522 

GI none 

Exons 1522.. 1551, 1636.. 1752, 1638. 

1839. .1871, 1873. .2109, 1874. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1751, 1639 
.2113, 1874 



OJ000350 13.0310.C31 



6357 

TBLASTX: Maize 
2236 
144 

1752, 1823. 
2110, 1875. 



,1873, 
,2114, 



1876. .2121, 2177. .2230, 2186. .2236 



Seq. No. 44343 

Gene No. 93418 

Start 1 

Name OJ000350_13 . 0310 . C31 . o2 

Start 1614 

GI none 

Exons 1614.. 1750, 1947.. 2109, 
4025. .4943, 5319. .6357 

Seq. No. 44343 

Gene No. 93418 

Start 1 • 

Name OlJ000350_13 . 0310 . C31 . o2 

Start ' 1819 

GI 2459436 

Exons 1819.. 2109, 2198.. 2344, 
4985. .5159, 5319. .5457, 



GI Descrip. (AC002332) unknown prot 



Seq. ID OJ000350_13.0310.C31 
Strand 

End 6357 

.gs Method GENSCAN 

End 6357 

Score .64 
2198. .2344, 2415. .3026, 3555. .3772, 



Seq. ID OJ000350_13.0310.C31 
Strand 

End 6357 
.np Method AAT/NAP . 
End 6227 
Score 1071 
2415. .3017, 3555. .3910, 3983. .4900, 
5557.. 5633, 5679.. 5955, 6037.. 6227 
ein [Arabidopsis thaliana] 



Seq. No. 44343 Seq. ID- OJ000350_13 . 0310 . C31 

Gene No. 93418 Strand 

Start 1 End 6357 

Name OJ000350_13 . 0310 . C31 . ol . ts Method TBLASTX : Soybean 

Start 1844 - End 2296 

GI none Score 230 

Exons 1844. .1873, 1873. .2109, 1874. .2116, 1875. .2111, 2177. .2275, 

2186. .2296, 2199. .2294 



Seq. No. 44343 

Gene No. 93418 

Start 1 

Name OJ000350__13 . 0310 . C31 . ol . tc 

Start 1874 



Seq. ID OJ000350_13.0310.C31 
Strand 

End 6357 

Method TBLASTX : Cress 

End 2237 



45434 



GI 

Exons 



none Score 189 

1874. .2116, 1897. .2109, 2186. .2236, 2199. .2237 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44343 
93418 
1 

OJ000350_13.0310.C31.o2.tc 

2238 

none 



Seq. ID OJ000350_13.0310.C31 
Strand 

End 6357 

Method T-BLASTX : Cress 

End 257 6 

Score 81 



2238.-2345, 2240. .2347, 2391. .2573, 2415. .2576 





Seq. No. 


A A "3 A *D 

4 4 343 








Gene No. 


93418 








Start 


1 








Name 


OJ000350_13 


.0310. 


C31.o3 




Start 


2485 








GI 


none 








Exons 


2485. .2568, 


2487. 


.2630, 




Seq. No. 


4 434 4 








Gene No. 


93419 








Start 


8491 








Name 


OJ000350_13 


.0310. 


C32.ol 


„ 

i 


Start 


8491 






J 


GI 


5803259 








Exons 


84 91. .9752, 


9848. 


.10034 


i f 


GI Descrip. 


(AP000399) 


hypothetical 




Seq. No. 


44344 






Li 


Gene No. 


93419 








Start 


8491 








Name 


OJ000350 13 


.0310. 


C32.o4 




Start 


8491 








GI 


none 








Exons 


8491. .9060, 


9121. 


.9752, 




Seq. No. 


44344 








Gene No. 


93420 








Start 


1186 








Name 


OJ000350 13 


.0310. 


C32.ol 




Start 


1186 








GI 


none 








Exons 


1186. .1335, 


1921. 


. 1952, 



Seq. ID OJ000350_13.0310.C31 
Strand 

End 6357 

.tm Method TBLASTX : Maize 

End 2684 

Score 151 
2487. .2684, 2651. .2683 

Seq. ID OJ000350_13.0310.C32 

Strand + 

End 11792 

.np Method AAT/NAP 

End 11789 

Score 4824 
, 10077.. 11789 

protein [Oryza sativa] 

Seq. ID OJ000350_13. 0310.C32 

Strand +' 

End 11792 

.gs Method GENSCAN 

End 11792 

Score .82 
9848. .11792 

Seq. ID OJ000350_13.0310.C32 
Strand 

End 2537 

.gs Method GENSCAN 

End 2537 

Score . 57 
2106. .2378, 2492. .2537 



Seq. No. 44344 

Gene No. 93421 

Start 4228 . 

Name OJ000350_13 . 0310 . C32 . ol 

Start 4049 

GI 2139JL.R1084 

Exons 4049.. 4497, 4855.. 4956, 

GI Descrip. 1 4 17 6420/dbj | BAA37167 | 
[Arabidopsis thaliana] 1 

Seq.' No. 44344 

Gene No. 93421 

Start 4228 



Seq. ID OJ000350_13.0310.C32 
Strand 

End 5979 . ' 

-gp Method AAT/GAP >' 

End 597 9 

Score 1267 
5823. .5979 
2.0e-ll (AB008097) cytochrome P450 



Seq. ID OJ000350_13.0310.C32 
Strand 

End 5979 



45435 




Name 


OJ000350_13. 


0310. 


C32 . o2 . 


gs 


Method 


GENSCAN 




Start 


4228 








End 


5897 




GI 


none 








Score 


. 67 




Exons 


4228 . . 4497, 


4855. 


.4956, 


5823 


. . 5897 






Seq. No.._ 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93422 








Strand 






Start 


6727 








End 


7314 




Name 


OJ000350_13 . 


0310 . 


C32 .o3. 


gs 


Method 


GENSCAN 




Start 


6727 








End 


7314 




GI 


none 








Score 


.45 




Exons 


6727 . . 6920, 


7254 . 


. 7314 










Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


14158 




Name 


OJ000350_13. 


0310 . 


C32.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4264 








End 


4528 




GI 


none 








Score 


54 




Exons 


4264 . .4497, 


4265 . 


.4309, 


4342 


..4374, 4406. .4528 




Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


14158 




Name 


OJ000350_13. 


0310. 


C32.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4264 








End 


4497 




GI 


none 








Score 


233 




Exons 


4264 . .4497 














Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


14158 




Name 


OJ000350_13. 


0310. 


C32 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4264 








End 


4507 




GI 


none 








Score 


84 




Exons 


4264 . .4497, 


4268 . 


.4507 










Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


'.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


14158 




Name 


OJ000350_13. 


0310. 


C32.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4264 








End 


5007 




GI 


none 








Score 


144 




Exons 


4264 . .4497, 


4265. 


.4498, 


4855 


. .5007 






Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


Wl58 J " 




Name 


OJ000350 13. 


0310. 


C32.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9525 








End 


13014 




GI 


none 








Score 


77 




Exons 


9525. .9608, 


12412 


. . 12537 


, 12416. . 12538, 


12704. .12874, 






12730. .13014 


, 12731. .12874, : 


12911. .13009, 12939.. 13010 




Seq. No. 


44344 








Seq. ID 


OJ000350_13.0310 


.C32 


Gene No. 


93423 








Strand 






Start 


12400 








End 


14158 





4 5436 



Name 

Start 

GI 

Exons 



OJ000350_13 . 0310 . C32 ..o3 - tm Method 

12400 End 

none Score 
12400. .12543, 12404.. 12538 



TBLASTX: Maize 

12543 

126 



Seq. No. 44344 Seq. ID 

Gene No. 93423 ' Strand 

Start 12400 End 

Name OJ000350_13 . 0310 . C32 . o5 . gs Method 

Start 12400 End 

GI none Score 

Exons 12400. .14055 



OJ000350_13.0310.C32 

14158 
GENSCAN 
14055 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44344 Seq. ID OJ000350_13 . 0310 . C32 

93423 Strand 

12400 End 14158 

OJ000350_13. 0310 .C32 . o2 . np Method AAT/NAP 

12403 End 14158 

7228457 Score 2762 

12403. .13953, 14020. .14158 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



ru 



Seq. No. 44344 

Gene No. 93423 

Start 12400 

Name OJ000350_13 . 0310 . C32 . ol . tw 

Start 13015 

GI none 
Exons 



Seq. ID OJ000350_13.0310.C32 
Strand 
End 

Method 
End 
Score 



14158 

TBLASTX: Wheat 

13396 

165 



13015. .13395, 13046. .13294, 13054 .. 13392, 13340. .13396 





Seq. No. 


44344 


Seq. ID 


OJ000350_13.0310.C32 




Gene No. 


93423 


Strand 






Start 


12400 


End 


14158 


• vs 


Name 


OJ000350 13.0310.C32;ol.tm 


Method 


TBLASTX: Maize 


: s 
= 5= 


Start 


13210 


End 


■1-3 52 4 


1 ^ 


GI 


none 


Score 


187 


r ~"3 


Exons 


13210. .13524, 13223. .13489 






r "s 


Seq. No. 


44344 


Seq. ID 


■ OJ000350_13.0310.C32 




Gene No. 


93423 


Strand 






Start 


12400 


End 


14158 




Name 


OJ000350 13.0310.C32.o4.tw 


Method 


TBLASTX: Wheat 




Start 


13726 


End ■ 


14047 




GI 


none 


Score 


78 




Exons 


13726. .13986, 13862. .14047 








Seq. No. 


44345 


Seq... ID 


OJ000350_13.0310.C33 




Gene No. 


93424 


Strand 


+ 




Start 


3714 


End 


3846 




Name 


OJ000350 13.0310.C33.o2.np 


Method 


AAT/NAP 




Start 


3714 


End 


3846 




GI 


5922623 


Score 


80 




Exons 


3714. .3846 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6016856 | db j IBAA85199. 1 | 


(AP000570) 


hypothetical protein 



45437 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44345 
93425 
1 

OJ000350_13.0310.C33.ol.np 
1 

7228457 



Seq. ID OJ000350_13.0310.C33 
Strand 

End 3638 

Method AAT/NAP 

End 3638 

Score 5289 



1..254, 377.. 1211, 1275. .3205, 3267. .3638 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 





Seq. No. 


44345 






Seq. ID 


OJ000350 13.0310 


. C33 




Gene No. 


93425 






Strand 








Start 


1 






End 


3638 






Name 


OJ000350 


13.0310.C33. 


ol. ts 


■Method 


TBLASTX: Soybean 






Start 


183 






End 


584 






GI 


none 






Score 


90 






Exons 


183. . 584, 


394 . . 537 












Seq. No. 


44345 






Seq. ID 


OJ000350__13 . 0310 


.C33 




Gene No. 


93425 






Strand 








Start 


1 






End 


3638 






Name 


OJ000350 


13.0310.C33. 


o2. tw 


Method 


TBLASTX: Wheat 




frs 


Start 


213 






. End 


633 




ry 


GI 


none 






Score 


320 






Exons 


213. .632, 


220. .633 












Seq. No. 


44345 






Seq. ID 


OJ000350_13.0310 


,C33 




Gene No. 


93425 






Strand 






? ! : 
5 — 


Start 


1 






End 


3638 






Name 


OJ000350 


13.0310.C33. 


o2. tm 


Method 


TBLASTX: Maize 




r ^ 


Start 


306 






End 


690 






GI 


none 






Score 


233 




~ 

L =i= 


Exons 


306. .689, 


325. .690 












beq. no. 


44345- 






oeq . iu 


UJUUU jjU 1 j . U jIU 






Gene No. 


93425 






Strand 








Start 


1 






End 


3638 






Name 


OJ000350 


13.0310.C33. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


717 






End 


1073 






GI 


none 






Score 


115 






Exons 


717. . 1022, 717. . 1073, 


727. . 


1038 








Seq. No. 


44345 






Seq. ID 


OJ000350_13.0310 


.C33 




Gene No. 


93425 






Strand 








Start 


1 






End 


3638 . 






Name 


OJ000350 


13.0310.C33. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


741 






End 


1204 






GI 


none 






Score 


231 






Exons 


741. . 1202 


, 747. .1202, 


748 . . 


1203, 761.. 


1204 






Seq. No. 


44345 






Seq. ID 


OJ000350_13.0310 


.C33 




Gene No. 


93425 






Strand 








Start 


1 






End 


3638 






Name 


OJ000350 


13.0310.C33. 


o2. ts 


Method 


TBLASTX: Soybean 





45438 






Start 


798 




End 


1163 






GI 


none 




Score 


117 






Exons 


798. . 932, 939. . 1163 












Seq. No. 


44345 




Seq. ID 


OJ000350_13.0310, 


.C33 




Gene No. 


93425 




Strand 








Start 


1 




End 


3638 






Name 


0 J00 035 0_13. 0310. C33.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


1368 




End 


1854 






GI 


none 




Score 


78 






Exons 


1368 .. 1853, 1395 .. 1589, 


1399. 


.1659, 1681.. 1854 






Seq. No. 


44345 




Seq. ID 


OJ000350_13.0310. 


.C33 




Gene No. 


93425 




Strand 








Start 


1 




End 


3638 






Name 


OJ000350_13. 0310.C33.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


2592 




End 


2984 






GI 


none 




Score 


80 






Exons 


25 92. . 28 4 9, 2 62 6.. 28 65, 


2832 . 


.2930, 2833.-2925, 2937.. 2984 




Seq. No. 


44345 




Seq. ID 


OJ000350_13.0310. 


.C33 




Gene No. 


93425 




Strand 






!?==: 


Start 


1 




End 


3638 






Name 


OJ000350 13.0310.C33.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


2694 




End 


2979 




EF1 


GI 


none 




Score 


87 




r y 


Exons 


2694 . .2942, 2695. .2979 










h 


Seq. No. 


44346 




Seq. ID 


OJ000350 13.0310. 


.C34 


e. y 


Gene No. 


93426 * : 




Strand 


+ 




% 


Start 


1 




End 


665 




E br 


Name 


OJ000350 13. 0310.C34 .ol 


.np 


Method 


AAT/NAP 




5 


Start 


1 




End 


382 




r ™s 


GI 


7523512 




Score 


111 






Exons 


1 . . 78, 206. . 38'2 










~ 


GI Descrip. 


(AP001633) hypothetical 


protein. [Oryza 


sativa] 






Seq. No. 


44346 




Seq. ID 


OJ000350_13.0310. 


■ C34 




Gene No. 


93426 




Strand 


+ 




f i 


Start 


1 




End 


665 




*~ 


Name 


OJ000350_13.0310.C34 .ol 


.gs 


Method 


GENSCAN 






Start 


57 




End 


665 






GI 


none 




Score 


.69 






Exons 


57. .111, 130. .205, 365. 


.665 










Seq. No. 


44346 




Seq. ID 


OJ000350_13.0310. 


,C34 




Gene No. 


93427 




Strand 








Start 


2104 




End 


2502 






Name 


OJ000350 13.0310.C34.o2 


.gs 


Method 


GENSCAN 






Start 


2104 




End 


2502 






GI 


none 




Score 


.42 






Exons 


2104 . .2502 












Seq. No. 


44347 




Seq. ID 


OJ000350_13.0310'; 


C36 




Gene No. 


93428 




Strand 








Start 


1 




End 


1201 






Name 


OJ000350 13.0310.C36.ol 


.np 


Method 


AAT/NAP 





45439. 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1201 
190 



5932532 
1..44, 809. .1201 

(AC009465) unknown protein [Arabidopsis thaliana] 



44347 
93428 
1 

OJ000350_13.0310.C36.ol.tm 
810 • 
• none 



Seq. ID OJ000350_13.0310.C36 
Strand 

End 1201 

Method TBLASTX : Mai ze 

End 1138 

Score 4 6 



810. .932, 811. .933, 911. .1039, 918. .980, 920. .1015, 1046. .1123, 
1046. .1138, 1059. .1124 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44348 
93429 
900 

.OJ000350_13.0310.C37.ol.gs 
900 ' 
none 

900. .1045, 1341. .1385 

44349 
93430 
129 

OJ000350_13. 0310.C38.ol.gs 

129 

none 



Seq. ID OJ000350_13.0310.C37 
Strand 

End 1385 

Method GENSCAN 

End • 1385 

Score . 61 



Seq. ID OJ000350_13.0310.C38 

Strand ' - 

End 1550 

Method GENSCAN 

End 1550 

Score .54 . - 



129. .387, 680. .783, 869. .994, 1118. .1228, 1446. .1550 



44349 
93431 
1864 

OJ000350_13.0310.C38 .ol.gp 
1864 

LIB3477-003-P1-K1-E9 
1864.. 1905, 2011.. .2072 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771J Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000350_13.0310.C38 
Strand 

End 2072 

Method . AAT/GAP 

End 2072 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44350 
93432 
58 

OJ000350_13.0310.C41.ol.gs 
58 

none 

58. .102, 1996. .2076, 2160. .2246 



Seq. ID OJ000350_13.0310.C41 
Strand 

End 2246 

Method GENSCAN 

End 2246 

Score .77 



44351 
93433 
446 

OJ000350_13.0310.C42.ol.gs 

446 

none 

446. .580, 653. .721, 811. .981 



Seq. ID OJ000350_13.0310.C42 
Strand 

End 981 

Method GENSCAN 

End 981 

Score . 5 



45440 



Seq. No. 44352 Seq. ID 

Gene No. 93434 Strand 

Start 1 End 

Name OJ000350_13 . 0310 . C43 . ol . np Method 

Start 1 . End 

GI 7228457 " Score 

Exons 1..833, 900.. 1100 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000350_13.0310.C43 
+ 

1100 
AAT/NAP 
1100 
1680 



Seq. No. 


A A *D a o 

4 4 3dZ 




Seq. ID 


OJ000350_13.0310 




Gene No. 


93434 




Strand 


+ 




Start 


1 




End 


1100 




Name 


OJ000350_ 


13.0310-C43.ol. tw 


Method 


TBLASTX: Wheat 




Start 


378 




End 


812 




GI 


none 




Score 


236 




Exons 


TTQ COO 


393.. 602, 443.. 619., 


663. .812, 672. .809, 674..: 


811 


Seq. No. 


44352 




Seq. ID 


OJ000350_13.0310 


.C43 


Gene No. 


93434 




Strand 


+ 




Start 


1 




End 


1100 




Name 


OJ000350 


13.0310.C43.ol.ts 


Method 


TBLASTX: Soybean 




Start 


501 




End 


1067 




GI 


5666795 




Score 


68'v 




Exons 


501. .599, 


675. .812, 867. .1067 








GI Descrip. 


4206306 2 


.0e-10 (AF049110) prpol [Zea 


mays] 




Seq. No. 


44352 




Seq. ID 


OJ000350_13.0310 


.C43 


Gene No. 


93434- 




Strand 


+ 




Start 


1 




End 


1100 




Name 


OJ000350 


13.0310.C43.o2.tw 


Method 


TBLASTX: Wheat 




Start 


815 




End 


1091 




GI 


none 




Score 


175 




Exons 


815. .991, 


867. .1091 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44353 Seq. ID OJ000250_17 . 0313 . C6 

93435 Strand + 

1 End 341 

OJ000250_17 .0313.C6.ol.np Method AAT/NAP 

1 End 341 

5091510 Score 205 

1..45, 207. .341 

(AB023482) Similar to Arabidopsis thaliana gamma-adaptin 1 mRNA, 
complete cds . (AF06128 6) [Oryza sativa] 



Seq. No. 44353 

Gene No. 93436 

Start 1598 

Name OJ000250_17 . 0313 . C6 . ol . gs 

Start 1598 

GI none 

Exons 1598.. 1906 

Seq. No. 44353 

Gene No. 93436 

Start 1598 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000250_JL7.0313.C6 

1918 
GENSCAN 
1906 
1 



OJ000250 17. 0313. C6 



1918 



45441 



Name OJ000250_17 . 0313 . C6 . o2 . np Method AAT/NAP 

Start 1601 End 1918 

GI 5091511 Score 561 

Exons 1601.. 1918 

GI Descrip. (AB023482) Similar to Arabidopsis thaliana RING-H2 finger 
protein RHXla iriRNA, partial cds . (AF079184 ) [Oryza sativa] 



Seq. No. 44354 Seq. ID 

Gene No. . 93437 Strand 

Start 78 End 

Name OJ000250_17 . 0313 . C7 . ol . gs Method 

Start 78 End 

GI none Score 

Exons 78. .404 



OJ000250__17.0313.C7 
+ 

404 

GENSCAN 

404 

.5 



Seq. No. 44354 Seq. ID 

Gene No. 93438 Strand 

Start 1 . End 

Name OJ000250_17 . 0313 . C7 . ol . np Method 

Start 1 End 

GI 5091511 Score 

Exons 1 . .344 

GI Descrip. (AB023482) Similar to Arabidopsis thaliana 

protein RHXla mRNA, partial cds . (AF07 9184 ) 



OJ000250 17. 0313. C7 



3513 
AAT/NAP 
344 
480 



RING-H2 finger 
[Oryza sativa] 



Seq. No. 44354 Seq. ID OJ000250JL7 . 0313 . C7 

Gene No. 93438 Strand 

Start 1 End 3513 

Name OJ000250_17 . 0313 . C7 . o2 . np Method AAT/NAP 

Start 1 End 3513 

GI 7106512 Score 135 

Exons 1..22, 3325.. 3380, 3454.. 3513 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 44354 

Gene No. 93439 

Start 5841 

Name OJ0002 50_17 . 0313 . C7 . o3 . np 

Start 5841 

GI 7106512 

Exons 5841. .6190, 6245. .6446 

GI Descrip. (AP001278) EST C9842 9 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_17.0313.C7 

6446 
AAT/NAP 
6446 
796 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 44355 Seq. ID 

Gene No. 93440 Strand 

Start 1 End 

Name OJ000250JL7 . 0313 . CI 1 . ol . gp Method 

Start 1 End 

GI LIB3433-029-P1-K1-B10 Score 

Exons 1 . . 95 

GI Descrip. ' 5091522/dbj | BAA78757 . 1 | 4.0e-19 (AB023482) Similar to 

Arabidopsis thaliana chromosome II BAC T20K24 genomic sequence, 
complete sequence. (AC002392) [Oryza sativa] 1 



OJ000250_17.0313.C11 
+ 

95 

AAT/GAP 

95 

182 



Seq. No. 



44355 



Seq. ID OJ000250_17.0313.C11 



45442 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



93441 Strand + 

150 End 3368 

OJ000250_17 . 0313 . Cll . ol . gs Method GENSCAN 

150 End 1761 

none Score .88 

150. .341, 431. .507, 654. .714, 997. .1168, 1745. .1761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44355 Seq. ID 

93441 Strand 

150 End 

OJ000250_17 . 0313 . Cll . o2 . gp Method 

427 End 

20314 1.R1084 Score 



OJ000250_17. 0313. Cll 
+ 

3368 
AAT/GAP 
3368 
905 



427. .507, 654. .714, 997. .1168, 3152. .3368 

1 3176710 2.0e-15 (AC002392) unknown protein [Arabidopsis 

thaliana] 1 



Seq. No. 


44355 




Seq. ID 


OJ000250_17 


.0313. Cll 


Gene No. 


93442 




Strand 


+ 




Start 


4666 




End 


4739 




Name 


OJ000250 17. 0313. Cll. o3 


.gp 


Method 


AAT/GAP 




Start 


4666 




End 


4739 




GI 


LIB34 77-003-P1-K1-E9 




Score 


110 




Exons 


4666. .4739 










GI Descrip. 


f 24 9858 6/sp|Q40638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 0 




S 1 PRECURSOR (ORY S I)" 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ? 










Seq. No. 


44355 




Seq. ID 


OJ000250_17 


.0313. Cll 


Gene No. 


93443 




Strand 


+ 




Start 


7939 




End 


9478 




Name 


OJ000250 17. 0313. Cll. o3 


.gs 


Method 


GENSCAN 




Start 


7939 




End 


9478 






none 




Score 


.54 




Exons 


7939. .8076, 8126. .8314, 


8889 


. .9169, 9352. . 9478 




Seq. No. 


44355 




Seq. ID 


OJ000250_17 


0313. Cll 


Gene No. 


93443 




Strand 


+ 




Start 


7939 




End 


9478 




Name 


OJ000250 17. 0313. Cll. o3 


.np 


Method 


AAT/NAP 




Start 


8854 




End 


9348 




GI 


5091524 




Score 


618 




Exons 


8854. .9169, 9255.. 9348 










GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44355 




Seq. ID 


OJ000250_17 


0313. Cll 


Gene No. 


93444 




Strand 


+ 




Start 


10404 




End 


12945 




Name 


OJ000250 17. 0313. Cll. o4 


.gp 


Method 


AAT/GAP 




Start 


10404 




End 


11015 




GI 


3760267 




Score 


694 




Exons 


10404 .. 10620, 10846. .11015 








GI Descrip. 


5091525/dbj : | BAA787 60. 1 1 


l.Oe 


-20 (AB023482) EST C97523 (C60312 ) 




corresponds to a region 


of the predicted ^gene 1 ; Hypothetical 




protein [Oryza sativa] 










Seq. No. 


44355 




Seq. ID 


OJ000250_17. 


0313. Cll 



45443 



Gene No. 93444 Strand " + 

Start 10404 End 12945 

Name OJ000250_17 . 0313 . Cll . o4 . np Method AAT/NAP 

Start 10772 End 12942 

GI 5091525 Score 1008 

Exons 10772. .10997, 11275 .. 11384 , 

1-2825. . 12942 

GI Descrip. (AB023482) EST C97523 (C60312 ) corresponds to a region of the 

predicted gene.; Hypothetical protein [Oryza sativa] 



12018. .12103, 12609. .12719, 



Seq. No. 44355 

Gene No. 93444 

Start 10404 

Name OJ000250_17 . 0313 . Cll . o5 . gs 

Start 10772 

GI none 

Exons 10772. .10997, 11275 .. 11384 , 
12825.. 12945 



Seq. ID OJ000250_17. 0313. Cll 

Strand + 

End 12945 

Method GENSCAN 

End 12945 

Score .92 
12018. .12103, 12609. .12719, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44355 Seq. ID 

93445 Strand 

2067 End 
OJ000250_17 . 0313 . Cll . o2 . gs Method 

2067 End 

none Score 

2067.. 2882, 3776.. 3934, 5333.-5386 



44355 
93445 
2067 

OJ000250JL7. 0313. Cll. ol.np 

2070 

5091523 

2070.. 2882, 3776.. 3934, 5333 



OJ000250_17. 0313. Cll 

5386 
GENSCAN 
5386 
.95 



OJ000250 17. 0313. Cll 



.Seq.- ID 
Strand 

End 5386 
Method AAT/NAP 
End 5386 
Score 1716 
5386 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



Seq. No. 44355 Seq. ID 

Gene No. 934 4 6 Strand 

Start 10150 End 

Name OJ000250_17 . 0313 . Cll . o4 . gs Method 

Start 10150 End 

GI none Score 

Exons 10150. . 10650 



OJ000250_17i03l3.cn 

10650 
GENSCAN 
10650 
.98 



Seq. No. 44355 
Gene No. 93447 
Start 13692 

Name OJ000250_17 . 0313 . Cll . 06 . gs 

Start 13692 
GI none 

Exons 13692. .13803, 15390 .. 1554 4 , 

15969. . 16046, 16126 .. 16151, 
16644. . 16717, 1 6839 .. 16927 , 
17455. . 17571, 18309 .. 18428 , 
20661. .20808, 20899 .. 2 104 8 , 
21676. .21840, 22097 .. 2224 6, 



OJ000250 17. 0313. Cll 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15653. . 
16255. . 
17033. . 
20286. . 

21125. .21327, 2 14 65 .. 21584 , 
22371. .22-511, 22545 .. 22715, 



25252 
GENSCAN 
25252 
.73 

15718, 15790. . 15870, 
16315, 16509. . 16551, 
17081, 17317. .17373, 
20342, 20417. .20509, 



45444 



23161. .23237, 23321 .. 23561, 23641 23904 , 24059 2414 6, 
24245. .24650, 25003. .25252 



Seq. No. 44355 
Gene No. 93447 
Start . 13692 

Name . OJ000250_17 . 0313 . Cll . o5 . np 

Start 15377 

GI 6006872 

Exons 15377. .15544, 15653 .. 15718, 15790 15870 , 15969 .. 1604 6, 

1612 6. . 16151, 16255. . 16315, 16509. .16551, 16644 .. 16717, 
16839. .16927, 17033. .17081, 17317. .17373, 174 55. .17589 

GI Descrip. (AC009540) s-syntaxin-like protein [Arabidopsis thaliana] 



Seq. ID OJ000250_17. 0313. Cll 
Strand 

25252 
AAT/NAP 
17589 
562 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000250 17. 0313. Cll 



25252 
AAT/GAP 
20714 
673 



44355 
93447 
13692 

OJ000250_17. 0313. Cll. o5.gp 
20108 
2311567 

20108. .20342, 204 17 ;. 20509, 20661.. 20714 

5091526/dbj IBAA78761.il 5.0e-38 (AB023482) ESTs 

C27722 (C52692) , AU058088 (S0509) correspond to a region of the 

predicted gene.; Similar to Arabidopsis thaliana 

ribonucleoside-diphosphate reductase large subunit mRNA, 

complete cds . (AF09284 1 ) [Oryza sativa] 



44355 
93447 
13692 
OJ000250_17.03 
20241 
5091526 
20241. .20342, 
21125. .21327, 
22371. .22511, 
23641. .23904, 
(AB0234 82) EST 
region of the 
ribonucleoside 
complete cds , ( 



13.Cll.o6.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_17. 0313. Cll 

25252 
AAT/NAP 
24627 
3976 



20417. .20509, 20661 .. 20808 , 20899 .. 21048 , 
21465. .21584, 21676 .. 2184 0 , 22097 .. 2224 6, 
22545. .22715, 23161 .. 23237 , 23321 .. 23561, 
24059. .24146, 24245. .24627 

s C27722 (C52692) , AU058088 (S0509) correspond to a 
predicted gene.; Similar to Arabidopsis thaliana 

diphosphate reductase large subunit mRNA, 
AF092841) [Oryza sativa] 



44355 Seq. ID 

93448 Strand 

25974 End 

OJ000250_17 . 0313 . Cll . o2 . tm Method 

1 _ End 

none * Score 



OJ000250_17. 0313. Cll 
26151 

TBLASTX: Maize 

3276 

105 



1..105, 2. .145, 2. .142, 3. .146, 144. .344, 144. .341, 424. .507,. 
425. .505, 429. .536, 651. .725, 652. .723, 985. .1101, 987. .1133, 
998. .1135, 1074. .1157, 1094. .1171, 3150. .3275, 3153. .3266, 
3223.. 3276 



Seq. No. 
Gene No. 
Start 
Name 



44355 
93448 
25974 
OJ000250 



17.0313.Cll.o2.tc 



Seq. ID 

Strand 

End 

Method 



OJ000250__17.0313.C11 
26151 

TBLASTX: Cress 



45445 



Start 


0 




Li I Id 


508 




GI 


none 




Score 


98 




Exons 


*; i 99 ft i i 9 ^ 


1 90 

J. c. U 


9HQ 1 


..344, 425. .508, 427. 


Seq. No. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 


- 




otart 


25974 




Hi 1 1 LI 


26151 




Name 


OJ000250 17.0313.Cll.o5. 


ts 




TBLASTX: Soybean 




btarr 


6 






378 




GI 


none 




Score 


86 




Exons 


6. .119, 120. .344, 136. .378, 


14 0 ^ A 0 


150. .344 




Seq. No. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 






btart; 


25974 




End 


26151 




Name 


OJ000250 17.0313.Cll.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5877 




End 


6462 




GI 


none 




Score 


153 




Exons 


5877.. 6302, 5878.. -6108, 


6006 


..6302, 6319. .6462, 6320.. 6439 


Seq. No. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 






otart 


25974 




End 


26151 




Name 


OJ000250 17.0313.Cll.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


6099 




End 


6414 




GI 


none 




Score 


129 




Exons 


6099. .6305, 6135. .6335, ' 


6319 


..6414, 6322.. 6396 ^. 




Seq. No. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 






Hi. _ „ 4- 

otart 


25974 




End 


26151 




Name 


OJ000250 17.0313.Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




btart 


6736 




End 


7079 




GI 


none 




Score 


83 




Exons 


6736. .6945, 6945. .7079 










beq. ino . 


4 4 355 




Seq. ID. 


OJ000250__17.0313 


.Cll 


Gene No. 


93448 




Strand ' * 






Start 


25974 




End 


26151 




Name 


OJ000250 17.0313.Cll.o6. 


ts 


Method 


TBLASTX: Soybean 




btart 


15449 




End 


16049 




GI 


none 




Score 


65 




Exons 


15449. .15556, 15450 .. 15515, 


15650. .15721, 15787. .15873, 






15966. .16049 










beq. no. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 






Start . 


25974 




End 


26151 




Name 


OJ000250 17.0313.Cll.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


15452 




End 


16312 




f~* T 

bl 


none 




Score 


62 




Exons 


15452. .15556, 15650 .. 15721, 


15787. .15873, 15966. .16058, 






16256.. 16312 










Seq. No. 


44355 




Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 




Strand 






Start 


25974 




End 


26151 





4 5446 



Name 

Start 

GI 

Exons 



OJ000250_17 . 0313 . Cll . o4 . tm Method 
15455 End 
none Score 



TBLASTX: Maize 

16328 

52 



15455. ..15559, 154 59 .. 1554 5, 15650 . . 15721, 15660 .. 15731, 
15787. .15873, 15966 .. 1 6055, 15966 .. 16058, 16121 .. 1 6156, 
16126. .16155, 16256. .16318, 16257.. 16328 



Seq. No. 44355 
Gene No. 93448 
Start 25974 

Name OJ000250_17 . 0313 . Cll . o5 . tm 

Start 16505 
GI none 

Exons 16505. .16567, 16509 .. 1654 7 , 

16653. .16715, 16657. .16716, 
16840. .16935, 17027 .. 17083, 
17313. .17345, 17316 .. 17375, 



Seq. ID OJ000250_17. 0313. Cll 
Strand 

End 26151 

Method TBLASTX : Mai ze 

End 17583 

Score 50 
16510. .16548, 16652. .16717, 
16839. .16931, 16839. .16928, 
17034. .17081, 17035. .17103, 
17449. .17583, 17453.. 17578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44355 
93448 
25974 

OJ000250__17 
. 20235 
none 

20235. .20315 
20655. .20810 
20892. .21029 
21125. .21328 
21463. .21585 
21675. .21842 
21928. .22026 
22095. .22247 
22354. .22464 
22534. .22719 
23160. .23246 
23344. .23562 
23642. .23773 



0313. Cll. ol.tm 



20235. 
20660. 
20893. 
21126. 
21464. 
21676. 
21929. 
22096. 
22369. 
22550. 
23161. 
23637. 



20318, 
20809, 
21051, 
21329, 
21586, 
21843, 
22027, 
22248, 
22461, 
22732, 
23235, 
23771, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_17. 0313. Cll 
26151 

TBLASTX: Maize 

23773 

90 



20417. .20509, 204 18 .. 20510, 

20662. .20811, 208 92 .. 2 1050, 

20894. .21061, 21125 .. 2 1328 , 

21139. .21330, 21455. .21496, 

21465. .21587, 2167 1 . . 2 18 4 1 , 

21676. .21843, 21927 22013, 

21929. .22036, 2208 9 .. 2224 7 , 

22097. .22249, 22097 .. 22294 , 

22371. .22493, 2237 1 .. 224 63, 

22551. .22715, 23159 .. 23239, 

23313. .23564, 23321 .. 23560, 

23638. .23772, 23642 .. 23773, 



Seq. No. 44355 
Gene No. 93448 
Start 25974 

Name OJ000250_17 . 0313 . Cll . ol . tc 

Start 20238 
GI none 
Exons 20238.. 20336 

20655. .20810 

20892.. 21029 



21137. 
21466. 
21676. 
21945. 
22098. 
22403. 
23156. 
23321. 
24059. 
24389. 



.21328, 
.21579, 
.21843, 
.22019, 
.22298, 
.22465, 
.23233, 
.23560, 
.24145, 
.24631, 



20241. 
20660. 
20893. 
21139. 
21485. 
21676. 
22095. 
22369. 
22530. 
23159. 
23344. 
24063. 
24391. 



20318, 
20809, 
21054, 
21330, 
21586, 
21843, 
22247, 
22464, 
22715, 
23239, 
23562, 
24149, 
24627 



Seq. ID OJ000250 
Strand 

End 26151 
Method TBLASTX: 
End 24631 
Score 62 
20426... 20509, 20436 
20661. .20810, 20668 
20945. .21034, 21125 
21274 . .21339, 21465 
21486. .21593, 21674 
21915. .22019, 21928 
22096. .22248, 22097 
22371. .22466, 22371 
22533. .22718, 22546 
23161. .23235, 23313 
23638.. 23907, 23641 
24244. .24306, 24245 



17. 0313. Cll 



Cress 



. .20510, 
. .20811, 
. .21328, 
. .21587, 
. .21829., 
. .22017, 
. .22294, 
. .22466, 
. .22719, 
. .23564, 
. .23907, 
. .24304, 



45447 



Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No . 


93448 






Strand 






Start 


• 25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20415 






End 


21061 




GI 


none 






Score 


115 




Exons 


20415. 


.20510, 20417. 


.20509, 


20420. .20512, 20655 .. 20810, 






20660. 


.20803, 20661. 


.20804, 


20662. .20E 


ill, 20891. .21049, 






20892. 


.21050, 20892. 


.21029, 


20893. .21051, 20894. .21061 




Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 






Strand 






Start 


25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


20651 






End 


21042 




GI 


none 






Score 


133 




Exons 


20651. 


.20809, 20658. 


.20819, 


20659. .20811, 20892 .. 21029, 






20893. 


.21042, 20894. 


. 21040 








Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 






Strand 






Start 


25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


21706 






End 


22700 




GI 


none 






Score 


139 




Exons 


21706. 


.21843, 21706. 


.21843, 


21897. .22019, 21931 .. 22017, 






22095. 


.22247, 22097. 


. 22294, 


22098. .22247, 22354 .. 224 64 , 






22369. 


.22461, 22371. 


. 22466, 


22545. .22580, 22581 .. 22700, 






22582. 


.22698 










Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 






Strand 






Start 


25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23159 






End 


23471 




GI 


none 






Score 


110 




Exons 


23159. 


.23239, 23161. 


.23235, 


23313. .23471, 23344.. 23469 




Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 






Strand 






Start 


25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


24250 






End 


24634 




GI 


none 






Score 


79 




Exons 


24250. 


.24306, 24251. 


.24304, 


24389. .24634, 24391.. 24627 




Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 


Gene No. 


93448 






Strand 






Start 


25974 






End 


26151 




Name 


OJ000250 17.0313.C11 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24277 






End 


24598 




GI 


none 






Score 


36 




Exons 


24277. 


.24306, 24278. 


.24304, 


24389. .24511, ' 24391 . . 24501, 






24496. 


.24597, 24500. 


.24598 








Seq. No. 


44355 






Seq. ID 


OJ000250_17.0313 


.Cll 



4 5 4;48 



Gene No. 93448 Strand 

Start 25974 End 26151 

Name OJ000250_17 . 0313 . Cll . 66 . gp Method AAT/GAP 

Start 25974 End 26151' > 

GI 102998JL.R1084 Score 320 

Exons 25974 f l . 26151 

GI Descrip. '5091527ydbj.IBAA78762.il 2.0e-49 (AB023482) Similar to Zea mays 
PRP gene. (X60432) [Oryza sativa]' 



Seq. No. 44356 

Gene No. 934 4 9 

Start 1 

Name OJ000250_17 . 0313 . C12 . ol . gp 

Start 1 

GI 102998_1.R1084 

Exons 1..27 9 

GI Descrip. ' 5091527/dbj I BAA78762 . 1 | 2.0e-49 (AB023482) Similar to Zea mays 
PRP gene. (X60432) [Oryza sativa]:' 



Seq. ID OJ000250_17.0313.C12 
Strand 

End . 1031 

Method AAT/GAP 

End 279 

Score 554 



Seq. No. 


44356 


Seq. ID 


OJ000250_ 


17.0313 


C12 


Gene No. 


93449 


Strand 








Start 


1 


End 


1031 






Name 


OJ000250 17.0313.C12.ol 


. np Method 


AAT/NAP 






Start , 


1 


End 


1031 






GI 


5091527 


Score 


1395 






Exons 


1..593, 875. .1031 










GI Descrip. 


(AB023482) Similar to Zea mays PRP gene . (X604 32 ) 


[Oryza 


sat 


Seq. No. 


44356 


Seq. ID 


OJ000250_ 


17.0313 


C12 


Gene No. 


93450 


Strand 








Start 


1301 


End 


1411 






Name 


OJ000250 17.0313.C12.o2 


. np Method 


AAT/NAP 






Start 


1301 


End 


1411 






GI 


6815099 


Score 


83 






Exons 


1301. .1411 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44356 


■ Seq; ID 


OJ000250_ 


17.0313 


C12 


Gene No. 


93451 


Strand 








Start 


2415 


End 


2602 






Name 


OJ000250 17.0313.C12.o3 


.np Method 


AAT/NAP 






Start 


2415 


End 


2602 






GI 


5091528 


Score 


304 






Exons 


2415. .2602 










GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44357 


Seq. ID 


OJ000250_ 


17.0313 


C13 


Gene No. 


93452 


Strand 


+ 






Start 


632 


End 


898 






Name 


OJ000250 17.0313.C13.ol 


. gs Method 


GENSCAN 






Start 


632 


End 


898 






GI 


none 


Score 


.53 






Exons 


632. .716, 777. .898 










Seq. No. 


44357 


Seq. ID 


OJ000250_ 


17.0313 


C13 


Gene No. 


93453 


Strand 


+ 






Start 


1330 


End 


1592 







4 54 4.9 





Name 


OJ000250 17.0313.C13.o2.gp 


Method 


AAT/GAP 




Start 


1330 


End 


1592 




GI 


3445004 • 


Score 


464 




Exons 


1330.. 1592 








GI Descrip. 


5091529/dbj IBAA78764.il 2 . Oe 


-16 (AB023482) ESTs 




r 


C98382 (C2985) , D22444 (C11129) 


correspond to a region of the 






predicted gene.; .Similar to Arabidopsis thaliana APK1 gene for 






protein f yrosine-serine-threonine kinase. (D12522) [Oryza sativa 




Seq. No. 


44357 


Seq. ID 


OJ000250 17.0313.C13 




Gene No. 


93454 


Strand 


+ ~ 




Start 


10209 


End 


10478' 




Name 


OJ000250 17.0313.C13.o5.gp 


Method 


AAT/GAP 




Start 


10209 


End 


10478 




GI 


2442421 


Score 


515 




Exons 


10209. .10478 








Seq. No. 


44357 


Seq. ID 


OJ000250 17.0313.C13 




Gene No. 


93455 


Strand 


+ 




Start 


11812 


End 


12268 




Name 


OJ000250 17.0313.C13.o6.gp 


Method 


AAT/GAP 




Start 


11812 


End 


12268 





GI 


LIB3433-043-P1-K1-D7 


Score 


201 


: z 
s =• 


Exons 


11812. .11939, 12225. .12268 






%J 


GI Descrip. 


'121528/sp|P27349|GOS9 ORYSA 2.0e-42 


GOS9- PROTEIN 


til 




>gi 100683 pir S19115 GOS9 


protein - 


rice 


p ; ; 




>gi_20242_emb_CAA36189_ (X51909) G0S9 


[Oryza sativa] 1 


;a 


Seq. No. 


44357 


Seq. ID 


OJ000250_17.0313.C13 




Gene No. 


93456 


Strand 


+ 


y 


Start 


15242 


End 


17021 




Name 


OJ000250 17.0313.C13.ol0.gp 


Method 


AAT/GAP 




Start 


15242 


End 


17021 


- ~ 


GI 


14979 1.R1084 


. Score 


1697 




Exons 


15242. .15312, 15471 15671, 


16381. .17021 




GI Descrip. 


'121528/sp|P27349|GOS9 ORYSA 3.0e-71 


GOS9 PROTEIN 






>gi 100683 pir S19115 GOS9 


protein - 


rice " v - • 






>gi_2024 2_emb_CAA3618 9_ (X51909) GOS9 


[Oryza sativa] ' 


;= 


Seq. No. 


44357 


Seq. ID 


OJ000250 17.0313.C13 


I" 


Gene No. 


93456 


Strand 


+ 




Start 


15242 


End 


17021 




Name 


OJ000250 17 .0313.C13.o3.np 


Method 


AAT/NAP 




Start 


15468 


End 


16593 




GI 


121528 


Score 


680 




Exons 


154 68. .15671, 16381. .165 93 








GI Descrip. 


GOS9 PROTEIN gi | 100683 | pir | | S19115 GOS9 protein - rice 






gi|20242|emb|CAA36189| (X51909) GOS9 


[Oryza sativa] 




Seq. No. 


44357 


Seq. ID 


OJ000250_17.0313.C13 




Gene No. 


93457 


Strand 


+ 




Start 


22351 


End 


25679 




Name 


OJ000250 17.0313.C13.o5.gs 


Method 


GENSCAN 




Start 


22351 


End 


25679 




GI 


• none 


Score 


.66 




Exons 


22351. .22835, 238 18 .. 2394 4 , 


23946. .24 


041, 24092. .24179, 






'24181. .24531, 24 632 .. 24707 , 


25106. .25218, 25600. .25679 



45450 



Seq. No. 


44357 






Seq. ID 


OJ000250_ 


_17.0313.C13 


Gene No. 


93458 






Strand 






Start 


1 






End 


8239 




Name 


OJ000250 17.0313.C13.ol. 


,np 


Method 


AAT/NAP 




Start • 


1 






End 


1510 




GI 


7340909 




Score 


116 




Exons 


1..219, 1431. .1510 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44357 






Seq. ID 


OJ000250_ 


_17.0313.C13 


Gene No. 


93458 






Strand 






Start 


1 






End 


8239 




Name 


OJ000250 17.0313.C13.o2. 


gs 


Method 


GENSCAN 




Start 


1287 






End 


8239 




GI 


none 






Score 


.72 




Exons 


1287. . 


.1357, 1408. .1461, 


1905. 


.2255, 2838.. 2984, 


4124 . . 4259, 




4333. . 


,4439, 4464. .4637, 


5905. 


.6099, 6446. .6557, 


6596. . 6684, 




6849. . 


,6924, 8222. .8239 










Seq. No. 


44357 






Seq. ID 


OJ000250_ 


_17.0313.C13 


Gene No. 


93458 






Strand 






Start 


1 






End 


8239 




Name 


OJ000250 17.0313.C13.o2. 


np 


Method 


AAT/NAP 




Start 


1355 






End 


6073 * 




GI 


5091529 




Score 


2170 




Exons 


1355. . 


,1461, 1905. .2255, 


2838. 


.2961, 3073. .3206, 


4124. .4259, 




4333. . 


,4637, 5905. .6073 











GI Descrip. 



Seq. No. 

Gene No. 

■.Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name .. 
Start* 
GI 

Exons 

GI Descrip. 



(AB023482) ESTs C98382 (C2985 ) , 
region of the predicted gene., 



APK1 gene for protein 
[Oryza sativa] 



D22444 (C11129) correspond to a 
Similar to Arabidopsis thaliana 



tyrosine-serine-threonine kinase. (D12522) 



44357 Seq. ID 

93458 Strand 
1 End 
OJ000250_17. 0313.C13.o3.gp Method 
2007 End 
6025026 Score 
2007.. 2255, 2838.. 2899 

5091529/dbj IBAA78764.il 3.0e-44 (AB023482) ESTs 
C98382 (C2985) , D22444 (C11129) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana APK1 gene for 
protein tyrosine-serine-threonine kinase. (D12522) [Oryza sativa] 



OJ000250_17.0313.C13 

8239 
AAT/GAP 
2899 
519 



44357 
93458 
1 

OJ000250 
2924 
2801055 
2924 . .2961, 



_17.0313.C13.o4.gp 



3073. .3206, 



5091529/dbj | BAA78764 . 1 | 



4124 . 
l.Oe- 



Seq. ID OJ000250__17.0313.C13 
Strand 

End 8239 

Method AAT/GAP 

End 4 4 31 

Score 714 
.4259, 4333.. 4431 



-71 (AB023482) ESTs 
C98382 (C2985) , D22444 (C11129) correspond to a region of the 
predicted" gene . ; Similar to Arabidopsis thaliana APK1 gene for 
protein tyrosine-serine-threonine kinase. (D12522) [Oryza sativa] 



45451 




Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93459 








Strand 




Start 


12452 








End 


13114 


Name 


OJ000250 17 


.0313. 


C13.o7 


.gp 


Method 


AAT/GAP 


Start 


12452 








End 


13114 


GI 


none 








Score 


668 


Exons 


12452. .12605, 12702 .. 12778 , 12861 .. 12940, 13008.. 13114 


Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 ' 








End 


22656 


Name 


OJ000250_17 


.0313. 


C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1387 








End 


18078 


GI 


none 








Score 


238 


Exons 


1387. .1446, 


1478. 


.1507, 


1519. 


.1545, 1886. .2083, 1897. .2259, 




1936. .2253, 


2830. 


.2976, 


2838. 


.2963, 2839.. 2985, 3071. .3181, 




3071. .3178, 


3076. 


.3180, 


17995 


. .18078 




Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


OJ000250 17 


.0313. 


C13..ol 


ts 


Method 


TBLASTX: Soybean 


Start 


1846 








End 


18078 


GI 


none 








Score 


325 


Exons 


1846. .2259, 


1904. 


.2257, 


2830. 


.2931, 2836. .2916, 3067. .3201, 




3073. .3192, 


3077. 


.3199, 


4125. 


.4172, 17 


333. .17970, 17995. .18 


Seq. No;. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


OJ000250 17 


.0313. 


C13.o3 


tc 


Method 


TBLASTX: Cress 


Start 


1891 








End 


2151 


GI 


none 








Score 


90 


Exons 


1891. .2151, 


1931. 


.2068, 


1942. 


.2139 




Seq. No. 


44357 








Seq-. ID 


OJ000250_17. 0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


OJ000250 17 


. 0313 . 


C13. ol 


tw 


Method 


TBLASTX: Wheat 


Start 


2092 








End 


18078 


GI 


none 








Score 


105 


Exons 


2092. .2259, 


2129. 


.2257, 


2822. 


.2971, 2830. .2976, 2831. .2866, 




2906. .2977, 


3071. 


.3193, 


3073. 


.3201, 17995.. 18078 


Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17.§.00 








End 


22656 


Name 


OJ000250 17 


.0313. 


C13.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2173 








End 


3201 


GI 


none 








Score 


93 


Exons 


2173. .2259, 


2174. 


.2257, 


2830. 


.2976, 2831. .2866, 2831. .2977, 




2903. .2977, 


3076. 


.3201, 


3077. 


.3199 




Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


OJ000250 17 


.0313. 


C13.o2. 


tm 


Method 


TBLASTX: Maize 



45452 



Start 


A 1 O O 

4 lzz 








End 


4548 . 


GI 


none 








Score 


110 


Exons 




A 1 O T 


/OCT 

. 4 ZD / , 


ill oc 
4 IzD 


..4256, 4324. .4548, 4334.-4528 


Seq. No. 


44357 








Seq. ID 


' OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


I / bUU 








End 


22656 


Name 


UJUUUzOU I / 


. U Jlo . 


Clo . OZ 


. tw 


Method 


TBLASTX: Wheat 


Start 


4 Izz 








End 


4473 


GI 


none 








Score 


115 


Exons 


A 1 0 0 A OQO 


yl 1 O d 
4 IZ b . 


. 4zby, 


A *ZO A 

4 oz 4 


..4386, 4402. .4473 


Seq. No. 


4 4 jj / 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


UJUUU^jU I / 


. VOL J . 


L1J . Ol , 


. tc 


Method 


TBLASTX: Cress 


Start 


/i 1 o n 
4 Iz / 








End 


4536 


GI 


none 








Score 


43 


Exons 


4 lz / . . 4zlb, 


j1 1 o o 

4 lz o . 




4 lzy 


..4260, 4312. .4527, 4319. .4534, 




4 oz4 . . 4 Dob 












Seq. No. 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


1 / bUU 








End' * 


22656 


Name 


OJOuOzoO 17 


. Oilo . 


C13 . OZ . 


. ts 


Method 


TBLASTX: Soybean 


Start 


/I 1 T3 

4 1 to 








End 


4539 


GI 


none 








Score 


68 


Exons 


/ 1 to /i oca 
4 1 / o . . 4zo9 , 


A "\ 1 A 

41/4. 


.4260, 


A O O C 

4zoo 


. .4521,* 4319. .4537, 4324. .4539 


beq . cmo . 


44357 








Seq. ID 


OJ000250_17.0313.C13 


Gene No. 


93460 








Strand 




Start 


17600 








End 


22656 


Name 


OJ000250 17 


.0313. 


C13.04. 


,np 


Method 


AAT/NAP 


Start 


17600 








End 


20629 


GI 


6587817 








Score 


119 


Exons 


17600. .17736., 177 64 ... 18079, 20589.. 20629 



GI Descrip. (AC010924) Contains similarity- to gb|AJ009696 wall-associated 

kinase 1 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



Seq. No. 44357 Seq. ID 

Gene No. 93460 Strand 

Start 17600 End 

Name OJ000250_17 . 0313 . C13 . o3 . tm Method 

Start 17763 End 

GI none Score 
Exons 



OJ000250_17.0313.C13 
22656 

TBLASTX: Maize 

17994 

132 



17763. .17993, - 17764. .17994, 177 68 .. 17 905 , 17788. .17994 



Seq. No. 44357 

Gene No. 93460 

Start 17600 

Name OJ000250 JL7 . 0313 . C13 . o5 . np 

Start 17997 

GI 7486419 

Exons 17997. .18092, 21788 .. 22256, 
GI Descrip. 



Seq. ID- 

Strand 

End 

Method 

End 

Score 



OJ000250_17.0313.C13 

22656 
AAT/NAP 
22656 
159 



22324. .22656 



hypothetical protein F4D11.90 - Arabidopsis thaliana 
gi I 3063699 | emb | CAA18590.il (AL022537) putative protein 



45453 



[Arabidopsis thaliana] gi | 7270175 | emb| CAB7 9988 . 1 | (AL161581) 
putative protein kinase [Arabidopsis thaliana] 





Seq. No. 


44357 


Seq. ID 


OJ000250 




Gene No. 


93460 


Strand 






Start 


17600 


End 


22656 




Name • 


OJ000250 17.0313.C13.oll.gp 


Method 


AAT/GAP 




Start 


19003 


End 


19523 




GI 


LIB34 34-038-P1-K1-F1 


Score 


761 




Exons 


19003. .19523 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


44357 


Seq. ID 


OJ000250 




Gene No. 


93460 


Strand 






Start 


17600 


End • 


22656 




Name 


OJ000250 17.0313.C13.ol2.gp 


Method 


AAT/GAP 




Start 


20108 


End 


20207 




GI 


none 


Score 


131 




Exons 


20108. .20207 








Seq. No. 


44358 


Seq. ID 


OJ000250 




Gene No. 


93461 


Strand 


+ 


*==t 

is? 


Start 


19 


End 


1194 


% IS? 


Name 


OJ000250 17.0313.C14.ol.gs 


Method 


GENSCAN 


L 1 5 


Start 


19 


End 


1169 




GI 


none 


Score 


. 89 


\ fc? 
■= S? 


Exons 


19. .153, 470. .652, 746. .839, 


922. .1169 




: ; i 
~ ~ 


Seq. No. 


44358 


Seq. ID 


OJ000250 


%3 


Gene No. 


93461 


Strand 


+ 


\ li 


Start 


19 


End 


1194 




Name 


OJ000250 17.0313.C14.ol.np 


Method 


AAT/NAP 


=: 

z a. 


Start 


280 


End 


1194 


: E 


GI 


7340881 


Score 


176 


3 


Exons 


280. .417, 744. .1194 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44358 


Seq. ID 


OJ000250 


[ 1 


Gene No. 


93462 


Strand- 


+ 




Start 


2050 


End 


4111 




Name 


OJ000250 17.0313.C14.o3.np 


Method 


AAT/NAP 




Start 


2050 . 


End 


4111 




GI 


6721561 


Score 


138 




Exons 


2050. .2140, 3318. .3476, 4028. 


.4111 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to , 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12 97 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44358 
93463 
2178 

OJ000250__17 ;'0313.C14 .o2.np 

1928 

4680183 



Seq. ID OJ000250_17.0313.C14 
Strand 

End 4308 

Method AAT/NAP 

End 2019 

Score 135 



45454 



Exons 1928.. 2019 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 


4 4 35.8 




Seq. ID 


OJ000250 


Gene No. 


93463 




Strand 




Start 


2178 




End 


4308 


Name 


OJ000250_17 .0313.C14.o2 


gs 


Method 


GENS CAN 


Start 


2178 




End 


4308 


GI 


none 




Score 


.47 


Exons 


2178. .2283, 2465. .2640, 


4090. 


.4308 




Seq. No. 


44359 




Seq. ID 


OJ000250 


Gene No. 


93464 




Strand 


+ 


Start 


253 




End 


C C "7 

557 


Name 


OJ000250_17 .0313.C16.ol 


gs 


Method 


GENSCAN 


Start 


253 




End 


C C "7 

557 


GI 


none 




Score 


.44 


Exons 


253. .318, 480. .557 








Seq. No. 


44360 




Seq. ID 


OJ000250 


Gene No. 


93465 




Strand 


+ 


Start 


458 




End 


1563 


Name 


OJ000250__17 .0313.C17.ol 


gs 


Method 


GENSCAN 


Start 


458 . 




End 


1510 


GI 


none 




Score 


.98 


Exons 


458. .1510 








Seq. No. 


44360 




Seq. ID 


/-\ T A A A A C A 

OJ000250 


Gene No. 


93465 




Strand 


+ 


Start 


458 




End 


1563 


Name 


OJ000250 17.0313.C17.ol 


np 


Method 


AAT/NAP 


Start 


1067 




End 


1563 


GI 


6690749 




Score 


270 


Exons 


1067. .1563 








GI Descrip. 


(AF197924) resistance protein 


[Elaeis 


guineensi 


Seq. No.. 


44361 




Seq. ID 


OJ000250 


Gene No. 


93466 




Strand 


+ 


Start 


763 




End 


14 98 


Name 


OJ000250 17.0313.C19.ol 


gs 


Method 


GENSCAN 


Start 


763 




End 


1188 


GI 


none 




Score 


. 4 b 


Exons 


763. .999, 1057. .1188 








Seq. No. 


44361 




Seq. "ID 


OJ000250 


Gene No. . 


93466 




Strand 


+ 


Start 


763 




End 


1498 


Name 


OJ000250 17.0313.C19.ol 


np 


Method 


AAT/NAP 


Start 


908 




End 


1498 


GI 


5922620 




Score 


63 


Exons 


908. .1110, 1436. .1498 









17.0313.C19 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 |dbj IBAA85196.il (AP000570) EST. D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



45455 



Seq. No. 44362 Seq. ID OJ000250__17 . 0313 . C20 

Gene No. 934 67 Strand + 

Start 1 End 1625 

Name OJ000250_17 . 0313 . C20 . ol . np Method AAT/NAP 

Start 1 End 1625 

GI 5922620 Score 275,- 

Exons 1..131; 1494.. 1625 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 } 
corresponds to a region of the predicted gene .;' hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44362 Seq. ID OJ000250_17 . 0313 . C20 

93468 Strand 

1764 End 1841 

OJ000250_17. 0313.C20.o2.np Method AAT/NAP 

1764 End 1841 

6630699 Score ..95 

1764. .1841 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 44362 • Seq. ID 

Gene No. . 934 69 Strand 

Start 3435 End 

Name OJ000250_17 . 0313 . C20 . o2 . gs Method 

Start 3435 End 

GI none Score 

Exons 3435.. 3550 



OJ000250_17.0313.C20 

3550 
GENSCAN 
3550 
.76 



Seq. No. 


44363 






Seq. ID 


OJ000250_17.0313.C22 


Gene No. 


93470 






Strand 


+ 


Start 


3484 






End 


4643 


Name 


OJ000250 17 


.0313.C22.o3. 


.gs 


Method 


GENSCAN 


Start 


.3484 






End 


4643 


GI 


none 






Score 


.57 


Exons 


3484. .3783, 


4491. .4643 








Seq. No. 


44363 






Seq. ID 


OJ000250_17.0313.C22 


Gene No. 


93471 






Strand 


+ 


Start 


5920 






End 


7935 


Name 


OJ000250 17 


.0313.C22.o4. 


.gs 


Method 


GENSCAN 


Start 


5920 






End 


7935 


GI 


none 






Score 


.72 


Exons 


5920. .5949, 


6057. . 6107, 


7021. , 


.7067, 7393. .7463, 7750. .7935 


Seq. No. 


44363 






Seq. ID 


OJ000250_17 . 031.3 . C22 


Gene No. 


93472 






Strand 




Start 


1 






End 


631 


Name 


OJ000250 17 


.0313.C22.ol, 


.np 


Method 


AAT/NAP 


Start 


1 






End 


631 


GI 


6721549 






Score 


188 


Exons 


1. . 631 










GI Descrip. 


(AP001073) 


Similar to Disease 


resistance gene homolog 9N. 



(AF105140) [Oryza sativa] 



45456 






Seq. No. 


44363 






Seq. ID 


OJ000250_17.0313.C22 




Gene No. 


93472 






Strand 


— 




Start 


1 






End 


631 




Name 


OJ000250 17 


.0313 


.C22.ol.gs 


Method 


GENSCAN 




Start 


25 






End 


595 




GI 


none 






Score 


.82 




Exons 


25. . 595 












Seq. No. 


44363 






Seq. ID 


OJ000250_17 . 0313 . C22 




Gene No. 


93473 






Strand 






Start- 


1346 






End 


2432 




Name 


OJ000250 17 


.0313 


.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


• 197 






End 


566 




GI 


none 






Score 


70 




Exons 


197. .355, 197. .466, 363. .452, 


462. .566, 


464 . .556 




Seq. No. 


44363 






Seq. ID 


OJ000250_17 .0313.C22 




Gene No. 


93473 






Strand 


— 




Start 


1346 






End 


2432 




Name 


OJ000250 17 


. 0313 


.C22.o2.gs 


Method 


GENSCAN 




Start 


1346 






End 


2432 




GI 


none" 






Score 


.54 


. 


Exons 


1346. . 1752, 


2257 


. .2330, 2365. 


.2432 






Seq. No. 


44364 






Seq. ID 


OJ000250_17.0313.C25 


f il 


Gene No. 


93474 






Strand 


— 


f =1 


Start 


941 






End 


4452 




Name 


OJ000250 17 


. 0313 


.C25.ol.gp 


Method 


AAT/GAP 




Start 


550 






End 


872 




GI 


2312728 






Score 


607 


i y 


Exons 


550. .872 










3 


Seq. No. 


44364 






Seq. ID- 


OJ000250 17 . 0313.C25 


^ =5 
S 


Gene No. 


93474 






Strand 






Start 


941 






End 


4452 




Name 


OJ000250 17 


.0313 


.C25.ol. tc 


Method 


TBLASTX: Cress 




Start 


923 






End 


1873 


EU 


GI 


none 






Score 


85 


f 1 


Exons 


923. .1105, 


954. .: 


1106, 1185. .1316, 1198. 


. 1323, 1198 . . 1311, 






1203. . 1319, 


1829 


. . 1873 








Seq. No. 


44364 






Seq. ID 


OJ000250_17.0313.C25 




Gene No. 


93474 






Strand 


— 




Start 


941 






End 


4452 




Name 


OJ000250 17 


.0313 


.C25.ol.gs 


Method 


GENSCAN 




Start 


941 






End 


4452 




GI 


none 






" Score 


. 69 




Exons 


941. . 1105, 


1832. 


.1964, 2472.. 


2602, 3907 


'. .4059, 4267. .4452 




Seq. No. 


44364 






Seq. ID 


OJ000250_17.0313.C25 




Gene No. 


93474 






Strand 






Start 


- 941 






End 


4452 




Name 


OJ000250 17 


.0313 


.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


942 






End 


1319 




GI 


none 






Score 


123 




Exons 


942. . 1103, 


956. .: 


1108, 957. .1106, 1004.. 


1108, 1203.. 1319, 



45457 






1204 . . 1317 






Seq. No. 


44364 


Seq. ID 


OJ000250_17.0313.C25 


Gene No. 


934 74 


Strand 




Start 


94 1 


End 


4452 


Name 


UuUUU^ jU X / . UjIj.L^j.OI . up 


Method 


AAT/NAP 


Start 


953 


End 


4371 


GI 


7485689 


Score 


861 


Exons 


953.. 1105, 1200.. 1316, 1832 


..2011, 2303. .2435, 2508. .2602, 




3907. .4059, 4267. .4371 






GI Descrip. 


hypothetical protein F18A5. 


120 - Arabidopsis thaliana 




gi | 4 4 55302 | emb | CAB36837 . 1 1 


(AL035528) 


putative protein 



[Arabidopsis thaliana] gi | 7268077 | emb | CAB784 15 . 1 1 (AL161537) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44364 
93474 
941 

OJ000250 

959 

none 



17.0313.C25.ol.ts 



Seq. ID OJ000250_17.0313.C25 
Strand 
End 

Method 
End 
Score 



4452 

TBLASTX: Soybean 

1964 

57 



959. .1048, 969. .1061, 1037. .1108, 1044. .1106, 1160. .1318, 
1203. .1319, 1204. .1317, 1829. .1963, 1830. .1964 



Seq. No. 44364 
Gene No. 93474 
Start 941 

Name OJ000250_17 . 0313 . C25 . o2 . tm 

Start 1831 
GI none 

Exons 1831.. 2001, 1832.. 2011, 1833. 

2303. .2371, 2303. .2410, 2369. 
2477. .2590, 2514. .2570, 2519. 



Seq. ID 
Strand 
End 
Method 
End 
Score 

.2012, 2298 
.2446, 2370 
.2587 



OJ000250 17.0313.C25 



4452 

TBLASTX: Maize 
2590 
217 

2366, 2302. 
2432, 2472. 



.2367, 
.2585, 



Seq. No. 44364 

Gene No. 93474 

Start 941- 

Name OJ000250_17 . 0313 . C25 . o2 . tc 

Start 2297 

GI none 

Exons 2297.. 2380, 2300.. 2452, 2301, 
3893. .3973, 3907. .4032 



OJ000250_17.0313.C25 
4452 

TBLASTX: Cress 

4032 

92 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2435, 2522.. 2617, 2537.. 2587, 



Seq. No. 44364 

Gene No. 93474 

Start 941 

Name OJ000250_17 . 0313 . C25 . o2 . ts 

Start 2315 

GI none 

Exons 2315.. 2431, 2316.. 2411, 2320, 
2534.. 2617, 3893.. 3958, 3907, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 17.0313.C25- 



4452 

TBLASTX: Soybean 
4386 
126 

2433, 2522.. 2593, 2533.. 2604, 
3987, 4255.. 4386, 4268.. 4375 



Seq. No. 44364 Seq. ID 

Gene No. 93474 Strand 

Start 941 End 

Name OJ000250_17 . 0313 . C25 . o3 . tm Method 

Start 3899 End 



OJ000250_17 .0313.C25 
4452 

TBLASTX: Maize 
4381 



45458 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 121 

3899. .4087, 3905. .4057, 3907. .4074, 4267. .4380, 4268. .4381 



44365 
93475 
994 

OJ000250_17.0313.C26.ol.gs 

994 • • 

none 

994.. 1106, 1202.. 1368 



Seq. ID OJ000250_17.0313.C26 
Strand 

End 1368 

Method GENSCAN 

End' 1368 

Score .73 



Seq. No. 44366 

Gene No. 93476 

Start 193 

Name OJ000250_17 . 0313 . C27 . ol . gs 

Start 193 

GI none 

Exons 193.. 250, 1164.. 1252 



Seq. ID OJ000250_17.0313.C27 

Strand + 

End 1252 

Method GENSCAN 

End 1252 

Score .48 



s b? 

£ EX 

L J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44367 
93477 
1 

OJ000250_17.0313.C30.ol.np 
1 

6815052 

1..133, 433..S33, 1402. .1494 

• (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_17.0313.C30 

Strand + 

End 14 94 

Method AAT/NAP 

End 1494 

Score 292 



44367 
93478 
1713 

OJ000250_17.0313.C30.o2.np 
1713 
6705984 
1713. .2087 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000250_17.0313.C30 

Strand + 

End 2087 

Method " AAT/NAP 

End 2087 

Score 214 



44368 
93479 
331 

OJ000250_17.0313.C31.ol.gp 
331 

61605_3.R1084 
331. .588, 834. .857 

1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ000250_17.0313.C31 

Strand + 

End 857 

Method AAT/GAP 

End 857 

Score 371 



Seq. No. 44368 

Gene No. 934 80 

Start 138 

Name OJ000250_17 . 0313 . C31 . ol . gs 

Start 138 

GI none 

Exons 138.. 235 



Seq. ID OJ000250_17.0313.C31 
Strand 

End 235 

Method GENSCAN 

End 235 

Score . 9 



Seq. No. 
Gene No. 



44369 
93481 



Seq. ID OJ000250_17.0313.C33 
Strand 



45459 * 




Start 


476 


End 


1270 








Name 


OJ000250_17 . 0313.C33.ol . gs 


Method 


GENS CAN 








Start 


476. 


End 


1270 








GI 


- none 


Score 


. 8 








Exons 


476 . . 834, 1150 . . 1270 












Seq. No. 


44370 ' 


Seq. ID 


OJ000250_ 


_17 


.0313 


.C34 


Gene No. 


93482 


Strand 










Start 


94 


End 


768 








Name 


OJ000250 17 . 0313 . C34 . ol . gs 


Method 


GENSCAN 








Start 


94 


End 


768 








GI 


none 


Score 


. 46 








Exons 


94 . .262, 728 . . 768 












Seq. No. 


44371 


Seq. ID 


OJ000250 


_17 


.0313 


.C38 


Gene No. 


93483 


Strand 


- 








Start 


247 


End 


2273 








Name 


OJ000250 17 . 0313 . C38 . ol . gs 


Method 


GENSCAN 








Start 


247 


End 


2273 








GI 


none 


Score 


. 54 








Exons 


247. .424, 1152. .1287, 1861. 


.1909, 2181, 


. . 2273 








Seq. No. 


44372 


Seq. ID 


OJ000250 


17 


.0313, 


.C40 


Gene No. 


93484 


Strand 


+ 








Start 


317 


End 


1047 








Name 


OJ000250_17 . 0313 .C4 0 . ol . gs 


Method 


GENSCAN 








Start 


317 


End 


1047 








GI 


none 


Score 


. 41 








Exons 


317 . . 347, 904 . .1047 












Seq. No. 


44373 


Seq. ID 


OJ000250_ 


17 


.0313, 


.C42 


Gene No. 


93485 


Strand 










Start 


1068 


End 


1508 








Name 


OJ000250_17 .0313.C42.ol.gs 


Method 


GENSCAN 








Start 


1068 


End 


1508 








GI 


none 


Score 


. 54 








Exons 


1068.. 12 70, 1355.. 1508 


* ? 










Seq. No. 


44374 


Seq. ID 


OJ000250_ 


17 


.0313. 


.C43 


Gene No. 


93486 


Strand 










Start 


84 


End 


3591 








Name 


OJ0 00250 17.0313.C43.ol.gs 


Method 


GENSCAN 








Start 


84 


End 


3591 








GI 


none 


Score 


. 93 








Exons 


84. .231, 1161. .3164, 3536.. 


3591 










Seq. No. 


44374 


Seq V; . ID. 


OJ000250_ 


11 


. 0313 . 


,C43 


Gene No. 


93486 


Strand 










Start 


84 


End 


3591 








Name 


OJ000250 17.0313.C4 3.ol.np 


Method 


AAT/NAP 








Start 


1118 


End 


2936 








GI 


6721547 


Score 


545 








Exons 


1118. .,1489, 1538. .2936 












GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


44374 


Seq. ID 


OJ000250_ 


17 


.0313. 


C43 


Gene No. 


93486 


Strand 











45460 




Start 


84 








End 


3591 


Name 


OJ000250_17 


. 0313 . 


C43 . ol 


tc 


Method 


•TBLASTX : Cress 


Start 


2054 








End 


3169 


GI 


none 








Score 


81 


Exons 


2054 . . 2248, 


2342 . 


.2386, 


2417 . 


.2590, 2609.. 2767, 3050.. 3169 


Seq. No. 


44374 








Seq. ID 


OJ000250_17.0313.C43 


Gene No. 


93486 








Strand 




Start 


84 








End 


3591 


Name 


OJ000250_17 


. 0313 . 


C43 . ol 


tm 


Method 


TBLASTX: Maize 


Start 


2075 








End 


2537 


GI 


none 








Score 


91 


Exons 


2075. .2194, 


2076 . 


. 2204 , 


2169. 


.2327, 2187.. 2324, 2198.. 2335, 




2204 . .2329, 


2336 . 


.2533, 


2352 . 


.2537, 2394. .2537 


Seq. No. 


44374 








Seq. ID 


OJ000250_17.0313.C43 


Gene No.. 


93486 








Strand 




Start 


84' 








End . 


3591 


Name 


OJ000250 17 


. 0313 . 


C43 . ol 


tw 


Method 


TBLASTX: Wheat 


Start 


2180 








End 


2644 


GI 


none 








Score 


63 


Exons 


2180 . . 2320, 


2180 . 


.2320, 


2342 . 


.2386, 2355.. 2624, 2393.. 2638, 




2420 . .2644 












Seq. No. 


44374 








Seq. ID 


OJ000250_17.0313.C43 


Gene No . 


93486 








Strand 




Start 


84 








End 


3591 


Name 


OJ000250_17 


. 0313 . 


C43 . ol 


ts 


Method 


TBLASTX : Soybean 


Start 


2426 








End 


3163 


GI 


none 








Score 


37 


Exons 


2426. .2581, 


2451 . 


. 2513, 


2594 . 


.2746, 2604. .2747, 2816. .2872, 




2835 . . 2873, 


3065 . 


.3163 








Seq. No. 


44375 








Seq. ID 


OJ000250_17.0313.C44 


Gene No. 


93487 








Strand 


+ 


Start 


1012 








End 


1478 


Name 


OJ000250_17 


. 0313. 


C4 4 . ol> 


gs 


Method 


GENSCAN 


Start 


1012 








End 


1478 


GI 


none 








Score 


.57 


Exons 


1012 . . 1101, 


1369. 


. 1478 








Seq. No. 


44375 








Seq. ID 


OJ000250_17.0313.C44 


Gene No. 


93488 








Strand 




Start 


1 








End 


190 


Name 


OJ000250_17 


.0313. 


C44.ol 


np 


Method 


AAT/NAP 


Start 


1 








End 


190 


GI 


7340909 








Score 


115 


Exons 


1 . . 190 












GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44376 








Seq. ID 


OJ000250_17.0313.C45 


Gene No. 


93489 








Strand 




Start 


665 








End 


930 


Name 


OJ000250 17 


.0313. 


C45.ol. 


gs 


Method 


GENSCAN 


Start 


665 








End 


930 


GI 


none 








Score 


.91 



Exons 665.. 712, 850.. 930 

45461 



\2 



Seq. No. 44377 Seq. ID OJ000250_17 . 0313 . C4 7 

Gene No. 93490 Strand 

Start 1 End 1525 

Name OJ000250_17 . 0313 . C47 . ol . np Method AAT/NAP 

Start 1 End 1525 

GI 7489516 Score ■ 171 

Exons 1..25, 981.. 1525 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792222|gb|AAB96986.1| (AF032689) NBS-LRR type resistance 





protein [Oryza sativa] 






Seq. No. 


44378 


Seq. ID 


OJ000250_17. 0313.C4 8 


Gene No. 


93491 


Strand 


— 


Start 


60 


End 


3390 


Name 


OJ000250 17.0313.C48.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


3390 


GI 


none 


Score 


.54 


Exons 


60. .210, 1420. .1627, 1841. 


.2030, 3253. 


.3390 


Seq. No. 


44378 


Seq. ID 


OJ000250JL7 .0313.C4 8 


Gene No. 


93492 


Strand 


— 


Start 


4453 


End 


4660 


Name 


OJ000250 17.0313.C48.o2.gs 


Method 


GENSCAN 


Start 


. 4453 


End 


4660 


GI 


none 


Score 


.96 


Exons 


4453. .4660 






Seq. No. 


44379 


Seq. ID 


OJ000250_17.0313.C49 


Gene No. 


93493 


Strand 


+ 


Start 


198 


End 


2794 


Name 


OJ000250 17.0313.C49.ol.gs 


Method 


GENSCAN 


Start 


198 


End 


1027 


GI 


none 


Score 


.6 


Exons 


198. .443, 489. .783, 873. .1027 




Seq. No. , 


4 4 37.9 


Seq. ID 


OJ000250_17.0313.C49 


Gene No. 


93493 


Strand 


+ 


Start 


198 


End 


2794 


Name 


OJ000250 17.0313.C49.ol.np 


Method 


AAT/NAP 


Start 


489 


End 


2794 


GI 


4680183 


Score 


226 


Exons 


489. .1065, 2709. .2794 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


44380 


Seq. ID 


OJ000250_17.0313.C50 


Gene No. 


93494 


Strand 




Start 


947 


End 


1908 


Name 


OJ000250 17.0313.C50.ol.np 


Method 


AAT/NAP 


Start 


947 


End 


1908 


GI 


6063554 


Score 


105 


Exons 


947. .1120, 1875. .1908 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


44380 


Seq. ID 


OJ000250_17.0313.C50 



45462 



Gene No. 934 94 Strand 

Start 947 End 1908 

Name OJ000250_17 . 0313 . C50 . ol . gp Method ' AAT/GAP 

Start 1697 End 1776 

GI uC-osroM202024h08al Score 81 

Exons .1697.. 1776 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST17804 5.0e-84 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 


44381 




Seq. ID 


OJ000250 


Gene No. 


93495 




Strand 


+ 


Start 


2060 




End 


4293 


Name 


OJ000250 


_17.0313.C51.ol. 


gs Method 


GENSCAN 


Start 


2060 




End 


4293 


GI 


none 




Score 


. 61 


Exons 


2060.. 3244, 3328.-4293 






Seq. No.. 


44382 




Seq. ID 


OJ000250 


Gene No. 


93496 




Strand 




Start 


135 




End 


1393 


Name 


OJ000250 


17.0313.C52.ol. 


np Method 


AAT/NAP 


Start 


135 




End 


1372 


GI 


6979320 




Score 


619 


Exons 


135. .584, 


670. .1073, 1206. .1372 




GI Descrip. 


(AF172282) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44382 




Seq. ID 


OJ000250 


Gene No. 


93496 




Strand 




Start 


135 




End 


1393 


Name 


OJ000250 


17.0313.C52.ol. 


gs Method 


GENSCAN 


Start 


136 




End 


1389 


GI 


none • 




Score 


.6 


Exons 


136. .262, 


492. .584, 710. 


.799, 894. .1011, 1039.. 


Seq. No. 


44382 




Seq. ID 


OJ000250 


Gene, No. 


93496 




Strand 




Start 


135 




End- 


1393 


Name 


OJ000250 


17.0313.C52.ol. 


gp Method 


AAT/GAP 


Start 


890 




End 


1393 


GI 


none 




Score 


706 


Exons 


890. .921, 


1039. .1393 






Seq. No. 


44383 




Seq. ID 


OJ000250_ 


Gene No. 


93497 




Strand 


+ 


Start 


56 




End 


1825 


Name 


OJ000250 


17.0313.C53.ol. 


gs Method 


GENSCAN 


Start 


56 




End 


1825 


GI 


none 




-Score 


.63 


Exons 


56. .464, 


610. .1321, 1519 


>. .1825 




Seq. No. 


44384 




Seq. ID 


OJ000250_ 


Gene No. 


93498 




Strand 




Start 


1 




End 


1381 


Name 


OJ000250 


17.0313.C54.ol. 


np - Method. 


AAT/NAP 


Start 


1 




End 


1381 


GI 


6539553 




Score 


2265 


Exons 


1. .1381 









45463 



GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 44384 

Gene No. 934 98 

Start 1 

Name OJ000250_17 . 0313 . C54 . ol . tw 

Start 3 

GI none 

Exons 3. .44, 6. .257, 21. .254, 38. 



Seq. ID OJ000250_17.0313.C54 
Strand 

End 1381 

Method TBLASTX : Wheat 

End 257 

Score 41 
,256 



Seq. No. 44384 

Gene No. 934 98 

Start 1 

Name OJ000250_17 . 0313 . C54 . o2 . tm 

Start 3 

GI none 

Exons 3. .332, 4. .123 



Seq. ID OJ000250_17. 0313.C54 
Strand 

End 1381 

Method TBLASTX : Mai ze 

End 332 

Score 61 



Seq. No. 44384 . 

Gene No. • ■ 934 98 

Start 1 

Name OJ000250_17 . 0313 . C54 . ol . ts 

Start 120 

GI none 

Exons 120.. 368, 351.. 506 



Seq. ID OJ000250_17.0313.C54 
Strand 

End 1381 

Method TBLASTX : Soybean 

End 506 

Score 89 • 



Seq. No. 44384 

Gene No. 934 98 

Start 1 

Name OJ000250_17 . 0313 . C54 . ol . tm 

Start 533 

GI none 
Exons 



Seq. ID OJ000250__17.0313.C54 
Strand 

End 1381 

Method TBLASTX : Mai ze 

End 855 

Score 370 



533;. 724, 534. .848, 535. .828, 601. .855 



Seq. No. 44384 

Gene No. 934 98 

Start 1 

Name OJ000250_17 . 0313 . C54 . ol . gs 

Start 809 

GI none 

Exons 809.. 833, 946.. 1171 



Seq. ID OJ000250_17.0313.C54 
Strand 

End 1381 

Method GENSCAN 

End 1171 

Score .73 



Seq. No. 44385 

Gene No. 93499 

Start 1 

Name OJ000250_17 . 0313 . C57 . ol . np 

Start 1 

GI 5091513 

Exons 1 . . 1273 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_17.0313.C57 
Strand 

End 1273 

Method AAT/NAP 

End 1273 

Score 2175 



Seq. No. 
Gene No. 
Start 



44385 
93499 
1 



Seq. ID OJ000250_17 . 0313.C57 
Strand 

End 1273 



45464 



Name 

Start 

GI 

Exoris 



OJ000250_17 . 0313 . C57 . ol . gs Method GEN SCAN 

19 End 1188 

none Score .96 
19. .1188 . 



Seq. No. 44386 ' Seq. ID 

Gene No. 93500 Strand 

Start 130 End 

Name OJ000250_17 . 0313 . C58 . ol . gs Method 

Start 130 End 

GI none Score 

Exons 130.. 548 



OJ000250_17.0313.C58 
+ 

548 

GENSCAN 

548 

.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44386 
93501 
6933 

OJ000250_17.0313.C58.o2 
6933 

LIB34 77-004-P1-K1-D10 
6933. .6990, 7849. .7925, 



Seq. ID OJ000250_17.0313.C58 
Strand + 
End 9180 
,gp Method AAT/GAP 
End 8397 
Score 779 
8102. .8397 

■5091516/dbj I BAA78751.il 4.0e-58 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part 1 



44386 Seq. ID 

93501 Strand 

6933 End 
OJ000250_17.0313.C58 .o4.gs Method 

78 90 End 

none Score 

7890. .7925, 8102. .8965 



OJ000250_17.0313.C58 
+ 

9180 
GENSCAN 
8965 
.58 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

9180 
AAT/GAP 
9180 
1422 



17.0313.C58 



44386 
93501 
6933 

OJ000250_17.0313.C58 .o3.gp 
8423 

92272_1.R1084 
8423. .9180 

•5091516/dbj IBAA78751.il 2.0e-59 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU05687 6 (S20945 ) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part 1 



44386 Seq. ID 

93502 Strand 

10346 End 

OJ000250_17 . 0313 . C58 . o5 . gs Method 

10346 End 

none Score 



OJ000250_17.0313.C58 
+ 

19688 
GENSCAN 
19688 
. 61 



1034 6. .104 63, 10583. .10742, 13415 .. 134 8 6, 14 34 5. .14416, 
15138. . 15206, 16457. .16522, 17661 .. 17705, 184 60 18521 , 
18788. . 19092, 19216 .. 19402, 19504. .19688 



45465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44386 
93502 
10346 

OJ000250_17 .0313.C58.o4 . gp 

18968 

286986 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18968. .19092, 19216 .. 19402, 19504.. 19586 

6056372/gb|AAF02836.1|AC009894_7 2.0e-24* (AC009894) Very similar 
to receptor-like serine/threonine kinase [Arabidopsis thaliana] 

Seq. ID OJ000250 17.0313.C58 



OJ000250_17.0313.C58 
+ 

19688 
AAT/GAP 
19586 
677 



44386 
93503 
19676 

OJ000250_17 .0313.C58.o5.gp 
19676 
4714092 
19676. .20058 

5091496/dbj IAB023482.2 IAB023482 1. 0e-173 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



Strand 
End 

Method 

End 

Score 



+ 

20058 
AAT/GAP 
20058 
689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI . 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44386 
93504 
21988 

OJ000250_17 .0313.C58.o6.gp 
21988 

31845_1.R1084 
21988.. 22524 

, 5091520/dbj IBAA78755.il 8.0e-76 (AB023482) ESTs 
AU058081 (E30812) ,AU058365 (E50679) , AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa] 1 



OJ000250_ 
+ 

22524 
AAT/GAP 
22524 
1005 



17.0313.C58 



44386 Seq. ID 

93505 Strand 
22529 End 
OJ000250_17 . 0313 . C58 . o7 . gp Method 
22529 End 
8546_1.R1084 Score 
22529. .22966 

, 5091520/dbj IBAA78755.il 2.0e-42 (AB023482) ESTs 
AU058081 (E30812) ,AU058365 (E50679) , AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa] 1 



OJ000250_17.0313.C58 
+ 

22966^ 
AAT/GAP 
22966 
817 



Seq. No. 44386 

Gene No. 93506 

Start 25665 

Name OJ000250_17 . 0313 . C58 . o7 

Start 25665 

GI none 

Exons 25665. .25671, 25752.. 25 
27141. .27334, 27386.. 27 

Seq. No. 44386 

Gene No. 93507 

Start 30235 

Name OJ000250 17 . 0313 . C58 . 08 



Seq. ID. OJ000250_17.0313.C58 

Strand + 

End 27798 
.gs Method GENSCAN 

End 27798 

Score .5 - 
871, 26186. .26236, 26543 .. 26662, 
469, 27499.. 27798 

Seq. ID OJ000250_17.0313.C58 - 

Strand + 

End 30515 

.gp Method AAT/GAP 



45466 



Start 30235 End 30515 

GI LIB3433-029-P1-K1-B10 • Score 223 

Exons 30235. .30382, 30491.. 30515 

GI Descrip. ' 5091522/dbj | BAA78757 . 1 | 4.0e-19 (AB023482) Similar to 

Arabidopsis thaliana chromosome II BAC T20K24 genomic sequence, 
complete sequence. (AC002392) [Oryza sativa] 1 



Seq. No. 44386 Seq. ID 

Gene No. 93508 Strand 

Start 1188 End 

Name OJ000250_17 . 0313 . C58 . o2 . gs Method 

Start 1188 End 

GI none Score 

Exons 1188. .2633 



OJ000250_17.0313.C58 

2633 
GEN SCAN 
2633 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44386 Seq. ID 

93509 Strand 

3002 - End 

OJ000250_17 . 0313 . C58 . ol . gp Method 

3002 End 

3761181 Score 
3002. .3250 

4521193/dbj IAB013450.1 IAB.013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000250__17.0313.C58 

3250 
AAT/GAP 
3250 
406 



OJ000250_17.0313.C58 

7013 
GENSCAN 
7013 
. 68 

5090. .5327, 5744. .5786, 6330. .6525, 6666. .6893, 6957. .7013 



Seq. No. 44386 Seq. ID 

Gene No. 93510 Strand 

Start 5090 End 

Name OJ000250_17 . 0313 . C58 . o3 . gs Method 

Start 5090 End 

GI none Score 
Exons 



Seq. No. 44386 Seq. ID 

Gene No. 93511 Strand 

Start 20733 End 

Name OJ000250_17 . 0313 . C58 . 06 . gs - Method 

Start ,20733 End 

GI none Score 
Exons 



OJ000250_17.0313.C58 

22855 
GENSCAN 
22855 
.79 



20733. .21131, 21217. .21438, 22013. .22855 



Seq. No. 44386 

Gene No. 93512 

Start 29735 

Name OJ000250_17 . 0313 . C58 . o2 

Start 8101 

GI none 

Exons 8101.. 8412, 8102.. 8653, 
8538. .8657, 8539. .8658 

Seq. No. 44386 

Gene No. 93512 

Start 29735 

Name • OJ000250_17 . 0313 . C58 . o2 

Start 8138 

GI none 

Exons 8138.. 8272, 8204.. 8245, 



Seq. ID OJ000250_17.0313.C58 
Strand 

End 30392 

.tm Method TBLASTX: Maize 

End 8658 

Score 813 
8103. .8654, '8142. .8462, 8435. .8653, 



Seq. ID OJ000250_17.0313.C58 
Strand 

End 30392 

.tc Method TBLASTX : Cress 

End 8437 

Score 115 
8279.-8437, 8281. .8403 



45467 



Seq. No. 44386 Seq. ID 

Gene No. 93512 Strand 

Start 29735 .End 

Name OJ000250_17 . 0313 . C58 . o2 . ts Method 

Start 8378 End 

GI none . Score 

Exons 8378.. 8695 



OJ000250_17.0313.C58 
30392 

TBLASTX : Soybean 

8695 

228 



Seq. No. 44386 Seq. ID 

Gene No. 93512 Strand 

Start 29735 End 

Name OJ000250_17 . 0313 . C58 . o3 . tc Method 

Start 8707 End 

GI none Score 

Exons 8707.. 8913, 8708.. 8947, 8726.. 8920 



OJ000250_17.0313.C58 
30392 

TBLASTX: Cress 

8947 

195 



Seq. No. 44386 Seq. ID 

Gene No. 93512 Strand 

Start 29735 End 

Name OJ000250_17 . 0313 . C58 . o3 ..tm Method 

Start 8710 End 

GI none Score 

Exons 8710.. 8967, 8711.. 8989 



OJ000250_17.0313.C58 
30392 

TBLASTX: Maize 

8989 

416 



Seq. No. 44386 Seq. ID 

Gene No. 93512 Strand 

Start 29735 End 

Name OJ000250JL7 . 0313 . C58 . o4 . tc Method 

Start 18808 End' 

GI none Score 

Exons 18808. .18882, 18931 . . 1 904 4 , 1 9064 .. 19093, 19207 
19233. .19397 



OJ000250 17.0313.C58 



30392 

TBLASTX: Cress 
19398 
37 

19398, 



Seq. No. 44386 
Gene No. 93512 
Start. 29735 

Name OJ000250_17 . 0313 . C58 . ol . tm 

Start 21991 
GI none 
Exons 21991. 

22354. 

22645. 

22868. 



.22104, 22000. 

.22503, 22432. 

.22830, 22712. 

.22969, 22886. 



Seq. ID 
Strand 
End' 
Method 
End 
Score 



OJ000250 17.0313.C58 



,22302, 22001, 

,22578, 22499, 

,22837, 22811, 
,2'2972 



30392 

TBLASTX -.Maize 
22972 
104 

22504, 22241. .22312, 
22651, 22502. .22834, 
22867, 22864 . .22959, 



Seq. No. 44386 

Gene No. 93512 

Start 29735 

Name OJ000250_17 . 0313 . C58 . ol . tc 

Start 22010 

GI none 

Exons 22010. .22705, 22048 .. 22137, 
22717. .227 94, 22718. .227 95 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_17.0313.C58 

30392 ., 
TBLASTX: Cress 
22795 
872 



22192. .22302, 22354 . .227 04, 



Seq. No. 
Gene No. 
Start 



44386 
93512 
29735 



Seq. ID 

Strand 

End 



OJ000250 17.0313.C58 



30392 



45468 




Name 


OJ000250_17 . 0313.C58 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22030 




End 


22677 




GI 


none 




Score 


125 




Exons 


22030. .22134, 22031. 


.22135, 


22258. .22302, 22259.-22675, 






22259. .22312, 22354. 


. 22578, 


22463. .22651, 22645.-22677 




Seq. No. 


44386 




Seq. ID 


OJ000250_17,0313 


.C58 


Gene No. 


93512 




Strand 






Start 


29735 




End 


30392 




Name 


OJ000250_17 . 0313.C58 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


22048 




End 


22705 




GI 


none 




Score 


727 




Exons 


22048. .22302, 22049. 


.22612, 


22241. .22312, 22354 .. 22578 , 






22409. . 22603, 22613. 


.22705, 


22645. .22704 




Seq. No. 


44386 




Seq. ID 


OJ000250_17.0313 


-C58 


Gene No. 


93512 




Strand 






Start 


29735 




End 


30392 




Name 


OJ000250_17 . 0313 .C58 


. 08 . gs 


Method 


GENSCAN 




Start 


29735 




End 


30392 




GI 


none 




Score 


.52 




Exons 


29735. .29835, 30017. 


. 30243, 


30313. .30392 




Seq. No. 


44386 




Seq. ID 


OJ000250_17.0313 


.C58 


Gene No. 


93512 




Strand 






Start 


29735 




End 


30392 




Name 


OJ000250 17.0313.C58 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


30234 




End 


30392 




GI 


none 




Score 


188 




Exons 


30234 . . 30269, 30264 . 


. 30392, 


30265. .30390 




Seq. No. 


44387 




Seq. ID 


OJ000250_17.0313 


.C60 


Gene No. 


93513 




Strand 


+ 




Start 


116 




End 


2066 




Name 


OJ000250 17.0313.C60 


. ol . gs 


Method 


GENSCAN 




Start 


116 




End 


2066 




GI 


none 




Score 


.'5 ■ 




Exons 


116. .161, 432 . . 485, 


614. .768, 2004. .2066 




Seq. No. 


44387 




Seq. ID 


OJ000250_17.0313 


-C60 


Gene No. 


93514 




Strand 


+ 




Start 


3244 




End 


3301 




Name 


OJ000250_17 . 0313.C60 


. o2 . gs 


Method 


GENSCAN 




Start 


3244 




End 


3301 




GI 


none 




Score 


.88 




Exons 


3244 . . 3301 










Seq. No. 


44388 




Seq. ID 


OJ000250_17.0313 


.C62 


Gene No. 


93515 




Strand 






Start 


1 




End 


909 




Name 


OJ000250 17.0313.C62 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


909 




GI 


7489509 




Score 


281 




Exons 


1. .530, 867. .909 











GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi I 2792238 | gb | AAB96994.il (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



45469 




Seq. No. 


44388 




Seq. ID 


OJ000250_17.0313 


.C62 


Gene No. 


93515 




Strand 






Start 


1 




End 


909 




Name 


OJ000250 17 . 0313 . C62 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


83 




End 


567 




GI 


none 




Score 


42 _ . 




Exons 


83. .106/ 139. .207, 211. 


.342, 


265 . .345, 


385. .567, 419. .481 


Seq. No. 


44388 




Seq. ID 


OJ000250_17 .0313 


. C62 


Gene No. 


93515 




Strand 






Start 


1 




End 


909 




Name 


OJ000250_17 .0313.C62.ol 


.gs 


Method 


GENSCAN 




Start 


127 




End 


549 




GI 


none 




Score 


.89 




Exons 


127 . . 549 










Seq. No. 


44388., 




Seq. ID 


OJ000250_17.0313 


.C62 


Gene No. 


93515 




Strand 






Start 


1 




End 


909 




Name 


OJ000250_17 . 0313.C62 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


139 




End 


540 




GI 


none 




Score 


85 




Exons 


139. .198, 166. .540, 272 


. . 481 








Seq. No. 


44389 




Seq. ID 


OJ000250_17.03l3 


C65 


Gene No. 


93516 




Strand 


+ 




Start 


1 




End 


739 




Name 


OJ000250 17.0313.C65.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


739 




GI 


6815052 




Score 


752 




Exons 


1 . . 580, 722 . . 739 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44390 




Seq. ID 


OJ000250_17.0313 


C71 


Gene No. 


93517 




Strand 


+ 




Start 


297 




End 


965 




Name 


OJ000250 17.0313.C71.ol 


.np 


Method 


AAT/NAP 




Start 


297 




End 


965 




GI 


6642651 




Score 


540 




Exons 


297. .965 










GI Descrip. 


(AC012395) unknown protein [Arabidopsis thaliana] 




Seq. No. 


44390 




Seq. ID 


OJ000250_17.0313 


C71 


Gene No. 


93517 




Strand 


+ 




Start 


297 




End 


965 




Name 


OJ000250 17.0313.C71.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


521 




End 


850 




GI 


none 




Score 


440 




Exons 


521. .850, 526. .849 










Seq. No. 


44391 




Seq. ID 


OJ000250_17.0313. 


C72 


Gene No. 


93518 




Strand 


+ 




Start 


1 




End 


1257 




Name 


OJ000250 17.0313.C72.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1257 




GI 


6642651 




Score 


639 





45470 




Exons 1..370, 479.. 628, 742.. 937, 1126.. 1257 

GI Descrip. (AC012395) unknown protein [Arabidopsis thaliana] 





Seq. No. 


44391 






Seq. ID 


OJ000250 17.0313 


.C72 




Gene No. 


93518 






Strand. 


+ 






Start 


1 






End 


1257 , 






Name 


OJ000250 


_17.0313.C72.ol 


.gs 


Method 


GENSCAN . 






Start 


52 






End 


628 






GI 


none 






Score 


.69 






Exons 


52 . . 183, 


208 . . 370, 479. 


. 628 










Seq. No. 


44391 






Seq. ID 


OJ000250_17.0313 


.C72 




Gene No. 


93518 






Strand 


+ 






Start 


1 






End 


1257 






Name 


OJ000250 


17.0313.C72.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


245 






End 


925 






GI 


none 






Score 


103 






Exons 


245. .370, 


459. .542, 476 


. .586, 


476. .553 


, 478. .558, 732.. 


899, 






733. . 921, 


767 . . 925 












Seq. No. 


44391 






Seq. ID 


OJ000250_17.0313 


.C72 




Gene No. 


93518 






Strand 


+ 






. - Start 


1 






End 


1257 






Name 


OJ000250 


17.0313.C72.ol 


.tm . 


Method 


TBLASTX: Maize 




%J 


Start 


518 






End 


907 




in 


GI 


none 






Score 


136 




f\ i 


Exons 


518. .628, 


520.. 639, 520 


.615, 


733. .900 


, 733. .846, 735.. 


899, 


a. -3 




740. . 907 














Seq. No. 


44392 






Seq. ID 


OJ000250_17.0313 


.C76 




Gene No. 


93519 






Strand 


- 




i y 


Start 


46 






End 


541 






Name 


OJ000250 


17.0313.C76.ol 


np 


Method 


AAT/NAP 






Start 


46 






End 


541 






GI 


5091524 






Score 


637 






Exons 


46. . 139, 


225. . 541 










j. rj 


GI' Descrip. 


(AB023482 


) Hypothetical 


protein [Oryza 


sativah 




r j 


Seq. No. 


44392 


- 




Seq. ID 


OJ000250_17.0313 


.C76 




Gene No. 


93519 






Strand 


- 






Start 


46 






End 


541 






Name 


OJ000250 


17.0313.C76.ol. 


gs 


Method 


GENSCAN 






Start 


225 






End 


505 






GI 


none 






Score 


. 61 






Exons 


225. .505 














Seq. No. 


44393 






Seq. ID 


OJ000350_19.0313 


.C3 




Gene No. 


93520 






Strand 


+ 






Start 


6.051 






End 


7808 






Name 


OJ000350 


19.0313.C3.o2.gs 


Method 


GENSCAN 






Start 


6451 






End 


7808 






GI 


none 






Score 


. 61 






Exons 


6451. .6465, 7144. .7374, 


7671. 


.7808 








Seq. No. 


44393 






Seq. ID 


OJ000350_19.0313 


.C3 




Gene No. 


93521 






Strand 


+ 






Start 


12591 






End 


14351 





45471 




Name 


OJ000350 19. 0313. C3. 


o4 . gs 


Method 


GENSCAN 








Start 


12591 




End,, 


14351 








GI 


. none 




Score 


.69 








Exons 


12591. .12596, 13203. 


. 13334, 


14211. . 14351 








Seq. No. 


44393 




Seq. ID 


OJ000350 


19. 


0313 


.C3 


Gene No. 


93522 




Strand 


+ 








Start 


15288 




End 


17232 








Name 


OJ000350 19. 0313. C3. 


o5 . gs 


Method 


GENSCAN 








Start 


15288 




End 


17127 








GI 


none 




Score 


.88 








Exons 


15288 . . 15407, 15888 . 


. 15951, 


16415. .17127 








Seq. No. 


44393 




Seq. ID 


OJ000350_ 


_19. 


0313 


• C3 


Gene No. 


93522 




Strand 


+ 








Start 


15288 




End 


17232 








Name 


OJ000350 19. 0313. C3. 


o3.np 


Method 


AAT/NAP 








Start 


15301 




End 


15425 








GI 


2760323 




■ ; Score 


110 








Exons 


15301. .15425 














GI Descrip. 


(AC002130) F1N21.8 [Arabidopsis thaliana] 








Seq. No. 


44393 




Seq. ID 


OJ000350_ 


_19. 


0313 


.C3 


Gene No. 


93522 




u* Strand 


+ 








Start 


15288 




End 


17232 








Name 


OJ000350 19. 0313. C3. 


o4 . gp 


Method 


AAT/GAP 








Start 


15821 




End 


17232 








GI 


6573148 




Score 


1100 








Exons 


15821. .15879, 16518. 


.17232 












GI Descrip. 


4388731/gb|AAD19769| 


1.0e-34 


(AC006413) 


hypothetical protein 



[Arabidopsis thaliana] 



Seq. No. 


44393 


Seq. ID 


OJ000350_19. 


0313 


.C3 


Gene No. 


93523 


Strand 








Start 


2133 


End 


5505 






Name 


OJ000350 19.0313.C3.ol.gs 


Method 


GENSCAN 






Start 


2133 


.... End • 


4 64 6- 






GI 


none 


Score 


.95 






Exons 


2133. .4646 










Seq. No. 


44393 


Seq. ID 


OJ000350_19. 


0313, 


.C3 


Gene No. 


93523 


Strand 








Start 


2133 


End 


5505 






Name 


OJ000350 19.0313.C3.ol.np 


Method 


AAT/NAP 






Start 


2136 


End 


5505 






GI 


7529278 


Score 


1883 






Exons 


2136. .4487, .5377. .5505 










GI Descrip. 


(AL163491) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


44393 


Seq. ID 


OJ000350_19. 


0313. 


.C3 


Gene No. 


93524 


Strand 








Start 


9374 


End 


11536 






Name 


OJ000350 19.0313.C3.ol.gp 


Method 


AAT/GAP 






Start 


9172 


End 


9519 






GI 


none 


Score 


668 






Exons 


9172. .9519 











45472 




Seq. No. 


44393 








Seq. ID 


OJ000350 19. 0313. C3 


Gene No. 


93524 








Strand 




Start 


9374 








End 


11536 


Name 


OJ000350 19 


.0313 


.C3.o3. 


gs 


Method 


GENSCAN 


Start 


9374 








End 


11506 


GI 


none 








Score 


. 99 


Exons 


9374 . .11506 












Seq. No. 


44393 








Seq. ID 


OJ000350_19. 0313 .C3 


Gene No. 


93524 








Strand 




Start 


9374 








End 


11536 


Name 


OJ000350 19 


.0313 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


9377 








End 


11536 


GI 


7258357 








Score 


2364 


Exons 


9377. . 11536 












GI Descrip. 


(AL138656) 


ABC transporter-like protein [Arabidopsis thaliana 


Seq. No. . 


4 4393 






* 


Seq. ID 


OJ000350_19. 0313.C3 


Gene No 


93525 








Strand 




Start 


14418 








End 


14587 


Name 


OJ000350 19 


. 0313 


. C3.o2. 




Method 


AAT/GAP 


Start 


14418 








End 


14587 


GI 


2280831 








Score 


226 


Exons 


14418. . 1458 


7 










Seq. No. 


44393 








Seq. ID 


OJ000350_19. 0313.C3 


Gene No. 


93526 








Strand 




Start 


17345 








End 


18592 


Name 


OJ000350 19 


. 0313 


.C3. o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2127 








End 


2351 


GI 


none 








Score 


154 


Exons 


2127. .2351, 


2134 


. .2340 








Seq. No. 


44393 








Seq. ID 


OJ000350_19.0313.C3; 


Gene No. 


93526 








Strand 




Start 


17345 








End 


18592 


Name - 


OJ000350 19 


.0313 


. C3>. o'2 . 


tc 


Method ■ 


TBLASTX: Cress 


Start 


2130 








End 


2666 


GI 


none 








Score 


68 


Exons 


2130. .2666, 


2133 


. .2282, 


2134 . 


.2637 




Seq. No. 


44393 








Seq. ID 


OJ000350_19.0313.C3 


Gene No. 


93526 








Strand 




Start 


17345 








End 


18592 


Name 


OJ000350 19 


.0313 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2130 








End 


2387 


GI 


none 








Score 


150 


Exons 


2130. .238-7 ; , 


2131 


. .2340 








Seq. No. 


44393 








Seq. ID 


OJ000350_19.0313.C3 


Gene No. 


93526 








Strand 




Start 


17345 








End 


18592 


Name 


OJ000350 19 


.0313 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2361 








End 


2894 


GI 


none 








Score 


87 


Exons 


2361. .2894, 


2362 


. .2490, 


2521. 


2886 






_ 3^ 



Seq. No. 


44393 






Seq. ID 


OJ000350 


_19.0313.C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313 . 


C3 . o2 . tm 


Method 


TBLASTX : 


Maize 


Start 


2388 






End 


4364 




GI 


none 






Score 


73 




Exons 


2388. . 3251, 


2521. 


.2634, 2716. 


.2952, 2940. .3266, 


2976. .3137, 




3025. . 3135, 


3165. 


.3569, 3183. 


.3368, 3213.. 3236, 


3234. .3578, 




3279. . 3446, 


3279. 


.3632, 3471. 


.3740, 3537. .3866, 


3579. . 3806, 




3642. .3785, 


3861 . 


.4109, 4140. 


.4349, 4143. .4361, 


4221 . .4364 


Seq. No. 


44393 






Seq. ID 


OJ000350 


19. 0313. C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313. 


C3.o4 .tc 


Method 


TBLASTX : 


Cress 


Start 


2667 






End 


4250 




GI 


none • 






Score 


130 




Exons 


2667. .2789, 


2793 . 


.3353, 3174. 


.3650, 34 


89. .3956, 


3792 . . 4250 


Seq. No. 


44393 






Seq. ID 


OJ000350 


_19. 0313.C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313. 


C3.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


. 2832 






End 


4166 




GI 


none 






Score 


62 




Exons 


2832. .3311, 


2833. 


.2967, 3219. 


.3608, 3492. .3749, 


3789. . 3908, 




3831. .4166 












Seq. No. 


44393 






Seq. ID 


OJ000350 


_19.0313.C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313. 


C3.o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


2895 






End 


4361 




GI 


none 






Score 


91 




Exons 


2895,.. ..3254, 


3025. 


.3141, 3198. 


.3575, 3226.. 3369, 


3490. .3576, 




3504". .3881, 


3528 . 


.3794, 3583. 


.3879, 3831. .4178, 


4140. . 4361 


Seq. No. 


44393 






Seq. ID 


OJ000350 


_19.0313.C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313. 


C3.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


9382 






End 


10990 




GI 


none 






Score 


173 




Exons 


9382. . 9642, 


9428. 


.10033, 9450 


. .10001, 


9491. .9700, 10034. .10 




10098. .10130, 10172. .10465, 10233 .. 104 60 , 10334 


. .10462, 




10400. .10444 


, 10442. .10735, 104 4 3 .. 104 99, 10469 


. .10684, 




10493. .10597, 108 


80. . 10990 








Seq. No. 


44393 






Seq. ID 


OJ000350 


__19.0313.C3 


Gene No. 


93526 






Strand 






Start 


17345 






End 


18592 




Name 


OJ000350 19. 


0313. 


C3 . o3 . tw 


Method 


TBLASTX: 


Wheat 


Start 


9475 






End 


10639 




GI 


none 






Score 


87 




Exons 


9475. .9621, 


9476. 


.9631, 9491. 


.9766, 9510.. 9737, 


10397. .1046 




10472. .10576, 10493. .10639 









45474 



Seq. No. 44393 

Gene No. 93526 

Start 17-345 ■ 

Name OJ000350_19 . 0313 . C3 . ol . tc 

Start 9497 

GI none 
Exons 



Seq. ID OJ000350_19.0313.C3 
Strand 

End 18592 

Method TBLASTX : Cress 

•End 11041 

Score 63 



9497.. 9685, 1034 3 10456, 10350 .. 104 4 5, 10472 .. 1072 6, 
10472. . 10741, 10838. .11041 



Seq. No. 44393 Seq. ID 

Gene No. 93526 Strand 

Start 17345 End 

Name OJ000350_19 . 0313 . C3 . ol . tm Method 

Start 9519 End 

GI none Score 
Exons 



OJ000350_19.0313.C3 
18592 

TBLASTX: Maize 

11020 

722 



9519.. 10130, 9520.. 10071, 9521.. 10309, 10233 10310, 
10493. .10597, 10880.. 11020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44393 Seq. ID 

93526 Strand 

17345 End 

OJ000350_19.0313.C3.ol.tw Method 

9896 End 

none Score 



OJ000350_19.0313.C3 
18592 

TBLASTX: Wheat 

10990 

335 



9896. .10171, 98 96. .10345, 9901. .10215, 10233. .1034 6, 
10895. .10990, 10899. .10961 



Seq. No. 44393 Seq. ID 

Gene No. 93526 Strand 

Start 17345 End 

Name OJ000350_19 . 0313 . C3 . o3 . tc Method 

Start 9953 End 

GI none Score 
Exons 



OJ000350_19.0313.C3 
18592 

TBLASTX: Cress 

10343 

74 



9953. .10156, 9954. .10001, 9959. .10129, 10166. .10342, 
10233. .10343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44393 Seq. ID 

93526 Strand 

17345 End 

OJ000350_19.0313.C3.o4 . tm Method 

10598 End 

none Score 



OJ000350_19.0313.C3 
18592 

TBLASTX: Maize 

10879 

214 



10598. .10879, 10598 10747 , 10820. .10879 



Seq. No. 44393 

Gene No. 93526 

Start 17345 

Name OJ000350_I9 . 0313. C3 . o5 . ts 

Start 10820 

GI none 
Exons 



Seq. ID OJ000350_19.0313.C3 
Strand 

End 18592 

Method TBLASTX : Soybean 

End 11446 

Score 54 



10820. . 10879, 10830. . 10880, 10991 11047, 10992 .. 1104 8 , 
11099. .11221, 11294 .. 11341, 11414 . . 114 4 6 



Se;q-. No. 44393 Seq. ID 

Gene No. 93526 Strand 

Start 17345 End 

Name OJ000350_19 . 0313 . C3 . 06 . gs Method 



OJ000350_19.0313.C3 

18592 
GENSCAN 



45475 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17345 

none 

17345. 



End 18592 
Score . 68 



.17461, 18533.. 18592 



44394 
93527 
1 

OJ000350_19. 0313.C4 .ol 
1 • 
7228438 

1..57, 671. .979, 2341. .2589, 
(AP001366) EST C28952 (C62945 



OJ000350 19. 0313. C4 



• n P 



Seq. ID 
Strand 

End 3237 
Method AAT/NAP 
End 3237 
Score 589 
2682. .2943, 3048. 
corresponds to a 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



,3237 
region of the 



44394 
93527 
1 

OJ000350_19.0313.C4.ol.gs 

549 

none 



Seq. ID OJ000350_19.0313.C4 
Strand 

End 3237 

Method GENSCAN 

End 3163 

Score .69 



549. .585, 768. .991, 1380. .1633, 1697. .1817, 1824. .2139, 
2197. .2219, 2334. .2435, 2482. .2589, 2682. .2943, 3048. .3163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44394 Seq. ID OJ£00350_19 . 0313 . C4 

93527 Strand 

1 End 3237 

OJ000350_19 . 0313 .C4 . ol . gp Method AAT/GAP 

2004 End 2434 

LIB3433-020-P1-K1-A6 Score 702 
2004. .2434 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 

japonica BAG clone 34K24, complete sequence 1 

44395 Seq. ID OJ000350_19 . 0313 . C5 

93528 Strand 

1 End 1276 - 

OJ000350_19.0313.C5.ol.np Method AAT/NAP 

1 End 1016 

5441880 Score 441 
1..114, 435. .768, 877. .1016 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



44395 Seq. ID 

93528 Strand 

1 End 

OJ000350_19.0313.C5.ol.gs Method 

191 End 

none Score 



OJ000350_19.0313.C5 

1276 ' 
GENSCAN 
1276 
.52 



191. .349, 435. .801, 914. .1030, 1248. .1276 



44395 
93528 
1 

OJ000350 



19.0313.C5.ol.tw 



Seq. ID 

Strand 

End 

Method 



OJ000350_19.0313.C5 
1276 

TBLASTX: Wheat 



45476 



Start 
GI 

Exons 



281 End 710 - 

none Score 108 

281. .355, 528.-647, 529. .648, 646. .696, 657. .710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44396 Seq. ID OJ000350_19 . 0313 . C6 

93529 Strand 

1 End 709 

OJ000350_19.0313.C6.ol.np Method AAT/NAP 

1 End 709 

7228442 Score 840 

1. .709 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 





Seq. No. 


44396 


Seq. ID 


OJ000350_ 


JL9.0313 


.C6 




Gene No. 


93529 


Strand 










Start 


1 


End 


709 








Name 


OJ000350 19.0313.C6.ol.gs 


Method 


GENSCAN 








Start 


52 


End 


681 








GI 


none 


Score 


.67 








Exons 


52. .681 










C3 


Seq. No. 


44397 


Seq. ID 


OJ000350_ 


_19.0313 


.C9 




Gene No. 


93530 


Strand 










Start 


67 


End 


4242 








Name 


OJ000350 19.0313.C9.ol.np 


Method 


AAT/NAP 






ry 


Start 


67 


End 


3106 








GI 


6815109 


Score 


273 








Exons 


67. .244, 288. .669, 835. .1316, 


1343. .1490, 1612. 


1680, 3078. 


i : 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






?i 3 . 


Seq. No. ■ 


44397 


Seq. ID 


OJ000350_ 


_19.0313 


C9 




Gene No. 


93530 


Strand 










Start 


67 


End 


4242 








Name 


OJ000350 19.0313.C9.o2.np 


Method 


AAT/NAP 








Start 


2390 


End 


2529 








GI 


4680183 


Score 


129 








Exons 


2390. .2529 












GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 






Seq. No. 


44397 


Seq. ID 


OJ0Q0350_ 


_19.0313. 


C9 




Gene No. 


93530 


Strand 










Start 


67 


End 


4242 








Name 


OJ000350 19.0313.C9.o2.gs 


Method 


GENSCAN 








Start 


2668 


End 


4242 








- GI 


none 


Score 


.63 








Exons 


2668. .2874, 2995.. 3105, 3650. 


.3848, 4163. .4242 








Seq. No. 


44398 


Seq. ID 


OJ000350_ 


19.0313. 


C10 




Gene No. 


93531 


Strand 










Start 


1 


End 


3342 








Name 


OJ000350 19.0313.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3342 








GI 


7106512 


Score 


1071 








Exons 


1..625, 658. .722, 1233. .2280, 


2879. .2932, 3016.. 


3209, 3282. 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 



45477 



predicted gene.; hypothetical protein [Oryza sativa] 





Seq. No. 


44398 


Seq.- ID 


OJ000350_19 . 0313 


. C10 




Gene No. 


93531 


Strand 








Start 


1 


End 


3342 






Name 


OJ000350 19 . 0313 . CIO . ol . gs 


Method 


GENSCAN 






■•Start 


C "7 


End 


2243 






GI 


none 


Score 


.52 






Exons ■ 


57. .526, 1407. .1518, 1601.. 


1933, 1984. 


.2243 






Seq. No. 


A A o n n 

44399 


Seq. ID 


OJ000350_19 . 0313 


. Cll 




Gene No. 


n o c *3 o 

93532 


Strand 


+ 






Start 


135 


End 


181 






Name 


OJ000350 19 . 0313 , Cll . ol . gs 


Method 


GENSCAN 






Start 


135 


End 


1 O 1 

181 






GI 


none 


Score 


. 78 






Exons 


135. .181 










Seq. No. 


A A A A f\ 

4 4400 • 


Seq. ID 


OJ000350_19.0313 


.C12 




Gene No. 


93533 


Strand 


+ 






Start 


966 


End 


5413 






Name 


OJ000350_19. 0313.C12.ol.gs 


Method 


GENSCAN 






Start 


966 


End 


5413 




~ =^ 


GI 


none 


Score 


.61 




'- ""1 

r :=? 


Exons 


966.. 1045, 2159 : ?V2226, 2367 


..2656, 4112. .4289, 5307. .5413 


= i » 


Seq. No. 


44400 


Seq. ID 


OJ000350_19.0313 


.C12 


?j ; 

e a 


Gene No. 


93534 


Strand 


+ 






Start 


7054 


End 


9283 






Name 


OJ000350 19.0313.C12.o2.gs 


Method 


GENSCAN 






Start 


7054 


End 


9283 




^ .J 


GI 


none 


Score 


.71 




f ; = 

5 


Exons 


7054. .7295, 8822. .8940, 9045. .9283 






2 

r i 


Seq. No. 


44400 


Seq. ID 


OJ000350_19.0313 


.C12 


: u 


Gene No. 


93535' 


Strand 


+ 






Start 


11005 


End 


13758 • ' 






Name 


OJ000350 19.0313.C12.o3.gs 


Method 


GENSCAN 






Start 


11005 


End 


13758 






GI 


none 


Score 


.64 






Exons 


11005. . 11073, 1154 0. . 11648, 


11843. .11902, 12037. .12416, 








12441. . 12939, 13028 .. 13060, 


13121. .13758 






Seq. No. 


44400 


Seq. ID 


OJ000350_19.0313 


.C12 




Gene No. 


93536 


Strand 








Start 


4098 


End 


13814 






Name* 


OJ000350 19.0313.C12.ol.np 


• Method 


AAT/NAP 






Start 


4098 


End 


13814 






GI 


4826998 


Score 


49 






Exons 


4098. .4214, 12295. .12426, 13671. .13814 








GI Descrip. 


splicing factor proline/glutamine rich 


(polypyrimidine 





tract-binding protein-associated) gi | 1709851 | sp | P23246 | PSF_HUMAN 
PTB-ASSOCIATED SPLICING FACTOR (PSF) gi | 4 23054 | pir | | A4 6302 
PTB-associated splicing factor, * long form - human 
gi|38458|emb|CAA50283| (X70944) PTB-associated splicing factor 
[Homo sapiens] 



45478 




Seq. No. 


44401 








Seq. ID 


OJ000350 19. 


0313. C17 


Gene No. 


93537 








Strand 


- 




Start 


4z7 








End 


54 0 




Name 


OJ000350 19 


.0313 


C17 . ol 


.gs 


Method 


GENSCAN 




Start 


427 








End 


540 




GI 


none 








Score 


. 86 




Exons 


4z / . .54 0 














beq. NO. 


4 4 4 uz 








beq. id 


UJUUUoOU iy . 


u oi o . c jy 


Gene No. 


93538 








Strand 


+ 




Start 


383 








End 


11425 




Name 


OJ000350 19 


.0313 


C39.ol 


.gs 


Method 


GENSCAN 




Start 


383 








End 


3352 




GI 


none 








Score 


.4 




Exons 


383. .1510, 


1543. . 


1608, 


1771. 


.1938, 200( 


5.. 2963, 3108 


. .3352 



Seq. No. 44402 Seq. ID 

Gene No. 93538 Strand 

Start 383 G*ld 

Name OJ000350_19 . 0313 . C39 . o2 . np Method 

Start 1768 End 

GI 7489803 Score 

Exons 1768.. 3562, 9511.. 10919 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



OJ000350_19.0313.C39 
+ 

11425 
AAT/NAP 
10919 
2280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44402 
93538 
383 



Seq. ID OJ000350_19.0313.C39 
Strand + 



End 

Method 
End 
Score 



11425 
AAT/GAP 
5712 
676 



OJ000350_19.0313.C39.ol.gp 
5280 
2428185 
5280. .5712 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 44402 Seq. ID 

Gene No. 93538 Strand 

Start 383 End 

Name OJ000350_1 9 . 0313 . C39 . o2 . gp Method 

Start 6258 End 

GI LIB3433-026-P1-K1-C1 - Score 

Exons 6258.. 6430 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ000350_19.0313.C39 
+ 

11425 
AAT/GAP 
6430 
254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44402 
93538 
383 

OJ000350 

7229 

none 



19.0313.C39.o3.gs 



Seq. ID OJ000350_19.0313.C39 

Strand + 

End 11425 

Method GENSCAN 

End 11425 

Score .6 



7229. .7310, 8122. .8279, 8294. .8771, 9896. .10298, 10700 .. 10911, 
11238. .11425 



Seq. No. 



44402 



Seq. ID OJ000350_19.0313.C39 



45479 



Gene No. 


93539 








Strand 


- 


Start 


y| -JOT 

4 321 








End 


5624 


Name 


OJ000350_19 


0313 


,C39.o2 


.gs 


Method 


GENSCAN 


Start . 


4327 








End 


5624 


GI 


none 








Score 


. 67 


Exons 


4327 . . 4527, 


4577 


. 4822, 


5604 . 


. 5624 




Seq. No. 


44402 








Seq. ID 


OJ000350_19 . 0313 .C3 9 


Gene No . 


93540 








Strand 




Start 


6456 








End 


6730 


Name 


OJ000350 19. 


0313 


C39.03 


.gp 


Method 


AAT/GAP 


Start 


6456 








End 


6730 


GI 


61605 1.R1084 






Score 


4 68 


Exons 


6456. .6730 












GI Descrip. 


1 5852170/emb|AL117265. 1 IOST17804 l.Oe- 


137 Oryza sativa 




inaica (GLA4 ; 


genomic DNA, chromosome 4 


, BAC clone : t 17 804 1 


Seq. No. 


44402 








Seq. ID 


OJ000350_19.0313.C39 


Gene No. 


93541 








Strand 




Start 


7648 








End 


10131 


Name 


OJ000350 19. 


0313. 


C39.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2195 








End 


2752 


GI 


none 








Score 


128 


Exons 


2195 . .2425, 


2465. 


.2506, 


2564. 


.2752, 2573. .2743, 2578.. 2751 


Seq. No. 


44402 








Seq. ID 


OJ000350_19.0313.C39 


Gene No. 


93541 








Strand 




Start 


7648 








End 


10131 


Name 


OJ000350 19. 


0313. 


C39.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2420 








End 


2908 


GI 


none 








Score 


84 


Exons 


2420 . .2485, 


2425. 


.2487, 


2525. 


.2803, 2548.. 2907, 256.4.. 2908 


Seq. No. 


44402 








Seq. ID 


OJ000350_19.0313.C39 


Gene No. 


93541 








Strand 




Start 


/ 04 0 








End 


10131 


Name 


OJ000350 19. 


0313. 


C3 9.o,3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2594 








End 


3019 


GI 


none 








Score 


254 


Exons 


2594. .2905, 


2611. 


.2898, 


2927. 


.3019 




Seq. No. 


44402 








Seq. ID 


OJ000350_19.0313.C39 


Gene No. 


93541 








Strand 




Start 


7648 








End 


10131 


Name 


OJ000350 19. 


0313. 


C39.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2611 








End 


3015 


GI 


none 








Score 


170 


Exons 


2611. .2697, 


2612. 


.2902, 


2917. 


.3015, 2918. .3013 


Seq. No. 


44402 








Seq. ID 


OJ000350_19.0313.C39 


Gene No. 


93541 








Strand 




Start 


7648 








End 


10131 


Name 


OJ000350 19. 


0313. 


C39.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3353 








End 


98.93 


GI 


5509260 








Score 


40 


Exons 


3353. .3403, 


3353. 


.3403, 


3425. 


.3565, 3442. .3564, 9514.. 9630, 




9531. .9614, 


9610. 


.9888, 


9612. 


.9893 





45480 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

i Seq. No. 
Gene No. 
Start 
Name 



44402 
93541 
7648 

OJ000350_19.0313.C39.ol.tw 

3482 

none 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10131 

Method TBLASTX : Wheat 

End 9879 

Score 80 



3482. .3583, 3482. .3565, 9523. .9549, 9550. .9615, 9558. .9614, 
9610.. 9879, 9612. .9869 



44402 
93541 
7648 

OJ000350_19.0313.C39.o4.gp 
7648 

101153_1.R1084 
7648. .7877, 8195. .8384 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10131 

Method AAT/GAP 

End 8384 

Score 667 



44402 
93541 
7648 

OJ000350_19.0313.C39.o2. tm 

9693 

none 



Seq. ID OJ000350_19.0313.C39 
Strand 

End- 10131 

Method TBLASTX : Maize 

End 10131 

Score 473 



9693.. 9929, 9694.. 10131, 9697.. 9933, 9966.. 10118, 10015 .. 10128 



44402 
93542 
10069 

OJ000350_19.0313.C39.o3.tw 

10069 

none 

10069. .10218, 10243. .10500 

44402 
93542 
10069 

OJ000350_19.0313.C39.ol. tm 

10246 

none 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10928 

Method TBLASTX : Wheat 

End 10500 

Score 103 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10928 

Method TBLASTX :Maize 

End 10901 

Score 429 



1024 6. .10629, 10254. .10622, 10622. .108 91, 1062 9. .10901 



44402 
93542 
10069 

OJ000350_19.0313.C39.o2. ts 

10264 ' 

none 

102 64 . .10629, 10671. . 10928 

44402 
93542 
10069 

OJ000350 19.0313.C39.o4 . tw 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10928 

Method TBLASTX : Soybean 

End 10928 

Score 267 



Seq. ID OJ000350_19.0313.C39 
Strand 

End 10928 

Method TBLASTX : Wheat 



45481 



Start 


10537 




End 


10856 






GI 


none 




Score 


77 






Exons 


10537. . 10623, 10665 10856, 


10680.. 10856 






Seq. No. 


44403 




Seq. ID 


OJ000350 


_19.0313 


.C40 


Gene No. 


93543 • 




Strand 


+ 






Start 


'405 




.End 


2255 






Name 


OJ000350 19.0313.C40.ol. 


np 


Method 


AAT/NAP 






Start 


405 




End 


2255 






GI 


7523502 




Score 


167 






Exons 


405. .517, 785. .925, 2124 


. .2255 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44403 




Seq. ID 


OJ000350 


_19. 0313 


.C40 


Gene No. 


93544 




Strand 








Start 


2097 




End 


6348 






Name 


OJ000350 19.0313.C40.o2. 


np 


Method 


AAT/NAP 






Start 


2017 




End 


4783 






GI 


7489805 




Score 


1182 • 






Exons 


2017. .2057, 2786. .4153, 


4357 


. . 4783 








GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 








gil 4 206306|gb|AAD11615.1 


I (AF049110) prpol [Zea 


mays] 




Seq. No. 


44403 




Seq. ID 


OJ000350 


19.0313 


.C4 0 


Gene No. 


93544 




Strand 








Start 


2097 . 




End 


6348 






Name 


OJ000350 19.0313.C40.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2076 




End 


2672 






GI 


none 




'Score 


90 






Exons 


2076. .2201, 2394. .2525, 


2553 


. .2672 








Seq. No. 


44403 




Seq. ID 


OJ000350 


_19.0313 


.C40 


Gene No. 


93544 




Strand 








Start 


2097 




End 


6348 






Name 


OJ000350 19.0313.C40.o2. 


gs 


Method 


GENSCAN 






Start 


2097 




End 


6348 






GI 


none 




. - Score 


. 67 






Exons 


2097. .2906, 2967. .3282, 


3519 


..3664, 3770.. 3930, 


3935. .4197, 




" 4254 . .5044, 5069. .5664, ' 


5773 


. .5983, 6118. .6348 






Seq. No. 


44403 




Seq. ID 


OJ000350 


_19.0313 


.C40 


Gene No. 


93544 




Strand 








Start 


2097 




End 


6348 






Name 


OJ000350 19.0313.C40.o4. 


tm 


Method 


TBLASTX: 


Maize 




Start - 


2118 




End 


2378 






GI 


none 




Score 


88 






Exons 


2118. .2378, 2143. .2277 












Seq. No.. 


44403 




Seq. ID 


OJ000350 


_19.0313 


.C40 


Gene No. 


93544 




Strand 








otart 


2097 




End 


6348 






Name 


OJ000350 19.0313.C40.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2385 




End 


2627 






GI 


none 




Score 


196 






Exons 


2385. .2627 












Seq. No. 


44403 




Seq. ID 


OJ000350 


_19.0313 


.C40 



45482 



Gene No. 93544 

Start 2097 

Name OJ000350_19 . 0313 . C40 . ol . ts 

Start 2808 

GI none 

Exons 2808.. 3149, 2974.. 3099 

Seq. No. 44403 

Gene No. 93544 

Start 2097 

Name OJ000350_19 . 0313 . C40 . ol . tm 

Start 2868 

GI none 

Exons 2868. .3251, 2881.. 3228 



Strand 
End 

Method 

End 

Score 



6348 

TBLASTX: Soybean 

314 9 

89 



Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Mai ze 

End 3251 

Score 222 



Seq. No. . 44403 

Gene No. 93544 

Start 2097 

Name OJ000350__19 . 0313 . C4 0 . ol . tw 

Start 2991 

GI none 

Exons 2991.. 3398, 2992.. 3207, 3177. 



Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Wheat 

End 3408 

Score 141 
.3398, 3241. .3408 



Seq. No. 44403 

Gene No. 9354 4 

Start 2097 

Name OJ000350_19 . 0313 . C40 . o2 . tm 

Start 3279 

GI none 

Exons 3279.. 3554, 3280.. 3555, 3554. 



Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Maize 

End 3649 

Score 197 
.3649 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 
Gene No. 



44403 
93544 
2097 

OJ000350_19.0313.C4.0.o2.tw 

3409 ' 

none 

3409. .3555, 3411. .3548, 3422, 

44403 
93544 
2097 

OJ000350_19.0313.C40.o4.tw 

3975 

none 

3975. .4196, 3976. .4197, 4208. 

44403 
93544 
2097 

OJ000350_19.0313.C40.o3.tw 

5327 

none 

5327.. 5671, 5397. .5573 

44404 
93545 



Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Wheat 

End 3778 

Score 130 

.3556, 3557.. 3778, 3558.. 3752 

Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Wheat 

End 4537 

Score 81 
.4399, 4409. .4537 

Seq. ID OJ000350_19.0313.C40 
Strand 

End 6348 

Method TBLASTX : Wheat 

End 5671 

Score 52 



Seq. ID OJ000350_19.0313.C41 
Strand + 



45483 




Start 1907 End 3660 

Name OJ000350_19 . 0313 . C4 1 . ol . np Method AAT/NAP 

Start 1907 End 3660 

GI 6907087 Score 841 

Exons 1907. .2403, 2442. .3017, 3559. .3660 



GI Descrip. (AP001129) ESTs C72771 ( E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


44404 


Seq. ID 


OJ000350 


_19, 


.0313, 


.C41 


Gene No. 


93546 


Strand 


+ 








Start 


4125 


End 


4506 








Name 


OJ000350 19.0313.C41.ol.gp 


Method 


AAT/GAP 








Start 


4125 


End 


4506 








GI 


uC-osflcyp033a04bl 


Score 


619 








Exons 


4125. .4506 












GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


44404 


Seq. ID 


OJ000350 


19 . 


. 0313 , 


. C4 1 


Gene No. 


93547 


Strand 










Start 


4053 


End 


5215 








Name 


OJ000350 19.0313.C41.o2.np 


Method 


AAT/NAP 








Start 


4053 


End 


5215 








GI 


4680186 


Score 


246 








Exons 


4053. .4283, 4410. .4494, 5004 


. .5215 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


44405 


Seq. ID 


OJ000350 


_19, 


,0313. 


.C42 


Gene No. 


93548 


Strand 


+ 








Start 


599 


End 


4226 








Name 


OJ000350 19.0313.C42.ol.gs 


Method 


GENSCAN 








Start 


599 


End 


4226 








GI 


none 


Score 


.76 








Exons 


599. .701, 3247. .3344, 3591.. 


3674, 3732 


. .4226 








Seq. No. 


44405 


Seq. ID' r 


OJ000350 


_19, 


,0313. 


.C42 


Gene No. 


93548 


Strand 


+ 








Start 


599 


End 


4226 








Name 


OJ000350 19.0313.C42.ol.gp 


Method 


AAT/GAP 








Start 


3199 


End 


3929 








GI 


4969338 


Score 


795 








Exons 


3199.. 3344, 3538.. 3674, 3777 


. .3929 











Seq. No. 44405 

Gene No. 93549 

Start 9742 

Name OJ0003*50_19 . 0313 . C42 . o3 . gs 

Start 9742 

GI none 

Exons 9742.. 10014, 10062 10241, 
13033. .13172, 13269. .14045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

14045 
GENSCAN 
14045 
.54 



19.0313.C42 



10290. .10297, 10642. .10802, 



Seq. No. 
Gene No. 
Start 
Name 



44405 
93550 
16276 
OJ000350 



19.0313.C42.ol.np 



Seq. ID OJ000350_19.0313.C42 

Strand + 

End 17271 

Method AAT/NAP 



45484 



Start 
GI 

Exons 

GI Descrip. 

Seq. "No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16099 End 17271 

6907086 Score 1047 

16099. .16864, 16925.. 17271 

(AP001129) hypothetical protein [Oryza sativa] 



44405 ' Seq. ID 

93550^. Strand 

16276 End 
OJ000350_19.0313.C4 2.o4.gs Method 
16276 • End 

none Score 
16276. .16839 



OJ000350_19.0313.C42 
+ 

17271 
GENSCAN 
16839 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44405 Seq. ID OJ000350_1 9 . 0313 . C42 

93551 Strand 

8202 End 8788 

OJ000350_19.0313.C42.o2.gp Method AAT/GAP 

•8202 End 8788 

4879016 Score 837 . 

8202. .8620, 8642. .8788 

6041757/gb|AC011806.1 IAC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



44406 Seq. ID 

93552 Strand 

2429 End 
OJ000350_19.0313.C4 3.o2.gs Method 

2429 End 

none Score 
2429. .2896 



OJ000350_19.0313.C43 
+ 

2896 
GENSCAN 
2896 
.71 



Seq. No. 44406 Seq. ID 

Gene No. 93553 Strand 

Start 7257 End 

Name OJ000350_19 . 0313 . C43 . o4 . gs Method 

Start 7257 End 

GI none Score 
Exons 



OJ000350_19.0313.C43 
+ 

12633 
GENSCAN 
12 633 
.79 



7257. .7376, 7424. .7537, 7669. .8592, 8626. .9165, 9264. .9401, 
9481. .9954, 1042 6 .. 10548 , 11606 .. 1 1 966, 12527. .12633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44406 Seq. ID 

93553 Strand 
7257 End 
OJ000350_19.0313.C43.ol.gp Method 
12167 End 
72524JL.R1084 Score 
12167. .12476 

, 5091496/dbj | AB023482 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000350_19.0313.C43 
+ 

12633 
AAT/GAP 
12476 
399 



44406 
93554 
383. " 
OJ000350 
383 

7248393 



19.0313.C43.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_19.0313.C43 
632 

AAT/NAP 

632 

182 



45485 




Exons 


383. .632 












GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44406 


Seq. ID 


OJ000350 


19 


0313 


,C43 


Gene No. 


93554 


Q f rand 










Start 


383 


End 


632 








Name 


OJ000350 19-0313. C43.ol.gs 


Met hod 


GENSGAN - 








Start 


399 ~ 


End 


632 








GI 


none 


Score 


.87 








Exons 


399. . 632 












Seq. No. 


44406 


Seq. ID 


OJ000350_ 


19. 


0313 


. C43 


Gene No. 


93555 


Strand 










Start 


4589 


End 


6652 








Name 


OJ000350 19.0313.C4 3.o3.gs 


Method 


GENSCAN 








Start 


4589 ~~ 


End 


6652* 








GI 


none 


Score 


.53 








Exons 


4589. .4611, 4725. .4802, 6198. 


.6229, 6567.. 6.652 








Seq. No. 


44406 


Seq. ID 


OJ000350_ 


19. 


0313 


.C43 


Gene No. 


93556 


Strand 










Start 


11018 


End 


18531 








Name 


OJ000350 19.0313.C43.o2.np 


Method 


AAT/NAP 








Start 


11018 


End 


18531 








GI 


7489805 


Score 


1251 








Exons 


11018. .12027, 17820. .18531 












GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 









gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 


44406 




Seq. ID 


OJ000350_19.0313 


.C43 


Gene No. 


93556 




Strand 






Start 


11018 




End 


18531 




Name 


OJ000350 19.0313.C43 


.o2.tm 


Method 


TBLASTX : Maize 




Start 


11069 




End 


11329 




GI 


none 




Score 


96 




Exons 


11069. . 11329, 11094. 


11267 








Seq. No. 


-44406 




Seq. ID 


OJ000350_19.0313 


.C43 


Gene No. 


93556 




Strand 






Start 


11018 




End 


18531 




Name 


OJ000350 19.0313.C43 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11507 




End 


11884 




GI 


none 




Score 


74 




Exons 


11507. .11701, 11693. 


11884, 


11705. .11863 




Seq. No. 


44406 




Seq. ID 


OJ000350_19.0313 


.C43 


Gene No. 


93556 




Strand 






Start 


11018 • 




End 


18531 




Name 


OJ000350 19.0313.C43. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11594 




End 


11968 




GI 


none 




Score 


93 




Exons 


11594 . . 11818, 11825. . 


11968 








Seq. No. 


44406 




Seq. ID 


OJ000350_19.0313 


.C43 


Gene No. 


93556 




Strand 






Start 


. 11018 




End 


18531 




Name 


OJ000350 19.0313.C43. 


ol . tm 


Method 


TBLASTX: Maize 





45486 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11609 
none 



End 
Score 



11972 
91 



11609. . 11731/ 11610. . 11972, 11618. .11971 



44406 
93556 
' 11018 

OJ000350_19.0313.C43.o5.gs 
14271 
none 

14271. .14426 

44406 
93556 
11018 

OJ000350_19.0313.C43.o6.gs 
15187 
none 

15187. .15445, 16235 .. 16521, 1704 9 .. 17220 , 17370 .. 17430, 
17808. .18110, 1814 6. .18515 



Seq. ID OJ000350_19.0313.C43 
Strand 

End 18531 

Method GEN SCAN 

End 14426 

Score .91 



Seq. ID OJ000350_19.0313.C43 
Strand 

End 18531 

Method GEN SCAN 

End 18515 

Score .52 



Seq. ID OJ000350_19.0313.C43 
Strand 

End 18531 

Method AAT/GAP 

End 17820 

Score 410 



44406 
93556 
11018 

OJ000350_19.0313.C43.o3.gp 
17517 

72524_1.R1084 
17517.. 17820 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


44406 


Seq. ID 


OJ000350_19.0313.C43 


Gene No. 


93556 


Strand 




Start 


11018 


End 


18531 


Name 


OJ000350 19.0313.C43.ol.tw 


Method 


TBLASTX: Wheat 


Start 


18159 


End 


18522 


GI 


none 


Score 


72 , . 


Exons 


18159. .18521, 18268. .18522 






Seq. No. 


44407 


Seq. ID 


OJ000350_19.0313.C46 


Gene No. 


93557 


Strand 


+ 


Start 


1 


End 


142 


Name 


OJ000350 19.0313.C46.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


142 


GI 


7106513 


Score 


124 


Exons 


1. . 142 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44407 


Seq. ID 


OJ000350_19.03I3.C46 


Gene No. 


93558 


Strand 




Start 


63 


End 


476 


Name 


OJ000350 19.0313.C46.ol.gs 


Method 


GENSCAN 


Start 


63 ■ - ' 


End 


476 


GI 


none 


Score 


.99 . 


Exons 


63. .476 







Seq. No. 



44407 



Seq. ID OJ000350_19.0313.C46 



45487 




Gene No. 


93559 


Strand 






Start 


436 


End 


897 




Name 


OJ000350 19.0313.C46.o2.np 


Method 


AAT/NAP 




Start 


436 


End 


897 




GI 


7248395 


Score 


413 




Ekons 


436. .897 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44408 


Seq. ID 


OJ000350_19.0313 


.C47 


Gene No. 


93560 


Strand 


+ 




Start 


73 


End 


/IB 




Name 


OJ000350 19 . 0313 . C47 . ol . gs 


Method 


GENSCAN 




Start 


73 


End 


708 




GI 


none 


Score 


. 52 




Exons 


73. .708 








Seq. No. 


44408 


Seq. ID 


OJ000350 ly.Oolu 


. C4 / 


Gene No. 


93560 


Strand 


+ 




Start 


73 


End 


718 




Name 


OJ000350 19 . 0313 .C4 7 . ol . np 


Method 


AAT/NAP 




Start 


97 


End 


718 




GI 


6983860 


Score 


473 




Exons 


97. .718 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


44408 


Seq. ID 


OJ000350_19.0313 


.C47 


Gene No. 


93560 


Strand 


+ 




Start 


73 


End 


718 




Name 


OJ000350 19 . 0313 . C47 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


295 


End 


654 




GI 


none 


Score 


267 




Exons 


295.-654, 297. .590 








Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307 


. CI 


Gene No. 


93561 


Strand 






Start 


' 1 


End 


2572 




Name 


OJ000210 10.0307.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


311 




GI 


LIB34 34-038-P1-K1-D12 


Score 


442 




Exons 


1..17, 69. .311 








GI Descrip. 


' 29784 52/gb IAAC24 615.il 9.0e- 


47 (AE001274) MCAK; L549.3 






[Leishmania major] 1 








Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307 


.CI 


Gene No. 


93561 


Strand 






Start 


1 


End 


2572 




Name 


OJ000210 10.0307 .CI. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1266 .. 




GI 


2497525 


Score 


372 




Exons 


1..371, 465. .643, 782. .865, 960. .1037, 


1159. .1266 




GI Descrip. 


MITOTIC CENTROMERE-ASSOCIATED 


KINESIN 


(MCAK) 




Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307 


.CI 


Gene No. 


93561 


Strand 






Start 


1 


End 


2572 




Name 


OJ000210 10.0307.Cl.ol.tm 


Method 


TBLASTX: Maize 





45488 



Start 


65 


End 


839 


GI 


none 


Score 


344 


Exons 


65. .385, 69. .398, 465. .626, 


467 . . 628, 


780. .839, 782. .838 


Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307.C1 


Gene No. 


93561 


Strand 




Start 


1 


End 


2572 


Name 


OJ000210 10.0307.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


65 


• End 


1043 


GI 


none 


Score 


202 


Exons 


65. .370, 68. .370, 276. .392, 


460. .621, 


462. .626, 464. .625, 




733.-756, 782. .874, 936. .1043, 953. .1039 


Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307.C1 


Gene No. 


93561 


Strand 




Start 


1 


End 


2572 


Name 


OJ000210 10.0307.Cl.ol.gs 


Method 


GENSCAN 


Start 


69 


End 


2547 


GI 


none 


Score 


.91 


Exons 


69. .371, 465. .624, 784. .865, 


960. .1037, 1159. .1266, 1378. .1572, 




2162. .2341, 2455. .2547 






Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307.C1 


Gene No . 


93561 


Strand 




Start 


1 


End 


2572 


Name 


OJ000210 10.0307.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


215 


End 


1191 


GI 


none 


Score 


44 


Exons 


215. .340, 32S..369, 329. .385 


, 333. .368, 459... 527, 464. .562, 




465. .563, 5S7..628, 561. .632, 782. .874 


, 956. .1042, 957. .1043, 




957.. 1043, 1114.. 1191, 1152. 


. 1190 




Seq. No. 


44409 


Seq. ID 


OJ000210_10.0307.C1 


Gene No. 


93561 


Strand 




Start 


1 


End 


2572 


Name 


OJ000210 -10.0307.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start ' 


1198 


End ' 


2572 


GI 


none 


Score 


57 


Exons 


1198.. 1281, 1200.. 1262, 1376 


..1516, 1376. .1489, 1432. .1515, 




1505. .1555, 1513. .1554, 2162 


..2236, 2276. .2320, 2446. .2541, 




2507. .2572 






Seq. No. 


44410 


Seq. ID 


OJ000210_10.0307.C2 


Gene No. 


93562 


Strand 


+ 


Start 


627 


End 


2283 


Name 


OJ000210 10.0307.C2.ol.gs 


Method 


GENSCAN 


Start 


627 


End 


2283- 


GI 


none 


Score 


.68 


Exons 


627. .787, 938. .1037, 184 8 .. 1903, -2061 . 


.2283 


Seq. No. 


44410 


Seq. ID 


OJ000210_10.0307.C2 


Gene No . 


93563 


Strand 




Start 


3724 


End 


3942 


Name 


OJ000210 10.0307.C2.o2.gs 


Method * 


GENSCAN 


Start 


3724 


End 


3942 


GI 


none 


Score 


. 64 


Exons 


3724. .3942 







45489 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44411 Seq. ID 

93564 Strand 

4041 End 

OJ000210_10 . 0307 . C3 . ol . np Method 

2802 ' End 

7485814 -Score ' 
2802. .2829, 



OJ000210_10.0307.C3 
+ 

8052 
AAT/NAP 
8052 
239 



4751. .4838, 5420. .5487, 5911. .6153, 8028. .8052 
hypothetical protein F19I3.6 - Arabidopsis thaliana 
gi|3033379|gb|AAC12823.1| (AC004238) putative WRKY-type 
DNA-binding protein [Arabidopsis thaliana] 



44411 
93564 
4041 

OJ000210_10.0307.C3.o2.gs 

4041 

none 



Seq. ID OJ000210_10.0307.C3 

Strand + 

End 8052 

Method GEN SCAN 

End 6367 

Score .71 



4041. .4091, 4703. .5174, 5256. .5487, 5911. .6367 



Seq. No. 44411 Seq. ID 

Gene No. 93565 Strand 

Start 118 End 

Name OJ000210_10 . 0307 . C3 . ol . gs Method 

Start 118 End 

GI none " Score 

Exons 118.. 334, 1301.. 1355, 2116.. 2151 



OJ000210_10.0307.C3 

2151 . 
GENSCAN 
2151 ■ 
.7 



Seq. No. 44411 

Gene No. 93566 

Start 9392 

Name OJ000210_10 . 0307 . C3 . o2 . tc 

Start 5419 

GI none 
Exons 



Seq. ID OJ000210_10.0307.C3 
Strand 
End 

Method 
End 
Score 



10195 

TBLASTX: Cress 

6088 

124 



5419. .5484, 5420. .5488, 5893. .6063, 5909. .6088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44411 
93566 
9392 

OJ000210 

5420 

none 



10.0307.C3.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_10.0307.C3 
10195 

TBLASTX: Soybean 

6070 

128 



5420. .5488, 5422. .5484, 5893. .6066, 5909. .6070 



44411 Seq. ID 

93566 Strand 
9392 ' End 
OJ000210JL0 . 0307 . C3 . ol . gp Method 
9143 End 
1068_1.R1084 ' Score 

9143. .9499, 9619. .9723, 9820. .9905 

' 5596472/emb | CAB51410 . 1 | 1.0e-113 (AL096882) putative protein 
[Arabidopsis thaliana] 1 



OJ000210_10.0307.C3 

10195 
AAT/GAP 
9905 
987 



Seq. No. 
Gene No. 
Start 



44411 
93566 
9392 



Seq. ID 

Strand 

End 



OJ000210 10. 0307. C3 



10195 



45490 



Name 

Start 

GI 

Exbns 



OJ000210_10 . 0307 . C3 . ol . tm Method TBLASTX : Maize 

9244 End " 9905 

none Score 42 

L "9?ff.. .9297, 9248. . 9^>--938-L. .9500, 9386.. 9499, 9616.. 9729, 
9617.. 9697, 9627.. 9725, 9819.. 9905, 9820.. 9888 



Seq. No. 44411 

Gene No. 93566 

Start 9392 

Name OJ000210_10 . 0307 . C3 . ol . ts 

Start 9392 

GI none 
Exons 



Seq. ID OJ000210_10.0307\C3 
Strand 

End 10195 

Method TBLASTX : Soybean 

End 9858 

Score 151 



9392. .9499, 9396. .9497, 9616. .9729, 9619. .9708, 9820. .9858, ' 
9820. .9858 



Seq. No. 44411 

Gene No. 93566 

Start 9392- 

Name OJ000210_10 . 0307 . C3 . o4 . gs 

Start 9392 

GI none 
Exons 



Seq. ID OJ000210_10.0307.C3 
Strand 

End 10195 

Method GENSCAN 

End 9929 

Score . 9 



9392.. 9499, 9619.. 9723, 9820.. 9929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44411 
93566 
9392 

OJ000210_10.0307.C3.o2.np 

9395 

6581058 



Seq. ID OJ000210_10. 0,307. C3 
Strand 

End 10195 

Method AAT/NAP 

End 10195 

Score 431 



9395..9499, 9619.. 9723, 9820.. 10195 
(AF192467) Sgtl [Oryza sativa] 



Seq. No. 44411 
Gene No. . 93566 

Start 9392 

Name OJ000210_10 . 0307 . C3 . ol . tc 

Start 9398 

GI none 
Exons 



Seq. ID OJ000210_10.0307.C3 
Strand 

End 10195 

Method TBLASTX: Cress 

End 98 91 

Score 73 



9398. .9499, 9398. .9499, 9399. .9500, 9616. .9729, 9618. .9734, 
9820. . 9891, 9820. .9891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44412 
93567 
1 

OJ000210_10.0307.C5.ol.gp 
1 

1068 1.R1084 



Seq. ID OJ000210_10.0307.C5 
Strand 

End 3140 
Method AAT/GAP 
End 3140 

_ Score 1074 

1..33, 203.;377, 600. .724, 812.-. 881, 2885. .3140 
, 5596472/emb|CAB51410.1| 1.0e-113 (AL096882) putative protein 
[Arabidopsis thaliana] * 



Seq. No. 44412 

Gene No. 93567 

Start 1 

Name OJ000210_10 . 0307 . C5 . ol . np 

Start • 1 

GI 6581058 



Seq. ID OJ000210_10.0307.C5 
Strand 

End 3140 

Method AAT/NAP 

End 3056 

Score 727 



45491 



Exons 



1..24, 202. .377, 600. .724, 812. .881, 2885. .3056 





GI Descrip. 


(AF192467) Sgtl [Oryza sativa 


] 






-Seq. No. 


44412 


Seq. ID 


OJ000210_10.0307.C5 




Gene No. 


93568 


Strand 






Start 


7243 


End 


7407 




Name 


OJ000210 10.0307.C5.ol. tm 


Method 


TBLASTX: Maize 




Start 


244 


End 


3146 




GI 


none 


Score 


105 




Exons 


244. .321, 256. .324, 257. .379, 


589. .723, 


600 . . 695, 602 . . 724 , 






793. .882, 2886. .3086, 3087. .3146 






Seq. No. 


44412 


Seq. ID 


OJ000210_10.0307.C5 




Gene No. 


93568 


Strand 






Start 


7243 


End 


7407 




Name 


OJ000210 10.0307.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


601 


End 


3038 




GI 


none 


Score 


121 




Exons 


601. .720, 602. .721, 793. .888, 


2886.. 3038 




Seq. No. 


44412 


Seq. ID 


OJ000210_10.0307.C5 




Gene No. 


93568 


Strand 






Start 


7243 


End 


7407 




Name 


OJ000210 10.0307.C5.o2.ts 


Method 


TBLASTX: Soybean 


S3. 


Start 


7238 


End 


7407 


- ~ 


GI 


none 


Score 


75 




Exons 


7238. .7327, 7246. .7407 






T ^ 


Seq. No. 


44412 


Seq. ID 


OJ000210_10.0307.C5 


: > § 


Gene No. 


93568 


Strand 






Start 


7243 


End 


7407 


* ~ 


Name 


OJ000210 10.0307.C5.o2.tm 


Method 


TBLASTX: Maize 


r y 


Start 


7241 


End 


7407 




GI 


none 


Score 


83 




Exons 


7241. .7330, 7246. .7407, 7339. 


.7404 






Seq. No. 


44412 


Seq. ID 


OJ000210_10.0307.C5 


S3. 


Gene No. 


93568 


Strand 




Ti !£? 


Start 


7243 


End 


7407 




Name 


OJ000210 10.0307.C5.o2.np 


Method 


AAT/NAP 


— ES, 

E 2 


Start 


7243 


End 


7407 




GI 


1170745 


Score 


208 




Exons 


7243. .7407 








GI Descrip. 


LATE EMBRYOGENESIS ABUNDANT PROTEIN LEA14-A gi | 167326 (M88321) 






Group 4 late embryogenesis-abundant protein [Gossypium hirsutum] 






gi 1167328 (M88322) Group 4 late embryogenesis-abundant protein 






[Gossypium hirsutum] 








Seq. No. 


. 44413 


Seq. ID 


OJ000210_10.0307.C6 




Gene No. 


93569 


Strand 


+ 




Start 


2358 


End 


4506 




Name 


OJ000210 10.0307.C6.o2.gs 


Method 


GENSCAN 




Start 


2358 


End 


4506 




GI 


none ~ ; 


Score 


.71 




Exons 


2358. .2509, 2549. .2725, 290'4. 


.3018, 3113. .3396, 3449.. 3554, 






4447. .4506 







45492 






Seq. No. 


A A A 1 "5 

4 4 4 13 


Seq. ID 


OJ000210 10.0307 


. C6 




Gene No. 


93570 


Strand 


+ 






Start 


9659 


End 


11884 






Name 


OJ000210 10.0307.C6.o3.np 


Method 


AAT/NAP 






Start 


9659 


End 


11884 






GI 


4895183 


Score 


423 






Exons 


9659. . 9685, 10574 . . 10762, 


11694 . . 11884 








GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


44413 


Seq. ID 


OJ000210_10..0307 


.C6 




Gene No. 


93570 


Strand 


+ 






Start 


9659 


End 


11884 






Name 


OJ000210 -10.0307.C6.o4 . gs 


Method 


GENSCAN 






Start 


10634 


End 


11883 






GI 


none 


Score 


.88 






Exons 


10634 . . 1084 8, 11095. .11127 


, 11675.. 11883 






Seq. No. 


44413 


Seq. ID 


OJ000210JL0.0307 


. Co 




Gene No . 


93571 


Strand 








Start 


1 


End 


344 






Name 


OJ000210 10.0307.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


301 






GI 


3702351 


Score 


173 






Exons 


1. .301 










GI Descrip. 


(AC005397) putative desiccation related protein [Arabidops 


w 




thaliana] 








f\ I 


Seq. No. 


44413 


Seq. ID 


OJ000210^10.0307 


.C6 


r "i 


Gene No. 


93571 


Strand 






iy 


Start 


1 


End 


344 






Name 


OJ000210 10-0307. C6.ol.gs 


Method 


GENSCAN 






Start 


55 


. End 


344 




f i 1 


GI 


none 


Score 


.72 






Exons 


55. .344 










Seq. No. 


44413 


Seq. ID 


OJ000210_10.0307 


.C6 


s - 


Gene No. 


93572 


Strand 








Start 


656 


End 


10112 




5=. 


Name 


OJ000210 10.0307.C6.o2.tm 


Method 


TBLASTX: Maize 




~~ 


Start 


48 


End 


251 






GI 


none 


Score 


192 






Exons 


48. .251, 55. .240, 183. .251 










Seq. No. 


44413 


Seq. ID 


OJ000210_10.0307 


.C6 




Gene No. 


93572 


Strand 








Start 


656 


End 


10112 






Name 


OJ000210 10.0307.C6.o2.np 


Method 


AAT/NAP 






Start 


656 ■ 


•' End ' 


10112 . 






-,GI 


5917666 


Score 


243 






Exons 


656. .736, 3481. .4024, 4392 


..4461, 5799 


. .6166, 8990. .9065, 






9521. .9741, 9862. .10112 










GI Descrip. 


(AF159297) extensin-like protein [Zea mays] 






Seq. No. 


44413 


Seq. ID 


OJ000210_10.0307 


.C6 




Gene No. 


93573 


Strand 








Start 


10460 


End 


11886 






Name 


OJ000210 10.0307.C6.ol.tm 


Method 


TBLASTX: Maize 





45493 






1U 4 bU 


End 


11886 




bl 


none 


Score 


47 




Exons 


1U4 bU . . 1U4 yZ, 1U4 b^ . . IUdUU , 


104 8.8. .10778, 104 89. .10785, 






iubiy . . iu /ou, iu / oi . . iuo4 y , 


10784. .10852, 10785 .. 10871 , 






i i CCC IIQQyl i i CI"? i i qqc 

11 bbb . . 1 lo o 4 , lib 15 . . llooo, 


11673. .11885, 11674. .11886 




Seq. No. 


44413 


Seq. ID 


OJ000210_10.0307 


.C6 


Gene No. 


93573 


Strand 






Qt- 3 vf 

ocart. 


1 U fl DU 


End 


11886 




Name 


UJUUU^IU 1 U . UJU / . to . Ol . t s 


Method 


TBLASTX: Soybean 




o tar t 


i u buo 


End 


11809 




bl 


none 


Score 


342 




Exons 


1UDUJ. . lUoOl, lUbZZ . . !Uo4 y , 


11672. .11809, 11673.. 11807 




oeq . ino . 


44414 


Seq. ID 


OJ000210_10.0307 


. C1U 


bene ino . 


93574 


Strand 


+ 




o tare 


2803 


End 


6121 




Name 


OJ000210 10.0307.C10.ol.np 


Method 


AAT/NAP 






2803 


End 


4624 




GI 


729774 


Score 


302 




Exons 


2803. .2887, 3819. .4003, 4083. .4244, 4293. .4624 




bi uescrip. 


HEAT SHOCK FACTOR PROTEIN HSF30 (HEAT 


SHOCK TRANSCRIPTION FACTOR 




30) (HSTF 30) (HEAT STRESS 


TRANSCRIPTION FACTOR) 






gi| 100265|pir| IS25480 heat 


shock transcription factor HSF30 




Peruvian tomato gi J 194 90 | emb | CAA47870 . 


1| (X67601) heat 


stress 




transcription factor HSF30 


[Lycopersicon peruvianum] 




Seq. No. 


44414 


Seq. ID 


OJ000210_10.0307 


.C10 


Gene No. 


93574 


Strand 


+ , 




Of arf 


2803 


End 


6121 




Name 


OJ000210 10.0307.C10.ol.gs 


Method 


GENSCAN 




oti arc 


3749 


End 


6121 




C T 
bl 


none 


Score 


.84 




Exons 


3749. .4030, 4083. .4553, 4596. .4788, 5911. .5934, 6030. .6121 


oeq. no. 


44414 


Seq. ID 


OJ000210 10.0307 


.C10 . 


Gene No. 


93575 


Strand 


+ 




Start 


28332 


End 


33817 




Name 


OJ000210 10.0307.C10.o7.gs 


Method 


' GENSCAN 




orar z 


28332 


End 


31896 




bl 


none 


Score 


.73 




Exons 


28332. .28337, 29354 .. 29453, 


30479. .30652, 30929 .. 31098 , 






31196. .31720, 31804. .31896 








beq. no. 


44414 


Seq. ID 


OJ000210_10.0307 


.C10 


Gene No. 


93575 


Strand 


+ 




Start 


28332 


End 


33817 




Name 


OJ000210 10.0307.C10.o3.np 


Method 


AAT/NAP 




otart 


31043 


End 


33817 




C T 


7385051 


Score 


652 




Exon s 

i-J *W*f l X o 


31043. .31098, 31204 31724 , 


33799. .33817 




GI Descrip. 


(AF216385) beta-adaptin-like protein A 


[Arabidopsis thaliana] 


Seq. No. 


44414 


Seq. ID 


OJ000210_10.0307 


-CIO 


Gene No. 


93576 


Strand 






Start 


6776 


End 


7039 




Name . 


OJ000210 10.0307.C10.o2.gs 


Method 


GENSCAN 





45494 






Start 


6776 






End 


7039 




GI 


none 






Score 


. 71 




Exons 


6776. . 7039 












Seq. No. 


44414 






Seq. ID 


OJ000210_10. 0307. C10 




Gene No. 


93577 






Strand 






Start 


15895 






End 


18836 




Name 


OJ000210 10.0307 


.C10.o4. 


.gs 


Method 


GEN SCAN 




Start 


15895 






End 


18836 




GI 


none 






Score 


. 87 




Exons 


15895. .16076, 16127. .16273, 


16511 . .165 


99, 17740 . .18836 




Seq. No. 


44414 






Seq. ID 


OJ000210 10. 0307. C10 




Gene No. 


93578 






Strand 


- 




Start 


20332 






• End 


20776 




Name 


OJ000210 10.0307 


.C10.O5. 


.gs 


Method 


GENSCAN 




Start 


20332 






End 


20776 




GI 


none 






Score 


. 72 




Exons 


20332. .20710, 20718.. 20776 








Seq. No. 


44414 






Seq. ID 


OJ000210_10. 0307. C10 




Gene No. 


93579 






Strand 






Start 


21952 






End 


27197 


J: 


Name 


OJ000210 10.0307 


.C10.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


3796 






End 


4181 




GI 


none 






Score ' 


191 


! 2 


Exons 


3796.. 4002, 3797 


. .4003, 


4082 


. .4153, 4083. .4181 




. Seq. No. 


44414 






Seq. ID 


OJ000210_10. 0307. C10 




Gene No. 


93579 






Strand 






Start 


21952 






End 


27197 




Name 


OJ000210 10.0307 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Li 


Start 


3817 






End 


4502 




GI 


none 






Score 


233 


& 


Exons 


3817.. 4026, 3821 


. .4003, 


4074 


..4169, 4082. .4171, 4083. .4178, 






-4323. .4502 












Seq. No. 


'44414 






Seq. ID 


OJ000210_10. 0307. C10 




Gene No. 


93579 






Strand 






Start 


21952 






End 


27197 


- 


Name 


OJ000210 10.0307, 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3823 






End 


4502 




GI 


none 






Score 


217 




Exons 


3823. .4026, 3824, 


. .4003, 


4082 


..4156, 40: 


83. .4178, 4296. .4502 




Seq. No. 


44414 






Seq. ID 


OJ000210JL0. 0307 .C10 




Gene No. 


93579 






Strand 






Start 


21952 






End 


27197 




Name 


OJ000210 10.0307. 


.C10.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3823 






End 


22471 




GI 


none 






Score 


201 




Exons 


. 3823. .4002, 3824. 


. .4003, 


4074 


..4157, 401 


82. .4165, 4083. .4157, 






22168. .22200, 22260 .. 22334 , 


22445. .22471 




Seq. No. 


44414 






Seq. ID 


OJ000210_10. 0307. C10 




Gene No. 


93579 






Strand 






Start 


21952 






End 


27197 



45495 




Name 


OJ000210_10. 0307 .CIO. 


o6.gs 


Method 


GEN SCAN 




Start 


21952 




End 


27197 




GI 


none 




Score 


.54 




Exons 


21952. .22126, -22205.. . 


22595, 


24839. .24973, 25074 .. 25200 , 






25276. .25337, 26283. . 


26521, 


26729. .26832, 27174. .27197 




Seq. No. 


44414 




Seq. ID 


OJ000210_10.0307 


.C10 


Gene No. 


93580 




Strand 






Start 


31015 




End 


31501 




Name 


OJ000210_10. 0307 .C10 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


31015 




End 


31437 




GI 


none 




Score 


89 




Exons 


31015. .31098, 31020. . 


31097, 


31205. .31435, 31207. .31437 




Seq. No. 


44414 




Seq. ID 


OJ000210_10.0307 


. C10 


Gene No. 


93580 




Strand 






Start 


31015 




End 


31501 




Name 


OJ000210_10. 0307 .C10 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


31038 




End 


31501 




GI 


none 




Score 


58 




Exons 


31038. .31100, 31039. . 


31098, 


31203. .31250, 31204 .. 31500 , 






31205 . .31501 










Seq. No. 


44414 ' 




Seq. I'D 


OJ000210_10.0307 


.C10 


Gene No. 


93580 




Strand 






Start 


31015 




End 


31501 




Name. 


OJ000210 10. 0307. C10. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


31078 




"End 


31399 




GI 


none 




Score 


260 




Exons 


31078 . .31098, '31204 . . 


31398, 


31205. .31399 




Seq. No. 


44414 




Seq. ID 


OJ000210_10.0307 


.C10 


Gene No. 


93580 




Strand 






Start 


31015 




End 


31501 




Name 


OJ000210_10 . 0307 . C10 . 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


31204 




End 


31501 




GI 


none 




Score 


43 




Exons 


31204 . .31236, 31205. . 


31237, 


31222. .31461, 31238 .'. 314 62 , 






31460. .31501 










Seq. No. 


44415 




Seq. ID 


OJ000210_10.0307 


.Cll 


Gene No. 


93581 




Strand 


+ 




Start 


1 




End 


1778 




Name 


OJ000210 10.0307.C11. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1778 




GI 


7385051 




Score 


360 




Exons 


1..53, 819. .966, 1437 


. .1678, 


1727. .1778 




GI Descrip. 


(AF216385) beta-adaptin-like 


protein A 


[Arabidopsis thalian< 


Seq. No. 


44415 




Seq. ID 


OJ000210_10.0307 


.Cll 


Gene No. 


93581 




Strand 


+ 




Start 


1 




End 


1778 




Name 


OJ000210 10.0307.C11. 


o2. ts 


Method 


TBLASTX: Soybean 




Start. 


. 815 




End 


967 




GI 


none 




Score 


177 





Exons 815. .967, 833. .964 



45496 



Seq. No. 44415 

Gene No. 93581 

Start 1 

Name .OJ000210_10 . 0307 . Cll . ol . gs 

Start 842 

GI none 

Exons 842.. 966, 1437.. 1635 



Seq. ID OJ000210_10. 0307. Cll 

Strand + 

End 1778 

Method GENSCAN 

End 1635 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44415 
93581 
1 

OJ000210_10. 0307. Cll. ol.tm 
842 
none 

842. .895, 842. .898, 1437. .1475, 1438. .1476, 1470. .1604, 
1471. .1602 



Seq. ID OJ000210_10. 0307. Cll 

Strand • + 

End 1778 

Method TBLASTX : Mai ze 

End 1604 

Score 68 



Seq. No. 44415 

Gene No. 93581 

Start 1 

Name OJ000210_10 . 0307 . Cll . ol . ts 

Start 1467 

GI none 

Exons 1467.. 1646, 1468.. 1638, 1478. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44416 
93582 
150 

OJ000210_10.0307.C12.ol.gs 

150 

none 

150. .583, 1947. .2018 



Seq. ID OJ000210_10. 0307. Cll 

Strand + 

End 1778 

Method TBLASTX : Soybean 

End 1651 

Score 251 
.1651 

Seq. ID OJ000210_10.0307.C12 
Strand 

End 2018 

Method GENSCAN 

End 2018 

Score .89 



44417 
93583 
1 

OJ000210_16.0330.Cl.ol.np 

1 " 

6539553 
1.. .830 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA8 8206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000210_16.0330.C1 

Strand + 

End 830 

Method AAT/NAP ' 

End 830 

Score 1447 



44417 
93583 
1 

OJ000210_1 6 . 0330 . CI . o2 . tw 
1 

none 

1..117, 1..117 



Seq. ID OJ000210_16.0330.C1 

Strand + 

End 830 

Method TBLASTX : Wheat 

End 117 

Score 168 



Seq. No. 44417 

Gene No. 93583 

Start 1 

Name OJ000210 16. 0330 .CI . ol . tm 



Seq. ID OJ000210_16.0330.C1 

Strand + 

End 830 

Method TBLASTX : Maize 



45497 



Start 


19 




End 


4 68 




GI 


none 




Score 


215 




Exons 


19. .282, 


63. .248, 103. .258, 


301 . . 468 






Seq. No. 


44417 




Seq. ID 


OJ000210_16.0330 


.CI 


Gene No. 


93583 




Strand 


+ 




Start 


1 




End 


-830 




Name 


OJ000210_ 


_16.0330.Cl.ol. ts 


Method 


TBLASTX: Soybean 




Start 


70 




End 


468 




GI 


none 




Score 


197 




Exons 


70 . . 294 , 


78. .248, 79. .249, 295. .468, 303. .341 




Seq. No. 


44417 




Seq. ID 


OJ000210_16.0330 


.CI 


Gene No. 


93583 




Strand 


+ 




Start 


1 




End 


830 




Name 


OJ000210 


_16.0330.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


103 




End 


4 92 




GI 


none 




Score 


112 




Exons 


103 . .285, 


298. .492 








Seq. No. 


44417 




Seq. ID 


OJ000210 16.0330 


.CI 


Gene No. 


93583 




Strand 


+ 




Start 


1 




End 


830 




Name 


O.J000210_ 


_16.0330.Cl.ol.tw 


Method 


TBLASTX : Wheat 




Start 


118 




End 


830 




GI 


none 




Score 


634 




Exons 


118 . . 582, 


126. .605, 625. .828 


, 634. .828 


, 714. .830 




Seq. No. 


44417 




Seq. ID 


OJ000210 16.0330 


.CI 


Gene No. 


93583 




Strand 


+ 




Start 


1 




End 


830 




Name 


OJ000210 


16.0330.Cl.ol.gs 


Method 


GENSCAN 




Start 


279 




End 


810 




GI 


none 




Score 


.54 




Exons 


279. . 810 










Seq. No. 


. 4 4418 




Seq. ID 


OJ0002T0_16.0330 


.C3 


Gene No. 


93584 




Strand. 


+ 




Start 


170 




End 


2451 




Name 


OJ000210_ 


16.0330.C3.ol.gs 


Method 


GENSCAN 




Start 


■ 170 




End 


2451 




GI 


none 




Score 


.63 




Exons 


170 . . 270, 


1003. .1097, 2210.. 


2302, 2381 


. .2451 




Seq. No. 


44418 




Seq. ID 


OJ000210_16.0330. 


■ C3 


Gene No. 


93585 




Strand 






Start 


3257 




End 


5433 




Name 


OJ000210 


16.0330.C3.o2.gs 


Method 


GENSCAN 




Start 


3257 




End 


5433 




GI 


none 




Score 


.66 




Exons 


3257.. 3286, 4138.. 4260, 4533 


..4758, 5333. .5433 • 




Seq. No. 


44419 




Seq. ID 


OJ000210_16.0330. 


■ C4 


Gene No. 


93586 




Strand 


+ 




Start 


7 




End 


2213 




Name 


OJ000210 


16.0330.C4.ol.gs 


Method 


GENSCAN 




Start 


7 




End 


2213 





45498 





none 








Exons 


7.. 115.,. 1693.. 2213 






Seq. No. 


44419 








Gene No. 


93586 








Of -i y-f 


7 








Name 


OJ000210 16 


.0330.C4 


. ol 


.gp 


Start 


1591 










none 








Exons 


1591. . 1923 








beq. no. 


A A A 1 Q 

^ 4 ft i y 








belle 1NO ■ 


93586 








Start 


7 








Name 


OJ000210 16 


.0330. C4 


.ol 


. np 




1834 










3831443 








Exons 


1834. .2210 








GI Descrip. 


(AC005819) 


putative 


auxin 




tnaliana J 








Seq. No. 


44419 








Gene No. 


93587 








btart 


1957 








Name 


OJ000210 16 


.0330. C4 


.ol 


. tm 


Start 


1583 








GI 


none 








Exons 


loo J . . 1 / 14 , 


1603. .1713 


, li 


Seq. No. 


44419 








Gene No. 


93587 








otarc 


1957 








Name 


OJ000210 16 


.0330. C4 


.ol 


. tc 


Start 


1883 










none 








Exons 


loo J . . lyo4 , 


1899. .2096 




Seq. No. 


44419 








Gene No. 


93587 








otart 


1957 








VI -1 TVS 

Name 


OJ000210 16 


.0330. C4 


.o2 


.gp 


Start 


1957 








none 








Exons 


1 yo7 . .2591 








Seq. No. 


44420 








Gene No. 


93588 








otart 


14 92 








Name 


OJ000210 16 


0330. C6 


ol 


gs 


Start 


1492 






GI 


none 








Exons 


1492. .1773 








Seq. No. 


44420 








Gene No. 


93589 








Start 


2130 








Name 


OJ000210 16. 


0330. C6. 


ol. 


gp 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.85 



OJ000210_16.0330.C4 
+ 

2213 ' 
AAT/GAP 
1923 
605 



OJ000210_16.0330.C4 
+ 

2213 
AAT/NAP 
2210 
192 



OJ000210_16.0330.C4 
2591 

TBLASTX: Maize 

2045 

167 



.2045, 1892. .2044 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method.. 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000210_16.0330.C4 
2591 

TBLASTX: Cress 

2096 

208 



OJ000210 16. 0330. C4 



2591 
AAT/GAP 
2591 
1243 



OJ000210_16.0330..C6 
+ 

1773 
GENSCAN 
1773 
.48 



OJ000210_16.0330.C6 

+ 

2315 
AAT/GAP 



45499 







Hina 




P T 


none 


Score 


O DO 










oeq. no. 


/ /l A 9 

4 4 4 


oeq. ID 


UJUUUZIU 1 


Gene. No. 


93590 


Strand 


+ ' 


Start 


9705 


End 


10832 


Name 


OJ000210 16.0330.C6.o2.np 


Method 


AAT/NAP 


ouar l 


9665 


End 


10781 


P T 


6692684 


Score 


648 


Exons 


9665. .10781 








(AC007592) F12K11.21 [Arabidopsis thaliana] 


Seq. No. 


44420 


Seq. ID 


OJ000210_1 


Gene No. 


93590 


Strand 


+ 


C 4- a v+- 
DLait 


9705 


End 


10832 


Name 


OJ000210 16.0330.C6.o3.gs 


Method 


GENSCAN 


Of 3 >-+- 


9705 


End 


10832 


P T 


none 


Score 


1 


Td 1 V /"> T^S o 

Lxons 


9705. . 10832 






oeq . no . 


44420 


Seq. ID 


OJ000210_1 


Gene No. 


93591 


Strand 


+ 


Start 


20549 


End 


20632 


Name 


OJ000210 16.0330.C6.o5.np 


Method 


AAT/NAP 


otar l 


20549 


End 


20632 


P T 


5852084 


Score 


74 


Exons 


20549. .20632 






LjI uescrip . 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


44420 


Seq. ID 


OJ000210_1 


Gene No. 


93592 


Strand 


+ 




33311 


End 


33809 


Name 


OJ000210 16.0330.C6.o6.gp 


Method 


AAT/GAP 


otart 


33311 


End 


33809 


P T 


none 


Score 


941 


Exons 


33311.. 33809 






oeq . no . 


44420 


Seq. ID 


OJ000210_1 


P one M 


93593 


Strand 




Start 


2605 


End 


6683 


Name 


OJ000210 16.0330.C6.o2.gp 


Method 


AAT/GAP 


Start 


2406 


End 


3714 


GI 


30884 1.R1084 


Score 


1375 


Exons 


2406. .2830, 3427. .3714 






GI Descrip. 


'4539404/emb|CAB40037.1| 7. 


0e-69 (AL04 


9524) putat. 




[Arabidopsis thaliana] 1 







16. 0330. C6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44420 
93593 
2605 

OJ000210_16.0330.C6.ol.np 
2581 
7486615 



6683 
AAT/NAP 
5399 
2219 

2581. .2830, 3427. .3891, 3982. .4279, 4397. .4607, 4695. .5399 
hypothetical protein F7L13.20 - Arabidopsis thaliana 
gi | 4539404 | emb | CAB4 0037 . 1 | (AL049524) putative protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 16. 0330. C6 



45500 



[Arabidopsis thaliana] gi | 726774 1 | emb | CAB78167 . 1 | (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


44420 


Seq. ID 


OJ000210_ 


16 . 0330 . C6 


Gene No. 


93593 


Strand 






Start 


2605 


End 


6683 




Name 


OJ000210 16.0330.C6.o2.gs 


Method 


GENSCAN 




Start 


2605 ' 


End 


5399 




GI 


none 


Score 


.94 




Exons 


2605. .2830, 3427. .3891, 3982. .4279, 4397. .4607, 


4695. .5399 


Seq. No. 


44420 


Seq. ID 


OJ000210_ 


16. 0330. C6 


Gene No. 


93593 


Strand 






Start 


2605 


End 


6683 




Name 


OJ000210 16.0330.C6.o3.gp 


Method 


AAT/GAP 




Start 


4826 


End 


6683 




GI 


36765 1.R1084 


Score 


1739 




Exons 


4826. .5404, 6367. .6683 








GI Descrip. 


1 4 5394 04 /emb ICAB4 0037. 1 | 7. 


Oe-51 (AL049524) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


44420 


Seq. ID 


OJ000210_ 


16. 0330. C6 


Gene No . 


93594 


Strand 






Start 


12025 


End 


14440 




Name 


OJ000210 16.0330.C6.o4.gs 


Method 


GENSCAN 




Start 


12025 


End 


14440 




GI 


none 


Score 


.65 




Exons 


12025. .12111, 12329. .13064, 


13100. .1322 


8, 13625. 


.13698, 




14166. .14258, 14315. .14 440 








Seq. No. 


44420 


Seq. ID 


OJ000210_ 


16. 0330. C6 


Gene No . 


93595 


Strand 






Start 


14685 


End 


21364 




Name 


OJ000210 16.0330.C6.o5.gs 


Method 


GENSCAN 




Start 


14685 


End 


19477 




GI 


none 


Score 


.59 




Exons 


14 685. .14810, 14 984. .15836, 


16296. .16561, 17267. 


.17335, 




18080. . 18693, 18 962. . 19355, 


19469. .19477 





Seq. No. 44420 Seq. ID 

Gene No. 93595 Strand 

Start 14685 End 

Name OJ0002 10_1 6 . 0330 . C6 . o4 . gp Method 

Start 17666 End 

GI 18869_1.R1084 Score 

Exons 17666. .17984, 18080. .18262 

GI Descrip. ' 11324 0/sp | P17298 | ACT2_ORYSA 

>gi_71636_pir ATRZ2 actin 2 



OJ000210_16.0330.C6 

21364 
AAT/GAP 
18262 
820 



3.0e-29 ACTIN 2 
- rice >gi_20329_ 



emb CAA33873 



(X15864) actin [Oryza sativa] 1 



Seq. No. 44420 Seq. ID 

Gene No. 93595 Strand 

Start 14685 End 

Name 0 JO 0021 0_1 6.0330.C6.o4,np Met hod 

Start 17922 End 

GI 1703108 Score 
Exons 



OJ000210_16.0330.C( 

21364 
AAT/NAP 
19528 
1826 



17922. .17984, 18080 .. 18693, 18962 .. 1 9355, 19469. .19528 



45501 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ACT IN 2/7 gi | 2129525 Ipir | IS71210 actin 2 - Arabidopsis thaliana 
gi 12129528 Ipir | | S68107 actin 7 - Arabidopsis thaliana gi|1049307 
(U37281) actin-2 [Arabidopsis thaliana] gi 11943863 (U27811) 
actin7 [Arabidopsis' thaliana] 



44420 . Seq. ID 

93595 Strand 

14685 End 

OJ000210_16.0330.C6.o5.gp Method 

18520 End 

30313 1.R1084 Score 



OJ000210_16.0330.C6 

21364 
AAT/GAP 
21364 
1474 



48520. .18693, 18 962 19355, 194 69 .. 1 9542, 21238. .21364 
, 6103623/gb|AAF03692.1|AF172094_l 1.0e-118 (AF172094) actin 
[Picea rubens] 1 



Seq. No. 44420 Seq. ID 

Gene No. 93596 Strand 

Start 25779 End 

Name OJ000210_16 . 0330 . C6 . o4 . tc Method 

Start 2584 End 

GI none Score 

Exons 2584.. 2829, 2633.. 2815 



OJ000210_16.0330.C6 
27904 

TBLASTX: Cress • ' 

2829 

135 



Seq.' No. 44420 
Gene No. 93596* 
Start 25779 

Name OJ000210_16 . 0330 . C6 . o2 . tm 

Start 2611 
GI none 

Exons 2611.. 2844, 2633.. 2833, 3412, 

3754. .3891, 3978. .4139, 3978, 
4407. .4469 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 16. 0330. C6 



27904 

TBLASTX: Maize 
4469 
154 

3669, 3420. .3668, 3681.. 3890, 
4286, 4192. .4281, 4402. .4467, 



Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name '■ OJ000210_16 . 0330 . C6 . o4 . ts 

Start 2728 

GI none 

Exons 2728.. 2832, 2732.. 2845, 3420. 

Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name OJ000210_16 . 0330 . C6 . o5 . tw 
Start . 2764 

GI none 

Exons 2764.. 2832, 2765.. 2833, 3426. 

3693. .3824, 3702. .3806 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904' 

Method TBLASTX : Soybean 

End 3669 

Score 83 

.3668, 3424..3669, 3426. .3668 

Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 

Method TBLASTX : Wheat 

End 3824 

Score 66 

,3701, 3429. .3542, 3466. .3669, 



Seq. No. 44420 
Gene No. ' 93596 

Start 25779 

Name OJ000210_16 . 0330 . C6 ..o3 . tc 

Start 3429 

GI none 

Exons 3429.. 3608, 3429.. 3620, 3436. 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 

Method TBLASTX : Cress 

End 3621 

Score 125 
.3621 



45502 




Seq. No. 44420 
Gene No. 93596 
Start '2577 9 

.Name O&000210_l 6 . 0330 . C6 . o2 . 

Start 3621 
GI none 

Exons 3621.. 3701, 3622.. 3669, 

4047. .4280, 4069. .4119, 
4411. .4629, 4498. .4629, 
4786. .5130, 5268. .5354 

Seq. No. 44420 
Gene No. 93596 
Start 25779 

Name OJ000210_16 . 0330 . C6 . o2 . 

Start 3678 
GI none 

Exons 3678.. 3764, 3774. .3821, 

4387. .4464, 4395. .4607, 
4692. .4739, 4693. .4734, 

Seq. No. - 44420 

Gene No. 93596 

Start 25779 

Name OJ000210JL6 . 0330 .C6. 06. 

Start 3825 

GI none 

Exons 3825.. 3890, 3826.. 3891, 
4198. .4281 

Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name OJ000210_16 . 0330 . C6 . o4 . 

Start 4 438 

GI • none 

Exons 4438. .4608, 4440. .4607, 
4786. .4854 

Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name OJ000210__16 . 0330 . C6 . o5 . 

Start 4472 

GI none 

Exons 4472.. 4588, 4474.. 4608, 
4693..4743, 4695. .4745 

Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name OJ000210_16. 0330 . C6 . o4 . 

Start 4746 

GI none 

Exons 4746.. 4997, 4746.. 5000, 




Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 
tc Method TBLASTX: Cress 

End 5354 

Score 59 
3669. .3890, 3754. .3891, 3978. .4016, 
4198. .4281, 4407. .4607, 4407. .4607, 
4692. .5129, 4693. .4731, 4695. .5006, 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 
ts Method TBLASTX : Soybean 

End 5090 

Score 63 
3978. .4277, 4201. .4278, 4204. .4278, 
4395. .4607, 4396. .4608, 4507. .4632, 
4743. .4997, 4786. .4998, 5022. .5090 

Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 

tw Method TBLASTX : Wheat 

End 4281 ' 

Score 61 
3831. .3893, 3978. .4022, 4047. .4280, 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 

tw Method TBLASTX : Wheat 

End 4874 

Score .159 
4498. .4608, 4692. .4874, 4695. .4847, 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 

tm Method TBLASTX : Maize 

End 4745 

Score 188 
4479. .4643, 4479. .4607, 4692. .4745, 



Seq. ID OJ000210_16.0330.C6 
Strand 

End ' 27904 

tm Method TBLASTX : Maize 

End 5001 

Score 18 6 
4783. .5001 



45503 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



44420 Seq. ID 

93596 Strand 

25779 End 

OJ0002 10_1 6 . 0330 . C6 . o3 . tm Method 

5001 End 

none Score 



OJ000210_16.0330.C6 
27904 

TBLASTX: Maize 

5418 

55 



5001.. 5036, 5002. 
5206. .5418 



,5040, 5031.. 5213, 5032.. 5190,. 5190.. 5408, 



Seq. No. 44420 

Gene No. 93596 

Start 25779 

Name OJ000210_16 . 0330 . C6 . o3 . ts 

Start 10125 

GI none 

Exons 10125. .10193, 10293 .. 10340, 
10457. .10705 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_16.0330.C6 
27904 

TBLASTX : Soybean 

10727 

48 



10335.. 10397, 1044 9 .. 10727 , 



Seq. No. 44420 

Gene No. 93596 Strand 

Start 25779 End 

Name OJ000210_16 . 0330 . C6 . 06 . tm Method 

Start 10595 End 

GI none Score 

Exons 10595. .10795, 10596 .. 10826, 10596.. 10826 



Seq. ID OJ000210_16.0330.C6 



27904 

TBLASTX: Maize 
10826 
250 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44420 
93596 
25779 

OJ000210_16.0330.C6.ol. tm 

17778 
none 
17778 
17899 
18081 
18984 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 16. 0330. C6 



,17792, 17815, 

17988, 17901, 

18698, 18958. 

19358, 19468. 



17847, 17897. 

17993, 18077. 

19356, 18960. 

19551, 19469. 



27904 

TBLASTX: Maize 
19551 
34 

17986, 17898. .17987, 
18418, 18077. .18694, 
19355, 18961. .19356, 
19546 



Seq. ID OJ000210_16.0330.C6 
Strand 

End 27904 
_ Method TBLASTX: Soybean 

End 19535 
Score 65 

17993, 17919. .17987, 17920 .. 18015, 18077 .. 184 12 , 
18694, 18081. .18707, 18081 .. 18 698 , 18 974 .. 19045, 
19073, 18976. .19059, 1897 9 .. 19077 , 19056 .. 19355, 
19356, 19065. .19358, 19093 19359, 19453 . ..19527 , 
,19531, 19469. .19528, 19473.. 19535 



44420 
93596 
25779 

OJ000210_16.0330.C6.ol.ts 
17904 
none 
17904. . 
18077. . 
18975. . 
19063. . 
19469 



Seq. No. 44420 Seq. ID 

Gene No. 93596 Strand 

Start 25779 End 

Name OJ000210_16 . 0330 . C6 . o2 . tw Method 

Start 17914 End 

GI none Score 

Exons 17914. .17988, 17919 .. 17987 , 17919 

18077. .18394, 18077 .. 18406, 18081 



OJ000210 16. 0330. C6 



27904 

TBLASTX: Wheat 
18406 
64 

17993, 17920. .18006, 
18404 



45504 






beq. no. 


A A A on 
4 4 4 ZU 




Seq. ID 


OJ000210_16.0330 


. LO 




Gene No . 


y jd y d 




Strand 








Start 


25779 




End 


27904 






Name 


OJ000210 16. 0330. C6. 


ol . tc 


Method 


TBLASTX: Cress 








17Q1 Q 




End 


19528 






bX 


none • 




Score 


58 






Exons 


1TQ1 Q 1 *7QQ1 1*7Q1Q 

x / y x y . .x/yo i , x / y x y . 


. x / y y j , 


17 920. .18015, 18077. .18412, 








1 omi ~\Q£.QA 1QHQ1 

loll / / . . Xo t>y 4 , XoUo X . 


. x o oy o , 


18589. .18699, 18 642 .. 18 698 , 








x o y oo . . x y jd y , x o y ou . 




18967. .19356, 194 68 .. 19527 , 








x y 4 o y . . x y oz o , xy4oy. 


. x y oz o 










Seq. No. 


44420 




Seq. ID 


OJ000210_16.0330 


.C6 




bene no. 






Strand 








btart 


zo / / y 




End 


27904 






Name 


UJUUUZXU IO.UjjU.LD. 


o3 . tw 


Method 


TBLASTX: Wheat 






btart 


i q a m 

1 0 4 U / 




End 


18698 






bX 


none 




Score 


348 






Exons 


1 0 4 U / . . 1 0 fc>y 4 , Xo4Uo. 


1 R £ Qfi 

. x o d y o , 


18645. .18695 






Seq. No. 


44420 




Seq. ID 


OJ000210JL6.0330 


.C6 




Gene No. 


yjj y d 




Strand 








Pi. « y-f 


zo / / y 




End 


27904 






Name 


UJUUUZXU 1d.UjJU.Ld. 


-1 i- T , 

ox . tw 


Method 


TBLASTX: Wheat 




% =? 


Start 


lo yob 




End 


19359 




JS 351 

Lis 


bl 


none 




Score 


478 




ry 


Exons 


l o yoo . . ly Jo y , loyou. 


. x yjjj 








S3 


Seq. No. 


44420 




Seq. ID 


OJ000210__16.0330 


.C6 




Gene No. 


93596 




Strand 








OH > -v- f- 


25779 




End 


27904 






Name 


OJ000210 16. 0330. C6. 


06 . np 


Method 


AAT/NAP 






btart 


25779 




End 


27904 




= 

f ^ 


bX 


7242910 




Score 


79 




L. S 


Exons 


25779. .25866, 25943. 


.26005, 


26073. .26195, 27868. .27904 




s r 


GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44421 




Seq. ID 


OJ000210_16.0330 


.CI 




Gene No. 


93597 




Strand 






f 




1 




End 


2713 






Name 


OJ000210 16. 0330. CI. 


ol . np 


Method 


AAT/NAP 






btart 


1 




End 


2713 






bX 


6562264 




Score 


454 






Exons 


1..334, 1120. .1307, 


1945. .2024, 2131.. 


2204, 2544. .2713 






GI Descrip. 


(AL132980) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


44421 




Seq. ID 


OJ000210_16.0330 


.CI 




Gene No . 


93597 




Strand 








btart: 


1 




End 


2713 






Name 


OJ000210 16. 0330. CI. 


ol . gs 


Method 


GENSCAN 






Start 


58 




End 


2633 






GI 


none 




Score 


.74 






Exons 


58. .334, 1120. .1307, 


1945. . 


2024, 2131. 


.2633 






Seq. No. 


44421 




Seq. ID 


OJ000210_16.0330 


.CI 




Gene No. 


93597 




Strand 








Start 


1 




End 


2713 





45505 



Name 

Start 

GI 

Exons 



OJ000210_16 . 0330 . C7 . ol . ts Method TBLASTX : Soybean 

221 End 2180 

none Score 96 

221. .331, 225. .329, 1138.. 1221, 1142. .1222, 1219. .1308, 

1219. .1308, 1223. .1318, 1235. .1318, 1931. .2026, 2130. .2180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44422 
93598 
138 

OJ000210_16.0330.C8.ol.gs 

138 

none 



Seq. ID OJ000210_16.0330.C8 
Strand 

End 3065 

Method GENSCAN 

End 3065 

Score . 63 



138. .411, 889. .1228, 1346. .1525, 1919. .2078, 2469. .2701, 
2766.. 2903, 2987.. 3065 



OJ000210 16. 0330. C8 



Seq. No. 44422 Seq. ID 

Gene No. 93598 Strand 

Start 138 End 

Name OJ000210_16 . 0330 . C8 . ol . np Method 

Start 154 End 

GI 6016874 Score 

Exons 154. .411, 889. .1228, 1346. .1525, 1919. 

2766.. 2903, 2987. .3065 
GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 {R3116 

region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



3065 
AAT/NAP 
3065 
2239 
.2078, 



2469. .2701, 
correspond to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44422 Seq. ID OJ000210_16 . 0330 . C8 

93598 Strand 

138 End . 3065 

OJ000210_16 . 0330 . C8 . ol . gp Method AAT/GAP 

1868 End 2376 

uC-osflcypll0c07bl Score 966 

1868.. 2376 

1 4680178/gb| AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon' and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



44422 Seq. ID 

93599 Strand 

3664 End 

OJ000210_16.0330.C8.o2.tm Method 

951 End 

none Score 

951. .1184, 1036. .1194 



OJ000210_16.0330.C8 
4758 

TBLASTX: Maize 

1194 

97 



Seq. No. 


44422 






Seq. ID 


OJ000210_16.0330 


.C8 


Gene No. 


93599 






Strand 






Start 


3664 






End 


4758 




Name 


OJ000210 16. 


.0330 


,C8 .o4 . tm 


Method 


TBLASTX: Maize 




Start 


1306 






End 


16'58 




GI 


none 






Score 


136 




Exons 


1306. .1647, 


1377 


. .1658 








Seq. No. 


44422 






Seq. ID 


OJ000210_16.0330 


.C8 


Gene No. 


93599 






Strand 






Start 


3664 






End 


4758 





45506 



Name 


OJ000210_16. 


0330 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1863 








End 


2177 




GI 


none 








Score 


102 




Exons 


1863 . .2090, 


1864 


. .2082, 


2103 . 


.2177 






Seq. No. 


44422 








Seq. ID 


OJ000210 


_16.0330 


Gene No. 


93599 








Strand 






Start 


3664 








End 


4758 




Name 


OJ000210 16. 


0330 


.C8 .ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


2271 








End 


2717 




GI 


none 








Score 


102 




Exons 


2271 . . 2309, 


2304 


. . 2360, 


2397 . 


.2645, 2437. .2646, 


2631 . . 2 


Seq. No. 


44422 








Seq. ID 


OJ000210 


_16 . 0330 


Gene No. 


93599 








Strand 






Start 


3664 








End 


4758 




Name 


OJ000210 16. 


0330 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


3464 








End 


3621 




GI 


6907084 








Score 


150 




Exons 


3464. .3621 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44422 








Seq. ID 


OJ000210 


_16.0330 


Gene No. 


93599 








Strand 






Start 


3664 








End 


4758 




Name 


OJ000210 16. 


0330 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


3664 








End 


4758 




GI 


none 








Score 


.45 




Exons 


3664 . . 3769, 


4109 


. .4169, 


4578 . 


.4758 






Seq. No. 


44423 








Seq. ID 


OJ000210 


_16.0330 


Gene No. 


93600 








Strand 






Start 


938 








End 


1295 




Name 


OJ000210 16. 


0330 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


938 








End 


1295 




GI 


none 








Score 


.73 




Exons 


938. .1295 














Seq. No. 


44424 








Seq. ID 


OJ000210 


_16.0330 


Gene No. 


93601 








Strand 


+ 




Start 


1393 








End 


1860 




Name 


OJ000210 16. 


0330 


.ClO.ol 


. gs 


Method 


GENSCAN 




Start 


1393 








End 


1860 




GI 


none 








Score 


. 92 




Exons 


1393. .1860 














Seq. No. 


44424 








Seq. ID 


OJ00021.0 


16.0330 


Gene No. 


93602 








Strand 


+ 




Start 


6582 








End 


6941 




Name 


OJ000210 16. 


0330 


C10.o3 


.gs 


Method 


GENSCAN 




Start 


6582 








End 


6941 




GI 


none 








Score 


1 




Exons 


6582. .6941 














Seq. No. 


44424 








Seq. ID 


OJ000210_ 


_16.0330 


Gene No. 


93603 








Strand 


+ 




Start 


7897 








End 


9945 





45507 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000210_16 . 0330 . CIO . o4 . gs Method 

7897 End 

none Score 
7897. .8068, 9230. .9945 



44424 
93604 
1 

OJ000210 
1 

7486037 
1..24, 1803 
3406. .3502, 
4846. .5060, 



GENSCAN 

9945 

.69 



OJ000210 16. 0330. C10 



Seq. ID 
Strand 

End 5996 
Method AAT/NAP 
End 5569 
Score 1001 
,.2477, 2608. .2715, 2976. .3070, 
4235. .4310, 4375. .4439, 4577. .4693, 
5444. .5569 

hypothetical protein F23E13.80 - Arabidopsis thaliana 
gi I 2961378 | emb | CAA18125.il (AL022141) putative protein 
[Arabidopsis thaliana] gi I 7270572 | emb | CAB80290 . 1 1 (AL161589) 
putative protein [Arabidopsis thaliana] 



16.0330.C10.ol.np 



.1843, 2394, 
3622. .3730, 
5210. .5369, 



44424 
93604 
1 

OJ000210JL6. 0330. C10. ol.gp 
1259 

18427_1.R1084 

1259. .1397, 1741. .1843, 2394., 
1 4406810/gb | AAD20118 | 9.0e-32 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ000210 16. 0330. CIO 



5996 
AAT/GAP 
2700 
744 

2477, 2608. .2700 
(AC006201) unknown protein 



44424 
93604 
1 

OJ000210_16. 0330. C10. o2.gs 

4371 

none 



Seq. ID OJ000210_16. 0330. C10 
Strand 

End 5996 

Method GENSCAN 

End 5996 

Score .91 



4371. .4439, 4577. .4693, 4846. .5031, 5214. .5369, 5444. .5566, 
5802. .5996' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44424 
93605 
10791 

OJ000210__16. 

1741 

none 

1741. .1845, 
2616. .2693, 
3403. .3495, 
4393. .4434, 
5214. .5369, 



0330. C10. ol.ts 



1749. 
2616. 
3411. 
4580. 
5227. 



.1856, 2374. 

.2711, 2970. 

.3500, 3623. 

.4693, 4837. 

.5370, 5429. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2478, 2375 
.3068, 2972 
.3736, 4233 
.4989, 4843 
.5509, 5522 



OJ000210 16. 0330. C10 



11830 

TBLASTX: Soybean 
11827 
70 

2476, 2567. .2686, 

3070, 2974.. 3075, 

4319, 4247. .4342, 

4992, 4847. .4993, 

5566, 5805. .5858, 



114 64. . 11571, 11471. .11572, 11729. .11827 



Seq. No. 44424 Seq. ID 

Gene No. 93605 Strand 

Start 10791 End 

Name OJ000210_1 6 . 0330 . C10 . o2 . tm Method 

Start 2609 End 

GI none Score 



OJ000210_16. 0330. C10 
11830 - 

TBLASTX :Maize 

3737 

94 



45508 



Exons 



2609. .2683, 2613. .2687, 2613. .2681, 2614. .2682, 2624. .2686, 

2973. .3071, 2976. .3071, 2977. .3075, 2978. .3091, 2981. .3094, 

3398.. 3502, 3402.. 3503, 3403.. 3504, 3408.. 3503, 3620.. 3736, 
3621.. 3737 



Seq. No. 44424 ' 

Gene No. 93605 

Start 10791 

Name OJ000210_16 . 0330 . CIO . ol . tc 

Start 4574 

GI none 

Exons 4S74..4693, 4843. .5025, 4847. 

5358. .5510, 5429.. 5509, 5522. 



Seq. ID 
• Strand 
End 

Method 
End 
Score 



OJ000210 16. 0330. C10 



11830 

TBLASTX: Cress 
5861 
147 

5035, 5199.. 5369, 5212. 
5566, 5526.. 5561, 5802. 



,5370, 
5861 



Seq. No. 44424 

Gene No. 93605 

Start 10791 

Name OJ000210_16 . 0330 . C10 . ol . tw 

Start 4623 

GI " none 

Exons 4623.. 4691, 4625.. 4693, 4837. 

5002. .5031, 5003.. 5032, 5214. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4992, 4843 
.5318, 5214 



OJ000210 16. 0330. C10 



11830 

TBLASTX: Wheat 
5319 
93 

5001, 4847. 
5318, 5224. 



.5002, 
.5319 



Seq. No. 44424 
Gene No.. 93605 
Start • 10791 

Name OJ000210_16 . 0330 . C10 . ol . tm 

Start 5230 
GI none 

Exons 5230.. 5370, 5230.. 5361, 5238. 

5442. .5519, 5493. .5567, 5507. 
5802. .5903 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5369, 5418.. 5492, 
.5566, 5800.. 5850, 



OJ000210_16. 0330. C10 
11830 

TBLASTX: Maize 
5906 
186 



5429. 
5802. 



,5524, 
.5906, 



Seq. No. 44424 Seq. ID 

Gene No. 93605 Strand 

Start 10791 End 

Name OJ000210_16 . 0330 . C10 . o5. gs Method 

Start 10791 End • 

GI none Score 

Exons 10791. .10822, 11460 11558 . 



OJ000210_16 . 0330 .C10 

11830 . 
GENSCAN 
11558 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44424 Seq. ID 

93605 Strand 

10791 End 

OJ000210_JL6 : 0330 . C10 . o2 . gp . Method 

10849 , End 

19747_1,R1084 Score 
10849. .11259, 11460. .11558, 11770.. 11830 

1 4 406810/gb I AAD20118 | 1.0e-52 <AC006201). ; unknown protein 
[Arabidopsis thaliana] 1 



OJ000210_16. 0330. C10 

11830 
AAT/GAP 
11830 
1029 



44424 

93605 

10791 

OJ000210_ 

11446 

4406810 



16.0330.C10.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_16. 0330. C10 

11830 
AAT/NAP 
11830 
164 



45509 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Deserip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1144 6. .11558, 11770. .11830' 

(AC006201) unknown protein [Arabidopsis thaliana] 



44425 
93606 
99 

OJ000210_16.0330.Cll.ol.gp 
99 

19747 1.R1084 



Seq. ID OJ000210_16.0330.C11 
Strand 

End 2558 

Method AAT/GAP 

End 1319 

Score 517 



99. .173, 738. .832, 982. .1078, 1207. .1319 

f 4406810/gb|AAD20118 | 1.0e-52 (AC006201) unknown protein 
[Arabidopsis thaliana] 1 



44425 
93606 
99 

OJ000210_16.0330.Cll.ol.np 
99 

4406810 



Seq. ID OJ000210_16.0330.C11 
Strand 

End 2558 

Method AAT/NAP 

End 2558 

Score 567 



99. .173, 738. .832, 982. .1084, 1217. .1315, 1530. .1605, 

1685. .1738, 2246. .2362, 2461. .2558 

(AC006201) unknown protein [Arabidopsis thaliana] 



44425 
93606 
99 

OJ000210_16.0330.Cll.ol.gs 
99 

none 



Seq. ID" OJ000210_16.0330.C11 
Strand 

End 2558 

Method GENSCAN 

End 2362 

Score .66 



99. .173, 738. .832, 982. .1078, 1208. .1319, 1534. .1605, 
1685. .1738, 2246. .2362 



44425 
93606 
99 

OJ000210_16.0330.Cll.o2.gp 
1542 

5056122 ' 



Seq. ID OJ000210_16.0330.C11 
Strand 

End 2558 

Method AAT/GAP 

End 2535 

Score 527 



1542. .1605, 1685. .1738, 2246. .2362, 2461. .2535 
2961378/emb|CAA18125| 5.0e-16 (AL022141) putative protein 
[Arabidopsis thaliana] 



44425 
93606 
99 

OJ000210_16.0330.Cll.ol. tc 

2225 

none 



Seq. ID OJ000210_16.0330.C11 
Strand 

End 2558 

Method TBLASTX : Cress 

End 2558 

Score 84 



2225. .2365, 2253. .2363, 2440,.. 2556, 2441. .2557, 2487. .255^ 



44425 
93606 
99 

OJ000210_16. 0330.Cll.ol.tw 

2292 

none 



Seq. ID OJ000210_16.0330.C11 
Strand 

End 2558 

Method TBLASTX : Wheat 

End 2557 

Score 100 



2292. .2363, 2294. .2365, 2440. .2556, 2441. .2557, 2462. .2557 



45510 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

Gi 

Exons 

GI Descrip. 



44426 Seq. ID OJ000210_16 . 0330 . C12 

93607 Strand + 

870 End 4738 

OJ000210_16.0330.C12.o2.np Method AAT/NAP 

870 End 4738 

7487916 Score 127 

870. .895, 2008. .2447, 4704. .4738 

hypothetical protein YUP8H12R.46 - Arabidopsis thaliana 
gi|3152591|gb|AAC17072.1| (AC002986) Similar to hypothetical 
protein gb|Z97336 from A. thaliana. This gene is probably cut 
off. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44426 Seq. ID 

93607 Strand 

870 End 
OJ000210_16 . 0330 . C12 . o2 . gs Method 

1773 End 

none Score 

1773. .2435, 2938. .3051 



OJ000210_16.0330.C12 
+ 

4738 
GENSCAN 
3051 
.58 



OJ000210 16.0330.C12 



.44426 Seq. ID 

93608 Strand 
1 End 1474 

OJ000210_16. 0330.C12.ol.np Method AAT/NAP 
1 . End 1474 

7486037 Score 146 

1..287, 1300. .1474 

hypothetical protein F23E13.80 - Arabidopsis thaliana 
gi|2961378|emb|CAA18125.1| (AL022141) putative protein 
[Arabidopsis thaliana] gi | 7270572 | emb | CAB80290 . 1 | (AL161589) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



44426 Seq. ID 

93608 Strand 

1 End 

OJ000210_16. 0330.C12.ol.gp Method 

12 6 End 

49997_1.R1084 Score 
126. .255, 987. . 1340 

, 2961378/emb|CAA18125| 1.0e-29 (AL022141 
[Arabidopsis thaliana] 1 



OJ000210 16.0330.C12 



1474 
AAT/GAP 
1340 
885 



putative protein 



Seq. No. 44426 Seq. ID 

Gene No. 93608 Strand 

Start 1 End 

Name OJ000210_16 . 0330 . C12 . ol . gs Method 

Start 130 End 

GI none ... Score 

Exons 130.. 255, 520.. 628, 1045.. 1187 

Seq. No. 44426 Seq. ID 

Gene No. 93609 Strand . 

Start 4867 ■ End 

Name OJ000210_16 . 0330 . C12 . ol . tm Method 

Start 104 End 

GI none Score 



OJ000210_16.0330.C12 

1474 
GENSCAN 
1187 
.96 



OJ000210_16.0330.C12 
6248 

TBLASTX: Maize 

1046 

188 



45511 




Exons 


1 A /I 1 O 1 1 1 O A A 1 TOO 

lU4..1ol, iiz..zyi, lzo 


. . zoo, 


1 A A A C A 

129 . . zoU, 


A O "7 1 A A C 
y 0 / . . 1U4 O 


Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


4bO / 




_ 

End 


CO A Q 

DZ 4 o 


Name 


OJUOUzlU 1d.UJjU.C1z. 0 1 


. tc 


Metnod 


i BLAb i a : cress 


Start 


i i a 

112 




End 


1 A A (Z 

1U4 o 


GI 


none 




Score 


yd 


Exons 


l iz . . zy i , i^o. .^jU/ yo / 


. . 1U4D 






Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


4 o 67 




End 


a o a q 
DZ 4 0 


Name 


OJUUUzlU lb.UJJU.Clz.OZ 


4- <■> 

. ts 


Metnod 


mnT TV C T 1 V . O /-> t tVn n -i n 

1 bbAb 1 a : ooyoean 


Start 


1 T A 

llz 




End 


1 A A "3 
1U4 J 


GI 


none 




Score 


o c 
OD 


Exons 


iiz..zyi, i4y..zJo, yyu 


. . 1U 4 J 






Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


yi o £ T 
4 O D / 




bna 


DZ 4 o 


Name 


OJUUUzlU 1d.UJJU.C1z .OJ 


.gs 


Method 


CjhNbCAN 


Start 


4867 




End 


/- 1 /I A 

614 9 


GI 


none 




Score 


. o4 


Exons 


4od/..OJJ/, DDlD..D04J, 


CO 

DO 4 U ., 


■£ 1 A Q 

.-.b 1 4 y 




Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


4867 




End 


6248 


Name 


/"^vTAAAAIA 1/" AOin O 1 A _ 1 

OJ000210 16 . U330 . C12 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


/I o o a 

4882 




End 


6161 


GI 


none 




Score 


65 


Exons 


^ O O O C "1 A "3 yiOAl A A A O 

4882. .51UJ, 4891. .499b, 


C A O O 

oU J J . 


.5104, 5135. .5185, 5143. .5196, 




C A A C C A A*7 C A 1 A *T A A O 

5yUo..o997, 5919.. 6UUo, 


C A 1 O 

6Ulz . 


.6161 




Seq. No. 


A A A A C 

44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


4867' 




End 


6248 


Name 


OJ000210 16.0330.C12.o3 


.np- 


Method 


AAT/NAP 


Start 


4885 




End 


6248 


GI 


5042430 




Score 


379 


Exons 


4885. .5112, 5140. .5198, 


5840. 


.6248 




GI Descrip. 


(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene No. 


93609 




Strand 




Start 


4867 




End 


6248 


Name 


OJ000210 16.0330.C12.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4897 




End 


6095 


GI 


none 




Score 


61 


Exons 


4897. .5103, 5006. .5104, 


5143. 


.5202, 5919.. 5996, 6051.. 6095 


Seq. No. 


44426 




Seq. ID 


OJ000210_16.0330.C12 


Gene .No. 


93609 




Strand 




Start 


4867 




End 


6248 


Name 


OJ000210 16.0330.C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4900 




End 


5197 



45512 



GI 

Exons 



none 

4900.. 4971, 4900. 
5146. .5196 



Score 4 9 
.4971, 4969. .5100, 4990. .5100, 5102. .5197, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44427 Seq. ID 

93610 Strand 

9540 End 
OJ0002 10_16 . 0330 . C13 . o2 . np Method 

9540 End 

5852084 Score 
9540. .9637 

(AL117264) zwh0007.1 [Oryza sativa] 



44427 
93611 
1 

OJ000210_16. 
1 , 

119110 
1..148, 236. 



0330.C13.ol.np 



.417, 3423. .3586, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5015 



OJ000210_16.0330.C13 
+ 

9637 
AAT/NAP 
9637 
69 



OJ000210 16.0330.C13 



5567 
AAT/NAP 
5567 
61 

5068, 5477. 



,5567 



EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir || QQBE31 probable nuclear 
antigen - human herpesvirus 4 (strain B95-8) 
gi 1 1334880 | emb | CAA24816.il (V01555) BKRF1 encodes EBNA-1 
protein, latent cycle gene. [Human herpesvirus 4] 



Seq. No. 


44427 




Seq. ID 


OJ000210 


Gene No. 


93612 




Strand 




Start 


10234 




End 


11434 


Name 


OJ000210 16.0330.C13.o2 


.gs 


Method 


GENSCAN 


Start 


10234 




End 


11434 


GI 


none 




Score 


.7 


Exons 


10234. .10332, 1084 9. .11050, 


11136. . 11434 


Seq. No. 


44428 




Seq. ID 


OJ000210 


Gene No. 


93613 




Strand 


+ 


Start 


1584 




End 


4899 


Name 


OJ000210 "16.0330.C14 .ol 


.gs 


Method 


GENSCAN 


Start 


1584 




End - 


3014 


GI 


none 




Score 


.49 


Exons 


1584. .1716, 2770. .3014 








Seq. No. 


44428 




Seq. ID 


OJ000210 


Gene No. 


93613 




Strand 


+ 


Start 


1584 




End 


4899 


Name 


OJ000210 16.0330.C14.ol 


np 


Method 


AAT/NAP 


Start 


2808 




End 


4899 


GI 


7523517 




Score 


322 


Exons 


2808. .3106, 3251. .3305, 


4872 


. .4899 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44428 




Seq. ID 


OJ000210 


Gene No. 


93614 




Strand 




Start 


5801 




End 


5997 


Name 


OJ000210 16.0330.C14.o2 


gs 


Method 


GENSCAN 


Start 


5801 




End 


5997 


GI 


none 




Score 


.77 


Exons 


5801. .5997 









16.0330.C14 



45513 






Seq. No. 


44429 




Seq. ID 


OJ000210_16.0330 


. C15 




Gene No. 


93615 




Strand 


+ 






Start 


1 




End 


719 






Name 


OJ000210 16. 0330. CIS. ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


719 






GI 


7446431 




Score 


329 






Exons 


1..204, 241. .471, 677.. 


719 










GI Descrip. 


calcium-dependent protein kinase-related protein kinase 


- m< 






gi |1313909| dbj | BAA12692 


.11 (D84508) CDPK-related protein kii 






[Zea mays] 












Seq. No. 


44429 




Seq. ID 


OJ000210_16. 0330 


.C15 




Gene No. 


93615 




Strand 


+ 






Start 


1 




End 


719 






Name 


OJ000210_16. 0330.C15.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


163 




End 


474 






GI 


none 




Score 


42 






Exons 


163. .198, 313. .474, 342 


. . 467 










Seq. No. 


44429 




Seq. ID 


OJ000210_16.0330. 


.C15 




Gene No. 


93615 




Strand 


+ 






Start 


i • 




End 


719 






Name 


OJ000210_16. 0330.C15.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


163 




End 


474 






GI 


none 




Score 


42 




i y 


Exons 


163. .198, 298. .474, 342 


. .470 










Seq. No. 


44429 




Seq. ID 


OJ000210_16.0330. 


■ CIS 


— ™ 


Gene No. 


93615 




Strand 


+ 






Start 


1 




End 


719 




r \ 1 


Name 


OJ000210_16.0330.C15.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


310 




End 


474 




s 

f ™= 


GI 


none 




Score 


182 






Exons 


310. .474, 351. .467 










M 


Seq. No. 


44430 




Seq. ID 


OJ000210_16.0330. 


CI 6 




Gene No . 


93616 




Strand 


— 




L -J 


Start 


389 




End 


1188 






Name 


OJ000210_16. 0330.C16.ol, 


.gs 


Method 


GEN SCAN 






Start 


389 




End 


553 






GI 


none 




Score 


.71 






Exons 


389. .553 












Seq. No. 


44430 




Seq. ID 


OJ000210_16.0330. 


C16 




Gene No. 


93616 




Strand 








Start 


389 




End 


1188 






. Name 


OJ000210 16.0330.C16.ol. 


. tm 


Method 


TBLASTX: Maize 






Start 


420 




End 


556 






GI 


none 




Score 


149 






Exons 


420. .554, 425. .556, 426. 


, .554 










Seq. No. 


44430 




Seq. ID 


OJ000210_16.0330. 


C16 




Gene No. 


93616 




Strand 








Start 


389 




End 


1188 






Name 


OJ000210 16.0330.C16.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


420 




End 


568 





45514 




GI 


none 




Score 


113 


Exons 


420. .554, 421. .555, 422 


..568, 423. .554 




Seq. No. 


^44 4 30 




Seq. ID 


OJ000210_16.0330.C16 


Gene No. 


93616 




Strand 




Start 


389 




End 


1 1 o o 
1 loo 


Name 


OJ000210 -16 . 0330 . C16 . ol 


. tc 


Method 


TBLASTX : Cress 


Start 


422 




End 


DOO 


GI 


none 




Score 


93 


Exons 


422 . . 568, 423 . . 554 








Seq. No. 


44430 




Seq. ID 


OJUUUzlU 1d.UjjU.L1d 


Gene No. 


93616 




Strand 




Start 


389 




End 


1188 


Name 


OJ000210 16.0330.C16.ol 


.np 


Method 


AAT/NAP 


Start 


423 




End 


1188 


GI 


7446431 




Score 


160 


Exons 


423.-553, 1166. .1188 








GI Descrip. 


' calcium-dependent protein 


kinase-related protein kinase - maize 




gi | 1313909 | dbj | BAA12692 


.11 


(D84508) CDPK-related protein kinase 




[Zea mays] 








Seq. No. 


44431 




Seq. ID 


OJ000210_16.0330.C17 


Gene No. 


93617 




' Strand 




Start 


352 




End 


1668 


Name 


OJ000210 16.0330.C17.ol 


.np 


Method 


AAT/NAP 


Start 


352 




End 


1668 


GI 


6539553 




Score 


2243 


Exons 


352. .1668 









GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi 16539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


44431 








Seq. ID 


OJ000210_16.0330 


.C17 


Gene No. 


93617 








Strand 






Start 


352 








End 


16"68 




Name 


OJ000210 


16.0330.C17 


.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


488 








End 


964 




GI 


none 








Score 


352 




Exons 


488. .874, 


526. .873, 


889 


.963, 


891. .962, 


893. .964 




Seq. No. 


44431 








Seq. ID 


OJ000210JL6.0330 


.C17 


Gene No. 


93617 








Strand 






Start 


352 








End 


1668 




Name 


OJ000210 


16.0330.C17 


.o3 


ts 


Method 


TBLASTX : Soybean 




Start 


616 








End 


957 




GI 


none 








Score 


79 




Exons 


616. .825, 


695. .820, 


844 


.957, 


851. .931 






Seq. No. 


44431 








Seq. ID . 


OJ000210_16.0330 


.C17 


Gene No. 


93617 








Strand 






Start 


352 








End 


1668 




Name 


OJ000210 


16.0330.C17 


.ol 


tm 


Method 


TBLASTX: Maize •■ . 




Start 


820 








End 


'il59 ' 




GI 


none 








Score 


205 




Exons 


820. .1158 


, 821. .1159 













45515 



Seq. No. 44431 

Gene No. 93617 

Start 352 

Name OJ000210_16 . 0330 . C17 . ol . ts 

Start 970 

GI none 

Exons 970.. 1314, 1115.. 1315 

Seq. No. 44431 

Gene No. 93617 

Start 352 

Name OJ000210_16 . 0330 .C17 . o2 . tw 

Start 1168 

GI none 
Exons 



Seq. ID OJ000210_16.0330.C17 
Strand 

End ■' 1668 

Method TBLASTX : Soybean 

End 1315 

Score 126 



Seq. ID OJ000210_16.0330.C17 
Strand 

End 1668 

Method TBLASTX : Wheat 

End 1665 

Score 4 8 



1168. .1374, 1178. .1300, 1369. .1665, 1393. .1566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



44431 
93617 
352 

OJ0002 10_16 . 0330 .C17 . o2 . tm 

1249 

none 



Seq. ID OJ000210_16.0330.C17 
Strand 

End 1668 

Method TBLASTX : Mai ze 

End 1665 

Score 55 



1249. .1665, 1352. .1462, 1396. .1578, 1532. .1660 



44431 
93617 
352 

OJ000210_16.0330.C17.o2.ts 

1333 

none 

1333. .1665, 1339. .1572 



Seq. ID OJ000210_16.0330.C17 
Strand 

End 1668 

Method TBLASTX: Soybean - 

End 1665 

Score 109 



Seq. ID OJ000210_16.0330.C18 
Strand - 

1751 
AAT/NAP 
985 
1680 



44432 
93618 
1 

OJ000210_16.0330.C18.ol.np 
1 

6539553 
1. .985 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



End 

Method 

End 

Score 



44432 
93618 
1 

OJ000210_16.0330.C18.ol.gs 

136 

none 



Seq. ID OJ000210_16.0330.C18 
Strand 

End 1751 

Method GENSCAN 

End 1751 

Score .45 



136. .928, 943. .1001, 1179. .1226, 1315. .1414, 1608. .1751 



44432 
93618 
1 

OJ000210 16.0330.C18.ol.tm 



Seq. ID OJ000210_16.0330.C18 
Strand 

End 1751 

Method TBLASTX : Maize 



45516 



Start 544 End 857 

GI none Score 294 

Exons 544.. 849, 546.. 857 



Seq. No. 44432 

Gene No. 93618 

Start 1 

Name OJ000210_16 . 0330 . C18 . ol . tw 

Start. 605 

GI none 
Exons 



Seq. ID OJ000210 16.0330.C18 



Strand 
End 

Method 

End 

Score 



1751 

TBLASTX: Wheat 

991 

218 



605. .868, 606. .893, 607. .876, 896. .991, 915. .980 



Seq. No. 44433 Seq. ID 

Gene No. 93619 Strand 

Start 140 End 

Name OJ0002 10_16 . 0330 . CI 9 . ol . gs Method 

Start 140 End 

GI none Score 

Exons 140.. 202, 398,. 508 



OJ000210_16.0330.C19 
508 

GENSCAN 

508 

.43 



Seq. No. 44434 Seq. ID 

Gene No. 93620 Strand 

Start * 142 End 

Name OJ000350_18 . 0330 . CI . ol . gs Method 

Start 142 End 

GI none Score 

Exons 142.. 208 



OJ000350_18.0330.C1 
+ 

208 

GENSCAN 
208 
. 68 



Seq. No. 


44434 




Seq. ID 


OJ0'00350_18.0330 


.CI 


Gene No. 


93621 




Strand 


+ 




Start 


598 




End 


753 




Name 


OJ000350 18. 0330. CI. ol. 


np 


Method 


AAT/NAP 




Start 


598 




End 


753 




GI 


7340920 




Score 


96 




Exons 


598. .753 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44435 




Seq. ID 


OJ000350_18.0330 


.C2 


Gene No. 


93622 




Strand 


+ 




Start 


5 




End 


217 




Name 


OJ000350 18.0330.C2.ol. 


gs 


Method 


GENSCAN 




Start 


5 




End 


217 




GI 


none 




Score 


1 




Exons 


5. .217 










Seq. No. 


44435 




Seq. ID 


OJ000350JL8.0330 


.C2 


Gene No. 


93623 




Strand 






Start 


1 




End 


187 




Name 


OJ000350 18.0330.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


187 




GI 


4581143 




Score 


104 




Exons 


1. .187 










GI Descrip. 


(AC006919) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


44436 




Seq. ID 


OJ000350_18.0330 


.C8 


Gene No. 


93624 




Strand 






Start 


569 




End 


1093 





45517 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_18.0330.C8.ol .gs 
569 



Method GENS CAN 

End 1093 

none Score .42 

569. .720, 752. .813, 1040. .1093 



44437 
93625 
3858 

OJ000350_18 .0330.C9.o3.np 
3858 
7228457 



Seq. ID OJ000350_18 .0330.C9 
Strand + 

12224 
AAT/NAP 
12224 
1657 



End 

Method 
End 
Score 

3858.. 3898, 5412.. 5638, 5932.. 7272, 10543 .. 10952, 11010 .. 11918 , 
12042. .12224 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


44437 




Seq. ID 


OJ000350_18.0330.C9, 


Gene No. 


93625 




Strand 


+ 


Start 


3858 




End 


12224 


Name 


OJ000350 18.0330.C9.o2. 


np 


Method 


AAT/NAP 


Start 


4238 




End 


6290 


GI 


7523517 




Score 


256 


Exons 


4238. .4539, 4661. .4704, 


6262. 


. 62-90 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44437 




Seq. ID 


OJ000350_18.0330.C9 


Gene No . 


93625 




Strand 


+ 


Start 


3858 




End 


12224 


Name 


OJ000350 18.0330.C9.o2. 


gs 


Method 


GENSCAN 


Start 


4634 




End 


12197 


GI 


none 




Score 


.4 


Exons 


4634.. 5079, 5107.. 6383, 


6392. 


.7005, 7045.. 7343, 8076.. 8129, 




9141. .9329, 9482. .9840, 


10077 


. .10167, 


10617. .10817, 




11198. .11317, 11411. .12197 






Seq. No. 


44437 




Seq. ID 


OJ000350_18.0330.C9 


Gene No. 


93626 




Strand 




Start 


9 




End 


5981 


Name 


OJ000350 18.0330.C9.ol. 


np 


Method 


AAT/NAP 


Start 


9 




End 


5981 


GI 


6466937 




Score 


2301 


Exons 


9. .4209, 5939. .5981 








GI Descrip. 


{AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


44437 




Seq. ID 


OJ000350_18.0330.C9 


Gene No. 


93626 




Strand 




Start 


9 




End 


5981 


Name 


OJ000350 18.0330.C9.ol. 


gs 


Method 


GENSCAN 


Start 


45 




End 


4021 


GI 


none 




Score 


.6 


Exons 


45. .84, 270. .729, 1224 . 


.1388, 


1413. . 1723, 1871. .2203, 




2286..2S72, 2757.. 2926, 


3038. 


.4021 




Seq. No. 


44437 




Seq. ID 


OJ000350_18.0330.C9 


Gene No. 


93627 




Strand 





45518 



Start 
Name 
Start 
GI 

Exons 



7978 End 

OJ000350JL8 . 0330 . C9 . o3 . tm Method 

1 End 

none Score 



12125 

TBLASTX: Maize 

715 

55 



1..42, 3. .41, 106. .243, 108. .269, 114. .278, 346. .714, 377. .715 



Seq. No. ' 44437 

Gene No. 93627 

Start 7978 

Name OJ000350_18 . 0330 . C9 . o3 . tw 

Start 334 

GI none 

Exons 334.. 648, 335.. 646 



Seq. ID OJ000350_18.0330.C9 
Strand 

End 12125 

Method TBLASTX : Wheat 

End 64 8 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44437 
93627 
7978 

OJ000350_18.0330.C9.o6.tw 
706 
none 

706. .921, 719. .895, 942. .1097 

44437 
93627 
7978 

OJ000350_18 . 0330 . C9 . ol . tm 
718 
none 

718. .909, 718. .921, 719. .910, 720. .932, 945. .1352, 955. .1248 



Seq. ID OJ000350_18.0330.C9 
Strand 

End 12125 

Method .TBLASTX : Wheat 

End 1097 

Score 65 



Seq. ID OJ000350_18.0330.C9 
Strand 

End 12125 

Method TBLASTX : Maize 

End '1352 

Score 125 



44437 
93627 
7978 

OJ000350_18.0330.C9.ol.ts 

945 

none 

945. .1316, 955. .1299 



Seq. ID OJ000350_18.0330.C9 
Strand 

End 12125 

Method TBLASTX : Soybean 

End 1316 

Score 140 



Seq. No. 44437 

Gene No. 93627 

Start 7978 

Name OJ000350_18 . 0330 . C9 . o2 . tw 

Start 1185 

GI none 

Exons 1185.. 1580, 1186.. 1248, 1324, 

Seq. No. 44437 • 

Gene No. 93627 

Start 7978 

Name OJ000350_18 . 0330 . C9 . o5 . tm 

Start 1353 

GI none 
Exons 



Seq. ID OJ000350JL8 .0330.C9 
Strand 

End 12125 

Method TBLASTX : Wheat 

End 1580 

Score 65 
.1560 

Seq. ID OJ000350_18 .0330.C9 
Strand 

End 12125.., 

Method TBLASTX : Mai ze 

End 1751 

Score 8 6 



1353. .1583, 1369. .1581, 1603. .1707, 1605. .1751 



Seq. No. 
Gene No. 
Start 



44437 
93627 
7978 



Seq. ID OJ000350_18 .0330.C9 
Strand 

End 12125 



45519 




Name 


OJ000350_18 


0330 


. C9.o2. tm 


Method 


TBLASTX: Maize 




Start 


1756 






End 


12095 




GI 


none 






Score 


361 




Exons 


175o . . 2298 , 


1 T T A 

1779 


. . 2306, 11754 


. . 12095 






Seq. No. 


44437 






Seq. ID 


OJ000350_18.0330 


.C9 


Gene No. 


93627 - 






Strand 






otart 


/ y /o 






End 


12125 




Name 


/"\ TA A A *"1 C A 1 o 

OJ000350_18 . 


0330 


.C9.o2. ts 


Method 


TBLASTX : Soybean 




Start 


1905 






End 


12125 




GI 


none 






Score 


60 




Exons 


1 A A C 000*7 


2131 


A A O O 1 1 1 A A 

. . 2238, 11730 


..12125, 11789. .12094 




Seq. No. 


44437 






Seq. ID 


OJ000350_18.0330 


.C9 


Gene No. 


93627 






Strand 






Start 


T A*7 O 

7 978 






End 


12125 




Name 


/"\ "TA A A 1 t A 1 A 

OJ000350_18 . 


0330 


.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1965 






End 


12100 




GI 


none 






Score 


452 




Exons 


1965 . . 234 5 , 


1 167 { 


5. .12098, 11679. .12065, 


11786. .12100 




Seq. No. 


4 4 4 37 






Seq. ID 


OJ000350_18.0330 


,C9 


Gene No. 


93627 






Strand 






Start 


7978 






End 


12125 




Name 


/~\ T A A A T C A 1 

OJ000350 18. 


0330 


C9.o4 . tm 


Method 


TBLASTX: Maize 




Start 


2485 






End 


11555 




GI 


none 






Score 


127 




Exons 


2485 . . 2751, 


2485. 


.2703, 2558. 


.2764, 2754.. 3011, 2756. .2956, 




1134b. . 1140/ 


, 11382.. 11555 








Seq. No. 


4 4 4 37 






Seq. ID 


OJ000350_18.0330 


.C9 


Gene No. 


93627 






Strand 






Start 


7978 






End 


12125 




Name 


/-> -r A A A O C A TO 

OJ UUU350 lo . 


0330. 


C9.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


24 97 






End 


11561 




GI 


none 






Score 


177 




Exons 


24 97. .2 688, 


1112 6. .11365, 11127. .11366, 


11247. . 11411, 






1 T A O 1 "1 1 VI 1 A 

11281. .11412 


, 11303. . 11413, 11382. .11561, 1 14 11 .. 11560 




Seq. No. 


44437 






Seq. ID 


OJ000350_18.0330 


.C9 


Gene No. 


93627 






Strand 






Start 


n A "7 o 

/ 978 






End 


12125 




Name 


tA A a r a -i /-\ 

OJ000350 18. 


0330. 


C9.o6.tm 


Method 


TBLASTX: Maize 




Start 


3068 






End 


3664 




GI 


none 






Score 


108 




Exons 


3068 . . 3160 , 


3245. 


.3541, 3569. 


.3664 






Seq. No. 


44437 






Seq. ID 


OJ000350_18.'0330 


.C9 


Gene No. 


93627 






Strand 






Start 


7978 






End' 


12125 




Name 


OJ000350 18. 


0330. 


C9.o7.tw 


Method 


TBLASTX: Wheat 




Start 


6230 






End 


6627 




GI 


none 






Score 


118 




Exons 


6230. . 6406, 


6412. 


. 6627 








Seq. No. 


44437 






Seq. ID 


OJ000350_18.0330 


C9 


Gene No. 


93627 






Strand 







45520 



Start 7978 End 12125 

Name OJ000350_18 . 0330 . C9 . ol . gp Method AAT/GAP 

Start 7978 End 8359 

GI uC-osflcyp033a04bl Score 675 

Exons 7978.. 8359 



GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


44437 






Seq. ID 


OJ000350JL8. 


0330 


. C9 


Gene No. 


93627 






Strand 








Start 


7978 






End 


12125 






Name 


OJ000350_18 . 0330 . C9 . 


o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


10543 






End 


10935 






GI 


none 






Score 


104 






Exons 


10543.. 106 62, 10701. 


.10925, 


10702. .10935 






Seq. No. 


44438 






Seq. ID 


OJ000350_18. 


0330 


. C10 


Gene No. 








Strand 


+ 






Start 


. 1 






End 


1968 






Name 


OJ000350 18. 0330. C10 


.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1965 






GI 


4680180 






Score 


1584 






Exons 


1..681, 721. .1965 














GI Descrip. 


'(AF111709) polyprote 


in 


[Oryza sativa 


subsp . indica] 






Seq. No. 


44438 






Seq. ID 


OJ000350_18. 


0330 


.C10 


Gene No. 


93628 






Strand 


+ 






Start 


1 






End 


1968 






Name 


OJ000350 18. 0330. C10 


.ol 


.gs 


Method 


GENSCAN 






Start 


130 






End 


1968- 






GI 


none 






Score 


.49 






Exons 


130. .426, 469. .1386, 


14 


89. . 


1968 









Seq. No. 


44438;,- 


Seq. ID 


OJ000350_18.0330 


Gene No. 


93629 


Strand 


+ 


Start 


3374 


End 


5880 


Name 


OJ000350 18.0330.C10.o3.np 


Method 


AAT/NAP 


Start 


3374 . . 


End 


5880 


GI 


6967119 


Score 


165 


Exons 


3374. .3429, 5428. .5880 






GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


44438 


Seq. ID 


OJ000350_18.0330 


Gene No. 


93629 


Strand 


+ 


Start 


3374 


End 


5880 


Name 


OJ000350 18.0330.C10.o3.gs 


Method 


GENSCAN 


Start 


5325 


End 


5795 


GI 


none 


Score 


.84 


Exons 


5325.. 5795 






Seq. No. 


44438 . 


Seq. ID 


OJ000350_18.0330 


Gene No. 


93630 


Strand 




Start 


2099 


End 


5198 


Name 


OJ000350 18.0330.C10.o3.tw 


Method 


TBLASTX: Wheat 


Start 


190 


End 


564 


GI 


none 


Score 


228 


Exons 


190. .564, 309. .422 







45521 



Seq. No. 


44438 








Seq. ID 


OJ000350__18.0330 


.CIO 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350_18 


.0330 


.ClO.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


841 








End 


1146 




GI 


none 








Score 


337 




Exons 


841 . . 1146, 


858 . . 


1145 










Seq. No. 


44438 








Seq. ID 


OJ000350_18.0330 


.C10 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350_18 


.0330 


.C10.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


841 








End 


1224 




GI 


none 








Score 


356 




Exons 


841. . 1224, 


849. . 


1157, 1191.. 


1223 






Seq. No. 


44438 








■Seq. ID 


OJ000350_18.0330 


.C10 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350_18 


. 0330 


.ClO.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1360 








End 


1938 




GI 


none 








Score 


332 




Exons 


1360. . 1800, 


1497 


. . 1604, 


1825 


. . 1938 






Seq. No. 


44438 








Seq. ID 


OJ000350_18.0330 


.C10 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350_18 


.0330 


.C10.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


1570 








End 


1833 




GI 


none 








Score 


189 




Exons 


1570. . 1833 














Seq. No. 


44438 








Seq. ID 


OJ000350_18.0330 


.C10 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350_18 


. 0330 


.C10.o2. 


■ gs . 


Method 


GENSCAN 




Start 


2099 








End , , ' 


5198 " 




GI 


none 








Score 


.6 




Exons 


2099. .2191, 


2621 


. .2830, 


2966 


..3099, 3210. .3355, 3492. .4256, 




4330. .4430, 


4460 


. .4651, 


4719 


..4843, 5036. .5198 




Seq. No. 


A A A O O 

4 4 4 do 








Seq. ID 


OJ000350_18.0330 


.C10 


Gene No. 


93630 








Strand 






Start 


2099 








End 


5198 




Name 


OJ000350 18 


.0330 


.C10.o2. 


.np 


Method 


AAT/NAP 




Start 


3491 








End 


5177 




GI 


6721561 








Score 


1207 




Exons 


3491. .425 : 6„ 


4330 


. .4388, 


4460 


. .4650,' 5101. .5177 




GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to a region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 44439 Seq. ID OJ000350_18 . 0330 . Cll 

Gene No. 93631 Strand 



45522 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



4634 
AAT/NAP 
306 
107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_18.0330.Cll.ol.np 
1 

4587525 
1. .306 

(AC007060) Contains the PF 100650 CRAL/TRIO 

phosphatidyl-inositol-transf er protein domain. ESTs gb|T76582, 
gb|N06574 and gb|Z25700 come from this gene. [Arabidopsis 
thaliana] 



44439 Seq. ID 

93631 Strand 
1 End 
OJ000350_18 . 0330 . Cll . ol . tw Method 
4 End 
none Score 

4. .207, 5. .169, 43. .174 



Seq. No. 44439 Seq. ID 

Gene No. 93631 Strand 

Start 1 End 

Name OJ000350_18 . 0330 . Cll . o2 . tm Method 

Start 17 End 

GI none Score 

Exons 17. .106, 19. .171, 19. .177 



44439 Seq. ID 

93631 Strand 

1 End 

OJ000350_18 .0330. Cll. ol.gs Method 

37 End 

none Score 



OJ000350_18. 0330. Cll 
4634 

TBLASTX: Wheat 

207 

114 



OJ000350_18. 0330. Cll 
4634 

TBLASTX: Maize 

177 

99 



OJ000350_18. 0330. Cll 

4634 
GEN SCAN 
4463 
.88 



37. .404, 1317. .1566, 2000. .2107, 2297. .2441, 3996. .4020, 
4266. .4463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_18. 0330. Cll 

4 634 
AAT/NAP 
4634 
314 



44439 
93631 
1 

OJ000350JL8. 0330. Cll. o2.np 
2133 
3023751 

2133. .2164, 2260. .2436, 
4306. .4463, 4605. .4634 

70 KD PEPTIDYLPROLYL ISOMERASE ( PEPT IDYL PROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 1076772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gil 854626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



3614. .3746,- 3843. .4000, 4077. .4203, 



Seq. No. 44439 Seq. ID 

Gene No. 93631 Strand 

Start 1 End 

Name OJ000350JL8 . 0330 .Cll . ol . ts Method 

Start 3618 End 

GI none Score 
Exons 



OJ000350_18. 0330. Cll 
4634 

TBLASTX: Soybean 

4466 

80 



3618. .3743, 3852. .3914, 3921. .3998, 3924. .4001, 3925. .4005, 
4102. .4203, 4118. .4207, 4309. .4461, 4309. .4431, 4361. .4462, 



45523 




4365. .4466 



Seq. No. 44439 
Gene No. 93631 
Start 1 

Name OJ000350_18 . 0330 . Cll . ol 

Start 3846 
GI none 

Exons - 3846.-3899, 3921.. 4001, 

4114. .4203, 4309. .4461, 
4325. .4489 




Seq. ID OJ000350_18. 0330. Cll 
Strand 

End 4 634 

.tm Method TBLASTX : Maize 

End 4 48 9 

Score 67 
3921.. 3998, 3925. .4005, 4078.. 4107, 
4309. .4431, 4310. .4462, 4310. .4432, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44439 
93631 
1 

OJ000350_18. 0330. Cll. ol.tc 

3852 

none 



Seq. ID OJ000350_18. 0330. Cll 
Strand 

End 4634 

Method TBLASTX : Cress 

End 4 4 62 

Score 68 



3852. .3914, 3921. .4001, 3925. .4005, 4078. .4113, 4102. .4203, 
4306. .4461, 4309. .4431, 4361. .4462 



44439 
93631 
1 

OJ000350_18. 0330. Cll. o2.tw 

3921 

none 



Seq. ID OJ000350_18. 0330. Cll 
Strand 

End - 4 634 

Method TBLASTX : Wheat 

End 4404 

Score 64 



3921. .4001, 3925. .4005, 4078. .4203, 4309. .4404, 4310. .4387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44440 
93632 
1 

OJ000350_18.0330.C12.ol.np 
1 

4522005 



Seq. ID OJ000350_18.0330.C12 

Strand + 

End 2223 

Method AAT/NAP 

End 2223 

Score 68 



1..26, 254. .444, 609. .691, 2167. .2223 

(AC007069) putative non-LTR retroelement ' reverse transcriptase 
[Arabidopsis thaliana] 



44440 
93633 
1166 

OJ000350_18.0330.C12.ol. tw 

229 

none 

229. .459, 250. .456, 562. .675 



Seq. ID OJ000350_18.0330.C12 
Strand 

End 3493 

Method TBLASTX : Wheat 

End 675 

Score 197 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44440 
93633 
1166 

OJ000350_18.0330.C12.ol.gs 

1166 

none 



Seq. ID OJ000350_18.0330.C12 
Strand 

End 3493 

Method GENSCAN 

End 3493 

Score .62 



1166. .1278, 1370. .1444, 1605. .1877, 2686. .2772, 3190. .3493 



44440 
93633 



Seq. ID OJ000350_18.0330.C12 
Strand 



45524 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1166 End 3493 

OJ000350_18 . 0330 . C12 ; o2 . np Method AAT/NAP 
1198 End 2772 

2146732 Score 229 

1198. .1278, 1370. .1444, 1605. .1875, 2684. .2772 

FK506-binding protein - Arabidopsis thaliana gi 11373396 (U57838) 
rofl [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44441 
93634 
2907 

OJ000350_ 

2907 

none 



18.0330.C13.o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_18.0330.C13 
+ 

4545 
GENSCAN 
4545 
.77 



2907.. 2909, 3236.. 4036, 4090. .4545 



Seq. No. 44441 Seq. ID OJ000350_ 

Gene No. 93635 Strand + 

Start 8629 End 10203 

Name OJ000350_18 . 0330 . C13 . o4 . gs Method GENSCAN 

Start 8629 End 10203 

GI none Score 1 

Exons 8629. . 10203 



18.0330.C13 



Seq. No. 


44441 






Seq. ID 


OJ000350_ 


18 . 0330 


. C13 


Gene No. 


93636 






Strand 


+ 






Start 


10750 






End 


12266 






Name 


OJ000350 18.0330.C13 


.o5.gs 


Method 


GENSCAN 






Start 


10750 






End 


12266 






GI 


none 






Score 


.71 






Exons 


10750. 


.10914, 11718. 


.12266 










Seq. No. 


44441 






Seq. ID 


OJ000350_ 


18.0330 


.C13 


Gene No. 


93637 






Strand 


+ 






Start 


16171 






End 


16366 






Name 


OJ000350 18.0330.C13 


.06. gs 


Method 


GENSCAN 






Start* 


16171 






.End 


16366 






GI 


none 






Score 


.91 






Exons 


16171. 


.16242, 16334. 


.16366 










Seq. No. 


44441 






Seq. ID 


OJ000350_ 


18.0330 


.C13 


Gene No. 


93638 






Strand 


+ 






Start 


17125 






End 


17701 






Name 


OJ000350 18.0330.C13 


. o7 . gs 


Method 


GENSCAN 






Start 


17125 






End 


17701 






GI 


none 






Score 


.87 






Exons 


17125. 


.17174, 17241. 


. 17457, 


17468. .17701 






Seq. No. 


44441 






Seq. ID 


OJ000350_ 


18.0330 


.C13 


Gene No. 


93639 






Strand 


+ 






Start 


18159 






End 


23094 






Name 


OJ000350 18.0330.C13 


. 08 . gs 


Method 


GENSCAN 






Start 


18159 






End 


23058 






GI 


none 






Score 


. 68 






Exons 


18159. 


.18180, 18553. 


.18713, 


18883. .1907 


6, 20751. 


.20811; 





21108. .21233, 21325. .21863, 22501. .23058 



45525 



Seq. No. 44441 Seq. ID 

Gene No. 93639 Strand 

Start 18159 End 

Name OJ000350_18 . 0330 . C13 . o2 . gp Method 

Start 20345 End 

GI 72524_1.R1084 Score 

Exons 20345.. 20671 

GI Descrip. ' 5091496/dbj | AB023482. 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ000350_18 .0330.C13 
+ 

23094 
AAT/GAP 
20671 
408 



Seq. No. 44441 Seq. ID 

Gene No. 93639 Strand 

Start 18159 End 

Name OJ000350_18 . 0330 . C13 . ol . np Method 

Start 20618 End 

GI 7106512 Score 

Exons 20618. .20677, 20751, 
GI Descrip. 



OJ000350_18.0330.C13 
+ 

23094 
AAT/NAP 
23094 
1674 



.21412, 21444. .22151, 22317. .23094 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predi£%ed'-gene . ; hypothetical protein [Oryza sativa] 



Seq. No. 44441 Seq. ID 

Gene No. 93640 Strand 

Start 204 9 End 

Name OJ000350_18 . 0330 . C13 . o2 . gs Method 

Start 2049 End 

GI none Score 

Exons 2049.. 2119, 2485.. 2743 



OJ000350JL8. 0330.C13 

2743 
GENSCAN 
2743 
.5 



Seq. No. 


44441 








Seq. ID 


OJ000350_18.0330.C13 


Gene No. 


93641 








Strand 




Start 


20353 








End 


20461 


Name 


OJ000350 18 


.0330 


.C13.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


8797 








End 


9225 


GI 


none 








Score 


148 


Exons 


8797. .9009, 


8838 


. .8972, 


9022. 


.9138, 9133. .9225 


Seq. No. 


44441 








Seq. ID 


OJ000350_18.0330.C13 


Gene No. 


93641 








Strand 




Start 


20353 








End 


20461 


Name 


OJ000350 18 


.0330 


.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8809 








End 


10119 


GI 


none 








Score 


209 


Exons 


8809. .9153, 


8817 


. .9035, 


9256. 


.9426, 95S3..9693, 9610.. 9681, 




9712. .9951, 


9714 


. .9791, 


9861. 


.9950, 9964. .10119, 9966. .1004 


Seq. No. 


44441 








Seq. ID 


OJ000350_18.0330.C13 


Gene No. 


93641 








Strand 




Start 


.20353" 








End 


20461 


Name 


OJ000350 18 


.0330 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


9247 








End 


10107 


GI 


none 








Score 


96 


Exons 


9247. .9417, 


9538 


. .9693, 


9573. 


.9692, 9712. .9834, 9714. .9797, 




9826. .9942, 


9946 


. .10107 








Seq. No. 


44441 








Seq. ID 


OJ000350_18.0330.C13 


Gene No. 


93641 








Strand 




Start 


20353 








End 


20461 



45526 



Name 


OJ000350 18.0330.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


9538 


End 


10182 


GI 


none 


Score 


119 


Exons 


9538. .9693, 9712. .9942, 9717. 


.9947, 9955. .10182, 9967.. 10137. 


Seq. No. 


44441 


Seq. ID 


OJ000350_18.0330.C13 


Gene No. 


93641 


Strand 


' - 


Start 


20353 


End 


20461 


Name 


OJ000350 18.0330.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9841 


End 


10122 


GI 


none 


Score 


214 


Exons 


9841. .10122, 984 6. .10028 






Seq. No. 


44441 


Seq. ID 


OJ000350_18 .0330.C13 


Gene No. 


93641 


Strand 


- 


Start 


20353 


End 


20461 


Name 


OJ000350 18.0330.C13.ol.gp 


Method 


AAT/GAP 


Start 


20353 


End ' 


20461 


GI 


5816518 


Score 


156 


Exons 


20353. '.20461 






GI Descrip. 


4 521193/dbj I AB0134 50 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330.C14 


Gene No. 


93642 


Strand 


+ 


Start 


1 


End 


622 


Name 


OJ000350 18.0330.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


610 


GI 


7106512 


Score 


777 


Exons 


1. .610 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.-; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330.C14 


Gene No. 


93642 


Strand 


+ 


Start 


1 


End 


622 


Name 


OJ000350 18.0330.C14 .ol.gs 


Method 


GENSCAN 


Start 


62 


End 


622 


GI 


none 


Score 


1 


Exons 


62. .622 






Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330.C14 


Gene No. 


93643 


Strand 


+ 


Start 


1300 


End 


3209 


Name 


OJ000350 18.0330.C14 .o2.np 


Method 


AAT/NAP 


Start 


1226 


End 


3209 


GI 


5852179 


Score 


440 


Exons 


1226. .1461, 1536. .1774, 3191. 


.3209 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 




Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330.C14 


Gene No. 


93643 


Strand 


+ 


Start 


1300 


End 


3209 


Name 


OJ000350 18.0330.C14 .o2.gs 


Method 


GENSCAN 


Start 


1300 


End 


1804 


GI 


none 


Score 


.49 


Exons 


1300. .1485, 1508. .1804 







-45527 



Seq. No. 


44 4 42 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 






Start 


78 


End 


6026 




Name 


OJ000350 18. 0330. CI 4 .o3.np 


Method 


AAT/NAP 




Start 


78 


End 


3985 




GI 


6983860 


Score 


999 




Exons 


78 . . 132, 2948 . . 3985 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 






Start 


78 


End 


6026 




Name 


OJ000350 18,0330. C14.ol-gp 


Method 


AAT/GAP 




Start 


607 


End 


1332 




GI 


101153 1.R1084 


Score 


385 




Exons 


607. .842, 1291. .1332 








GI Descrip. 


' 5852170/eirib | AL117265 . 1 1 0ST17 


804 l.Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 ' 


Strand 


— 




Start 


78 


End 


6026 




Name 


OJ000350 18 .0330.C14 .o3.gs 


Method 


GENSCAN 




Start 


2876 


End 


5332 




GI 


none 


Score 


. 62 




Exons 


2876.-3985, 5264.. 5332 








Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 






Start 


78 


End 


6026 




Name 


OJ000350 18.0330.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


3296 


End 


3586 




GI . 


none 


Score 


42 




Exons 


3296.. 3358, 3323.. 3586, 3399. 


.3563 






Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 






Start 


78 


End 


6026 




Name 


OJ000350 18.0330.C14 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


3467 


End 


3826 




GI 


none 


Score 


80 




Exons 


3467..3826, 3468. .3608, 3476. 


.3616, 3645. .3815 




Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 






Start 


78 


End 


6026 




Name 


OJ000350 18.0330.C14.62.gp 


Method 


AAT/GAP 




Start 


4527 


End 


4797 




GI 


61605 1.R1084 


Score 


436 




Exons 


4527. .4797 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1. Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 


i 


Seq. No. 


44442 


Seq. ID 


OJ000350_18.0330. 


C14 


Gene No. 


93644 


Strand 







45528 



• 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



78 



End 

Method 
End 
Score 



6026 
AAT/GAP 
5210 
851 



OJ000350_18.0330.C14.o3.gp 
4609 
3761363 
4609. .5210 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 

44442 Seq. ID OJ000350_18 . 0330 . C14 

93644 Strand 

78 End 6026 

OJ000350_18.0330.C14.o4 .np Method AAT/NAP 

5169 End 6006 

6063554 Score 148 

5169.. 5342, 5978.. 6006 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

44442 Seq. ID OJ000350_18 . 0330 . C14 

93644 Strand 
78 End 6026 

■OJ000350_18.0330.C14-.o4 . gp Method AAT/GAP 
5777 End 6026 

101153_1.R1084 Score 379 

5777.. 6026 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



44443 Seq. ID 

93645 Strand 
1 End 
OJ000350_18 . 0330 . C15 . o2 . np Method 
1 End 
81286 Score 

1..152, 6472. .6810, 9314. .9543, 10195. 



OJ000350_18.0330.C15 
+ 

10466 
AAT/NAP 
10466 
162 
.10466 



extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44443 
93645 
1 

OJ000350JL8 . 0330.C15.ol.np 

1548 

6983857 

1548.. 1733, 1762.. 2261, 2568, 
3260.. 3393, 6287.. 6490 



OJ000350_18.0330.C15 
+ 

10466 
AAT/NAP 
6490 
433 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2759, 2823.. 3122, 3164.. 3229, 



GI Descrip. •- (AP001168) hypothetical protein [Oryza sativa] 



Seq. No. 44443 

Gene No. 93645 

Start 1 

Name OJ000350_18 . 0330 . C15 . ol . gs 

Start 1681 

GI none 
Exons 



Seq. ID OJ000350 18.0330.C15 



Strand 
End 

Method 

End 

Score 



+ 

10466 
GEN SCAN 
4251 
.42 



1681.. 2125, 2366.. 2745, 2810.. 2916, 3912.. 4251 



45529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44443 
93645 
1 

OJ000350_18.0330.C15.o2.gs 

4959 

none 

4959. .5046, 5452. .5492 

44443 
93645 
1 

OJ000350_18.0330.C15.o3.gs 

6350 

none 

6350.. 6526, 6652.. 6673, 6748. 



Seq. ID OJ000350_18.0330.C15 

Strand + 

End 10466 

Method GENSCAN 

End 54 92 

Score .71 



Seq. ID OJ000350_18.0330.C15 

Strand + 

End 10466 

Method GENSCAN 

End 6978 

Score .79 
.6839, 6844. .6978 

OJ000350 18.0330.C15 



44443 Seq. ID 

93646 Strand 
12367 End 12462 

OJ000350_18 .0330.C15.ol.gp Method AAT/GAP 
12367 End 12462 

4715767 Score 133 

12367.. 12462 

6006355/dbj | AP000559 . 1 | AP000559 1.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 



44444 
93647 
1 

OJ000350_18 .0330.C17.ol.np 
1 

6983860 
1..615, 915. .959 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000350_18.0330.C17 
Strand + 

959 

AAT/NAP 
959 
358 



End 

Method 

End 

Score 



44444 
93647 
1 

OJ000350_18.0330.C17.ol.tw 
54 

none 

54. .170, 55. .240, 209. .274 

44444 
93647 
1 

OJ000350_18.0330.C17.ol.gs 
64 

none 
64 . . 687 



Seq. ID OJ000350_18.0330.C17 

Strand + 

End 95 9 

Method TBLASTX: Wheat 

End 274 

Score 189 



Seq. ID OJ000350_18.0330.C17 

Strand + 

End 959 

Method GENSCAN 

End .. 687 

Score ' .99 



Seq. No. 44445 Seq. ID OJ000350_ 

Gene No. ...9364 8 Strand + 

Start '692 End 933 

Name OJ000350_18 . 0330 . C19 . ol . gs Method GENSCAN 

Start 692 End 933 



18.0330.C19 



45530 





GI 


none 


Score 


. 99 








Exons 


692 . . 933 












Seq. No. 


44445 


Seq. ID 


OJ000350 18 


. 0330 . 


C19 




Gene No. 


93649 


Strand 










Start 


1 


End 


721 








Name 


OJ000350 18.0330.C19.ol 


. gp Method 


AAT/GAP 








Start 


1 


End 


721 








GI 


101153 1.R1084 


Score 


403 








Exons 


1..234, 683. .721 












GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: 


tl7804 ' 




Seq. No. 


44446 


Seq. ID 


OJ000350 18 


.0330. 


C20 




Gene No. 


93650 


Strand 


+ 








Start 


1 


End 


419 








Name 


OJ0.Q0350 18.0330.C20.ol 


. np Method 


AAT/NAP 








Start 


.1 


End 


419 








GI 


6630699 


Score 


69 








Exons 


1..50, 342. .419 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi| 6721536 | dbj IBAA89566 


.11 (AP001073) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


44446 


Seq. ID 


OJ000350_18 


.0330. 


C20 




Gene No. 


93651 


Strand 


+ 






hi 


Start 


553 


End 


1454 








Name 


OJ000350 18.0330.C20.o2 


np Method 


AAT/NAP 








Start 


553 


End 


1454 








GI 


6539570 


Score 


139 






\^ 


Exons 


553. .804, 1426. .1454 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






f 1 


Seq. No. 


44447 


Seq. ID 


OJ000350_18 


.0330. 


C21 




Gene No. 


93652 


Strand 


+ 






ja_ 3 


Start 


1462 


End ' 


1540 






!L JL 


Name 


' OJ000350 18.0330.C21.o2 


np -Method 


AAT/NAP 






cr 


Start 


.1462 


End 


1540 






f ^ 


GI 


6630699 


Score 


94 








Exons 


1462. .1540 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi| 6721536 Idbj IBAA89566 


1| (AP001073) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


44447 


Seq. ID 


OJ000350_18 


.0330. 


C21 




Gene No. 


93653 


Strand 


+ 








Start 


1668 


End 


2813 








Name 


OJ000350 18.0330.C21.o3. 


np Method 


AAT/NAP 








Start 


1668 


.j ."tihd 


2531 








GI 


6539570 


Score 


129 








Exons 


1668. .1870, 2056. .2128, 


2363. .2531 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44447 


Seq. ID 


OJ000350JL8 


.0330. 


C21 




Gene No. 


93653 


Strand 


+ 








Start 


1668 


End ■ 


2813 








Name 


OJ000350 18.0330.C21.o2. 


gs Method 


GENSCAN 







45531 



Start 
GI 

Exons 



2013 End 2813 

none Score .74 

2013. .2093, 2289. .2375, 2380. .2467, 2644. .2813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44447 
93654 
1 

OJ000350 
1 

5922620 
1..170, 207 



OJ000350 18.0330.C21 



Seq. ID 
Strand 
End 

Method . 
End 
Score 
764. .837, 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



18.0330.C21.ol.np 



,381, 429. .534, 



1402 
AAT/NAP 
1402 
344 

1178. .1313, 1352. .1402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44447 Seq. ID 

93654 Strand 

1 End 
OJ000350_18 . 0330 . C21 . ol . gs Method 

659 End 

none Score 

659. .837, 1149. .1173, 1247. .1402 



44447 
93655 
1448 

OJ000350_18.0330.C21.ol.gp 
1448 



Seq. ID 

Strand 

End 

Method 
End 
Score 



LIB34 79-006-Q6-K1-B11 
1448. .1883 

■5734 616/dbj | AP000391 . 1 | AP000391 1 . Oe- 
DNA, chromosome 6, clone : P0538C01 1 

44447 Seq. ID 

93656 • Strand 

1988 End 
OJ000350_18 . 0330 . C21 . o2 . gp Method 
1988 End 
LIB34 32-04 9-P1-K1 -All Score 
1988. .2203 

'5734 616/dbj | AP000391 . 1 | AP000391 2.0e 
DNA, chromosome 6, clone : P0538C01 1 



OJ000350_18.0330.C21 

1402 
GENSCAN 
1402 
.89 



OJ000350_18.0330.C21 

1883 
AAT/GAP 
1883 
610 

110 Oryza sativa genomic 



OJ000350_18.0330.C21 

2203 
AAT/GAP 
2203 
249 

-52 Oryza sativa genomic 



Seq. No. 44448 Seq. ID 

Gene No. 93657 Strand 

Start 322 ' End 

Name OJ000350_18 . 0330 . C22 . ol . gs Method 

Start 322 ' End 

GI none Score 

Exons 322.. 387, 1849.. 2007 

Seq. No. 44448 Seq. ID 

Gene No. 93658 Strand 

Start 2726 End 

Name OJ000350_18 . 0330 . C22 . o2 . gs Method 



OJ000350_18.0330.C22 
+ 

2007 
GENSCAN 
2007 
. 65 



OJ000350 18.0330.C22 



6079 
GENSCAN 



45532 



Start 
GI 

Exons 



2726 End 6079 

none Score .61 

2726. .2929, 3192. .3372, 3452. .3645, 4409. .4546, 6041. .6079 



Seq. No. 44448 

Gene No. 93658 

Start 2726 

Name OJ000350_18 . 0330 . C22 . ol . tm 

Start 5062 

GI none 

Exons 5062.. 5361, 5098.. 5358, 5103. 

5432. .5488, 5436. .5564, 5469. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5363, 
.5564 



OJ000350_18.0330.C22 
607 9 

TBLASTX: Maize 
5564 
182 

5364. .5477, 5368. .5421, 



Seq. No. 44449 Seq. ID 

Gene No. 93659 Strand 

Start 1800 End 

Name OJ000350_18 . 0330 . C23 . ol . gs Method 

Start 1800 End 

GI none Score 

Exons 1800.. 2009, 2151.. 2207 



OJ000350_18 . 0330 .C23 

2207 
GENSCAN 
2207 
.89 



18.0330.C26 



Seq. No. 44450 Seq. ID OJ000350 

Gene No. 93660 Strand + 

Start 1 - . End 3605 

Name OJ000350_18 . 0330 . C26 . ol . np Method AAT/NAP 

Start 1 End 3605 

GI 74,37329 ' Score 527 

Exons 1..99, 530.. 626, 1780.. 2050,. 2219. 

3054. .3149, 3225. .3403, 3552. .3605 

GI Descrip. probable peptidylprolyl isomerase "(EC 5.2.1.8) FKBP77 - wheat 



2293, 2385. .2465, 2752.. 2946, 



gi | 1915960 | emb | CAA68913 . 1 | 
[Triticum aestivum] 



(Y07636) peptidylprolyl isomerase 



Seq. No. 44450 Seq. ID 

Gene No. 93660 Strand 

Start 1 End 

Name • . OJ000350_18 . 0330. C26 . ol . gs Method 

Start ^ '538 End 

GI none Score 
Exons 



OJ000350_18.0330.C26 
+ 

3605 
GENSCAN 
3418 
.82 



S38..624, 1778. .2050, 2219. .2293, 2385. .2465, 2752. .2949, 
3060. .3149, 3225. .3418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44451 Seq. ID 

93661 Strand 

93 End 

OJ000350_18 . 0330 . C27 . ol . gs Method 

93 . End 

none ■ Score 



OJ000350_18.0330.C27 
+ 

3827 
GENSCAN 
3827 
. 61 



93....236, 377. .487, 785. .866, 1029. .1155, 1322. .1463, 3519. .3827 



44451 Seq. ID 

93662 Strand 

4314 End 
OJ000350_18.0330.C27 .ol.np Method 

4314 End 

5852093 Score 
4314. .4446 



OJ000350_18.0330.C27 
+ 

4446 
AAT/NAP 
4446 
69 



45533 



GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44451 
93663 
5396 

OJ000350 

5396 

none 



18.0330.C27.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_18.0330.C27 

8080 
GEN SCAN 
8026 
.73 



5396. .5710, 5803. .5933, 6724. .8026 



Seq. No. 


44451 






Seq. ID 


OJ000350_18. 


0330. 


C27 


Gene No. 


ft o a r o 






Strand 








Start 


5396 






End 


8080 






Name 


OJ000350 18 


.0330 


.C27.ol.gp 


Method 


AAT/GAP 






Start 


6587 






End 


6990 






GI 


none 






Score 


744 






Exons 


/"COT /-A Art 

6587 . . 6990 














Seq. 'No. 


44451 






Seq. ID 


OJ000350_18. 


0330. 


C27 


Gene No. 


93663 






Strand 








Start 


5396 






End 


8080 






Name 


OJ000350 18 


.0330 


.C27.o2.np 


Method 


AAT/NAP 






Start 


6716 






End 


8080 






GI 


6522935 






Score 


331 






Exons 


6716. .7754, 


7803 


. .8080 










GI Descrip. 


(AL132978) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


44452 






Seq. ID 


OJ000350JL8. 


0330. 


C28 


Gene No. 


93664 






Strand 


+ ' 






Start 


1791 






End 


2631 






Name 


OJ000350 18 


.0330 


-C28.ol.gs 


Method 


GENSCAN 






Start 


1791 






End 


2631 






GI 


none 






Score 


.78 






Exons 


1791.'. 1989, 


2088 


..2316, 2473 


. .2631 









Seq. No. 44453 Seq. ID OJ000350 

Gene' No. j 93665 Strand + 

Start 498 End - 575 

Name OJ000350_18 . 0330 . C29 . ol . np Method AAT/NAP 

Start 498 End 575 

GI 6630699 Score 74 

Exons 498.. 575 
GI Descrip. (AP000969) 



18.0330.C29 



hypothetical 
gi|6721536|dbj IBAA8 95 66. 
[Oryza sativa] 



protein [Oryza sativa] 
11 (AP001073) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ0Q0350 18.0330.C29 



44453 Seq. ID 

93666 Strand - " 

721 End 892 

OJ000350_18 . 0330 . C29 . o2 . np Method AAT/NAP 
721 End 892 

5922620 Score 162 

721. .892 

(AP000492) 'EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



45534 



protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44454 Seq. ID 

93667 Strand 

1 End 
OJ000350_18 . 0330 . C31 . ol . np Method 

1 End 

4680186 Score 
1..72, 305. .509 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000350_18.0330.C31 

+- 

509 

AAT/NAP 
509 
208 



Seq. ID OJ000350_18.0330.C31 

Strand 

End 438 

Method AAT/GAP 

End 4 38 

Score 533 



44454 
93668 
65 

OJ000350_18.0330.C31.ol.gp 
65 

uC-osflcyp033a04bl 
65. .438 

'6016845/dbj | AP000570 . 1 |'AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 44455 

Gene No. 93669 

Start 5456 

Name OJ000350_15 . 0322 . C2 . o2 . gs 

Start ' 5456 

GI none 

Exons 5456.. 5634, 5721.. 5838, 5931, 
8047. .8232, 8325. .8622, 9271, 



Seq. ID OJ000350_15.0322.C2 

Strand + 

End 9740 

Method GENSCAN 

End 9740 

Score .76 

.6031, 6969. .7010, 7089. .7335, 
,9740 



Seq. No. 


44455 


Seq. ID 


OJ000350_15.0322.C2 


Gene No. 


93669 


Strand 


+ 


Start 


5456 


End 


9740 


Name 


OJ000350 15.0322.C2.o2.np 


Method 


AAT/NAP 


Start 


7069 


End 


8699 


GI 


4115379 


Score 


574 


Exons 


7069.. 7335, 7432. .7485, 8047 


. .8232, 8325. .8699 


GI Descrip. 


(AC005967) putative carbonyl 


reductase 


[Arabidopsis thaliana] 


Seq. No. 


44455 


Seq. ID 


OJ000350_15.0322.C2 


Gene No. 


93670 


Strand 


+ 


Start 


10092 


End 


11047 


Name 


OJ000350 15.0322.C2.o3.np 


Method 


AAT/NAP 


Start 


10092 


End 


11047 


GI 


6069657 


Score 


175 


Exons 


10092. .10240, 10681. .10875, 


11016. .11047 


GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44455 


Seq. ID 


OJ000350_15.0322.C2 


Gene No. 


93671 


Strand 




Start 


1 


End 


1910 


Name 


OJ000350 15.0322.C2.ol.gp 


Method . 


AAT/GAP 


Start 


1 


End 


714 


GI 


76990 1.R1084 


Score 


1428 


Exons 


1. .714 






GI Descrip. 


'2224933 6.0e-10 (AF004216) 


ethylene-insensitive3 [Arabidopsis 



thaliana] >gi_2224935 (AF004217) ethylene-insensitive3 



45535 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44455 
93671 
1 

OJ000350_15.0322.C2.ol.np 
1 

4239845 
1. .25, 500. .1838 

(AB015855) transcription factor TEIL [Nicotiana tabaciim] 



Seq. ID OJ000350_15.0322.C2 
Strand ' - 
End 1910 
Method AAT/NAP 
End 1838 
Score 1145 



44455 
93671 
1 

OJ000350_15.0322.C2.ol.gs 

150 

none 

150. .1910 



Seq. ID OJ000350_15.0322.C2 
Strand 

End 1910 

Method GENSCAN 

End 1910 

Score .42 



Seq. No. 44455 

Gene No. 93672 

Start 10325 

Name OJ000350_15 . 0322 . C2 . ol . tm 

Start 122 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C2 
Strand 

10982 

TBLASTX: Maize 
1679 . 
49 



End 

Method 
'End 
Score 

122. .181, 150. .170, 222. .323, 231. .326, 378. .461, 456. .482, 
471. .614, 541. .738, 645. .740, 798. .830, 850. .1227, 903. .1280, 
1188. .1274, 1332. .1541, 1333. .1563, 1626. .1679 



Seq. No. 44455 

Gene No. 93672 

Start 10325 

Name OJ000350JL5 . 0322 . C2 . ol . tc 

Start 375 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C2 
Strand 

End 10982 

Method TBLASTX : Cress 

End 1679 

Score 319 



375. .476, 513. .608, 801. .839, 862. .1227, 918. .1280, 1332. .1541, 
1345. .1563, 1629. .1679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44455 
93672 
10325 

OJ000350_15.0322.C2.ol.ts 

513 

none 



Seq. ID OJ000350_15.0322.C2 
Strand 

End 10982 

Method TBLASTX : Soybean 

End 1679 

Score 351 



513. .614, 652. .681, 868. .1227, 912. .1280, 1332. .1541, 
1333.. 1563, 1635.. 1679 



Seq.-' : No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



44455 
93672 
10325 

OJ000350__15. 0322.C2.o2. tc 

7051 

none 



Seq. ID OJ000350_15.0322.C2 
Strand 

End 10982 

Method TBLASTX : Cress 

End 7343 

Score 166 



7051. .7242, 7086. .7211, 7240. .7338, 7248. .7343 



Seq. No. 
Gene No. 



44455 
93672 



Seq. ID OJ000350_15.0322.C2 
Strand 



45536 




Start 


10325 








End 


10982 




Name 


OJ000350_15 


. 0322. 


>C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7083 








End 


7338 




GI 


none 








Score 


110 




Exons 


7083 . .7157, 


7087 . 


, .7158, 


7144 . 


.7338, 7150. .7338 




Seq. No. 


44455 








Seq. ID 


OJ000350__15.0322. 


C2 


Gene No. 


' 93672 








Strand 






Start 


10325 








End 


10982 




Name 


OJ000350_15 


. 0322 . 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7086 








End 


7485 




GI 


none 








Score 


241 




Exons 


7086. . 7211, 


7087 . 


. 7338, 


7087 . 


.7263, 7254. .7343, 7432. .7485 


Seq. No. 


44455 








Seq. ID 


OJ000350_15.0322. 


C2 


Gene No. 


93672 








Strand 






Start 


10325 








End 


10982 




Name 


OJ000350_15 


. 0322 . 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8074 








End 


8701 




GI 


none 








Score 


73 




Exons 


8074 . .8181, 


8322 . 


. 8690, 


84 47. 


.8701 






Seq. No. 


44455 








Seq. ID 


OJ000350JL5.0322. 


C2 


Gene No. 


93672 








. Strand 






Start 


10325 








End 


10982 




Name 


OJ000350_15 


. 0322 . 


C2 . o2 . 


tm 


Method' 


TBLASTX: Maize 




Start 


8181 








End 


8666 




GI 


none 








Score 


62 




Exons 


8181 . . 8231, 


8182 . 


. 8232, 


8318 , 


.8659, 8322.. 8666, 8322.. 8666 


Seq. No. 


44455 








Seq. ID 


OJ000350_15.0322. 


C2 


Gene No. 


93672 








Strand 






Start 


10325 








End 


10982 




Name 


OJ000350_15 


. 0322 . 


C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


8451 








End 


8699 




GI 


none 








Score 


193 




Exons 


8451 . .8648, 


84 68 . 


.8647, 


8 634 . 


.8699 






Seq. No. 


44455 








Seq. ID 


OJ000350_15.0322. 


C2 


Gene No. 


93672 








Strand 






Start 


10325 








End 


10982 




Name 


OJ000350 15, 


.0322. 


C2.o3. 


gs 


Method 


GENSCAN 




Start 


10325 








End 


10982 




GI 


none 








Score 


.57 




Exons 


10325. .10553, 10954.. 10982 








Seq. No. 


44456 








Seq. ID 


OJ000350_15.0322. 


C3 


Gene No. 


93673 








Strand 






Start 


98 








End 


916 




Name 


OJ000350 15, 


.0322. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


95 








End 


306 




GI 


none 








Score 


184 




Exons 


95. .292, 96, 


. .242, 


97. .306 








Seq. No. 


44456 








Seq. ID 


OJ000350_15.0322. 


C3 


Gene No. 


93673 








Strand 






Start 


98 








End 


916 





45537 




Name 


OJ000350 


15. 0322. C3 


.ol 


.gs 


Method 


GENSCAN 


Start 


98 








End 


823 


GI 


none 








Score 


.79 


Exons 


98 . . 304 , 


506 . . 823 










Seq,., ,No . 


A A A C (Z 

44 456 








Seq.. ID 


OJ000350^15 . 0322 .C3 


Gene No. 


93673" 








Strand 




Start 


98 








End 


916 


Name 


OJ000350 


15. 0322. C3 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


614 








End 


916 


GI 


none 








Score 


323 


Exons 


614 . .916, 


615. . 911 











Seq. No. 44457 Seq. ID 

Gene No. 93674 Strand 

Start 847 End 

Name OJ000350_15 . 0322 . C5 . ol . gs Method 

Start 847 End 

GI none Score 

Exons 847 . . 954 



OJ000350_15.0322.C5 
954 

GENSCAN 

954 

.52 



Seq. No. 44458 Seq. ID 

Gene No. 93675 Strand 

Start 431 . End 

Name OJ000350_15 . 0322 . C12 . ol . gs Method 

Start 431 End 

GI none Score 

Exons 431.. 2776 



OJ000350_15.0322.C12 
+ 

2776 
GENSCAN 
2776 
.74 



Seq. No. 44458 Seq. ID OJ000350_15 . 0322 . C12 

Gene No. 93675 Strand + 

Start 431 End 2776 

Name OJ000350_15 . 0322 . C12 . ol . np Method AAT/NAP 

Start 443 End 2710 

GI 7435663 Score 1338 

Exons 443.. 483, 531.. 2710 

GI Descrip. subtilisin-like proteinase (EC 3.4.21.-) - tomato 

gi 1 1524115 | emb | CAA64566.il' (X95270) subtilisin-like endoprotease 
[Lycopersicon esculentum] gi | 4200334 | emb | CAA7 6724 . 1 | (Y17275) 
P69A protein [Lycopersicon esculentum] 



Seq. No. 


44458 




Seq. ID 


OJ000350 


Gene No. 


93676 




Strand 


+ 


Start 


3987 




End 


9822 


Name 


OJ000350 15. 


0322.C12.o2.gs 


Method 


GENSCAN 


Start 


3987 




End 


9822 


GI 


none 




Score 


.45 


Exons 


3987. .4033, 


4123. .4247, 6291. 


. 6334, 9'634..9822 


Seq. No. 


44458 




Seq. ID 


OJ000350 


Gene No. 


93677 




Strand 


+ 


Start 


12956 




End 


13537 


Name 


OJ000350 15. 


0322.C12.ol.gp 


Method 


AAT/GAP 


Start 


12956 




End 


13537 


GI 


LIB3434-035- 


P1-K1-A7 


Score 


456 


Exons 


12956. .13225 


, 13512.. 13537 






GI Descrip. 


, 5441876/dbj 


|AP000367.1|AP000367 1 . Oe- 


114 Oryza 



45538 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 


4 4 458 


Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93678 


Strand 




Start 


15472 


End 


17036 


Name 


OJ000350 15 . 0322 . C12 . o4 . gs 


Method 


GENS CAN 


Start 


15472 


End 


17036 


GI 


none 


Score 


.76 


Exons 


15472.. 160 65, 16174.. 162 45, 


16893. .17036 


Seq. No. 


44458 


Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93678 


Strand 


+ 


Start 


15472 


End 


17036 


Name 


OJ000350_15 . 0322 .C12 . o2 . gp 


Method 


AAT/GAP 


Start 


15504 


End 


15748 


GI 


LIB34 34-021-P1-K1-G7 


Score 


431 


Exons 


15504 . . 15748 






GI Descrip. 


'4204261 1.0e-10 (AC005223) 


27887 [Arabidopsis. thaliana] 1 


Seq. No. 


44458 


Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93678 


Strand 


+ 


Start 


15472 


End 


17036 


Name 


OJ000350 15.0322.C12.o2.np 


Method. 


AAT/NAP . 


Start 


15589 


End 


17033 


GI 


7487^620 


Score 


272 


Exons 


15589'. .16065, 16174 .. 16245 , 


16956. . 17033 


GI Descrip. 


hypothetical protein T3K9.16 


- Arabidopsis thaliana 



gi| 3402710 I gb I AAD12004.il (AC004261) putative bZIP' transcription 
factor [Arabidopsis thaliana] 



Seq. No. 


44458 


Seq. ID 


OJ000350 15.0322.C12 


Gene No. 


93679 


Strand 






Start 


11905 


End 


12417 




Name 


OJ000350 15.0322.C12.o3.gs 


Method 


GEN SCAN 




Start 


11905 


End 


12417 




GI 


none 


Score 


.7 




Exons 


11905. .12038, 12294. .12417 








Seq. No. 


44458 


Seq. ID 


OJ000350 15.0322.C12 


Gene No. 


93680 


Strand 






Start 


19173 


End 


21246 




Name 


OJ000350 15.0322.C12.o3.np 


Method 


AAT/NAP 




Start 


19173 


End 


21246 




GI 


6069646 


Score 


947 




Exons 


19173. .20159, 20442. .21246 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase 


(AC005315) 




[Oryza sati^a] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) 


Similar to 




Arabidopsis T thaliana chromosome II BAC 


F9013 genomic 


sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . 


.(AC006248) 




[Oryza sativa] 








Seq. No. 


44458 


Seq. ID 


OJ000350 15.0322.C12 


Gene No. 


93681 


Strand 






Start 


22279 


End 


22628 




Name 


OJ000350 15.0322.C12.o3.gp 


Method 


AAT/GAP 




Start 


22279 


End 


22628 




GI 


none 


Score 


660 





45539 



Exons 



22279. .22628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44458 . " - Seq. ID OJ000350_15 . 0322 . C12 

93682 * Strand 

22975 End 23556 

OJ000350_15 . 0322 . C12 . o5 . np Method AAT/NAP 

22921 End 23556 

6815070 Score 143 

22921. .23355, 23392.-23556 

(AP001080) EST AU070319 (S10788) corresponds to a region of the 
predicted gene.; Similar to RING-H2 finger protein RHA2b 
(AC006200) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44458 Seq. ID 

93682 Strand 

22975 End 
OJ000350_15. 0322.C12 .o6.gs Method 

22975 End 

none Score 
22975.. 23520 



44458 
.93683 
26116 

OJ000350_15.0322 .C12 .ol. 

659 

none 

659. .997, 721. .984, 973. 
1067. .1315, 1165. .1293, 



tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1074, 1001.. 



OJ000350_15.0322.C12 

23556 
GENSCAN 
23520 
.99 



OJ000350_15.0322.C12 
27078 

TBLASTX: Maize 

1522 

241 

1051, 1063. .1110, 



1307. .1522, 1330. .1476 



Seq. No. 44458 Seq. ID 

Gene No. 93683 Strand 

Start 26116 End 

Name OJ000350_15 . 0322 . C12 . ol . ts Method 

Start 659 End 

GI none Score 
Exons 



OJ000350_15.0322 .C12 
27078 

TBLASTX : Soybean 

2422' 

243 



659. .991, 712. .984, 998. .1051, 1067. .1132, 1139. .13.15, 
1165. .1293, 1307. .1570, 1613. .1636, 1675. .1974, 1838. .1996, 
2020. .2163, 2021. .2194, 2210. .2314, 2221. .2313, 2396.-2422 



Seq. No. 44458 

Gene No. 93683 

Start 26116 

Name OJ000350_15 . 0322 . C12 . o2 . tc 

Start 659 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C12 
Strand 
End 

Method 
End 
Score 



27078 

TBLASTX: Cress 

1636 

130 



659. .847, 857. .991,. 998. .1099, 1067. .1315, 1307. .1570, 
1309. .1476, 1613. .1.636 



Seq. No. 44458 

Gene No. 93683 

Start 26116 

Name OJ000350_15 . 0322 . C12 . ol . tw 

Start 914 

GI none 

Exons 914.. 1045, 916.. 1020, 1051. 
1165. .1281 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_15.0322 .C12 
27078 

TBLASTX: Wheat 

1282 

142 



1116, 1055.. 1282, 1055.. 1216, 



45540 




Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683 








Strand 


— 


Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322, 


,C12.o6. 


,tw 


Method 


TBLASTX: Wheat 


Start 


1304 








End 


1522 


GI 


none 








Score 


182- 


Exons 


1304 . . 1522, 


1318. 


, . 1476 








Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350_15. 


0322. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1673 








End 


2506 


GI 


none 








Score 


206 


Exons 


1673. .1975, 


1849. 


.1974, 


2020 


..2160, 2021. .2194, 2210. .2308, 




2213. .2308, 


2221. 


.2313, 


2411 


. .2506 




Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322. 


C12 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1849 








End 


2506 


GI 


none 








Score 


172 ' 


Exons 


1849. . 1971, 


1850 . 


.2014, 


2021 


..2179, 2023. .2169, 22i0..2311, 




2221. .2310, 


2354. 


.2419, 


2441 


. .2506 




Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322. 


C12.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1871 








End 


2170 


GI 


none 








Score 


57 


Exons 


1871. .1957, 


1907. 


.1975, 


2009 


..2170, 2029.. 2157 


Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322 . 


C12.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2351 








End 


2695 


GI 


none 








Score 


137 


Exons 


2351 . . 2533, 


2395 . 


.2640, 


2524 


..2643, 2525. .2608, 2617. .2688, 




2621 . .2695 












Seq. No. 


44458 








Seq. ID 


OJ000350_15. 03.22. C12 


Gene No. 


93683 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322. 


C12.o3. 


tm 


Method 


TBLASTX: Maize- 


Start 


19186 








.End 


19754 


GI 


none 








Score 


73 


Exons 


19186. . 19404 


, 19188. .19400, 


19419. .19754, 19546. .19686 


Seq. No. 


44458 








Seq. ID 


OJ000350_15.0322.C12 


Gene No. 


93683" ' 








Strand 




Start 


26116 








End 


27078 


Name 


OJ000350 15. 


0322. 


C12.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


19299 








End 


19667 



45541 



GI 


none 




Score 


179 




Exons 


19299 1934 6, 19455. 


19667 








Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


A fZ 1 1 f 

26116 




End 


27078 




Name 


y\ -r rt rt rt f~ rt 1 r rt A A 1 A 

OJ000350_15 . 0322 . C12 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


19986 




End 


20208 




GI 


none 




Score 


50 




Exons 


T A n n r A A A A ""J 1 o A O 1 

1 998 6 . . 20207 , 1998/., 


A A A A A 

2004 9, 


20086. .20208 




Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


/-v t Art At c r\ i r: a A A /~i i A 

OJ000350_15 . 0322 . CI 2 . 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


20142 




End 


20582 




GI 


none 




Score 


66 




Exons 


A A 1 >l A A A A O rt A A 1 /I A 

20142 .. 20282 , .20142.. 


A A A O r- 

20285 , 


20286. .20582, 20509.. 20580 




Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


/^TAAAACA 1 C A A A A /~i 1 rt 

OJ000350 15.0322.C12. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


20217 




End 


20830 




GI 


none 




Score 


40 




Exons 


20217. .20789, 20221. . 


20262, 


20320. .20427, 20454 .. 20675 , 






2011 A . .20830 










Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


OJ000350_15 . 0322 .CI 2 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20837 




End 


21254 




GI 


none 




Score 


84 




Exons 


rtrtrtrt-? A 1 A /" *7 A A A /" /I 

20837 21067 , 20864.. 


2098 6, 


21058. .21240, 21060. .21254 




Seq. No. 


4 44 58 




Seq. ID 


OJ000350_15.0322 


. C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


OJ000350 15.0322.C12. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


26094 




End 


26427 




GI 


none 




Score 


50 




Exons 


rt rt rt >i rt -i i - rt rt/~-iirt 

26094. .26159, 26113. . 


26163, 


26170. .26250, 26171 .. 26251 , 






s~\ s~ <~\ *—i r— rt ji rt rt /- rt ~i 

26275 26427, 26276.. 


26401 








Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


OJ000350_15 . 0322 .C12 . 


o7 . gs 


Method 


GENSCAN 




Start 


26116 




End 


26433 






none 




Score 


.88 




Exons 


26116. .26433 










Seq. No. 


44458 




Seq. ID 


OJ000350_15.0322 


.C12 


Gene No. 


93683 




Strand 






Start 


26116 




End 


27078 




Name 


OJ000350 15.0322.C12. 


06 . np 


Method 


AAT/NAP 





45542 




Start 26134 End 27078 

GI 7329636 Score 158 

Exons 26134. .26436, 27044.. 27078 

GI Descrip. (AL132970) centromere protein-like [Arabidopsis thaliana] 



Seq. No. 44459 
Gene No. ' 93684 

Start 3273 

Name OJ000350_15 . 0322 . C13 . o2 . gs 

Start 3273 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C13 

Strand + 

End 8635 

Method GENSCAN 

End 8635 

Score .67 



3273. .3327, 3489.-3595, 3679. .3910, 4178. .4567, 4572. .4616, 
4979. .5178, 5475.-6327, 6654.-6676, 7604. .7827, 8026. .8635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44459 
93685 
10660 

OJ000350_15.0322.C13.o3.gs 

10660 

none 



•Seq. ID OJ000350 15.0322.C13 



Strand 
End 

Method 

End 

Score 



+ 

12681 
GENSCAN 
12681 
.7 



10660. .10723, 11032. .11128, 11342 .. 11410, 12627.. 12681 



Seq. No. 44459 

Gene No. 93686 

Start 13437 

Name OJ000350_15 . 0322 . C13 . o4 , 

Start 13437 

GI none 

Exons 13437. .14093 



gs 



Seq. ID OJ000350_15.0322.C13 

Strand + 

End 14093 

Method GENSCAN 

End 14093 

Score 1 



Seq. No. 


44459 




Seq. ID 


OJ000350_ 


15.0322. 


.C13 


Gene No. 


93687 




Strand 


+ 






Start 


14139 




End 


14520 






Name 


OJ000350 15.0322.C13, 


.ol.gp 


Method 


AAT/GAP 






Start 


. 14139 




End 


14520 






GI 


2280724 




Score - 


737 






Exons 


14139. .14520 












Seq. No. 


44459 




Seq. ID 


OJ000350_ 


15.0322. 


.C13 


Gene No. 


93688 




Strand 


+ 






Start 


16364 




End 


20257 






Name 


OJ000350 15.0322.C13. 


. o5 . gs 


Method 


GENSCAN 






Start 


16364 




End 


20257 






GI 


none 




Score 


.85 






Exons 


16364. .16595, 16729.. 


.16839, 


18009. .19994, 20133. 


.20257 





Seq. No. 

Gene No/ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15.0322.C13 



44459 Seq. ID OJ000350_ 

93689 Strand + 

22220 End 23542 

OJ000350_15. 0322.C13.o2 . np Method AAT/NAP 
22220 End 23542 

6665538 Score 935 

22220. .22600, 22679 .. 22817 , 22917.. 23542 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



44459 
93689 



Seq. ID OJ000350_15.0322.C13 
Strand + 



45543 



Start 22220 End 23542 

Name OJ000350_15 . 0322 . C13 . o2 . gp Method AAT/GAP 

Start 22666 End 23079 

GI LIB3434-064-P1-K1-F3 Score 470 

Exons 22666. .228.17, 22917.. 23079 

GI Descrip. ' 285244 9/.dbj I BAA24 695 | 2.0e-18 (D88207) protein kinase 

[Arabidopsis thaliana] >gi_2947061 (AC002521) putative ' protein 
kinase [Arabidopsis thaliana] * 



Seq. No. 


44459 








Seq. ID 


OJ000350 


_15.0322.C13 


Gene No. 


93690 








Strand 






Start 


1 








End 


2606 




Name 


OJ000350 15 


.0322. 


C13'.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


2606 




GI 


7329636 








Score 


626 




Exons 


1..1593, 1657. .1762, 2258. .2408, 2466.. 


2606 




GI Descrip. 


(AL132970) 


centromere protein-like [Arabidopsis 


thaliana] 


Seq. No. 


44459 








Seq. ID 


OJ000350 


_15.0322.C13 


Gene No. 


93690 








Strand 






Start 


1 








End 


2606 




Name 


OJ000350_15 


.0322. 


C13.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


61 








End 


339 




GI 


none 








Score 


207 




Exons 


61 . .237, 62 


. .226, 


247 . . 


339, 


250. .318 






Seq. No. 


44459 








Seq. ID 


OJ000350 


_15.0322.C13 


Gene No. 


93690 








Strand 






Start 


1 








End 


2606 




Name 


OJ000350_15 


.0322. 


C13.ol 


. gs 


Method 


GENSCAN 




Start 


459 








End 


2606 




GI 


none 








Score 


. 63 




Exons 


459. . 1100, 


1188. . 


1379, 


1542. 


.1624, 2260.. 2606 




Seq. No. 


44459 








Seq. ID 


OJ000350 


15 . 0322 . C13 


Gene No. 


93690 








Strand 






Start 


1 








End 


2606 




Name 


OJ000350 15 


.0322. 


C13.o6 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1300 








End 


1508 




GI 


none 








Score 


148 




Exons 


1300. .1503, 


1301. 


.1504, 


1302 


..1505, 1413.. 1508 




Seq. No. 


44459 








Seq. ID 


OJ000350 


_15.0322.C13 


Gene No. 


93691 








Strand 






Start 


6600 








End 


8112 




Name 


OJ000350 15 


.0322. 


C13.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6600 








End 


8112 




GI 


none 








Score 


71 




Exons 


6600. .6671, 


7057. 


.7119, 


7067 


..7153, 7068. .7181, 


7164 . .7223, 




7165. .7224, 


7165. 


.7227, 


7601 


..7822, 7601.. 7807, 


8023. .8112, 




8024 . .8071 














Seq. No. 


44459 








Seq. ID 


OJ000350 


_15.0322.C13 


Gene No. 


93691 








Strand 






Start 


6600 








End 


8112 




Name 


OJ000350 15 


.0322. 


C13.o3 


. ts 


Method 


TBLASTX: 


Soybean . 


Start 


7616 








End 


7828 





45544 






GI 


none 




Score 


199 






Exons 


7616. .7822, 7627. .7743, 7673 


. . 7828 








Seq. No. 


44459 




Seq. ID 


OJ000350 15.0322 


C13 




Gene No. 


93692 




Strand 








Start 


8036 




End 


8455 






Name 


OJ000350 15.0322.C13 


.o4.ts ■ 


Method 


TBLASTX : Soybean 






Start 


8036 




End 


8455 






GI 


none 




Score 


137 






Exons 


8036. .8293, 8333. .8455 










Seq. No. 


44459 




Seq. ID 


OJ000350_15 . 0322 


C13 




Gene No . 


93693 




Strand 








Start 


17988 




End 


■ 18793 






Name 


OJ000350 15.0322.C13 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


17988 




End 


18621 






GI 


none 




Score 


289 






Exons 


17988 . . 18407, 18002. 


.18034, 


18022 . . 18 


414, 18028. . 18429, 








18029. .18430, 18412. 


.18621, 


18431 . . 18 


595 






Seq. No. 


44459 




Seq. ID 


OJ000350_15.0322 


C13 




Gene No . 


93693 




Strand 








Start 


17988 




End 


18793 






Name 


OJ000350 15.0322.C13 


,o2. ts 


Method 


TBLASTX : Soybean 




%J 


Start 


18470 




End 


18793 




rn 


GI 


none 




Score 


229 




r! s 


Exons 


18470. . 18712, 18500. 


.18661, 


18502. .18 699, 18751. .187 92, 




f i 




18752 . . 18793 










%y 


Seq. No. 


44459 




Seq. ID 


OJ000350_15.0322 


.C13 




Gene No. 


93693 




Strand 






r ! § 


Start 


17988 




End 


18793 




: cr 


Name 


OJ000350 15.0322.C13 


. 08. tm 


Method 


TBLASTX: Maize 




s 


Start •■ 


18523 




End 


18754 




r j 
■~ 


GI 


none 




Score 


189 






Exons 


. 18523. . 18699,. 18524 . 


. 18754 








: 

"h uc? 


Seq. No. 


■ 44459 




Seq. ID 


OJ000350_15.0322 


C13 


™ =~ 


Gene No. 


93694 




Strand 






~ »j 


Start 


18837 




End 


18992 




"™ 


Name 


OJ000350 15.0322.C13 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


18837 




End 


18992 






GI 


none 




Score 


198 






Exons 


18837. .18989, 18839. 


.18988, 


18840. .18992 






Seq. No. 


44459 




Seq. ID 


OJ000350_15.0322 


C13 




Gene No. 


93695 




Strand 








Start 


■ 19025 




End 


19310 






Name 


OJ000350 15.0322.C13 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


19025 




End 


19310 






GI 


none 




Score 


372 






Exons 


19025. .19309, 19027. 


. 19308, 


19104.. 19310 






Seq. No. 


44459 




Seq. ID 


OJ000350_15.0322 


C13 




Gene No. 


93696 




Strand 








Start 


19517 




End 


19931 






Name 


OJ000350 15.0322.C13 


. o2 . tm 


Method 


TBLASTX: Maize 





45545- 




Start 


19517 


End 


19931 






GI 


none 


Score 


468 






Exons 


19517. .19906, 19524. .19580, 


19559. .19906, 19629 


. . 19931, 






19728. . 19931 










Seq. No. 


4.44 59 


Seq. ID 


OJ000350 


15. 0322 


.C13 


Gene No. 


93697 


Strand 








Start 


22405 


End 


23455 






Name 


OJ000350 15.0322.C13.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


22405 


End 


23443 






GI 


none 


Score 


249 






Exons 


22405. .22599, 224 06 .. 22 600, 


22682. .22768, 22757 


. . 22816, 






22 918.. 2318 7, 22919.. 23443, 


23108. .23365, 23287 


. .23442 




Seq. No. 


44459 


Seq. ID 


OJ000350 


_15 . 0322 


.C13 


Gene No. 


93697 


Strand 








Start 


22405 


End 


23455 






Name 


OJ000350 15-0322. C13.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


22406 


End 


23449 






GI 


none 


Score 


228 






Exons 


22406. .22600, 22429. .22599, 


22682. .22768, 22757 


. . 22816, 






22 918. .22989, 22919. .23449, 


23020. .23178, 23281 


. .23436 




Seq. No. 


44459 


Seq. . ID 


OJ000350 


_15.0322 


.C13 


rzpne No . 


93697 


Strand- 








Start 


22405 


End 


23455 






Name 


OJ000350 15.0322.C13.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


22406 


End 


23455 






GI 


none 


Score 


239 






Exons 


22406. .22600, 224 17 .. 22599, 


22679. .22768, 22751 


. .22816, 






22925. .23455, 22927. .23184, 


23281. .23436 






Sea. No. 


44459 


Seq. ID 


OJ000350 


15.0322 


.C13 


Gene No. 


93697 


Strand 








Start 


22405 


End 


23455 






Name 


OJ000350 15.0322.C13.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


22931 


End 


23341 






GI 


none 


Score 


450 






Exons 


22931. .23341, 22936.. 23184 










Seq. No. 


44460 


Seq. ID 


OJ000350 


_15.0322 


.C14 


Gene No. 


93698 


Strand 


+ 






Start 


94 


End 


5177 






Name 


OJ000350 15.0322.C14.ol.np 


Method 


AAT/NAP 






Start 


94 


End 


5177 






GI 


6630556 


Score 


1512 






Exons 


94. .288, 643. .697, 831. .1042 


, 1195.. 1316, 1400. 


. 1553, 






1843. .1912, 2001. .2146, 2232 


..2280, 2363. .2412, 


2508. .2652, 




2939.. 3057, 3165.. 3236, 3330 


. .3433, 3689. .3745, 


3855. .4053, 




4163. .4306, 4412. .4516, 5127 


. .5177 








GI Descrip. 


(AC011708) putative alpha-L- 


arabinof uranosidase 


[Arabidopsi; 




thaliana] 










Seq. No. 


44460 


Seq. ID 


OJ000350 


_15.0322 


.C14 


Gene No. 


93698 


Strand 


+ 






Start 


94 


End 


5177 






Name 


OJ000350 15.0322.C14.ol.gs 


Method 


GENSCAN 







45546 



Start 
GI 

Exons 



112 End 4531 

none Score . 9 

112. .288, 643. .697, 831. .1042, 1195. .1316, 1400. .1553, 

1843. .1912, 2001. .2146, 2232. .2304, 2360 .. 2412, 2508 .. 2652, 

2939. .3057, 3165. .3236, 3330. .3433, 3689.-3745, 3855. .4053, 

4163. .4306, 4412. .4531 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44460 Seq. ID OJ000350_15 . 0322 . C14 

93698 Strand + 

94 End 5177 

OJ000350_15.0322.C14 .ol.gp Method AAT/GAP 

844 End 1316 

3768410 Score 618 

844. .1042, 1195. .1316 

5107819/gb|AAD40132.1|AF149413_13 8.0e-18 (AF149413) contains 

similarity to arabinosidase [Arabidopsis thaliana] 



44460 Seq. ID 

93698 Strand 

94 End 

OJ000350_15.0322.C14.o2.gp Method 

2920 End 

LIB34 33-013-Q6-K1-H3 Score 
2920.. 3057, 3165.. 3234 

f 5107819/gb|AAD40132.1|AF149413_13 8.0e-18 (AF149413) contains 

similarity to arabinosidase [Arabidopsis thaliana] 1 



OJ000350_15.0322.C14 

.+ 

5177 
AAT/GAP 
3234 
308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44460 
93699 
7648 

OJ000350_15. 0322.C14 ,o2.tm 
202 
none 

202. .288, 210. .311, 614. 
829. .975, 830. .976, 989. 
1419. .1550, 1425. .1535, 
2000. .2149/ 2226. .2285, 
2502. .2729, 2937. .3050, 
3329. .3439, 3330. .3380, 
3838. .4050, 4138. .4308, 

44460 
93699 
7648 

OJ000350_15.0322.C14.o2.tc 

220 

none 



Seq. ID OJ000350_15.0322.C14 
Strand + 
End 10486 
Method TBLASTX : Maize 
End 4516 
Score 103 
.697, 636. .698, 642. .698, 643. .699, 
.1042, 1195. .1317, 1239. .1316, 
1842. .1913, 1843. .1914, 1999. .2190, 
2352. .'2426, 2361. .2429, 2501. .2623, 
2938. .3060, 3164. .3232, 3165. .3236, 
3686.. 3739, 3687.. 3728, 3837.. 4016, 
.4148. .4312, 4411. .4503, 4412. .4516 

Seq. ID OJ000350_15.0322.C14 



Strand 
End 

Method 

End 

Score 



+ 

10486 

TBLASTX: Cress 

976 

69 



220. .288, 636. .698, 636. .698, 643. .699, 829. .975, 830. .976 



44460 
93699 
7648 

OJ000350 

830 

none 



15.0322.C14.o2.ts 



Seq. ID OJ000350_15.0322.C14 

Strand + 

End 10486 

Method TBLASTX : Soybean 

End 4507 

Score 323 



830. .1042, 835. .990, 1194. .1316, 1195. .1317, 1404. .1550, 
1413. .1544, 1502. .1546, 1842. .1913, 1843. .1914, 1999. .2142, 



45547 






ZUUU . 


O 1 A O. 


2u JU , 


o i a a 
. . 2 14 o, 


2214 


. .2279, 


2226. .2285, 


2501. . 


2623, 




o c a o 


O "7 o a 

. 21 29, 


233o , 


. . 3UoO, 


3164 


. .3235, 


3165. .3236, 


3323. . 


3376, 




3327 . 


. 34 31, 


o *3 o a 

3323 , 


. .34 42, 


*3 *D *3 A 

333U 


. .3380, 


3686. .3748, 


3687. . 


3728, 




3852. 


.3953, 


O O C *3 

3853 , 


. . 40DO, 


oyyu 


. .4064, 


4142. .4219, 


4162. . 


4218, 




4226. 


.4309, 


A O *3 A 


A "3 A Q 


^ /I A A 

4 4 uy 


. .4507 








Seq. No. 


44460 










Seq. ID OJ000350 


15.0322.C14 


Gene No. 


93699 










Strand 


+ 






Start 


7648 










End 


10486 






Name 


OJ000350 15. 


a o o O 

\J322 , 


. LI 4 . OJ 


. tc 


Method 


TBLASTX: 


Cress 




Start 


2501 










End 


3380 






GI 


none 










Score 


181 






Exons 


2501. 


.2653, 


o c a o 


, . 2 D04 , 


O A O /I 

2 y 3^ 


. .3041, 


2938. .3060, 


3165. . 


3236, 




3167. 


.3235, 


332 y . 






. .3380 








Seq. No. 


44460 










Seq. ID OJ000350 


15.0322.C14 


Gene No. 


93699 










Strand 


+ 






Start 


7648 










End 


10486 






Name 


OJ000350 15. 


0322 . 


, C14 . o3 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2501 










End 


3060 






GI 


none 










Score 


190 






Exons 


2501. 


.2623, 




070Q 

. .2 / 2 y , 


2y3f 


. .3050, 


2938. .3060 






Seq. - No. 


44460 










Seq. ID OJ000350 


15.0322.C14 


Gene No. 


93699 










Strand 


+ 






Start 


7648 










End 


10486 






Name 


OJ000350 15. 


A O O O 


, C14 . ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


3674 










End 


4050 






GI 


none 










Score 


55 






Exons 


3674. 


.3739, 


3oo / . 


*D T O O 

, . 3 1 2a , 


TOOT 
JO J / 


. .3950, 


3838. .4050, 


3997. . 


4020 


Seq. No. 


44460 










Seq. ID OJ000350 


15.0322.C14 


Gene No. 


93699 










Strand 


+ 






Start 


7648 










End 


10486 






Name 


OJ000350- 15. 


a o o o 
0322 . 


, C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7642 










End 


9771.. 






GI 


none 










Score 


200 






Exons 


7642. 


.7839, 


"7 £ O O 

/ boo . 




*7 A O A 

/ yb (J 


. .8057, 


7990. .8058, 


8183. . 


8263, 




8187. 


. 8267, 


o 4 1 j . 


. boll , 


o 4 14 


. .8512, 


8414. .8512, 


8611. . 


8691, 




8612. 


.8689, 


00 11 . 


o o r ~i 
. OO 0 / , 


boll 


. .8867, 


8815. .8868, 


8929. . 


9075, 




8940. 


. 9041, 


o you . 


A A O T 

. yuy 1 , 


y 10 3 


. .9245, 


9153. . 9245, 


9438. . 


9560, 




9658. 


. 9771, 


y oby . 


. y / o / 












Seq. No. 


44460 










Seq. ID OJ000350 


15.0322.C14 


Gene No. 


93699 










Strand 


+ 






Start 


7648 










End 


10486 






Name 


OJ000350 15. 


A O O A 

0322 . 


C14 . ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


7645 










End . 


10424 






GI 


none 










Score 


37 






Exons 


7645. 


.7671, 


7664 . 


. 7825, 


767 1 , 


. .7826, 


7678. .7839, 


7678. . 


7839, 




7680. 


.7844, 


7986. 


.8075, 


7990, 


. .8058, 


8187. .8267, 


8187. . 


8267, 




8189. , 


.8269, 


8404 . 


.8514, 


8405, 


. .8515, 


8412. .8522, 


8414 . . 


8518, 




8606. , 


.8689, 


8608. 


.8688, 


8809, 


. .8868, 


8811. .8876, 


8812. . 


8868, 




8933. , 


. 9076, 


8950. 


.9081, 


8991, 


. .9065, 


9146. . 9238, 


' 9153. . 


9245, 




9153. , 


. 9245, 


9155. 


.9250, 


9438, 


. . 9560, 


9447. .9560, 


9658. . 


9765, 




9660. , 


.9761, 


9668. 


.9772, 


9910, 


. .10032, 


9918.. 10037, 9923 


. . ioo; 




10205, 


. .10264 


, 10208. .10267, 10334. .10417, 10344 


. . 10424 





45548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44460 Seq. ID 

Strand 
End 

Method 
End 
Score 

7648. .7836, 7993. .8055, 8405. .8512, 8609. .8689, 8950. .9075, 
9156. .9245, 9438. .9560, 9661. .9771, 9921. .10034, 10208 10264 , 
10344. .10418 



93699 
7648 

OJ000350_15.0322.C14 .o2.gs 

7'64 8 

none 



OJ000350_15 . 0322 . C14 
+ 

10486 
GENSCAN 
10418 
. 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44460 Seq. ID 

93699 Strand 
7648 End 10486 

OJ000350_15. 0322.C14 .o2.np Method AAT/NAP 
7666 End 10486 

7446372 Score 1236 

7666. .7836, 7993. .8055, 8190... 8261, 8405. .8512, 

8812. .8865, 8950. .9075, 9156. .9245, 9438. .9560, 



OJ000350_15.0322.C14 
+ 



8609. 
9661. 



.8689, 
,9771, 



9921. .10034, 10208. .10264, - 1034 4 .. 104 8 6 

probable serine/threonine kinase (EC 2.7.1.-) SNFL2 - sorghum 
gi | 2632254 | emb | CAA7 3068 . 1| (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



Seq. No. 


44460 








Seq. ID 


OJ000350_15.0322.C14 


Gene No. 


93699 








Strand 


+ 


Start 


7648 








End 


10486 


Name 


OJ000350 15. 


0322 


.C14.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


7675 








End 


8473 


GI 


none 








Score 


197 


Exons 


7675. .7839, 


7680 


. .7841, 


7980. 


.8057, 7990. .8058, 8183. .8263, 




8187. .8267, 


8413 


. .8472, 


8414 . 


.8473 




Seq^ No. 


44460 








Seq. ID 


OJ000350_15.0322.C14 


Gene No. 


93699 








Strand 


+ 


Start 


7648 








End 


10486 


Name 


OJ000350 15. 


0322 


.C14.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7677 








End 


8043 


GI 


none 








Score 


203 


Exons 


7677. .7844, 


7678 


. .7839, 


7986. 


.8042, 7990. .8043, 7990. .8043 


Seq. No. 


44460 








Seq. ID 


OJ000350_15.0322.C14 


Gene No. 


93699 








Strand 


+ 


Start 


7648 








End 


10486 


Name 


OJ000350 15. 


0322 


.C14.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8474 








End 


9245 


GI 


none 








Score 


78 


Exons 


■8474.. 8512, ■ 


8612 


. .8689, 


8784 . 


.8867, 8811. .8867, 8815. .8868, 




8950. .9078, 


8991 


. .9053, 


9153. 


.9245, 9165.. 9242 


Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93700 








Strand 


+ 


Start 


14053 








End 


14104 


Name 


OJ000350 15. 


0322 


.C15.o5 


.gs 


Method 


■ GENSGAN 


Start 


14053 








End 


14104 


GI 


none 








Score 


. 97 


Exons 


14053. . 14104 













45549 



Seq... No. 44461 

Gene No. 937 01 

Start 1184 

Name OJ000350_15 . 0322 . C15 . ol . gp 

Start 968 

GI uC-osroM202007h09al 

Exons 968.. 1344, 1467.. 1587 

GI Descrip. ' 537404/dbj | BAA05538 | 0.0e+00 
water stress [Oryza sativa] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_15.0322.C15 

6105 
AAT/GAP 
1587 
885 



(D26537) WSI76 protein induced by 



Seq. No. 44461 Seq. ID 

Gene No. 93701 Strand 

Start 1184 End 

Name OJ000350_15 . 0322 . C15 . ol . gs Method 

Start 1184 End 

GI none Score 

Exons 1184. .1344, 1467. .1649, 2106. .2147, 

2930. .3022, 3097.". 3231, 3844. .4167 



OJ000350_15.0322.C15 

6105 
GEN SCAN 
4167 
.86 

2296. .2365, 2667. .2765, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 15.0322.C15 



6105 
AAT/NAP 
3150 
364 



44461 
93701 
1184 

OJ000350_15.0322.C15.ol.np 
1238 
7487321 
1238. .1344, 
3097.. 3150 

hypothetical protein T22A6.210 - Arabidopsis thaliana 
gi I 5051780 | emb| CAB45073.il (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269288 | emb | CAB7934 8 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



1467. .1698, 2106. .2147, 2667. .2765, 2930. .3022, 



OJ000350 15.0322.C15 



6105 
AAT./GAP 
3250 
780 
2930. .3022, 



3097 

34 (AL078637) putative 



, .3250 
protein 



44461 Seq. ID 

93701 Strand 
1184 End 
OJ000350_15.0322.C15.o2.gp ■ Method 
1615 " " End 
52574_1.R1084 Score 
1615. .1698, 2106. .2147, 2667. .2765, 
'5051780/emb|CAB45073.1| 4 . Oe- 
[Arabidopsis thaliana] 1 

44461 Seq. ID 

93701 Strand 
1184 End 
OJ000350_15.0322 .C15.o3.gp Method 
3534 ' End 
234_1.R1084 Score 
3534. .4199, 5929. .6105 

'115511/spl P13565 |CALM_HORVU 6.0e-81 CALMODULIN 

>gi_231682_sp_P29612_CALM_ORYSA CALMODULIN >gi_7 1 682_pir MCBH 

calmodulin - barley >gi__100666_pir S24952 calmodulin 1 (clone . 

lambda DASH) - rice >gi_20188_emb_CAA7 8287_ (Z12827) calmodulin 
[Oryza sativa] >gi_167008 (M27303) calmodulin [Hordeum vulgare] 
>gi_170072 (L01431) calmodulin [Glycine max] >gi_310315 (L18913) 
calmodulin [Oryza sat 1 



OJ000350_15.0322.C15 

6105 
AAT/GAP 
6105 
1573 



45550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44461 
93701 
1184 

OJ000350_15 
3829 
115511 
3829. .4199, 
CALMODULIN 
gi|71682|pi 
calmodulin 
(Z12827) ca 
(M27303) ca 
(L01431) ca 
(L18913 



.0322.C15.o2.np 



Seq. ID OJ000350_15.0322.C15 
Strand 

End 6105 • 

Method AAT/NAP 
End 6004 
Score 732 

5929.. 6004 

gi|231682|sp|P29612| CALM_ORYSA CALMODULIN 
r||MCBH calmodulin - barley gi | 100666 | pir | | S24 952 
1 (clone lambda DASH) - rice gi | 20188 | emb | CAA78287 . 1 | 
lmodulin [Oryza sativa] gi | 167008 | gb | AAA32938 . 1 | 
lmodulin [Hordeum vulgare] gi | 170072 | gb | AAA03580 . 1 | 
lmodulin [Glycine max] gi | 310315 | gb | AAA33901 . 1 | 





Seq. No. 


44461 






Seq. ID 


OJ000350 




Gene No~. 


93702 






Strand 






Start 


6985 






End 


7879 




Name 


OJ000350 15 


.0322.C15.o3 


. np 


Method 


AAT/NAP 




Start 


6985 






End 


7879 




GI 


6815099 






Score 


109 




Exons 


6985. .7124, 


7717. .7879 








*3 


GI Descrip.* 


- (AP001081) 


hypothetical 


protein [Oryza 


sativa] 


a i 3 


Seq. No. 


44461 






Seq. ID' 


OJ000350 


: 


Gene No. 


93703 






Strand 




L — H 


Start 


8039 






End 


10331 


L Li 


Name 


OJ000350 15 


.0322.C15.o3 


.gs 


Method 


GENSCAN 




Start 


8039 






End 


10331 




GI 


none 






Score 


. 96 




Exons 


8039. .8371, 


8918. .9080, 


9198. 


.9382, 10062. .1033 



Seq. No. 


44461 






Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93703 






Strand 




Start 


.8.039 ■ 






End 


'l0331 


Name . - 


OJ000350- 15 


.0322 


,C15'.o4 .np 


Method 


AAT/NAP 


Start 


8051 






End 


10331 


GI 


6686782 






' Score 


489 


Exons 


8051. .8371, 


8918 


..9080, 9198. 


.9380, 10060. .10138, 10214. .10331 


GI Descrip. 


(AJ132315) 


AKIN 


gamma [Arabidopsis thaliana] 


Seq. No. 


44461 






Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93704 






Strand 




Start 


12641 






End 


13054 


Name 


OJ000350 15 


.0322 


.C15.o3.tm 


Method 


TBLASTX: Maize 


Start 


1270 






End 


3215 


GI 


none 






Score 


77 


Exons 


1270. .1335, 


1277 


..1333, 1277. 


.1345, t 2656. .2790, 2659.. 2766, 




2666. .2818, 


2666 


..2767, 2667. 


.2768,' 2930. .3022, 2949. .3023, 




3094 . .3213, 


3095 


..3214, 3096. 


.3215 





Seq. No. 
Gene No. 
Start 
Name 
Start 



44461 

93704 

12641 

OJ000350 

1468 



15.0322.C15.o2.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_15.0322.C15 
13054 

TBLASTX: Maize 
2151 



45551 



GI 


none 








Score 


282 


Exons 


1468. .1710, 


1468 


. .1707, 


1469. 


.1735, 2082. .2150, 2085. .2150, 




2098. .2151 












Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93704 








Strand 




Start 


12641 








End 


13054 


Name 


OJ000350 15 


0322 


.C15.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1468 








End 


3231 


GI 


none 








Score 


'207 


Exons 


1468. .1698, 


1475 


. . 1699, 


1481. 


.1714, 2104. .2160, 2107. .2148, 




2659. .2766, 


2667 


. .2768, 


2671 . 


.2766, 2930.. 3022, 2955.. 3023, 




3094. .3225, 


3097 


. .3231 








Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 




93704 








Strand 




Start 


12641 








End 


13054 


Name 


OJ000350 15 


0322 


.C15.o3. 


tc 


Method 


TBLASTX : Cress 


Start 


1468 








End 


3205 


GI 


none 








Score 


112 


Exons 


1468. .1677, 


2659 


. .2766, 


2667 . 


.2768, 2930. .3022, 2955. .3023, 




3089. .3205, 


3094 


. .3201 








Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93704 








Strand 




Start 


12641 








End 


13054 


Name 


OJ000350 15 


0322 


.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3632 








End 


6129 


GI 


none 








Score 


41 


Exons 


3632. .3700, 


3709 


. .3747, 


3709. 


.3792, 3781. .3813, 3783. .3806, 




3792. .3839, 


3796 


. .4200, 


3808. 


.4209, 3829. .4020, 3829. .4035, 




3921. .4208, 


3947 


. .4249, 


5927. 


.6010, 6097.. 6129 


Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 


Cono Mo 


93704 








Strand 




Start 


12641 








End 


13054 


Name ■ 


OJ000350 15 


.0322 


.C15.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3760 








End 


6019 


GI 


none 








Score 


42 


Exons 


3760. .4200, 


3824 


. .3853, 


3826. 


.4209, 3829. .4035, 3838. .4020, 




3947. .4249, 


5927 


. . 6019 








Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 




93704 








Strand 




Start 


12641 








End 


13054 


Name 


OJ000350 15 


0322 


.C15.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3805 








End 


6004 


GI 


none 








Score 


362 


Exons 


. 3805. .4200, 


3826 


. .4209, 


3829. 


.4020, 3829. .4023, 3947. .4249, 




3984. .4208, 


5927 


. .6004 








Seq. No. 


44461 








Seq. ID 


OJ000350_15.0322.C15 


Gene No. 


93704 








Strand 




Start 


12641 








End 


13054 


Name 


OJ000350 15 


0322 


.CIS.ol. 


tw • 


Method 


TBLASTX: Wheat 


Start 


3810 








End 


6007 


GI 


none 








Score 


52 



45552 



Exons 



3810. .3854, 3817. .4209, 3823. .4200, 3829. .4020, 3829. .4035, 
3918. .4208, 3947. .4249, 5927. .6007 



Seq. No. 44461 

Gene No. 93704 

Start 12641 

Name .OJ000350_15 . 0322 . C15 . o2 . tc 

Start 8051 

GI none 

Exons 8051.. 8137, 8129.. 8179, 
9195. ,9275, 9197. .9388 



Seq. No. 44461 

Gene No. 93704 

Start 12641 

Name OJ000350_15 . 0322 . C15 . o2 . tw 

Start 8151 

GI none 

Exons 8151.. 8198, 
8918. .9082 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_15.0322.C15 
13054 

TBLASTX: Cress 

9388 

78 



8267. .8377, 8918. .9082, 8919. .9062, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_15.0322.C15 
13054 

TBLASTX: Wheat 

9082 

43 



8220. .8330, 8222. .8374, 8222. .8377, 8916. .9062, 



Seq. No. 44461 
Gene No. 93704 
Start 12641 

Name OJ000350_15 . 0322 . C15 . o4 . tm 

Start 8216 
GI none 

Exons 8216.. 8377, 8220.. 8327, 8222. 

8922. .9098, 9195. .9275, 9197, 
9318. .9341 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 15.0322.C15 



13054 

TBLASTX: Maize 
9341 
125 

8374, 8918.. 9025, 8918.. 9082, 
9313, 9200.. 9307, 9296.. 9340, 



Seq. No. 44461 

Gene No. 93704 

Start 12641 

Name OJ000350_15 . 0322 . C15 . o3 . ts 

Start 8931 

GI * v '. none 

Exons ' r 8931. .9062,' 8933. .9082-, . 8945. 

Seq. No. 44461 

Gene No. 93704 

Start 12641 

Name OJ000350_15 . 0322 . C15 . o4 . gp 

Start 12405 

GI none 

Exons 12405. .13050 



Seq. ID OJ000350_15.0322.C15 
Strand 

End 13054 

Method TBLASTX : Soybean 

End 9343 

Score 8.1- 

.9082, 9195.. 9275, 9197 .9343 

Seq. ID OJ000350_15.0322.C15 
Strand 

End 13054 

Method AAT/GAP 

End 13050 

Score 1181 



Seq. No. 44461 Seq. ID 

Gene No. 93704 . 4 Strand 

Start 12641 ' End 

Name OJ000350_15 . 0322 . C15 . o4 . gs Method 

Start 12641 End 

GI none Score 

Exons 12641.. 13054 



OJ000350_15.0322.C15 

13054 
GENSCAN. 
13054 
.98 



Seq. No. 
Gene No. 



44462 
93705 



Seq. ID OJ000350_15.0322.C16 
Strand + 



45553 



Start 
Name 
Start 
GI 

Exons 



63 End 2852 

OJ000350_15 . 0322 . C16 . ol . gs Method GENSCAN 

63 End 2831 

none Score . 67 

63. .152, 230. .436, 490. .509, 778. .869, 977. .1046, 1944. .2054, 
2446.-2554, 2781. .2831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44462 
93705 
63 

OJ000350_15.0322.C16.ol.gp 

187 

none 

187. .510, 747. .890 



Seq. ID OJ000350_15.0322.C16 

Strand + 

End 2852 

Method AAT/GAP 

End 8 90 

Score 805 



44462 
93705 
63 

OJ000350_15.0322.C16.ol.tm 

733 

none 



Seq. ID OJ000350_15.0322.C16 
Strand + 
End 2852 
Method TBLASTX : Maize 
End 2058 
Score 171 

733. .870, 734. .883, 746. .883, 964. .1071, 975. .1070, 976. .1071, 
1763. '.1870, 1768. .1869, 1941. .2054, 1942. .2055, 1948. .2058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44462 
93705 
63 

OJ000350_15.0322.C16.ol.np 
740 

2246380 



Seq. ID OJ000350_15.0322.C16 

Strand + 

End 2852 

Method AAT/NAP 

End 2852 

Score 478 



740. .869, 980. .1068, 1769. .1869, 1950. .2054, 2446. .2554, 
2781. .2852 

(Z86095) peptidyl-prolyl cis-trans isomerase [Arabidopsis 
thaliana] 



Seq. No. 44462 

Gene No. 93705 

Start 63 

Name . OJ000350_15 . 0322 . C16 . ol . tc 

Start 755 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C16 

Strand' + . 

End ' 2852 

Method TBLASTX : Cress 

End 2831 

Score 7 9 ' 



755. .904, 970. .1071, 975. .1070, 1763. .1870, 1768. .1869, 
1957. .2055, 1992. .2051, 2443. .2559, 2453. .2554, 2781. .'2831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44462 
93705 
63. 

OJ000350_15.0322.C16.ol.ts 

785 

none 



Seq. ID OJ000350_15.0322.C16 

Strand + 

End 2852 

Method TBLASTX: Soybean 

End 2493 

Score 73 



785. .868, 972. .1067, 973. .1062, 1768. .1869, 1769. .1870, 
1769. .1876, 1942. .2055, 1989. .2054, 2446. .2493 



Seq. No. . 44462 
Gene No. 93705 
Start 63 

Name OJ000350_15 . 0322 . C16 . o2 . gp 



Seq. ID OJ000350_15.0322/C16 

Strand + 

End 2852 

Method AAT/GAP 



45554 



Start 1933 End 2852 

GI 15510_1.R1084 Score 460 

Exons 1933.. 2054, 2446.. 2554, 2781.. 2852 

GI Descrip. * 224 6380/emb | CAB06699 . 1 | 3.0e-33 (Z86095) peptidyl-prolyl 
cis-trans isomerase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44462 
93705 
63 

OJ000350_15. 

2446 

none 

2446. .2553, 
2781. .2852, 



0322.C16.o2.tm 



2447. .2554, 
2782. .2832 



Seq. ID OJ000350_15.0322.C16 

Strand + 

End 2852 

Method TBLASTX: Maize 

End 2852 

Score 180 
2447. .2554, 2780.. 2830, 2781.. 2831, 



Seq. No. 44463 Seq. ID 

Gene No. 93706 Strand 

Start 1 End 

Name OJ000350_15 . 0322 .C17 . ol . gp ' Method 

Start 1 End 

GI 3760917 Score 

Exons 1 . . 170 



OJ000350_15.0322.C17 
+ 

170 

AAT/GAP 

170 

292 



Seq. No. 44463 

Gene No. 93707 

Start 654 

Name OJ000350_15 . 0322 . C17 . ol . gs 

Start - 654 

GI none 
Exons 



Seq. ID OJ000350_15.0322.C17 

Strand + 

End 4331 

Method GENSCAN 

End 4250 

Score .58 



654. .804, 2031. .2104, 2510. .2593, 3000. .3077, 3173. .3224, 
3361. .3632, 3731. .3830, 4117. .4250 



Seq. No. 44463 Seq. ID OJ000350_ 

Gene No. 93707 Strand + 

Start 654 End 4331 

Name OJ000350_15 . 0322 . C17 . o2 . gp Method AAT/GAP 

Start 998 End 1989 

GI . none Score 787 

Exons 998.. 1299, 1601.. 1694, 1920.. 1989 



15.0322.C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GL. Descrip . 



44463 
93707 
654 

OJ000350_15 
2039 
122772 
2039. .2088, 
3361. .3632, 



.0322.C17.ol.np. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

4331 
AAT/NAP 
4260 
1062 



15.0322.C17 



3000. .3077, 3173. .3224, 



2500.. 2593, 2680.. 2739, 
3731. .3976, 4117. .4260 
TRANSCRIPTION FACTOR HBP-1B gi | 100809 | pir | | S 1534 7 transcription 
factor HBP-lb - wheat gi | 21635 | emb | CAA40102 | (X56782) HBP-lb 
[Triticum aestivum] 



Seq. No. 44463 Seq. ID OJ0Q0350_ 

Gene No. 93707 Strand + 

Start 654 * End 4331 

Name OJ000350_15 . 0322 . C17 . o3 . gp Method AAT/GAP 

Start 3150 End 4331 



15.0322.C17 



45555 



GI 


15176 1.R1084 


Score 


1379 


Exons 


3150. .3224, 3361. .3632, 3731.. 


3978, 4120.. 4331 


GI Descrip. 


1 100099/pir | IJC1230 5.0e-70 DNA-binding protein VBP1 - fava 1 




>gi_1372966 (M81827) CREB-like protein 


[Vicia faba] 1 


Seq. No. 


44463 


Seq. ID 


OJ000350_15.0322.C17 


Gene No. 


93708 


Strand 


+ 


Start 


4449 


End 


4566 


Name 


OJ000350 15.0322.C17.o4.gp • 


Method 


AAT/GAP 


Start 


4449 


End 


4566 


GI 


LIB34 33-045-P1-K1-C4 


Score 


200 


Exons 


4449. .4566 






GI Descrip. 


, 537404/dbj IBAA05538 | 0.0e+00 


(D26537) 


WSI7 6 protein induced 




water stress [Oryza sativa] 1 






Seq. No. 


44463 


Seq. ID 


OJ000350_15 . 0322 . CI 7 


Gene No. 


93709 


Strand 


+ 


Start 


5183 


End 


7889 


Name 


OJ000350 15.0322.C17.o2.gs 


Method 


GENSCAN 


Start 


5183 


End 


7889 


GI 


none 


Score 


.71 


Exons 


5183. .5269, 7073. .7255, 7761.. 


7889 




Seq. No. 


44463 '" : 


Seq. ID 


OJ000350_15 . 0322 .C17 


Gene No. 


93710 


Strand 


+ 


Start 


13834 


End 


14799 


Name 


OJ000350 15.0322.C17.o5.gs 


Method 


GENSCAN 


Start 


13834 


End 


14799 


GI 


none 


Score 


.49 


Exons 


13834. .14799 






Seq. No. 


44463 


Seq. ID 


OJ000350_15.0322.C17 


Gene No. 


93710 


Strand 


+ 


Start 


13834 


End 


14799 


Name 


OJ000350 15.0322.C17.o4.np 


Method 


AAT/NAP 


Start 


13858 


End 


14790 


GI 


< 7485974 


Score 


1160 


Exons 


13858. .14790 






GI Descrip. 


hypothetical protein F22K18.7C 


) - Arabidopsis thaliana 




gil 4220517 | emb | CAA22990 . 1 | (AL035356) 


hypothetical protein 




[Arabidopsis thaliana] gi | 7269324 | emb | CAB7 9383 . 1 | (AL161562) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44463 


Seq. ID 


OJ000350_15.0322.C17 


Gene No. 


93711 


Strand 




Start 


7860 


End 


13139 


Name 


OJ000350 15.0322.C17.o2.tm 


Method 


TBLASTX : Maize 


Start 


1978 


End 


. 4360 


GI 


none 


Score 


70 


Exons 


1978. .2025, 1979. .2023, 2023.. 


2097, 2027.. 2107, 2523.. 2591, 




2527. .2592, 2674. .2751, 2674.. 


2739, 2676.. 2750, 2997.. 3026, 




2998. .3078, 2998. .3078, 2999.. 


3085, 3131. .3238, 3147. .3224, 




3169.. 3225, 3359.. 3634, 3360.. 


3635, 3728.. 3979, 3729.. 3977, 




3850. .3987, 4097. .4267, 4114.. 


4212, -4114. .4323, 4116.". 4268, 




4325. .4360, 4331. .4357 






Seq. No. 


44463 


Seq. ID 


OJ000350_15.0322.C17 



45556 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



93711 Strand 

7860 End 

•OJ000350_15 . 0322 .C17 . ol . tc Method 

2674 End 

none Score 



13139 

TBLASTX: Cress 

4262 

98 



2674. .2751, 2674. .2739, 2997. .3026, 2998. .3078, 2999. .3085, 

3131. .3238, 3169. .3231, 3171. .3245, 3359. .3640, 3360. .3644, 

3728. .3979, 3730. .3789, 3762. .3983, 3850. .3990, 3900. .3983, 

4114. .4212, 4114. .4248, 4130. .4249, 4197. .4262 



Seq. No. 


44463 








Seq. ID 


OJ000350 


ic moo r 1 1 "7 
lo . U oZZ ; LI / 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJOOOooU lo 


moo 


Li / . ox 


4.,, 


Method 


TBLASTX: 


Wh o a +■ 
KVucat 


Start 


2692 








End 


3626 




GI 


none 








Score 


69 




Exons 


2692. .2751, 


2692. 


.2736, 


2693. 


.2740, 2998. .3075, 


2999. .3076, 




3131. .3238, 


3169. 


.3225, 


3359. 


.3610, 3360.. 3611, 


3368. .3616, 




3372. .3626 














Seq. No. 


44463 








Seq. ID 


OJ000350 


_15.0322.C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350 15 


.0322. 


C17.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2998 








End 


4262 




GI 


none 








Score 


50 




Exons 


2998. .3048, 


3001. 


.3036, 


3163. 


.3225, 3169. .3225, 


3170. .3238, 




3359. .3634, 


3360. 


.3635, 


3728. 


.3871, 3741. .3872, 


3743.'. 3850, 




3871. .3942, 


3871. 


.3987, 


3885. 


.3977, 3902. .3979, 


4109. .4261, 




4114 . .4260, 


4197. 


.4262 











Seq. No. 44463 

Gene No. 93711 

Start 7860 

Name OJ000350_15 . 0322 . C17 . o5 . gp 

Start 7860 

GI '• 454879 

Exons 7860.. 8375, 8474. ..9305 

GI Descrip. 537404 /dbj | BAA05538 | 0.0e+00 
water stress [Oryza sativa] 



Seq. ID OJ000350_15.0322.C17 
Strand 

End 13139 

Method AAT/GAP 

End 9305 

Score 2644 

(D26537) WSI76 protein induced by 



Seq. No. 


44463 


Seq. ID 


OJ000350 


JL5.0322 


Gene No. 


93711 


Strand 






Start 


7860 


End 


13139 




Name 


OJ000350 15.0322.C17.o3.gs 


Method 


GENSCAN 




Start 


8163 


End 


9593 




GI 


none 


Score 


.81 




Exons 


8163/.8375, 8474,. .9279, 9404. 


.9593 






Seq. No. 


44463 


Seq. ID 


OJ000350 


_15.0322 


Gene No. 


93711 


Strand 






Start 


7860 


End 


13139 




Name 


OJ000350 15.0322.C17.o2.np 


Method 


AAT/NAP 




Start 


8166 


End 


9247 - 




GI 


7489601 


Score 


1746 




Exons 


8166. .8375, 8474. .9247 








GI Descrip. 


WSI76 protein - rice gi | 537404 | dbj | BAA05538 . 1 1 


(D26537) 



45557 




protein induced by water stress [Oryza sativa] 



Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350_15 


. 0322 . 


C17 . ol 


. ts 


Method 


TBLASTX: Soybean . 




Start 


8167 








End 


9187 




GI 


none 








Score 


41 




Exons 


8167 . . 8217, 


8214 . 


. 8375, 


8307 . 


.8372, 8474. .8728, 8479. .8607, 




8505. .8708, 


8717 . 


. 9187, 


8745 . 


.9185 






Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350_15 


. 0322 . 


C17 . o4 


. tc 


Method 


TBLASTX: Cress 




Start 


8187 








End 


8897 




GI 


none 








Score 


110 




Exons 


8187 . . 8231, 


8259. 


. 8375, 


8290 . 


.8385, 8396.. 8497, 8549.. 8575, 




8582 . . 8728, 


8589 . 


.8708, 


8729 . 


.8896, 8745.-8897 




Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350_15 


. 0322 . 


C17 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8262 








End 


9188 




GI 


none 








Score 


50 




Exons 


8262 . . 8375, 


8290 . 


. 8385, 


8307 . 


.8369, 8350. .8385, 8396. .91 


87, 




8505 . . 9188 














Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350 15 


.0322. 


C17.o3 


.np 


Method 


AAT/NAP 




Start 


8893 








End 


13139 




GI 


5852180 








Score 


128 




Exons 


8893 . . 8995, 


12222 


..12465, 13055.. 13139 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350 15 


.0322. 


C17.o2 


• tc 


Method 


TBLASTX: Cress 




Start 


8906 . 








End 


9187 




GI 


none 








Score 


146 




Exons 


8906. .9187, 


8912. 


.9178, 


8922. 


.9185 






Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322. 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 




Name 


OJ000350 15 


.0322. 


C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


8978 








End 


9187 




GI 


none 








Score 


180 




Exons 


8978. .9178, 


8978. 


.9187 










Seq. No. 


44463 








Seq. ID 


OJ000350_15.0322; 


C17 


Gene No. 


93711 








Strand 






Start 


7860 








End 


13139 





45558 



ri i 



Name 


OJ000350 15.0322.C17 


. o4 . gs 


Method 


GENSCAN 




Start 


12585 






End 


13139 




GI 


none 






Score 


. 92 




Exons 


12585. 


.12808, 12848. 


. 13139 








Seq. No. 


44463 






Seq. ID 


OJ000350 15.0322 


.C17 


Gene No. 


93712 






Strand 






Start 


13843 






End 


14355 




Name 


OJ000350 15.0322.C17 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


13843 






End 


14178 




GI 


none 






Score 


430 




Exons 


13843. 


.14178, 13872. 


. 14177 








Seq. No. 


44463 






Seq. ID 


OJ000350 15.0322, 


.C17 


Gene No. 


93712 






Strand 






Start 


13843 






End 


14355 




Name 


OJ000350 15.0322.C17 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


13867 






End 


14010 




GI 


none : 






Score 


210 




Exons 


13867. 


.14010, 13878. 


. 14009 








Seq. No. 


. 44463 






Seq. ID 


OJ000350_15.0322, 


.C17 


Gene No. 


93712 






■ Strand 






Start 


13843 






End 


14355 




Name 


OJ000350 15.0322.C17 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14046 






End 


14355 




GI 


none 






Score 


246 




Exons 


14046. 


.14183, 14047. 


. 14178, 


14149. .14355, 14182. .14355 




Seq. No. 


44463 






Seq. ID 


OJ000350_15.O322. 


.C17 


Gene No. 


93713 






Strand 






Start 


14472 






End 


14807 




Name 


OJ000350 15.0322.C17 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


14472 






End 


14781 




GI 


none 






Score 


149 




Exons 


14472. 


.14780, 14473. 


. 14616, 


14668. .14781 




Seq. No. 


44463 






Seq. ID 


OJ000350_15.0322, 


.C17 


Gene No. 


93713 






Strand 






Start 


14472 






End 


14807 




Name 


OJ000350 15.0322.C17 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


14509 






End 


14807 




GI 


none 






Score 


337 




Exons 


14509. 


.14790, 14511. 


.14807, 


14720. .14797 




Seq. No. 


44464 






Seq. ID 


OJ000350_12.0323. 


,C1 


Gene No. 


93714 






Strand 






Start 


265 






End 


427 




Name 


OJ000350 12.0323.Cl.ol.gs 


Method 


GENSCAN 




Start 


265 






End 


427 




GI 


none 






Score 


.75 




Exons 


265. .427 










Seq. No. 


44465 






Seq. ID 


OJ000350_12.0323< 


,C3 


Gene No. 


93715 






Strand 


+ 




Start 


4169 






End 


5804 




Name 


OJ000350_12.0323.C3.ol.np 


Method 


AAT/NAP 





45559 



Start 4169 End 5804 

GI 7340909 Score 144 

Exons 4169.. 4203, 5467.. 5804 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



Seq. No. 44465 Seq. ID 

Gene No. 93716 Strand 

Start * 69 End 

Name OJ000350__12 . 0323 . C3 . ol . tc Method 

Start 1 End 

GI none Score 
Exons 



OJ000350_12 . 0323 . C3. v 
315 

TBLASTX: Cress 

315 

132 



1..72, 3.-77, 3. .71, 77. .178, 81. .176, 123. .182, 143. .214, 
194. .295, 195. .293, 199. .315 



Seq. No. 44465 

Gene No. 93716 

Start 69 

Name OJ000350_12 . 0323 . C3 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000350_12.0323.C3 
Strand 
End 

Method 
End 
Score 



315 

TBLASTX: Maize 

237 

137 



1..75, 1..81, 2. .82, 71. .136, 77. .178, 81. .176, 123. .182, 
142. .183, 194. .235, 194. .235, 195. .236, 196. .237 



Seq. No.'. 44465' 

Gene No. 93716 

Start 69 

Name OJ000350_12 . 0323 . C3 . ol . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ000350_12.0323.C3 
Strand 
End 

Method 
End 
Score 



315 

TBLASTX : Soybean 

315 

115 



3. .68, 4. .72, 4. .72, 71. .178, 81. . 131, 84. .176, 123. .182, 
143. .214, 194. .295, 195. .293, 199. .315 



Seq. No. 44465 Seq. ID OJ000350_12 . 0323 . C3 

Gene No. 93716 Strand 

Start 69 End 315 

Name OJ000350_12 . 0323 . C3 . ol . gp Method AAT/GAP 

Start 69 End 294 

GI 1629_2.R1084 Score 363 

Exons 69.. 294 

GI Descrip. ' 1245217/gb | U4 9840 | OSU49840 1.0e-170 Oryza sativa subsp. indica 
large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence 1 



Seq. No. 44466 Seq. ID 

Gene No. 93717 Strand 

Start 96 End 

Name OJ000350_12 . 0323 . C4 . ol . gs Method 

Start 96 End 

GI - none Score 

Exons 96.. 289 



OJ000350_12.0323.C4 
+ 

289 

GENSCAN 

289 

.76 



Seq. No. 44466 Seq. ID 

Gene No. 93718 Strand 

Start 1 End 

Name OJ000350_12 . 0323 . C4 . ol . np Method 

Start 1 End 

GI 7340909 Score 



OJ000350_12.0323.C4 
526 

AAT/NAP 

526 

128 



45560 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..129, 274. .526 

(AP001550) hypothetical protein [Oryza sativa] 



44466 
93719 
1193 

OJ000350_12.0323.C4 .ol.gp 
432 

LIB34 32-008-P1-K1-F11 
432.. 536 

l 5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ..ID 

Strand 

End 

Method 

End 

Score 



OJ000350 12. 0323. C4 



1391 
AAT/GAP 
536 
123 



Seq. No. 44466 Seq. ID 

Gene No. 93719 Strand 

Start 1193 End 

Name OJ000350_12 . 0323 . C4 . o2 . gs Method 

Start 1193 End 

GI none Score 

Exons 1193.. 1391 



OJ000350_12.0323.C4 

1391 
GENSCAN 
1391 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44467 
93720 
1 

OJ000350_12.0323.C5.ol.np 
1 

7340909 

1..233, 1599. .1673, 1917. .2171 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_12.0323.C5 
+ 

5247 
AAT/NAP 
2171 
139 



44467 
93720 
1 

OJ000350_12.0323.C5.ol.gs 

254 

none 



Seq. ID OJ000350_12.0323.C5 

Strand + 

End 5247 

Method GENSCAN 

End 5247 

Score . 62 



254. .410, 1028. .1182, 1388. .1597, 1637. .1812, 1921. .2025, 
2052. .2141, 3112. .3204, 3833. .3962, 5069. .5247 



44467 Seq. ID 

93720 Strand 
1 End 
OJ000350_12 . 0323 .C5.ol.gp Method 
2336 End 
4879016 Score 
2336. .2570, 2599. .2933 

6041757/ gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, - 
complete sequence ; 



OJ000350_12.0323.C5 
+ 

5247 
AAT/GAP 
2933 
810 



44467 Seq. ID 

93721 Strand 

3596 End 

OJ000350_12 . 0323 . C5 . o2 . np Method 

3596 End 

4680183 Score 

3596. .3754, 6541. .6573 



OJ000350_12.0323.C5 

6573 
AAT/NAP 
6573 
50 



45561 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•G'l 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44468 Seq. ID 

93722 Strand 

1 End 

OJ000350_12. 0323.C6.o6.np Method 

1 -v- End 

4006833 Score 



OJ000350_12.0323.C6 
+ 

15001 
AAT/NAP 
15001 
178 



1..47, 5892. .6370, 14966. .15001 

(AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



44468 
93722 
1 

OJ000350_12. 0323.C6.ol.gs 

768 

none 

768. .973, 1421. .1521, 1534, 



Seq. ID OJ000350_12.0323.C6 

Strand + 

End 15001 

Method GENSCAN 

End 3118 

Score .59 
,1627, 2076.. 2300, 3036.. 3118 



44468 Seq. ID 

93722 Strand 

1 End 

OJ000350_12. 0323.C6.o2.np Method 

4738 End 

6630699 Score 
4738. .4815 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000350__12. 0323. C6 
+ 

15001 
AAT/NAP 
4815 
91 



44468 Seq. ID 

93722 Strand 

1 End 

OJ000350_12. 0323.C6.o3.np Method 

4943 End 

6539570 Score 
4943. .5145, 5318. .5384 

(AP000836) hypothetical protein [Oryza sativa] 



OJ000350_12.0323.C6 
+ 

15001 
AAT/NAP 
5384 
192 



44468 
93722 
1 

OJ000350_12.0323.C6.o3.gs 

9048 

none 



Seq. ID OJ000350_12.0323.C6 

Strand + 

End 15001 

Method GENSCAN 

End 10217 

Score .73 



9048.. 9146, 9259.. 9379, 10150 10217 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 
Seq. No. 



44468 
93723 
16499 

OJ000350_12.0323.C6.o5.gs 

16499 

none 



16499. .1*6514, 16783 .. 16881 , 17211 
44468 Seq 



Seq. ID OJ000350_12.0323.C6 

Strand + 

End 17532 

Method GENSCAN 

End 17532 

Score .43 
17532 



ID OJ000350 12. 0323. C6 



4 5562 



8622 
AAT/NAP 
4676 
529' 

3696. .3789, 4017. .4118, 



Gene No. 93724 Strand 

Start 1713 End 

Name OJ000350_12 . 0323 . C6 . ol . np Method 

Start 1713 End 

GI 5922620 Score 

Exons 1713.. 1845, 3273.-3354, 3462. 

4417. .4441, 4487. .4597, 4638. 

GI Descrip. (AP000492) EST D15357 (C0514 ; 

predicted gene .; .hypothetical protein [Oryza sativa] 
gi| 6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.3638, 
. .4676 

corresponds to a 



region of the 





Seq. No. 


44468 


Seq. ID 


OJ000350_12.0323.C6 




Gene No. 


93724 


Strand 






Start 


1713 


End 


8622 




Name 


OJ000350 12.0323.C6.o2.gs 


Method 


GENSCAN 




Start 


3498 


End 


8622 




GI 


none 


Score 


. 65 




Exons 


3498. .3719, 3939. .4088, 4417. 


.4441, 4487. .4700, 4726. .4792, 






4961.. 5065, 5100.. 5264, 7961. 


.8114, 8 


492. .8622 




Seq. No. • 


44468 


Seq. ID 


OJ000350_12.0323.C6 


u 


Gene No. 


93724 


Strand 






Start 


1713 


End 


8622 


f fk 


Name 


OJ000350 12.0323.C6.ol.gp 


Method 


AAT/GAP 


r 1 1 


Start 


4735 


End 


5158 




GI 


LIB34 7 9-006-Q6-K1-B11 


Score 


666 


~ =£ 


Exons 


4735. .5158 








GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 l.Oe 


-110 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 1 




f u 


Seq. No. 


44468 


Seq. ID 


OJ000350_12.0323.C6 




Gene No. 


93724 


Strand 






Start 


1713 


End 


8622 ~ 


-■'4 


Name 


OJ000350 12:0323. C6.o5.np 


Method 


AAT/NAP 


M 


Start 


5704 


End 


5838 




GI 


4539658 " 


Score 


88 




Exons 


5704 . .5838 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 






bicolor] 








Seq. No. 


44468 


Seq. ID 


OJ000350_12.0323.C6 




Gene No. 


93725 


Strand 






Start 


12685 


End 


15058 




Name 


OJ000350 12.0323.C6.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


428 


End 


765 




GI 


none . 


Score 


82 




Exons 


428. ,562, 565.. 76.5 








Seq. No. 


44468 


Seq. ID 


OJ000350_12.0323.C6 




Gene No. 


93725 


Strand 






Start 


12685 


End 


15058 




Name 


OJ000350 12.0323.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


766 


End 


1295 




GI 


none 


Score 


162 




Exons 


766. .1014, 1002. .1295 







45563 




Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene. No. 


. 93725 








Strand 


— 


Start 


12685 








End 


15058 


Name 


OJ000350_12 


.0323. 


C6. o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


1008 








End 


.-£1-393 


GI 


none 








Score 


243 


Exons 


1008 . . 1319, 


1043. 


. 1306, 


1322 . 


. 1393 




Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 


— 


Start 


12685 








End 


15058 


Name 


OJ000350 12 


.0323. 


C6.ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


5901 








End 


6341 


GI 


none 








Score 


48 


Exons 


5901. .5942, 


6012. 


. 6239, 


6228 . 


. 6341 




Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 




Start 


12685 








End 


15058 


Name 


OJ000350 12 


.0323. 


C6-ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5981 








End 


6298 


GI 


none 








Score 


351 


Exons 


5981. . 6058, 


5982. 


. 6260, 


5985. 


.6284, 6119./6298 


Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 




Start 


12685 " 








End 


15058 


Name 


OJ000350 12 


0323. 


C6. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6036 








End 


6587 


GI 


none 








Score 


218 


Exons 


6036. . 6347, 


6406. 


. 6444, 


6495. 


.6587 




Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 




Start 


12685 








End 


15058 


Name 


OJ000350 12 


0323. 


C6.o2. 


tm 


Method . 


TBLASTX: Maize 


Start 


"'"'64 95 








End 


6956 


GI 


none 








Score 


257 


Exons 


6495. . 6857, 


6497 . 


. 6703, 


6869. 


.6946, 6870.. 6956 


Seq. No. 


44468 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 




Start 


12685 








End 


15058 


Name 


OJ000350 12. 


0323. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6681 








End 


15058 


GI 


none 








Score 


327 


Exons 


6681. .7049, 


6690. 


. 704 9.,: 


^14878 


. .14976, 


15002. .15058 


Seq. No. 


444 68 1 








Seq. ID 


OJ000350_12.0323 


Gene No. 


93725 








Strand 




Start 


12685 








End 


15058 


Name 


OJ000350 12. 


0323. 


C6.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7145 








End 


741.7- , 


GI 


none 








Score 


170 


Exons 


7145. .7324, 


7162. 


.7239, 


7178. 


7303, 7316.. 7417 



45564 



Seq. No. 


44468 ' 




Seq. ID 


OJ000350 


Gene No. 


93725 




Strand 




Start 


12685 




End 


15058 


Name 


OJ000350_12 . 0323 .C6 . 


o4 .gs 


Method 


GENSCAN 


Start 


12685 




J End 


13711 


GI 


none 




Score 


.5 


Exons 


12685 .. 12875, 13220. 


. 13405, 


13684.'. 13711 


Seq. No. 


44-469 




Seq. ID 


OJ000350 


Gene No. 


93726 




Strand 


+ 


Start 


i n c 

105 




End 


3364 


Name 


OJ000350_12 . 0323 .CIO 


.ol.gs 


Method 


GENSCAN 


Start 


105 




End 


3364 


GI 


none 




Score 


.59 


Exons 


105. .206, 1999. .2266 


, 2907. 


.3364 




Seq. No. 


444 69 




Seq. ID 


OJ000350 


Gene No . 


/ O 




-Strand 


+ 


Start 


105 




' End 


3364 


Name 


OJ000350 12. 0323. C10 


. ol . np 


Method 


AAT/NAP 


Start 


549 




End 


802 


GI 


2130159 




Score 


418 


Exons 


549. .802 








GI Descrip. 


hypothetical protein 


85 - maize chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12. 0323. C10 



gi|902275|emb|CAA60340| (X86563) ORF85 
gi|902296|emb|CAA60360| (X86563) ORF85 



44469 
93726 
105 

OJ000350_12. 0323. C10. ol.gp 
1223 

183_5.R1084 

1223. .2266, 2807. .3191 
'133999/spl P05424 |RR7 
PROTEIN S7 >gi_70904j 
chloroplast >gi_12037 
S7 [Oryza sativa] >gi 
protein S7 [Oryza sat 
protein S7 [Oryza sat 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Zea mays] 
[Zea mays] 

OJ000350_12. 0323. C10 
+ 

3364 
AAT/GAP 
3191 
2749 



ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

pir R3RZ7 ribosomal .protein S7 - rice 

emb_CAA33942_ (X15901) ribosomal protein 
12065_emb_CAA33919_ (X15901) ribosomal 

iva] >gi_226657_prf 1603356CH ribosomal 

iva] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
G.ene No. 
Start 
Name 
Start 



44469 Seq. ID 

93726 Strand 
105 End 
OJ000350_12 . 0323 . C10 . o3 . np Method 
1447 End 
6723798 Score 
1447. .1698, 2386. .2420 

(AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 
gi I 6723825 | emb | CAB67236.il (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



OJ000350_12. 0323. C10 
+ 

3364 
AAT/NAP 
2420 
163 



44469 
93726 
105' 

OJ000350_12. 0323. C10. o4 .np 
2392 



Seq. ID OJ000350_12. 0323. C10 

Strand + 

End 3364 

Method AAT/NAP 

End 2829 



45565 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



140281 Score 558 

2392.. 2829 

HYPOTHETICAL 16.8 KD PROTEIN (ORF 143) gi | 81821 1 pir | | S0.5717 

hypothetical protein 143 - soybean chloroplast 

gi 1 115771 emb |CAA30522| (X07675) ORF 143 [Glycine max] 



44469 
93726 
105 

OJ000350_12. 0323. CIO. o5.np 



Seq. ID OJ000350_12. 0323. CIO 

Strand + 

End 3364 

Method AAT/NAP 

End 3361 

Score 771 



2894 
133999 
2894 . .3361 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 
ribosomal protein S7 - rice chloroplast gi | 12037 | emb | CAA33942 
(X15901) ribosomal protein S7 [Oryza sativa] 

gil 12065|emb|CAA33919| (X15901) ribosomal protein S7 [Oryza 
sativa] gi 1226657 | prf | | 1603356CH ribosomal protein S7 [Oryza 
sativa] 



OJ000350_12. 0323. C10 
+ 

5903 
AAT/NAP 
5903 
2544 



44469 Seq. ID 

93727 Strand 
3664 End 
OJ000350_12. 0323. C10. o6.np Method 
3664 ' End 
128657 Score 
3664. .4440, 5153. .5903 

NADH- PLASTOQUINONE OXIDOREDUC.TASE CHAIN 2, CHLOROPLAST 
gi | 6614 9 | pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669085 | emb | CAA3394 1 | 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi|669089|emb|CAA33920| (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44469 Seq. ID OJ000350_12 . 0323 . C10 

93728 Strand - • . 

999 End 1368 

OJ000350_12 . 0323 . C10 . o2 . np Method AAT/NAP 

999 End 1368 

6723799 Score 361 

999.. 1196, 1258.. 1368 

(AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 
gi | 6723824 | emb | CAB67235 . 1 | (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



44469 
93729 
6542 

OJ000350_12 .0323. C10. ol.tc 
2 

none 



OJ000350_12. 0323. C10 
7303 

TBLASTX: Cress 
1383 
118 

2. .79, 3. .77, 68. .103, 81. .107, 81. .107, 101. .193, 106. .231, 
108. .203, 115. .222, 199. .315, 201. .317, 319..372*, 324. .383, 
326. .385, 410. .511, 411. .509, 412. .594, 419. .595, 610. .654, 
614. .772, 615. .722, 662. .778, 667. .798, 669. .776, 794. .856, 
795. .890, 820. .888, 858. .893, 859.-894, 862. .894, 895. .927, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



45566 



897. .926, 898. .93.0, 922. .1002, 923. .1003, 927. .1004, 1051. .1197, 
1058. .1156, 1059. .1190, 1259. .1288, 1264. .1290, 1264. .1290, 
1288. .1383, 1297. .1383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44469 
93729 
6542 

OJ000350_12. 0323. CIO. o3.tw 
2 

none 



Seq. ID OJ000350_12. 0323. C10 
Strand 

End 7303 

Method TBLASTX : Wheat 

End 297 

Score 65 



2. .37, 3. .35, 36. .113, 39. .95, 40. .96, 99. .164, 100. .186, 
149. .190, 159. .203, 159. .203, 160. .231, 160. .222, 202.. 297, 
220. .297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44469 
93729 
6542 

OJ000350JL2. 

1030 

none 

1030. . 1170, 
1311. . 1403, 
1523. . 1549, 
1731. . 1766, 
1825. . 1872, 
1935. .2141, 



0323. C10. o5.ts 



1031. .1195, 1039. 

1328. .1384, 1411. 

1542. .1607, 1543. 

1732. .1773, 1732. 

1829. .1879, 1831. 

1941. .2141, 1942. 



Seq. ID OJ000350_12. 0323. C10 
Strand 

End 7303 

Method TBLASTX : Soybean 

End 2142 

Score 163 

.1197, 1041. .1196, 1258. .1296, 
.1515, 1411. .1488, 1522. .1548, 
.1608, 1544. .1609, 1681. .1743, 
.1776, '1773. .1805, 1774. .1809, 
,1926, 1836. .1958, 1836. .1925, 
,2142, 1945. .2142 



Seq. No. 44469 
Gene No. 93729 
Start 6542 

Name OJ000350_12 . 0323 . C10 . ol . tm 

Start 1225 
GI none 

Exons 1225.. 1527, 1225.. 1530, 1233. 

1527.. 1610, 1669. .1872, 1670. 
1684.. 3102, 2632.. 3102 



Seq. ID OJ000350_12. 0323. C10 
Strand 

End 7303 

Method TBLASTX: Maize 

End 3102 

Score 514 

.1532, 1525. .1584, 1526. .1609, 
.1756, 1671. .3101, 1671. .3077, 



Seq. No. 44469 

Gene No. 93729 

Start 6542 

Name OJ000350_12 . 0323 . C10 . o5 . tc 

Start 1384 

GI none 

Exons 1384. .1407, 1401. .1544, 1402. 

1413. .1544, 1536. .1568, 1539. 



OJ000350_12. 0323. C10 
7303 

TBLASTX: Cress 

1605 

113 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.1545, 1409. .1546, 1412. .1543, 
.1580, 1570. .1605 



Seq. No. 44469 
Gene No. 93729 
Start 6542 

Name OJ000350_12 . 0323 . C10 . o2 . tc 

Start 1671 
GI none 

Exons 1671.. 1706, 1671.. 1712, 1672. 

1698. .1772, 1702. .1746, 1762. 
1815. .1931, 1816. .1932, 1823. 
1891. .2412, 1909. .1935, 1935. 



OJ000350_12. 0323. C10 
7303 

TBLASTX: Cress 
5129 
53 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1716, 1673. .1714, 1688. 
.1809, 1773.. 1847, 1811. 
.1936, 1824.. 1940, 1890. 
.2411, 1942. .2412, 5073. 



.1756, 
.1879, 
.2411, 
.5129 



45567 




beq. no. 


A A A C O 

4 4 4 by 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No. 


93729 








Strand 




Start 


6542 








End 


7303 


Name 


UU UUUjjU 1 Z 


. U OZ O . 


LIU . 04 


. tS 


Method 


TBLASTX: Soybean 


b tar t 










End 


2702 


C T 
bl 


none 








Score 


239 


Exons 


9 "3 fl O 9 /I R R 
^ jUU . . DO/ 


9"3H 1 


9 ^ R 0 
. Z 4 0 O , 


Z jUZ . 


.2484, 2302. .2481, 2454. .2567, 






ZO / J . 


9*7 n i 

■ z / U 1 , 


Z 0 0 u . 


.2702 




064. NO. 


4 4 4 b y 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No. 


93729 








Strand 




Start 


6542 








End 


7303 


Name 


UUUUUjjU 1Z 


n *}9 


LIU . 04 




Method 


TBLASTX: Cress 


DUdtU 










End 


2847 




none 








Score 


184 


Exons 


9 £Q *7 9 P. 9*7 
ZOO/. .Zo^/ r 


9 ££l ft 
Z DO 0 . 


9 P. 9 P. 
. Z 0 Z O , 


9 £Q1 
Z D 1 . 


.2834, 2692. .2829, 2692. .2847, 




9 "7 9 £ OQ'IC 












beq. no. 


4 4 4 by 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No . 


QT7 0Q 

yj /zy 








Strand 




Start 


6542 








End 


7303 


Name 


OJ000350_12 


.0323. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Of arf 

b tar t 


9 t n /1 

Z / U4 








End 


3428 




none 








Score 


195 


Exons 


9 "7 H /l 9Q9Q 

Z / U4 . . zozy, 


on n a 
Z / U 4 . 


9 Q 9 Q 

. z 0 z y , 


9 T n Q 

z / u y . 


.2831, 2822. .3130, 2823. .2867, 




ZoZ4 . . ZOOO, 


9 Q Q "5 

Zo 0 J . 


. JU / / , 


9 Q Q A 
Z 0 0 4 . 


.3132, 2884. .3129, 3136. .3381, 




jI 4 1 . . J Jo U , 


jIjj . 


. JJOJ, 


■5-301 
JJOl. 


.3428, 3384. .3425 


beq. no. 


A A A C Q 

4 4 4 by 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No . 


yj / z y 








Strand 




Start 


6542 








End 


7303" 


Name 


OJ000350_12 


.0323. 


C10.o3 


. tc 


Method 


TBLASTX: Cress 


OLdlt 


9 Q QA 

z 0 y 4 








End 


3416 




none 








Score 


119 


Exons 


zb y4 . . juui , 


z y u / . 


9 Q O Q 

. zyyy, 


z y y 0 . 


.3129, 3009. .3128, 3014. .3130, 




oizo . . jo / y , 


jIjd. 


. JJO 1 , 


*5 1 R "5 

jIjj . 


.3380, 3155.. 3385, 3381.. 3416, 




JJo 4 . . O 4 1 0 


•v. 










Seq. No. 


44469 








Seq. ID 


OJ000350JL2. 0323. C10 


Gene No. 


93729 








Strand 






£ R /I 9 

DO 4 Z 








End 


7303 


Name 


UJUUU jOU 1Z 


n ^5 9 "5 


biu . oz 


. tm 


Method 


TBLASTX: Maize 


btarc 


jIUj 








End 


3458 


bl 


none 








Score 


575 


Exons 


jIUj, . J4 1 1 , 


T1 AC 

jIUj . 


. o4 DO , 


"5 1/11 
0 1 4 1 . 


.3458 




Seq. No. 


44469 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No. 


93729 








Strand 




ot art 


DO 4 Z 








End 


7303 


Name 


OJUUUooU lz 


r\ 0 0 0 


C1U . OJ 


. tm 


Method 


TBLASTX: Maize 


Start 


3472 








End 


3596 


GI 


none 








Score 


181 


Exons 


3472. .3591, 


3493. 


.3591, 


3509. 


.3595, 3510.. 3596 


Seq. No. 


44469 








Seq. ID 


OJ000350_12. 0323. C10 


Gene No. 


93729 








Strand 




Start 


6542 








End 


7303 



45568 




Name 


c\ Tnnn^RA i 9 

UJUUU jjU 1Z 


n *39 "\ 


Ul U . O j 


-1- o 
. L.S 


Method 


TBLASTX: 


Soybean 


b tart 










End 


3993 




C T 

bX 


none 








Score 


103 






004 X . . j DZ / , 


JJ 4 Z . 


. J DO 0 / 


j 0 4 j • 


.3656, 3611.. 3688, 


3612. .3674, 




JDX4 . . JDOO | 


JO / J . 


"3Q£9 
. J y DZ , 


JO / J. 


.3992, 3676.. 3993, 


jd / b . . oy y o 


Seq. No. 


44469 








Seq. ID 


OJ000350 


_12. 0323. C10 


Gene No. 


93729 








Strand 


- 




Of a r- f- 
O Lai l. 


DO 4 Z 








End 


7303 




Name 


UJUUUjjU XZ 


. U jZ j . 


U1U . oo 


. ts 


Method 


TBLASTX: 


Soybean 


b tar c 


y4 








End 


4220 


LlX 


none 








Score 


372 




tiXons 


j y y 4 . . 4 z x o , 


j y y b . 


4 9 9 0 
. 4 ZZ U 










Seq. No. 


44469 








Seq. ID 


OJ000350 


_12. 0323. C10 


Gene No. 


93729 








Strand 






otart 


Dj 4 Z 








End 


7303 




Name 


UJUUUjjU XZ 


n "59 "5 
. u oz o . 


LIU . OZ 


. ts 


Method 


TBLASTX: 


Soybean 


Of >-4- 

btar u 


04 ZD 








End 


5917 




r* t 
bi 


none 








Score 


229 




Exons 


0 4 Z D . . 0 Oo 4 , 


0 4 J J . 


. 00 b4 , 


0 ooz . 


.5905, 5552.. 5917, 


cc^n com 
oobu. .oyu/ 


beq. jno . 


A A A C Q 

44 4 by 








Seq. ID 


OJ000350 


19 n'39'3 pin 
XZ.U0Z0..CIU 


Gene No. 


yj / z y 








Strand 






btart 


bO 4 z 








End 


7303 




Name 


UJUUU JO U XZ 


• U j Z j • 


r* i n A 9 
LIU . OZ 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5712 








End 


6198 




GI 


none 








Score 


271 




Exons 


o / xz . .jo y 4 , 


0 / 1Z . 


c: n R Q 

. 0 / o y , 


cni o 
0 / X j . 


.5946, 5714. .5953, 


oyuu . . oyyz, 




oy4z . . oyyz , 


oy 4 o . 


C Q Q O 

. o y y j , 


cl q c; 9 

o y OZ . 


.5993, 5978.. 6079, 


oy yo . . 0UI0 , 




bUU4 . . bUo 1 / 


bUU4 . 


CO/1 R 

. bU4 0 / 


c n n c 
bU U b . 


.6083, 6008. .6070, 


bU 1 U . . bU oy , 




buzo . . bu / z t 


bU b j . 


. bx x y / 


bU b j . 


.6119, 6076. .6120, 


bxzu . . bx y / , 




£1 9fl £1 Q1 

dxzu . . oiy / / 


£ 1 9 1 

o XZ X . 


. ox y ts , 


£ 1 9 1 

b x z x . 


.6198 






Seq. No. 


44469 








Seq. ID 


OJ000350 


_12. 0323. C10 


Gene No. 


93729 








Strand 






btzarx 


00 4 Z 








End 


7303 




Name 


UJUUUjjU XZ 


. U OZ j . 


LXU . OZ 


gs 


Method 


GENSCAN 




btdlt 


DO 4 Z 








End 


6971 






none 








Score 


.81 




Exons 


bO 4Z . . bbyu , 


DO Dj . 


. by / x 










Seq. No. 


44469 








Seq. ID 


OJ000350 


_12, 0323. CIO 


Gene No. 


93729 








Strand 






Start 


6542 








End 


7303 




Name 


OJ000350 12 


.0323. 


C10.o7. 


np " 


Method 


AAT/NAP 




Start 


6558 








End 


7303 




GI 


82523 ' 








Score 


810 





Exons 6558.. 7303 

GI Descrip. hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi | 12068 | emb | CAA33921 | (X15901) ORF249 [Oryza sativa] 
gi I 226655 I prf I I1603356CF ORF 249 [Oryza sativa] 

Seq. No. 44470 Seq. ID OJ000350_12 . 0323 . Cl 1 

Gene No. 93730 Strand + 

Start 943 End 1047 



45569 



Name 

Start 

GI 

Exons 



OJ000350_12 . 0323 . CI 1 . ol . gs Method GEN SCAN 

943 End 1047 

none Score .89 
943. .1047 



Seq. No. 44470 Seq. ID 

Gene No. ' 93731 Strand" 

Start 2197 End 

Name OJ000350_12 . 0323 . Cll . o2 . gp Method 

Start 2197 End 

GI 3107396 Score 

Exons 2197.. 2411 



OJ000350_12. 0323. Cll 
+ 

2411 
AAT/GAP 
2411 
414 



Seq. No. 44470 Seq. ID 

Gene No. 93732 Strand 

Start 4054 End 

Name OJ000350_12 . 0323 . Cll . ol . np Method 

Start 4054 End 

GI • 4249380 Score 

Exons 4054.. 4106, 4158.. 4375 

GI Descrip. (AC005966) ESTs gb|Z37637, gb|AA042498 and gb|AA042269 come from 
this gene. [Arabidopsis thaliana] 



OJ000350_12. 0323. Cll 
+ 

8348 
AAT/NAP 
4375 
142 



Seq. No. ■ 44470 Seq. ID 

Gene No. '93732 Strand 

Start 4054 End 

Name OJ000350_12 . 0323 . CI 1 . o3 . gs Method 

Start 4054 End 

GI none Score 
Exons 



OJ000350_1 : 2 . 0323 . Cll 
+ 

8348 
GENSCAN 
8348 
.44 



4054, 
8262, 



.4375, 4474, 
.8348 



,4610, 6396. .6578, 7115. .7399, 7806. .7895, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3__12. 0323. Cll. ol.gp 



44470 
93733 
1 

OJ000350 

1 ,, 

3760640 
1..84 

4 17 6420/dbj | BAA371 67 | 2, 
[Arabidopsis thaliana] 

44470 
93734 
1886 

OJ000350_12.0323.Cll.o2.gs 

1886 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_12. 0323. Cll 
84 

AAT/GAP 

84 

92 



0e-ll (AB008097) cytochrome P450 



Seq. ID OJ000350_12. 0323. Cll 
Strand 

End 2842 

Method GENSCAN 

End 2842 

Score . 68 



1886. .2092, 2098. .2225, 2434. .2493, 2776. .2842 



44471 
93735 
1 

OJ000350_12. 0323.C12.ol.np 

1 

7106512 



Seq. ID OJ000350_12.0323.C12 

Strand + 

End 2925 

Method AAT/NAP 

End 2918 

Score 1275 



1..32, 846. .1361, 2047. .2498, 2553. .2918 



45570 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (-E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



44471 
93735 
1 

OJ000350_12.0323.C12.ol.gs 
95 

none 



Seq. ID OJ000350_12.0323.C12 

Strand + 

End 2925 

Method GENSCAN 

End 2925 

Score .56 



95. .154, 374. .482, 880. .1030, 1103. .1191, 2008. .2374, 
2523. .2756, 2758.. 2925 



Seq. No. 44471 

Gene No. 93736 

Start 3307 

Name OJ000350_12 . 0323 . C12 . o2 . gs 

Start 3307 

GI none 

Exons 3307. .3459 



Seq. ID OJ000350_12.0323.C12 

Strand + 

End 3459 

Method GENSCAN 

End 3459 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44471 
93737 
7523 

OJ000350_12.0323.C12.o3.gs 

7523 

none 



Seq. ID OJ000350_12.0323.C12 

Strand + 

End 10457 

Method GENSCAN 

End 10457 

Score .45 



7523. .7671, 7823. .8090, 9867. .9959, 10128 .. 10201 , 10292. .10457 



44471 
93738 
10596 

OJ000350_12.0323.C12.o2.np 

10596 

6466937 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 19675 

Method AAT/NAP 

End 19193 

Score 2048 



10596. . 13421, 14885. .15331, 19169. .19193 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44471 
93738 
10596 

OJ000350_12.0323.C12.o5.gs 

14102 

none 

14102. .14146,. 14708. .14797 



44471 
93738 
10596 

OJ000350_12.0323.C12.ol.gp 
15951 

30942 1.R1084 



Seq. ID OJ000350_12.0323.C12 
Strand 

End * 19675 

Method GENSCAN 

End 14797 

Score .45 



Seq. ID OJ000350_12.0323.C12 
Strand 

19675; 
AAT/GAP 
17058 
1101 



End 

Method 
End 

_ Score 
15951. .15973, 16146 16622, 16957. .17058 

■ 3297808/emb | CAA198 66 . 1 | 9.0e-35 (AL031032) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 



44471 



Seq. ID OJ000350 12.0323.C12 



45571 






Gene No. 


93738 


Strand 








Start 


10596 


End 


19675 






Ncime 


OJ0003S0 12 0323 C12 06 rjq 


Method 


GENSCAN 








1 627 2 ~ 


End 


18803 






rij 
o x 




Score 


. 91 






LAUllO 


16272 16622 1 69S7 174S7 


17823. .18203, 18296. .18462, 








X U .J / (J • • x o o u o 












4 4 4 71 


Seq. ID 


OJ000350_12.0323 


n 2 




Gene No. 


93738 


Strand 








Start 


10596 


^ End 


19675 








OJ000350 12.0323.C12.o3.np 


Method 


AAT/NAP 






O Lai. u 


16391 


End 


18077 






ox 


3885492 


Score 


1332 








16391. .16622, 16957. .17457, 


17823. .18077 






vjx ucoL-i ±,yr • 


(AF063865) tapetum specific protein [Zea mays] 








44471 ■ 


Seq. ID 


OJ000350_12.0323 


PI 2 




Gene No. 


93738 


Strand 








Start 


10596 


End 


19675 






LNCtlUC 


OJ000350 12.0323.C12.o2.gp 


Method 


AAT/GAP 






Of a >-•(- 


17129 


End 


18040 






riJ 
ox 


36713 1.R1084 


Score 


1043 • 




"i 


LAUllu 


17129. .17457, 17823.. 18040 








%j 


CI T Ho c f y* n 10 


•38854 92 6.0e-84 (AF0638 65) 


tapetum specific protein [Zea mays 


in 


Qf^rr Kin 


44471 


Seq. ID 


OJ000350_12.0323 


.C12 


fy 




93738 


Strand 






f ^ 


Start 


10596 


End 


19675 




iy 


Name 


OJ000350 12.0323.C12.o3.gp 


Method 


AAT/GAP 








18334 


End 


19675 






vji X 


29130 1.R1084 


Score 


937 








18334. .184 62, 18578. .18818, 


19361. .194 07, 19591. .19675 






fZT npQfT'i n 

OX UCOLJ — L£J • 


, 3297809/emb|CAA198 67. 1 | 9. 


0e-21 (AL031032) putative protein 


f 1 
v s 




[Arabidopsis thaliana] 1 








= ; 


Q&ct- Mo 


44471 


Seq. ID 


OJ0O0350_12.0323 


.C12 




Gene No. 


93739 


Strand 








Start 


21114 


End 


21545 






Name 


OJ000350 12.0323.C12.o2.tw 


Method 


TBLASTX: Wheat 




r ^ 


uLCll L 


1035 


End 


17152 






o X 


none 


Score 


221 








1035. .1109, 16401. .16628, 16441. .16623 


, 16484. .16624, 








16943. .17152, 16952 .. 17059, 


16954. .17151 






Seq. No. 


44471 


Seq. ID 


OJ000350_12.0323 


.C12 




Gene No. 


93739 


Strand 








Start 


21114 


End 


21545 








OJ000350 12.0323.C12.o6.tm 


Method 


TBLASTX: Maize 






Q+-=s r f- 

OLal t 


10701 


End 


11261 






Cir 
ox 


none 


Score 


104 






Exons 


10701. .10925, 10914. .11261, 


10954. .11226, 10962. .11261 






. Seq. No. 


44471 


Seq. ID 


OJ000350_12.0323 


.C12 




Gene No. 


93739 


Strand 








Start 


21114 


End 


21545 






Name 


OJ000350 12.0323.C12.o4.tw 


Method 


TBLASTX: Wheat 





45572 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



10851 
none 

10851. .11255, 10965. 



End 
Score 



11255 
118 



11210 



44471 
93739 
21114 

OJ000350JL2 . 0323 . C12 . o2 . tm 

11340 

none 

1134 0. .117 98, 11359. .114 90, 
11644 . .11898, 11859. .11975 

44471 
93739 
21114 

OJ000350_12 . 0323 .C12 .06. tw 

11340 

none 

11340. .11720, 11412. .11633 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method • TBLASTX: Maize 

End 11975 

Score 75 
11367. .11618, 11527. .11799, 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method TBLASTX : Wheat 

End 11720 

Score 55 



44471 
93739 
21114 

OJ000350_12.0323.C12.o3.ts 
11568 
none 

11568. .11798, 11638. .11796, 11850.. 11954 



Seq. ID OJ000350_12.0323.C12 
Strand 

21545 

TBLASTX: Soybean 
11954 
101 



End 

Method 

End 

Score 



44471 
93739 
21114 

OJ000350_12.0323.C12.o5.tw 
11808 
none 

11808. .12044, 11850. .12200, 11851. .12180 



Seq. ID OJ000350_12.0323.C12 
Strand 

21545 

TBLASTX: Wheat 
12200 
70 



End 

Method 

End 

Score 



44471 
93739 
21114 

OJ000350_12.0323.C12 

12033 

none 

12033. .12266, 12151. 



Seq. ID OJ000350_12.0323.C12 
Strand 

21545 

TBLASTX: Maize 
12394 
65 



End 

Method 
End 
Score 



.o8.tm 

.12267, 12281. .12394, 12285. .12386 



44471 
93739 
21114 

OJ000350_12.0323.C12.o4 . tm 
12395 
none 

12395. .12487, 12395 .. 12532 , 12507 12923, 12513. . 12641, 
12571. .12888 



Seq. ID OJ000350_12. 0323.C12 
Strand 

End 21545 

Method TBLASTX: Maize 

End 12923 

Score 50 



44471 
93739 
21114 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 



45573 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_12.0323.C12.o3.tw Method 

1254 9 End 

none Score 
12549. .12947, 12580.. 12888 



TBLASTX: Wheat 

12947 

105 



44471 
93739 
21114 

OJ000350_12.0323.C12.ol.ts 
12660 
none 

12660. .12962, 12673 .. 12858 , 12953 13018 , 12954.. 13010 



Seq. ID OJ000350_12.0323.C12 
Strand 

21545 

TBLASTX : Soybean 
13018 
59 



End " 
Method 
End 
Score 



44471 
93739 
21114 

OJ000350_12.0323.C12.o3.tm 

12950 

none 

12950. .13414, 12972. .13412, 

44471 
93739 
21114' 

OJ000350_12.0323.C12.ol.tw 

12995 

none 

12995. . 13408, 12999 .. 13373, 

44471 
93739 
21114 

OJ000350_12.0323.C12.o5.ts 

13127 

none 

13127. .13318, 13127. .13414 

44471 
93739 
21114 

OJ000350_12.0323.C12.ol.tm 

16251 

none 

16251. .16343, 16290 .. 16628 , 
16954. .17478, 16955. .17482 

44471 
93739 
21114 

OJ000350_12.0323.C12.o4.ts 

16335 

none 

16335. .16628, 16453. .16614 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method TBLASTX: Maize 

End 13414 

Score 183 
12974. .13414 

Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method TBLASTX: Wheat 

End 13423 

Score 202 
13121. .13423 

Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method TBLASTX : Soybean 

End 13414 

Score 94 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 

Method TBLASTX : Maize 

End 17482 

Score 281 
16354. .16623, 16952 .. 17059, 



Seq. ID OJ000350_12.0323.C12 
Strand 

End .21545 

Method TBLASTX : Soybean 

End 16628 

Score 88 



Seq. No. 
Gene No. 
Start 



44471 
93739 
21114 



Seq. ID OJ000350_12.0323.C12 
Strand 

End 21545 



45574 



Name 

Start 

GI 

Exons 



OJ000350_12.0323.C12.o2.ts 

17164 

none 

17164. .17400, 17165. .17374, 
17820. .17930 



Method TBLASTX : Soybean 
End 17931 
Score 94 
17392. .174 63, 17818. .17931, 



Seq. No. ■ 44471 Seq. ID 

Gene No. 93739 Strand 

Start 21114 End 

Name OJ000350_12 . 0323 . C12 . ol . tc Method 

Start 17257 End 

GI none Score 

Exons 17257. . 17454, 17826.. 17960 



OJ000350_12.0323.C12 
21545 

TBLASTX: Cress 

17960 

108 



OJ000350 12.0323.C12 



Seq. No. 44471 Seq. ID 

Gene No. 93739 Strand 

Start , 21114 ' End 
Name OJ000350_12 . 0323 . C12 . o5 . tm Method 

Start 17967 End 

GI none Score 

Exons 17967. .18206, 17 968 18204 , 17970 .. 18209, 18278 .. 18415, 
18279. . 18416 



21545 

TBLASTX: Maize 

18416 

193 



Seq. No. 44471 

Gene No. 93739 

Start 21114 

Name OJ000350_12 . 0323 . C12 . 

Start 18441 

GI none 

Exons 18441. . 18464, 18579., 
18664. . 18819, 18669., 



o7 . tm 



18659, 
18830, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

18580 

19361 



18651, 
19408 



OJ000350_12.0323.C12 
21545 

TBLASTX: Maize 

19408 

38 

18657. .18836, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44471 Seq. ID 

93739 Strand 
21114 End 
OJ000350_12.0323.C12.o4 . gp Method 
21114. ^ End 

LIB3432-059-P1-K1-D8 ' Score 
21114. .21545 * 

•5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ000350_12.0323.C12 

21545 
AAT/GAP 
21545 
661 



Seq. No. 44472 Seq. ID 

Gene No. 93740 Strand 

Start 74 End 

Name OJ000350_12 . 0323 . C13 . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74 . .219, 690. .791 



OJ000350_12.0323.C13 
+ 

791 

GENSCAN 

791 

.5 



Seq. No. 44472 

Gene No. 93741 

Start 8800 

Name OJ000350_12 . 0323 . C13 . ol . np 

Start 8794 

GI 7485616 
Exons 



Seq. ID OJ000350_12.0323.C13 
Strand 

End 10869 

Method AAT/NAP 

End 10869 

Score 1155 



3794. .9153, 9237. .10297, 10644. .10869 



45575 




GI Descrip. hypothetical protein F17I5.20 - Arabidopsis thaliana 

gi I 3297807 | emb| CAA19865.il (AL031032) putative protein 
[Arabidopsis thaliana] gi | 7270332 | emb | CAB80100 . 1 j (AL161584) 
putative protein [Arabidopsis thaliana] 



vJ • LIU • 


4 4 4 72 








Seq. ID 


OJ000350_12.0323.C13 


f^pnp No 


93741 








Strand 




Start 


8800 








End 


10869 


Name 


OJ000350 12 


0323 


CI 3 ol 


L.1U 


Method 


TBLASTX: Maize 


Start 


8797 ~ 








End 


9741 


GI 


none 








Score 


63 


Exons 


8797. .8931, 


8807. 


.8905, 


8971. 


.9153, 8972. .9142, 8980. .9153, 




9226 9339 

c~ c \) • . s ~j ~j y f 


9234 . 


. 9341, 


9336. 


.9428, 9345. .9614, 9346. .9615, 




961 S 9740 


9630 


9734 

■ Zf f J *1 , 


9691. 


.9741 




Sea No 


44472 








Seq. ID 


OJ000350_12.0323.C13 




93741 








Strand 




Start 


8800 

O O \J V 








End 


10869 


Name 


OJ000350 12 


.0323. 


C13.o2. 


gs 


Method 


GENSCAN ■ 


Start * 


8800 








End 


10851 


GI 










Score 


.89 




ftftDD 91 SO 




1 09 Q7 


10644. .10851 




c; p rr Nn 


4 4 4 79 






- 


Seq. ID 


OJ000350_12.0323.C13 


f!pnp KJf\ 


Q-574 1 








Strand 




O LCtl L 


ft ftoo 








End 


10869 


Name 




rn9 ^ 


ri ^ o9 




Method 


TBLASTX: Soybean 


Start 


8848 








End 


9281 


GI 


none 








Score 


95 


Flvnn ^ 


8848 8931 


8 968 . 


. 9153, 


8969. 


.9151, 9255. .9281 


Sea No 


4 4 4 72 








Seq. ID 


OJ000350_12.0323.C13 


fipnp Kin 


93741 








Strand 




Start 


8800 








End 


10869 


Name 


OJOOOISO 19 


. 0323 . 


C 1 3 . 0 1 . 


tw 


Method 


TBLASTX: Wheat - 


Start 


8971 








End 


9432 


GI 


none 








Score 


184 


Rxon s 

U a \_y 1 1 o 


8971 9153 


8972 . 


. 9142, 


8980. 


.9153, 9232. .9339, 9234. .9338, 




9937 9^41 

Z? *J 1 • • J .J *4 X , 


9^1 9 


94 9ft 


9345. 


.9431, 9346. .9432 


C p pr Kf n 
O C ^ . LN U . 


44479 








Seq. ID 


OJ000350_12.0323.C13 


OCilC IN KJ . 


93741 








Strand 




O L. a. -L U 


ft rdo 

0 0 v u 








End 


10869 


Name 


OJ000350 12 


.0323. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9438 








End 


9852 ' 


GI 


none 








Score 


67 


Exons 


9438. .9614, 


9535. 


.9615, 


9681. 


9851, 9687. .9782, 9715.. 9852 


Seq. No. 


44472 








Seq. ID 


*OJ000350_12.0323.C13 


Gene No. 


93741 








Strand 




Start 


8800 








End 


10869 


Name 


OJ000350 12 


.0323. 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9546 








End 


9881 


GI 


none 








Score 


102 


Exons. 


9546. . 9614, 


9615. 


.9881, 


9709. . 


9879 




Seq. No. 


44472 








Seq. ID 


OJ000350_12.0323.C13 



45576 



Gene No. 


93741 




Strand 






Start 


8800 




End 


10869 




Name 


OJ000350 12.0323.C13.o2 


. tm 


Method 


TBLASTX : 


Mai ze 


b tare 


9888 




End 


10251 




C T 


none 




Score 


100 




T if\ C 1 

oxons 


9888. .10007, 9889. .10008, 10026. .10172, 


10036. . 


1U1U1 , 




10055. .10141, 10056. .10250, 


10063. . 10251 




064 . NO . 


44473 




Seq. ID 


OJ000350 


1 z . Uo 2 0 . L 1 4 




93742 




Strand 


+ 




Start 


2220 




End 


2571 




Name 


OJ000350 12.0323.C14 .ol 


.gp 


Method 


AAT/GAP 




Of a v-h 


2220 




End 


2571 






uC-osflcyp093d07bl 




Score 


665 




Exons 


2220. .2571 










bi uescrip. 


' 4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










oeq. NO. 


44473 




Se*q. ID 


OJ000350 


12 . \)32 3 . C14 


Gene No. 


93743 




Strand 


+ 




Start 


3350 




End 


3822 




LNalUe 


OJ000350 12.0323.C14.ol 


.np 


Method 


AAT/NAP 




otart 


3350 




End 


3822 




C T 
bl 


225024 




Score 


218 




Exons 


3350. .3822 










bi uescrip. 


calmodulin [Chlamydomonas reinhardtii] 






oeq. no. 


44473 




Seq. ID 


OJ000350 


12 . Uozi . C14 


Gene No . 


93744 




Strand 






Start 


11409 




End 


13583 




Name 


OJ000350 12.0323.C14.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Of v-4- 


3410 




End 


3787 




C T 
bl 


none 




Score 


64 




Exons 


3410. .3451, 3416. .3523, 


3417 


..3485, 3461. .3556, 


3462. .3557, 




3573.. 3635, 3597.. 3680, 


3602 


..3631, 3634. .3681, 


3689. .3736, 




3728. .3787 










oeq . jno . 


44473 




Seq. ID 


OJ000350 


_12i0323.C14 


bene ino . 


93744 




Strand 






Start 


11409 




End 


13583 




Name 


OJ000350 12.0323.C14 .o2 


.tm 


Method 


TBLASTX: 


Maize 




3416 




End 


3787 






none 




Score 


58 




TP \r y*^L 


3416. .3523, 3417. .3485, 


3461 


..3556, 3462. .3557, 


3512. .3565, 




'3570. .3635, 3573. .3635, 


3574 


. .3636, 3597. .3680, 


3634 . .3681, 




3689.. 3736, 3689.. 3745, 


3705 


..3746, 3728. .3787 




0 e q . no. 


44473 




Seq. ID 


OJ000350 


_12.0323.C14 


f!p'np' Kin 

OCI1C IN <J • 


93744 




Strand 






Start 


11409 




End 


13583 




Name 


OJ000350 12.0323.C14.o2 


.ts 


. Method 


TBLASTX: 


Soybean 


Start 


3416 




End 


3787 




GI 


none 




Score 


58 




Exons 


3416. .3520.,- 3417. .3485, 


3461 


. .3556, 3462. .3557, 


3574 . .3636, 




3597. .3680, 3602. .3631, 


3634 


. .3681, 3689. .3736, 


3689. .3736, 



3728. .3787 



45577 



Seq. No. 44473 

Gene No. 93744 

Start 11409 

Name OJ000350_12 . 0323 . C14 . o2 . tc 

Start 3417 

GI none 

Exons 3417-, . 3485, 
3689. .3736, 



3461.. 3556, 3462. 
3728. .3787 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_12.0323.C14 
13583 

TBLASTX: Cress 

3787 

58 



,3557, 3602. .3631, 3634. .3681, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44473 
93744 
11409 

OJ000350_12.0323.C14.o3.np 

11409 

7485754 



OJ000350 12.0323.C14 



Seq. ID 
Strand 

End 13583 
Method AAT/NAP 
End 13583 
Score 689 

11409. .12477, 12572. .12655, 1274 3 .. 13180 , 13225. .13583 
hypothetical protein F19D11.13 - Arabidopsis thaliana 
gi|6598416|gb|AAC34215.2| (AC004411) putative Ser/Thr protein 
kinase [Arabidopsis thaliana] 



Seq. No. 44473 

Gene No. 93744 

Start 11409 

Name OJ000350_12 . 0323 . C14 . ol . tc 

Start 11666 

GI none 

Exons 11666. .11728, 11732 .. 118 15, 
12098. .12259 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_12.0323.C14 
13583 

TBLASTX: Cress 

12259 

105 



11825. .11989, 12011. .12058, 



I : ii 


Seq. No. 


44473 






Seq. ID 


OJ000350_12.0323 


.C14 




Gene No. 


93744 






Strand 






t LI 


Start 


11409 






End 


13583 






Name 


OJ000350 12.0323.C14 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


11825 






End 


12259 






GI 


none 






Score 


116 




~ hi 


Exons 


11825 


..12058, 12098. 


.12259 








E. JL 


Seq. No. 


44473 






Seq. ID 


OJ000350JL2.0323 


.C14 


T« 55? 


Gene No. 


93744 






Strand 






s. —5 


Start 


11409 






End 


13583 






Name 


OJ000350 12.0323.C14 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


11825 






End 


12259 






GI 


none 






Score 


60 






Exons 


11825 


..12070, 12101. 


. 12154, 


12170. .12259 






Seq. No. 


44474 






Seq. ID 


OJ000350_12.0323 


.C15 




Gene No . 


93745 






Strand 


+ 






Start 


244 






End 


1207 






Name 


OJ000350 12.0323.C15 


. ol . gs 


Method 


GEN SCAN 






Start 


244 






End 


1207 






GI 


none 






Score 


.83 






Exons 


244 . .293, 585. . 664, 


1149. .1207 








Seq. No. 


4 4 474 






Seq. ID 


OJ000350_12.0323 


.C15 




Gene No. 


93746 






Strand 


+ 






Start 


2914 






End 


3433 






Name 


OJ000350_12.0323.C15 


.ol.gp 


Method 


AAT/GAP 





45578 



Start 2914 End 3383 

GI uC-osflcyp097b05bl Score 895 

Exons 2914.. 3383 

GI Descrip. 1 140503/sp | P12173 | YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; "ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 44474 
Gene No. 93746 
Start 2914 

Name OJ000350_12 . 0323 . CIS . o2 . np 

Start 3035 
GI 140503 
Exons 3035.. 3433 

GI Descrip. HYPOTHETICAL 

gi|82518|pir| 

rice chloropl 

within trnl i 

(X15901) ORF1 

gi|226660|prf 



Seq. ID OJ000350_12.0323.C15 

Strand + 

End 3433 

Method AAT/NAP 

End 3433 

Score 683 



14 KD PROTEIN IN YCF68 TRNI INTRON (ORF 133) 
UQ0279 hypothetical 14. 5K protein (trnl intron) 
ast gi| 12041 |emb|CAA33945| (X15901) ORF133; ORF 
ntron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
33; ORF within trnl intron [Oryza sativa] 
I1603356CL trnl intron ORF 133 [Oryza sativa] 



Cpn Ma 


44474 






Seq. ID 


OJ000350_12.0323 


.C15 


Gene No. 


93747 






Strand 


+ 




Start 


4475 






End 


4801 




Name 


OJ000350 12. 


0323 


.C15.o4.np 


Method 


AAT/NAP 




Start 


4475 






End 


4801 




GI 


226661 






Score 


561 




Exons 


4475. .4801 












GI Descrip. 


trnA intron 


ORF 


109 [Oryza sativa] 






Seq. No. 


44474 






Seq. ID 


.OJ000350_12.0323 


.C15 


Gene No. 


9374 8 






Strand 






Start " 


1929 






End 


2263 




Name 


OJ000350 12. 


0323 


. C15 . ol . np . 


Method 


AAT/NAP 




Start 


1929 






End 


2263 




GI 


320569 






Score 


249 




Exons 


1929. .2263 












GI Descrip. 


transposon TNT1 


- Arabidopsis 


thaliana 


( fragment ) 




Seq. No. 


44474 






Seq. ID 


OJ000350_12.0323 


.C15 


Gene No. 


93749 






Strand 






Start 


3952 






End 


4999 




Name 


OJ000350 12. 


0323 


-C15.o2.tm 


Method 


TBLASTX: Maize 




Start ^ 


1936 






End 


2219 




GI 


none 






Score 


161 




Exons 


1936. .2037, 


1938 


..2150, 1938. 


.2156, 2150. .2218, 2157. .2219 


Seq. No. 


44474 






Seq. ID 


OJ000350_12.0323 


.CIS 


Gene No. 


93749 






Strand 






Start 


3952 






End 


4999 




Name 


OJ000350 12. 


0323 


.C15.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1938 






End 


2218 




GI 


none 






Score 


77 





45579 



Exons 



1938. .2051, 2053. .2175, 2061. .2159, 2180. .2218, 2192. .2215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44474 , 
93749 
3952 

OJ000350_12.0323.C15.ol.tm 
2633 



none 
2633. 
2805. 
2845. 



.2764, 2634. 
.2870, 2806. 
.3117 



Seq. ID 
Strand 
End 

Method 
. End- 
Score 

2765, 2641. .2778, 
2886, 2816. .3115, 



OJ000350 12.0323.C15 



4999 

TBLASTX: Maize 
3117 
110 

2642.. 2779, 2804, 
2817. .3116, 2845. 



.2866, 
.3117, 



Seq. No. 44474 
Gene No. 9374 9 

Start 3952 

Name OJ000350_12 . 0323 . C15 . o4 . tc 

Start 2635 
GI none 

Exons 2635.. 2691, 2641.. 2691, 2642. 

2696.-2767, 2802. .2855, 2825. 
2866.-2949, 2880. .2951 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 12.0323.C15 



4999 

TBLASTX: Cress 
2951 
69 

.2692, 2680.. 2766, 2683.. 2745, 
.2866, 2827. .2871, 2866. .2949, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 



44474 
93749 
3952 

OJ000350_12.0323.C15.o2.ts 

3329 

none 



Seq. ID OJ000350 12.0323.C15 



Strand 
End 

Method 
'End 
•Score 



4999 

TBLASTX : Soybean 

3573 

199 



3329. .3460, 3329. .3466, 3450. .3500, 3450. .3506, 3451. .3504, 
3512. .3571, 3513. .3572, 3513. .3572, 3514. .3573 



44474 
93749 
3952 

OJ000350_12.0323.C15.ol.tc 

3592 

none 

3592. .3621, 3620. .3709, 3622. 
3687. .3821, 3713. .3796, 3796. 
3974. .4147, 3975. .4148, 3975. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 12.0323.C15 



4999 

TBLASTX: Cress 
4148 
80 

.3711, 3623.. 3712, 3656.. 3796, 
.3978, 3797. .3979, 3967. .4146, 
.4148 



Seq. No. 44474 
Gene No. 93749 
Start 3952 

Name OJ000350_12 . 0323 . C15 . ol . ts 

Start 3911 
GI none 

Exons 3911.. 4171, 3913.. 4155, 4147. 

4157. .4279, 4200. .4280, 4269. 
4460. .4546, 4461. .4547, 4461. 



Seq. ID OJ000350_12.0323.C15 
Strand 

End 4999 

Method TBLASTX : Soybean 

End 4547 

Score 367 

,4275, 4150. .4284, 4154.'. 4300, 
.4475, 4270. .4461, 4277. .4465, 
.4547 



Seq. No. 44474 Seq. ID 

Gene No. 93749 Strand 

Start 3952 End 

Name OJ000350_12 . 0323 . C15 . o2 . gs Method 

Start 3952 End 

GI none Score 



OJ000350_12.0323.C15 

4999 
GENSCAN 
4775 
.73 



45580 



Exons 



3952. .4099, 4675. .4775 



Seq. No. 44474 Seq.. ID OJ000350__12 . 0323 . C15 

Gene No. 93749 Strand 

Start 3952 End 4999 

Name OJ000350_12 . 0323 . C15, o2 . gp Method AAT/GAP 

Start . 4028 End 4999 

GI 688_1.R1084 Score 1828 

Exons 4028.. 4999 

GI Descrip. 1 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



Seq. No. 44474 Seq. ID OJ000350_12 . 0323 . C15 

Gene No. 9374 9 Strand 

Start 3952 End 4999 

Name OJ000350_12 . 0323 . C15 . o3 . np Method AAT/NAP 

Start 4148 End 4299 

GI 320577 Score 179 

Exons 4148 . . 4299 

GI Descrip. pvs protein 1 - kidney bean mitochondrion gi 1169320 (M64246) 

ORF-98; putative [Phaseolus vulgaris] 



Seq. No. 44474 Seq. ID 

Gene No. 93749 Strand 

Start 3952 End 

Name OJ000350_12 . 0323 . C15 . o2 . tc Method 

Start 4161 End 

GI none'""' Score 
Exons 



OJ000350_12.0323.C15 
4999 

TBLASTX: Cress 

4535 

155 



4161. 
4272. 



,4274, 4163. 
,4475, 4460. 



.4273, 4200. .4274, 4270. .4464, 4271. .4465, 
.4534, 4461. .4535 



Seq. No. 44474 
Gene No. 93749 
Start 3952 

Name ... OJ000350_12 . 0323 . C15 . o3 
Start 4646 
GI none 

Exons 4646.. 4681, 4652.. 4681, 

4682. .4780, 4682. .4795, 
4831. .4887, 4839. .4880, 
4883. .4999 

Seq. No. 44474 
Gene No. 93749 
Start 3952 

Name OJ000350_12 . 0323 . C15 . o4 

Start . 4799 
GI none 

Exons 4799.. 4915, 4800.. 4880, 

4919. .4972, 4920. .4973, 
4970. .4999 

Seq. No. 44475 

Gene No. 93750 

Start 1418 

Name OJ000210_17 . 0322 . C3 . ol . 

Start 1326 



Seq. ID OJ000350_12.0323.C15 
Strand 

End 4 999 

.tc Method TBLASTX : Cress 

End 4999 

Score 40 
4653..4685, 4657. .4770, 4669. .4779, 
4695. .4796, 4743. .4880, 4799. .4879, 
4881. .4994, 4882. .4995, 4882. .4989, 



Seq. ID OJ000350_12.0323.C15 
Strand 

End 4999 
.ts Method TBLASTX : Soybean 

End 4999 

Score 133 
4831. .4887, 4894. .4923, 4906. .4959, 
4962. .4994, 4965. .4997, 4969. .4995, 



Seq. ID OJ000210_17.0322.C3 
Strand 

End 6754 

gp Method AAT/GAP 

End 1778 



-45581 



4» 



GI 

Exons 



none 

1326. .1778 



Score 



835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exbns 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44475 
93750 
1418 

OJ000210_17.0322.C3.ol.gs 

1418 

none 



■ ■■T-Seq. ID OJ000210_17.0322.C3 



Strand 
End 

Method 

End 

Score 



6754 
GENSCAN 
6754 
.88 



1418. .1756, 2137. .2220, 2493. .2631, 3261. .3362, 3467. .3567, 
4389. .4583, 5812. .5881, 6362. .6522, 6581. .6754 



44475 
93750 
1418 

OJ000210_17.0322.C3.ol.np 
1444 
4324597 

1444. .1756, 2137 
3467. .3567, 4058 



OJ000210 17. 0322. C3 



Seq. ID 
Strand 

End 6754 
Method AAT/NAP 
End 6745 
Score 1432 
2220, 2328.. 2390, 2493.. 2631, 3261. 
4124, 4217. .4263, 4389. .4583, 4666. 



.3362, 
.4712, 



4840. .4899, 5385. .5482, 6362. .6480, 6581. .6745 
(AF106324) sodium proton exchanger Nhxl [Arabidopsis thaliana] 
gil 6650177 | gb | AAF21755 . 1 |AF056190_1 (AF056190) Na+/H+ exchanger 
[Arabidopsis thaliana] 



44475 
93750 
1418 

OJ000210_17.0322.C3.o2.ts 

1461 

none 

1461.. 1550, 1478.. 1588, 1520. 
2134.. 2223, 2135.. 2224, 2313. 
2484. .2633, 2485. .2634, 3261. 
3418. .3546, 3467. .3550, 3467. 



44475 
93750 
1418 
OJ0002 
1499 
none 
1499. . 
1624. . 
2135. . 
2484. . 
3263. . 
4055. . 
4347. . 
4664... 
5398 



Seq. ID OJ000210_17.0322.C3 
Strand 

End 6754 

Method TBLASTX : Soybean 

End 3550 

Score 117 

.1576, 1703. .1756, 2134. .2223, 
.2390, 2338. .2391, 2484. .2597, 
.3365, 3266.. 3364, 3273.. 3365, 
.3547 

Seq. ID OJ000210_17.0322.C3 
Strand 



10 17.0322.C3.ol".tm 



End 

Method 

End 

Score 



6754 

TBLASTX: Maize 

6613 

137 



1615, 
1701, 
2221, 
2633, 
3364, 
4144, 
4586, 
4714, 
5481, 



1500. 
1706. 
2137. 
2485. 
3418. 
4 056. 
4380. 
4841. 
6359. 



1556, 
1756, 
2214, 
2634, 
3567, 
4127, 
4595, 
4900, 
6481, 



1501. 
1706. 
2299. 
2492. 
3463. 
4059. 
4393. 
4841. 
6361. 



.1620, 1619. .1687, 

.1756, 1707. .1781, 

.2391, 2313. .2390, 

.2635, 2493. .2639, 

.3567, 3467. .3577, 

.4148, 4216. .4260, 

.4596, 4532.. 4597, 

.4918, 4842. .4922, 

. 6486, 6579. . 6611, 



1623. .1685, 
2134. .2220, 
2327. .2395, 
3261. .3365, 
3467. .3574, 
4217. .4261, 
4663. .4719, 
5384. .5482, 
6581. .6613 



44475 
93750 
1418 

OJ000210_17.0322.C3.ol.tw 
1658 



Seq. ID OJ000210_17.0322.C3 

Strand - 

End 6754 

Method TBLASTX : Wheat 

End 2522 



45582 



GI 


none 








Score 


110 " 




Exons 


100o . .1/DOf 


l boo 


. . l /ob, 


1 bbU . 


.1758, 2121.. 2222, 


Zl OO . . zzzl 




Z 1 O b . . Z Z Z O , 


Z 1 J / 


9 O O 9 
. . Z Z Z O , 


9 9 QQ 

zz y y . 


.2391, 2313.. 2390, 


090Q 9 9 G 9 

zozo . . z Jyo 




9 99H 9 9QR 
ZOOU . . Z O y 0 / 


0 AQ A 
Z 4 O 4 


OROO 
. . Z0ZZ , 


Z 4 O 0 . 


, .2517 






Seq. No. 










Seq. ID 


OJ000210 


_1 / . UoZZ . Co 


Gene No. 


93750 








Strand 






Start 


1418 








End 


6754 




Name 


c\ to nn o in i 7 
vJJ UUU^IU 1 / 


moo 

. UOZZ 


. L.O . Ol . 


tc 


Method 


TBLASTX: 


Cress 


btart 


Z 104 








End 


3322 




GI 


none 








Score 


70 




Exons 


9 19/1 9 9 9 9 

Z 104 . . ZZZo , 


Z 100 


O 9 9 1 

. . ZZZ1 , 


9 9 1 A 
Z014 . 


.2391, 2328. .2402, 


2484. .2633 




Z 4 O 0 . . Z b04 , 


9 O £ £ 

oz ob 


9 9 9 9 
. . OOZZ 










Seq. No. 


4 4 4. / o 








Seq. ID 


OJ000210 


17 . OoZZ . Co 


Gene No. 


93750 








Strand 






Start 


1418 








End 


6754 




Name 


UJUUUZ1U I / 


moo 


(^9 ^ i 
. LJ . Ol . 


t s 


Method 


TBLASTX: 


Soybean 


Start 


4Zlb 








End 


4900 


GI 


none 








Score 


43 




Exons 


4 Z 1 b . . 4 Z bU , 


/I 9 1 T 

4 Z I / 


a 9 a i 
. . 4 Z bl / 


A 9 q n 


.4595, 4381. .4596, 


a c /(Tin 

4 boo . . 4 / 1 y , 




A A A 9 1 yl 

4 004 . . 4 / 14 / 


A Q A 1 

4 o 4 I 


. . 4 y UU 










beq. no.. 


4 4 4 /0 








Seq. ID 


OJ000210 


1 / . UdZZ . Co 


Gene No. 


93750 








Strand 






Start 


1418 








End 


6754 




Name 


UJUUUZIU I / 


moo 
. UoZZ 


. . OZ . 


tc 


Method 


TBLASTX: 


Cress 


Start 


A A *2 A 

4 4 o4 








End 


6433 




GI 


none 








Score 


122 




Exons 


4 4 04 . . 4 0y 0 , 


/I A Q Q 

4 4 o y 


. . 4 OO / , 


4 bbl . 


.4714, 4663. .4719, 


4b4 1 . .4 yUU, 




j jo4 . . 0 4 o Z , 


0 4 U4 


. . 0 4 a 1 , 


EL A 1 £ 

04 lb . 


.5484, 6359. .6433, 


bobl . . b4 oZ 


beq. no. 


A A A 9 a 

4 4 4 / O 








Seq. ID 


OJ000210 


1 / . (Jozz . Co 


Gene No. 


93750 








Strand- 






Start 


1418 








End 


6754 




Name 


UJ U UUZ 1 U LI 


n 9 o o 
. UoZZ 


^9 rtO 


t s 


Method 


TBLASTX: 


Soybean 


btart 


0 4 Z 0 








End 


6736 




GI 


none 








Score 


77 




Exons 


04Z0 . . 04ol , 


04Zo 


C A Q O 

. . 54 oz , 


6356. 


.6472, 6359. .6490, 


oool . . 64 bOj 




£ c a CL C7 9 1 
004 O . . D / Jl; 


boo I 


C9 9 C 










beq. No. 


>1 A A H C 

4 4 4 / b 








Seq. ID 


OJ000210 


1 / . Oozz . C4 


Gene No. 


93751 








Strand 


+ 




Start 


1912 








End 


2028 




Name 


r\ in n n 9 i n 1 1 
UJUUUZ1U 1 / 


n 9 9 9 
. U JZZ 


.C4 .ol. 


np 


Method 


AAT/NAP 




b tart 


i y iz 






End 


2028 




r* t 


ooozuy O 








Score 


79 




Exons 


1 ylz . . zUzo 


• 












GI Descrip. 


/7\T 1 1 TOC/I \ 

( AL II / Z b 4 J 


zwnl b 


. 1 [Oryza . ; sativa] 






Seq. No. 


44476 








Seq. ID 


OJ000210 


_17 . 0322 . C4 


Gene No. 


93752 








Strand 


+ 




Start 


2587 








End 


2698 




Name 


OJ000210 17 


.0322, 


.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


2587 








End 


2698 




GI 


none 








Score 


193 




Exons 


2587. .2698 















45583 




Seq. No. 


44477 




Seq. ID 


OJ000210_17.0322 


.C5 


bene iNu . 


/ J J 




O LI dULi 


T 




Q f 5 


• 1 

JL 






117 
XX/ 




in a. me 


07000910 17 0"399 n1 


9P 


L v Jc L i 1UU 


a a t /pap 




C +- -a -r+- 
OLaiL 


1 ~~ 






117 
XX/ 






none 




O t_*VJ J- C 


9 "30 




TP v ^> o 


1 117 
X • .XX/ 










Seq. No. 


44477 




Seq. ID 


OJ000210_17.0322 


.C5 




0-371; A 

Z? O / D 4 




Strand 


+ 






A 1 
4 X D 




End 


3304 




Name 


OT000910 1 7 0*399 rsO 
Uu UUU^IU X / . UjZZ . . oz . 




Method 


AAT/GAP 




Otait 


A 1 ~ 
4 X D 




End 


1841 




r t 


none 




Score 


784 




Exons 


4 1 47Q Rft7 fi^ft 

41D. .4 ' "f JO / . . Djo, O 4 C 


Q1 
. • z? x 0 , 


1462. .1508, 1638. .1841 




Seq. No. 


44477 




Seq. ID 


OJ000210_17.0322 


.C5 


Gene No. 


93754 




Strand 


+ 






416 




End 


3304 




Nsme 


OJ000210 17.0322.C5.ol. 


gs 


Method 


GENSCAN 




Q 4- -.4- 


587 




End 


3137 




C T 


none 




Score 


.67 




Exons 


587. .658, 848. .916, 1462. .1508, 1638.. 


1761, 1837.. 1905, 






1QR£ 90fiQ 9^1R 9^Q0 


2964. 


.3137 






Seq. No. 


a a Ann 




Seq. ID 


OJ000210_17.0322 


.C5 




93754 




Strand 


+ . 




Q+- 3 v+- 


416 




' End 


3304 




Nsitie 


OJ000210 17.0322.C5.o3. 


gp 


Method 


AAT/GAP 






2502 




End 


3304 




yj x 


4715667 




Score 


762 






2502. .2590, 2964. .3304 










Seq. No. 


44477 




Seq. ID 


OJ000210_17.0322 


C5 




93755 




Strand 


+ 




C+- a y+- 


5962 




End A . 


7809 




Name 


OJ000210 17.0322.C5.o3. 


gs 


.-Method 


GENSCAN 






5962 




End 


• 7809 






none 




Score 


.62 




Exons 


5962. .6111, 6560. .6635, 


7069. 


.7139, 7726. .7809 




Seq-. No. 


44477 




Seq. ID 


OJ000210_17.0322 


C5 


Gene No. 


93756 




Strand 


+ 




Of- a r f- 


8784 




End 


10085 




Name 


OJ000210 17.0322.C5.ol. 


np 


Method 


AAT/NAP 




Of -> 

OLait 


8781 




End 


10085 




o X 


4127354 




Score 


497 




Exons 


8781. .8930, 9148. .9196, 


9392. 


..9774, 10017.. 10085 




GI Descrip. 


(AJ010452) glutathione 


transferase [Alopecurus myosuroides 


Seq. No. 


44477 




Seq. ID 


OJ000210_17.0322. 


C5 


Gene No. 


93756 




Strand 


+ 




Start 


8784 




End 


10085 




Name 


OJ000210 17.0322.C5.o4. 


gs 


Method 


GENSCAN 




Start 


8784 




End 


9795 




GI 


none 




Score 


.99 





45584 



Exons 



8784.. 8930, 9148.. 9196, 9392.. 9795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44477 Seq. ID OJ000210_17 . 0322 . C5 

93757 Strand 

9308 End 9386 

OJ000210_17.0322.C5.o4 . gp Method AAT/GAP 

9308 End 9386 

5867_1.R1084 Score 119 

9308. .9386 

? 4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 44477 
Gene No. ' 93758 

Start 9979 

Name OJ000210_17 . 0322 . C5 . o2 . ts 

Start 29 

GI none 
Exons 



Seq. ID OJ000210_17.0322.C5 
Strand 
End 

Method 
End 
Score 



10166 

TBLASTX : Soybean 

3098 

68 



29. .106, 63. .113, 242. .319, 245. .316, 395. .514, 396. .482, 
586. .681, 587. .658, 839. .919, 2958. .3098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44477 
93758 
9979 
OJ00021 
244 
none 
244 . 
404 . 
845. 
1627 
1837 



0 17.0322.C5.o2. tm 



,31 
.48 

.92 

; .1 
, .1 



Seq. ID. OJ000210_17.0322.C5 
Strand 

End 10166 
_ Method TBLASTX: Maize 

End 1908 
Score 100 

5, 244. .315, 245. .316, 394. .483, 395. .484, 396. .479, 

4, 589. .681, 593. .658, 595. .660, 838. .915, 839. .925, 

5, 1454. .1507, 1461. .1535, 14 61, . 1508 , 1584 .. 17 63, 
761, 1644.. 1769, 1799.. 1903, 18l'4. .1903, 1819.. 1905, 
908 . ' 



Seq. No, 

Gene 'No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44477 
93758 
9979 

OJ000210_17.0322.C5.ol.ts 
1650 
5058550 
1650. . 1754, 
1838. .1912, 
2521. .2577 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1822. .1908, 1826. .1906, 1830 
1970. .2089, 1971. .2090, 2519 



OJ000210' 17. 0322. C5 



10166 

TBLASTX: Soybean 
2578 
75 

1907, 1837.. 1920, 
2578, 2520.. 2576, 



Seq. No. 44477 Seq. ID 

Gene No. 93758 Strand 

Start 9979 End 

Name OJ000210_17 . 0322 .C5.ol.tm Method 

Start 8793 End 

GI ' none Score 

Exons 8793.. 8951, 8844.. 8921, 9407. 

9568. .9774, 9660. .9701 



OJ000210_17.0322.C5 
10166 

TBLASTX: Maize 
9774 
97 

.9499, 9430. .9570, 9432.. 9569, 



45585 





Seq. No. 


44477 






Seq. ID 


OJ000210_17.0322 


,C5 




Gene No . 


93758 






Strand 








" Start 


9979 






End 


10166 






Name 


OJ000210 17 


. 0322 


. C5 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


9148 • ~ 






End 


9791 






GI 


none 






Score 


69 






Exons 


9148. .9204, 


9391 


. . 9444, 9430. 


.9774, 9438.. 9791 






Seq. No. 


44477 






Seq. ID 


OJ000210 17 0322 


.C5 




Gene No . 


93758 






Strand 








Start 


9979 






End 


10166 






Name 


OJ000210 17 


. 0322 


. C5 . ol . tc 


Method 


TBLASTX: Cress 






Start 


9391 ~~ 






End 


9726 






GI 


none 






Score 


41 






Exons 


9391 . . 9429, 


9460 


. . 9591, 9568 . 


.9726 








Seq. No. 


44477 






Seq. ID 


OJ000210 17 0322 


,C5 




Gene No . 


93758 






Strand 








Start 


9979 






End 


10166 






Name 


OJ000210 17 


. 0322 


. C5 . o5 . as 


Method 


GENSCAN 






Start 


9979 ~~ 






End 


10166 






GI 


none 






Score 


.96 




^ 


Exons 


9979. . 10166 












~ pi 


Seq. No. 


44478 






Seq. ID 


OJ000210_17.0322 


• C6 


=: : - 


Gene No . 


93759 






Strand 






i y 


Start 


843 






End 


1915 






Name 


OJ000210 17 


. 0322 


C6 ol as 


Method 


GENSCAN 






Start 


843 ~ 






End 


1825 






GI 


none 






Score 


.77 




iy 


Exons 


843 . . 1634 , 


1817 . 


1825 








E 


Seq. No. 


44478 






Seq. ID 


OJ000210_17.0322 


• C6 




Gene No. 


93759 






Strand 








Start 


843 






End 


1915 






Name 


.OJ000210 17 


.0322 


C6. ol . np 


Method 


AAT/NAP 






Start 


846 






End 


1915 




~ si 


GI 


6539553 






Score 


1815 






Exons 


846. .1915 














GI Descrip. 


(AP000836) 


Similar to Oryza australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 44478 Seq. ID 

Gene No. 93759 Strand 

Start 843 End 

Name .. OJ000210__17 . 0322 . C6 . ol . tw Method 

Start 982 End 

GI none Score 

Exons 982.. 1368, 983.. 1366, 1020.. 1367, 1383 
1387. .1458 



OJ000210_17.0322.C6 
1915 

TBLASTX: Wheat 

1458 

356 

, . 1457, 1385. . 1456, 



Seq. No. 
Gene No. 
Start 



44478 
93759 
843 



Seq. ID 

Strand 

End 



OJ000210 17. 0322. C6 



1915 



45586 






Name 


OJ000210 17 


.0322.C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


T 1 1 A 
1110 




End 


1451 




GI 


none 




Score 


79 




Exons 


mo. . 1 3 1 y , 


1189. . 1314, 1338.. .1451, 1345.. 142*5 ■ 




Seq. No. 


44478 




Seq. ID 


OJ000210 17. 0322. C6 




Gene No. 


93759 




Strand 


- 




Start 


O /I *3 




End 


1915 




Name 


UJUOUzlU 1 / 


.0322.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1314 




hna 


1 £ c: o 
luj J 




GI 


none 




Score 


205 




Exons 


1314 . . 1652, 


1315. .1653 








Seq. No. 


44478 




Seq. ID 


OJ000210 17. 0322. C6 




Gene No. 


93759 




Strand 


- 




Start 


O A O 

o 4 3 




End 


1915 




Name 


OJ000210 17 


.0322.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


T /I C A 

14 64 




End 


lo u y 




GI 


none 




Score 


126 




Exons 


14 b4 . . loUo, 


1609. .1809 








Seq. No. 


44479 




Seq. ID 


OJ000210JL7.0322.C7 




Gene No. 


93760 




Strand 


+ 




Start 


3986 




End 


4537 


\2 


Name 


OJ000210 17 


. 0322 .C7 .o2 .gs 


Method 


GENSCAN 


Li = 


. Start 


3986 




End 


4537 


f u 


GI 


none 




Scor.e 


1 


H 


Exons 


3986 . . 4537 








? ™. 


Seq. No. 


4 4 479 




Seq. ID 


OJ000210_17.0322.C7 




^ene ino . 


3J / D 1 




Strand 






Start 


1 




End 


2566 




Name 


OJ000210 17 


■0322.C7.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2566 




GI 


6539553 




Score 


4468 




Exons 


1. .2566 










GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposoh RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 |" (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322.C7 


Gene No. 


93762 






Strand 




Start 


5970 






End 


8781 


Name 


OJ000210 


_17.0322.C7.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


86 






End 


841 


GI 


none 






Score 


200 


Exons 


86. .325, 


87. .245, 103. 


.333, 


106. .303, 


354. .833, 377. .841 


Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322.C7 


Gene No. 


93762 






Strand 




Start 


5970 






End 


8781 


Name 


OJ000210 


17.0322.C7.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


- 467 






End 


856 


GI 


none 






Score 


113 


Exons 


467. .661, 


674. .856 









45587 






Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322 


.C7 




Gene No. 


93762 






Strand 










5970 






End 


8781 






LN culler 


OJ000210 17.0322 


.C7.ol 


ts 


Method 


TBLASTX : Soybean 








491 






End 


889 








none 






Score 


46 








491. .664, 618. .662, 665. .889, 


669. .881 






Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322 


,C7 




Gene No. 


93762 






Strand 








Sr arh 

o u ci x i_ 


5970 






End 


8781 








OJ000210 17.0322 


.C7.o3, 


tm 


Method 


TBLASTX: Maize 








677 






End 


1111 






\J X 


none 






Score 


84 








677. .1111, 702.. 


902 












Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322 


,C7 




Gene No. 


Z> O f \J £. 






Of ranrl 








J LQl L 


5970 






End 


8781 






IN CtiLlt; 


OJ000210 17.0322 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 






Qf a r r 


842 






End 


1033 






GI 


none 






Score 


188 








842. .1033, 842.. 


1033 












Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322 


C7 




Gene No. 








Strand 










5970 






End 


8781 




i y 




OJ000210 17.0322 


.C7 .o3. 


ts 


Method 


TBLASTX : Soybean 




fi 




899 






End 


1285 




: , ; 

~ ~? 


O X 


none 






Score 


88 






P. von 


899. .1147, 1130. 


.1285 










i y 


Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322. 


C7 




Gene No. 


93762 






Strand 








Start 


5970 






End 


8781 




x. _ ; 


Name 


OJ000210 17.0322 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




= "f 


Start 


1312 






End 


1634- 






GI 


none 






Score 


395 




\ =J 
r ™ 


F. von <^ 


1312. .1479, 1313 


. .1627, 


1314. 


.1607, 1380. .1634 






Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322. 


C7 




Gene No. 


93762 






Strand 








Start 


5970 






End 


8781 








OJ000210 17.0322 


,C7.o4. 


tm 


Method 


TBLASTX: Maize 






O L. d X L. 


2133 






End . 


2427 






GI 


none 






Score 


231 








2133. .2348, 2134 


. .2376, 


2135. 


.2371, 21 


38. .2383, 2365. .2427 




Seq. No. 


44479 






Seq. ID 


OJ000210_17.0322. 


C7 




Gene No. 


93762 






Strand 








Start 


5970 






End 


8781 






Name 


OJ000210 17.0322 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


2194 






End 


2572 






GI 


none 






Score 


137 






Exons- 


2194.. 2346, 2195 


. .2374, 


2196. 


2327, 21 


98.. 2374, 2369.. 2572, 



2403. .2561 



45588 



Seq. No. 44479 Seq. ID 

Gene No. 93762 Strand 

Start 5970 End 

Name OJ0.00210_17 . 0322 . C7 . o5 . tm Method 

Start 4051 End 

GI none Score 

Exons - .4051.. 4248, 4067.. 4249, 4319.. 4447 



OJ000210_17.0322.C7 
8781 

TBLASTX: Maize 

4447 

181 



Seq. No. 44479 Seq. ID 

Gene No. 93762 Strand 

Start 5970 End 

Name OJ000210_17 . 0322 . C7 . o3 . gs Method 

Start 5970 - End 

GI none Score 

Exons 5970. .6898, 7714. .7855, 8370.. 8516 



OJ000210_17.0322.C7 

8781 
GENS CAN 
8516 







A A A 1 Q 








Seq. ID 


OJ000210_17.0322.C7 




Gene No. 


93762 








Strand 






Start 


5970 • 








End 


8781 




Name 


OJ000210 17 


.0322. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5985 








End 


6812 




GI 


none 








Score 


86 




Exons 


5985. .6086, 


6393. 


.6551, 


.6393. 


.6548,, 6421.. 6777, 6549. V6608 


S S 




6606. .6812, 


6636. 


.6812 








EXT 

: : : 


Seq. No. 


44479 








Seq. ID 


OJ000210_17.0322.C7 


c ■ - 


Gene No. 


93762 








Strand 






Start 


5970 








End 


8781 




Name 


OJ000210 17 


0322. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


I ; : 


Start 


6447 








End 


6809 


% J 


GI 


none 








Score 


68 




Exons 


6447. .6809, 


6454. 


.6570, 


6636. 


.6770 




f ^ 


Seq. No. 


44479 








Seq. ID 


OJ000210_17.0322.C7 




Gene No. 


93762 








Strand 






Start 


5970 








End 


8781 




Name 


OJ000210 17. 


0322. 


C7.o2. 


np 


Method 


AAT/NAP- 


""1 


Start 


8086 








End 


8781 


— 


GI 


5042454 








Score 


267 


S ! 


Exons 


8086. .8139, 


8370. 


.8542, 


8728. 


.8781 





GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start , v . 
Name 
Start 
GI 



44480 
93763 
1 

OJ000210_17.0322.C8.ol.np 
1 

7523512 
1. .131 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000210_17.0322.C8 

Strand + 

End 131 

Method AAT/NAP 

End 131 

Score 132 



44480 Seq. ID 

93764 Strand 

296 ' End 

OJ000210_17 .0322.C8 .o2.np Method 

296 End 

7413570 Score 



OJ000210_17.0322.C8 
+ 

7467 
AAT/NAP 
4213 
144 



4 5.58 9 





?9fi 3fiS 1 S94 9048 9309 


2339, 4189 


. .4213 


UX L/COO X X£J ■ 


f ALT fi9 97 3 } nnfafi vp nrntpin 


[Arabidopsis thaliana] 


Seq. No. 


44480 


Seq. ID 


OJ000210_17.0322.C8 


Gene No. 


93764 


Strand 


+ 


Start 




End 


7467 




0.700091 D 17 0399 P8 nl rrc; 


'Method 


GENSCAN 


OLCli U 


314 _ 


End 


7467 


o X 


none 


Score 


.71 




314 399 1454 9944 5894 


^977 64 4 R 

-J .7 / f , 044J 


7 4 67 


Seq. No. 


44480 


Seq. ID 


OJ000210_17.0322.C8 


Gene No. 


93764 


Strand 


+ 


91- a rt- 


296 


End 


7467 


KT ^ m & 

LN diUC 


O.T00091 0 17 0399 P8 nl 


Method 


TBLASTX: Maize 


ouai L 


14 4 3 ~~ 

X T± 1 yj 


End 


1994 


GI 


none 


Score 


38 


DAUl lO 


1443 1469 1580 -1804 1581 


i fins i p 


11 1 QQ1 1 pic; 1QQ/1 


Seq. No. 


44481 


Seq. ID 


OJ000210_17.0322.C9 


Gene No. 


93765 


Strand 


+ 


Start 


73 


End 


872 


Ma mo 


O.T00091 0 1 7 039? P9 nl rtQ 


Method 


GENSCAN 


Of ar f 


7 3 _ 


End 


872 


CT 

o J. 


none 


Score 


.97 


Exons 


73 9 43R £179 






Oorr Kin 


4 4 4 ft 1 


Seq. ID 


OJ000210_17.0322.C9 


Gene No . 


93766 


Strand 




Start 


2723 


End 


4522 


Name 


OJ000210 17.0322.C9.ol.np 


Method 


AAT/NAP 


Start 


2717 


End 


4273 


GI 


7433217 


Score 


1259 


Exons 


2717. .3552, 4166. .4273 






GI Descrip. 


1-aminocyclopropane-l-carboxylate deaminase (EC 4.1.99.4) - 



sorghum gi | 3386565 | gb | AAC28488 . 1 1 (AF079588) 
1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 



Seq. No. 


44481 




• Seq. ID 


OJ000210_ 


Gene No. 


93766 




Strand 




Start 


2723 




End 


4522 


Name 


OJ000210 17.0322.C9.o2. 


gs 


Method 


GENSCAN 


Start 


2723 




End 


4273 


GI 


none 




Score 


.52 


Exons 


2723. .2875, 2984. .3490, 


3505. 


.3552, 4166.. 4273 


Seq. No. 


44481 




Seq. ID 


OJ000210_ 


Gene No. 


93766 




Strand 




Start 


2723 




End 


4522 


Name 


OJ000210 17.0322.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


2989 




End 


4522 


GI 


16101 1.R1084 




Score 


1249 


Exons 


2989. .3552, 4166. .4275, 


4364. 


.4395, 4475.. 4522 


GI Descrip. 


1 338 6565/gb|AAC284 88.1 | 


l.Oe- 


101 (AF079588) 




1-aminocyclopropane-l-carboxylate oxidase [Sorghi 


Seq. No. 


44481 




Seq. ID 


OJ000210_ 



45590 



Gene No. 93767 

Start 4574 

Name OJ000210_17 . 0322 .C9 . ol . ts 

Start 2738 

GI none 

Exons 2738.. 2827, 2739.. 2825, 2861. 

3487. .3558, 3494. .3565, 4157, 



Strand 
End 

Method 

End 

Score 



5303 

TBLASTX : Soybean 

4273 ' 

64 



.3409, 2862. .3383, 3481. .3564, 
,4225, 4235. .4273 



Seq. No. 44481 

Gene No. 93767 

Start 4574 

Name OJ000210_17 . 0322 . C9 . ol . 

Start 2741 

GI none 

Exons 2741.. 2827, 2861.. 3199, 
3484. .3564, 4157. .4225, 

Seq. No. 44481 

Gene No. 93767 

Start 4574 

Name OJ000210_17 . 0322 . C9 . ol . 

Start 2920 

GI none 

Exons ' 2920.. 2991, 2921.. 3091, 

Seq. No. 44481 

Gene No. 93767 

Start 4574 

Name OJ000210_17 . 0322 . C9 . ol . 

Start 2960 

GI none 

Exons 2960.. 3196, 2961.. 3197, 
3466..3S64, 4157. .4228, 



Seq. ID OJ000210_17.0322.C9 
Strand 

End 5303 

tc Method TBLASTX : Cress 

End 4273 

Score 2 67 
2862.. 3200, 3203.. 3325, 3359.. 3394, 
4235. .4273 

Seq. ID OJ000210_17. 0322.C9 
Strand 

End 5303 

tw Method TBLASTX : Wheat 

End 3170 

Score 149 
2921. .3169, 2925. .3170 

Seq. ID OJ000210_17.0322.C9 
Strand 

End 5303 
tm Method TBLASTX : Maize 

End 4282 

Score 340 
3185. .3472, 3204. .3383, 3458. .3565, 
4164. .4205, 423S..4273, 4235. .4282 



Seq. No. 44481 Seq. ID 

Gene No. 93767 Strand 

Start 4574 End 

Name OJ000210_17 . 0322 . C9 . o3 . gs Method 

Start 4574 End 

GI none Score 

Exons 4574..4727, 5271.. 5303 



OJ000210_17.0322.C9 

5303 
GENSCAN 
5303 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44482 
93768 
2375 

OJ000210_17. 0322. C10. ol.gp 
2375 

16101_1.R1084 
2375.-2585 

, 3386565/gb|AAC28488.1| 1.0e-101 (AF079588) 

1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_17. 0322. C10 
+ 

2822 
AAT/GAP 
2585 
403 



Seq. No. 44482 Seq. ID 

Gene No. 937 68 ' Strand 

Start 2375 End 

Name OJ000210_17 . 0322 . C10 . ol . gs Method 

Start 2478 End 



OJ000210_17. 0322. CIO 
+ 

2822 

GENSCAN 

2585 



45591 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2478. .2585 



Score 



44482 Seq. ID 

93768 Strand 
2375 End - 

OJ000210_17 . 0322 . CIO . ol . np Method 
2478 End 
7433217 Score 
2478. .2619, 2755. .2822 
1-aminocyclopropane-l-carboxylate 
sorghum gi I 3386565 | gb | AAC28488 . 1 1 
1-aminocyclopropane-l-carboxylate 



.68 



OJ000210_ 

2822 
AAT/NAP 
2822 
128 



17. 0322. CIO 



deaminase (EC 4.1.99.4) - 
(AF079588) 

oxidase [Sorghum bicolor] 



OJ000210_17 .0322.C11 
+ 

622 

AAT/GAP 

362 

709 



44483 Seq. ID 

93769 Strand 
1 End 
OJ000210_17. 0322. Cll. ol.gp Method ' 
1 End 
16101_1.R1084 Score 
1. .362 

, 3386565/gb|AAC28488.1| 1.0e-101 (AF079588) 

1-aminocyclopropane-l-carboxylate oxidase: [Sorghum bicolor]* 

44483 Seq. ID OJ000210_17 . 0322 . Cll 

93769 Strand + 

1 End 622 

OJ000210_17 . 0322 . Cll . ol . np Method AAT/NAP 

1 End 622 - 

7433217 Score 867 

1..622 

1-aminocyclopropane-l-carboxylate deaminase (EC 4.1.99.4) - 
sorghum gi | 3386565 | gb | AAC28488 . 1 | (AF079588) 
1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 



44483 . Seq. ID 

93769 Strand 
1 End 
OJ000210_17. 0322. Cll. ol.gs Method 
42 End 
none Score 
42. .295, 304. .616 

44483 Seq. ID 

93770 Strand 
552 End 
OJ00.0210_17 . 0322 . Cll . o2 . gp Method 
552 End 
none Score 
552. .858 



OJ000210_17. 0322. Cll 
+ 

622 

GENSCAN 

616 

.89 



OJ000210 17. 0322. Cll 



858 

AAT/GAP 

858 

531 



Seq. No. 44483 Seq. ID 

Gene No. 93771 - Strand 

Start 892 End 

Name OJ000210_17 . 0322 . Cll . ol . tm Method 

Start 5 End 

GI none Score 



OJ000210_17. 0322. Cll 
2283 

TBLASTX: Maize 

394 

199 



45592 




Exons 


c 1/IQ C 1 C7 1 cc O 7 7 1 

o..!4tO/ b..lb// 1 j j . . z / /f loo 


..278, 281. .352, 290. .394, 


one 


Seq. No. 


44483 


Seq. ID 


OJ000210_17.0322 


.£11 


Gene No. . 


93771 • - - 


Strand 






C 4- -j y-f- 
DLaiL 


poo 


End 


2283 




Name 


UUUUUZiU 1 / . Uj^Z .lii.oi.ls 


Method 


TBLASTX : Soybean 




btart 


D 


End 


600 




C T 


none 


Score 


335 




Exons 


£ 07Q D 0T7 OQri vl Q 0 OQQ 


..492, 512. .589, 514. .600 




Seq. No. 


44483 


Seq. ID 


OJ000210_17.0322 


.Cll 


Gene No. 


93771 


Strand 






b cart 


o y z 


End 


2283 




Name 


ATnnnoi n it moo pi i +- ^ 
UJUUUzlU 1 / .Uj^Z.Lll.Ol.tC 


Method 


TBLASTX: Cress 




otart 


o o 
z / 


End 


586 




bl 


none 


Score 


87 




Exons 


97 1/iQ i co 077 1 CO 07Q 

z / . . 1 4 y , 1DZ..Z//, 1jo , . ^ / o, 


290. .523, 


292. .522, 509. .586 


Seq. No. 


44483 


Seq*. ID 


OJ000210_17.0322 


.Cll 


Gene No. 


93771 


Strand 


- 




oiart 


Q QO 


End 


2283 




Name 


UJUUUzlU 1 / . UozZ . bl 1 . Ol . tw 


Method 


TBLASTX: Wheat 




Start 


loz 


End 


430 




p t 
bl 


none 


Score 


161 




Exons 


1 qo O 7 7 TOO 07Q OQPl /I O H 

loz . . z / /, loo. .z / o, ^yu . . 4 jU/ 


295. .426 






Seq. No. 


44483 


Seq. ID 


OJ000210_17.0322 


pi i 
. bl 1 


Gene No. 


93771 


Strand 






C 4 1 ~- 4- 

bt art 


Q Q O 

o yz 


End 


2283 




Name 


OJUUUzlU 1 / . UJzz . CI 1 . OZ . gs 


Method 


GENSCAN 




Ci.-v.i- 

b tar t 


Q Q O 

oyz 


End 


2283 




P T 

bl 


none 


Score 


.45 




Exons 


QQO Q/l /I Ol co OOQO 

o yz . . y^ 4 , ziDz . . zzoj 








Seq. No. 


44484 


Seq. ID 


OJ000210_17.0322 


.C12 


Gene No. 


93772 


Strand 








408 


End. 


2305 




Name 


OJ000210 17.0322.C12.ol.gs 


Method 


GENSCAN 




CM iv-f 

otart 


408 


End 


2305 




P T 
bl 


none 


Score 


.71 




Exons 


408. .542, 790. .885, 1781. .1879, 2084.. 


2305 




beq. no. 


44485 


Seq. ID 


OJ000210_17.0322 


• C13 


Gene No. 


93773 


Strand 


+ 




Start 


1 


End 


2007 




Name 


OJ000210 17.0322.C13.ol.np 


Method 


AAT/NAP 




b tart 


1 


End 


2007 




P T 

bl 


6850895 


Score 


496 




Exons 


1..77, 849. .1038, 1261. .1331, 


-1416.. 2007 




GI Descrip. 


(AL137898) putative protein [Arabidopsis thaliana] 




Seq. No. 


44485 


Seq. ID 


OJ000210_17.0322 


.C13 


Gene No. 


93773 


Strand 


+ 




Start 


1 


End 


2007 




Name 


OJ000210 17.0322.C13.ol.gs 


Method 


GENSCAN 




Start 


1483 


End 


1911 




GI 


none 


Score 


.74 





45593 




Exons 1483.. 1911 



Seq. No. 


44485 




Seq. ID 


OJ000210_ 


17.0322.C13 


Gene No. 


93774 




Strand 


+ 




Cf a >-f 


1 O 0 OZ 




End 


18910 




Name 


oinnri9in 17 n^99 pi ^ 

VJU UUU^lU 1 / . U Jt^ . Ll J . 


o4 . gs 


Method 


GEN SCAN 




CM , -v- f 

otart 


1 oooo — 
IjO OZ 




End 


v 184.11 




P T 


none 




Score 


'.'62' 




Exons 


14"3£R l/lR^ft 
1 JO . . 1ft JUJ/ 14 000. . 


1 4 D / O , 


15809. .15871, 15994. 


1 £H Q9 

. 1 ou yz , 




1 04 z l . . i oo / y , i/iio. . 


1 / 1 0 0 , 


1 / 6UZ . .J./4 


DO, 1 / JUO . 


1 n c; n 0 
. 1 / 0 / z , 




17711. .17786, 17931.. 


18032, 


1 OOI Q 1 04 

1 0 z 1 y . .104 


1 1 
1 1 




oeq. wo. 


4 4 4 Q R 
4 4 4 0 0 




Seq. ID 


OJ000210_ 


17 n^99 m ^ 

1 / . UjZZ 


bene jno. 


y 0 / / 4 




Strand 


+ 




otart 


1 JO oz 




End 


18910 




Name 


oTnnn9in 1 1 n^99 pi ^ 

UJUUUZ1U l/.UOZZ.blO. 


o4 . gp 


Method 


AAT/GAP 




Of -i -v 4- 

btan 


1 0 y y 0 




End 


16113 




bl 


none 




Score 


960 




Exons 


1 '3QQC 1 yiOTC- 1 CyiQC 

loyyo . . i4z / Of i04yo.. 


1 c c 0 c 
1000 0 , 


15809. .158 


71, . 15994. 


. 1 Dl lO 


oeq. NO. 


/J /I A Q C 

4 4 4 0 0 




Seq. ID 


OJ000210_ 


it moo mi 
1 / . Uj^Z . bio 


Gene No. 


93774 




Strand 


+ 




Start 


13832 




End 


18910 




Name 


OJ000210 17.0322.C13. 


o4 . np 


Method 


AAT/NAP 




o tar r 


14284 




End 


1891.0 




bl 


7020883 




Score 


268 




Exons 


14284. . 14320, 16421. . 


16579, 


17115. .17186, 17262. 


.17394, 




17508. .17572, 17720. . 


17786, 


17931. .18032, 18244. 


.18419, 




18888. .18910 










GI Descrip. 


(AK000651) unnamed protein product [Homo sapiens] 


Seq. No. 


44485 




Seq. ID 


OJ000210_ 


17.0322.C13 


bene wo. 


93774 




Strand 


+ 




Cf -iv>f 

btart 


13832 




End 


18910 




Name 


OJ000210 17.0322.C13. 


o5 . gp 


Method 


AAT/GAP 




nf -~f 

btart 


17130 




End 


18001 




p t 

bl 


none 




Score 


712 




Exons 


17130. .17186, 17262.. 


17394, 


17508. .17572, 17711. 


.17786, 




17931. .18001 










Seq. No. 


44485 




Seq. ID 


OJ000210_ 


17.0322.C13 


Gene No. 


93775 




Strand 








2914 




End 


10687 




Name 


OJ000210 17.0322.C13. 


ol.gp 


Method 


AAT/GAP 




Cf -tvf 

btart 


2497 




End 


4235 




bl 


10573 1.R1084 




Score 


2037 




Exons 


2497. .3015, 3305. .3472, 3569 


..3787, 3873. .4016, 


4182. .4235 


bl uescrip. 


1 2281115/gb|AAC78267. 


1IAAC78267 5.0e-82 (AC002330) putative 




cullin-like 1 protein 


. [Arabidopsis thaliana] 1 




Seq. No. 


44485 




Seq. ID 


OJ000210_ 


17.0322.C13 


Gene No. 


93775 




Strand 






Start 


2914 




End 


10687 




Name 


OJ000210 17.0322.C13. 


o2 . gs 


Method 


GENSCAN 




Start 


2914 




End 


10687 




GI 


none 




Score 


.87 




Exons 


2914. .3015, 3305. .3472, 3569 


..3787, 3873. .4016, 


4182. .4406, 



45594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



4708. .4857, 4950.;5036, 5796. .5858, 6103. .6192, 6386. .6463, 
6551. .6754, 6835.-6882, 6958. .7143, 8575.-8674, 8710. .8750, 
8817. .9009, 9171. .9278, 9823.-9887, 10128 .. 10265 , 10601. .10687 



44485 
93775 
2914 

OJ000210_17.0322.C13.o2.np 
2917 



OJ000210_17.0322.C13 



Seq. ID 
Strand 

End 10687 
Method AAT/NAP 
End 8947 
7484879 Score 2392 

2917. .3015, 3305. .3472, 3569. .3787, 3873. .4016, 4182. .4463, 
4570. .4625, 4708. .4857, 4950. .5036, 5769. .5858, 5943. .6020, 
6100. .6192, 6386. .6463, 6689. .6754, 6958. .7143, 8575. .8674, 
8817. .8947 

cullin-like protein T10P11.14.1 - Arabidopsis thaliana 
gi | 2281115 | gb | AAC78267 . 1 | AAC78267 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] 

gi | 7269017 | emb | CAB80750 . 1 | (AL161494) putative cullin-like 1 
protein [Arabidopsis thaliana] 



Seq. No. 


44485 


Seq. ID 


OJ000210_17.0322.C13 


Gene No. 


93775 


Strand 




Start 


2914 


End 


10687 


Name 


OJ000210 17.0322.C13.o2.gp 


Method 


AAT/GAP 


Start 


4734 


End 


5997 


GI 


62845 1.R1084 


Score 


643 


Exons 


4734..48S7, 4950. .5036, 5110. 


.5145, 5796. .5858, 5943. .5997 


GI Descrip. 


'2281115/gb|AAC78267 . 1 IAAC782 67 1 . Oe- 


39 (AC002330) putative 




cullin-like 1 protein [Arabidopsis thaliana] 1 


O C * liU • 


44485 


Seq. ID 


OJ000210__17.0322.C13 


Gene No. 


93775 


Strand 




Start 


2914 


End 


10687 


Name 


OJ000210 17.0322.C13.o3.gp 


Method 


AAT/GAP 


Start 


6625 


End 


9085 


GI 


58661 1.R1084 


Score 


1382 


Exons 


6625.. 6754/ 6835 .. 6882 ,' 6958 . 


:.7143, 8575. .8674, 8817. .9085 


GI Descrip.' 


, 2281115/gb|AAC78267. 1 IAAC78267 1 . Oe- 


74 (AC002330) putative 




cullin-like 1 protein [Arabidopsis thaliana] 1 


Seq. No. 


44485 


Seq. ID 


OJ000210_17.0322.C13 


Gene No. 


93776 


Strand 




Start" 


10865 


End 


12638 


Name 


OJ000210 17.0322.C13.o4.ts 


Method 


TBLASTX : Soybean 


Start 


991 


End 


1551 


GI 


none 


Score 


66 


Exons 


991. .1038, 1264. .1332, 1414.. 


1551, 1416.. 1529 


Seq. No. 


44485 - 


Seq. ID 


OJ000210_17.0322.C13 


Gene No. 


93776 


Strand 




Start 


10865 


End 


12638 


Name 


OJ000210 17.0322.C13.o5.tc 


Method 


TBLASTX: Cress 


Start 


1300 


End 


1737 


GI 


none 


Score 


47 


Exons 


1300.. 1332, 1302. .1334, 1413. 


.1556, 1414.. 1560, 1669.. 1737 


Seq. No. 


44485 


Seq. ID 


OJ000210_17.0322.C13 



45595 






93776 










Strand 






b car u 


10865 










End 


12638 






Name 


OJ000210 17 




tl J . Ol 


. c s 


Method TBLASTX: 


Soybean 


btdit 












Lna 










none 










Q O "K-Q 

OV— J. c 








TP U T"1 cT* 


2880. 


2912, 




ICl 1 fi 
. JUi 0 , 




.3478, 


3306. .3473, 


3549. . 


3788, 




3551. 


3790, 


J J J J 1 


. j / y d. , 


"3 ^ £ q 


.37 69, 


3867. .4016, 


3872. . 


4000, 




3873. . 


4007; 


3880 . 


.4011, 


4177 . 


.4380, 


4179. .4382, 


4382. . 


4477, 




4382. 


4465, 


4566. 


.4628, 


4569. 


.4628, 


4705. . 4848, 


4707. . 


4835, 




4707. , 


4859, 


4757. 


.4858, 


4945. 


.5037, 


4950. .5036, 


4963. . 


5037, 




5096. , 


5143, 


5107. 


.5142, 


5788. 


.5874, 


5796. .5861, 


5946. . 


6020, 




5947. . 


6024, 


6100. 


.6207, 


6101. 


.6217, 


6386. .6433, 


6387. . 


6464, 




6551. . 


6754, 


6551. 


.6754, 


6562. 


.6762, 


6826. .6882, 


6949. . 


7128, 




6957. , 


7151, 


6961. 


.7143, 


8561. 


.8677, 


8572. .8673, 


8810. . 


8944, 



8823. .8945 



■S 5E. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44485 
93776 
10865 
OJ0002 
2893 
none 
2893. . 
3306. . 
3873. . 
4180. . 
4569. . 
4957. . 
5797. . 
6100. . 
6435. . 



10 17.0322.C13.ol.tm 



3018, 2901. .3017, 2947. 

3461, 3549.. 3788, 3568. 

4016, 3874. .4017, 4177. 

4380, 4382. .4465, 4382. 

4628, 4705. .4848, 4707. 

5037, 5096.. 5146, 5107. 

5859, 5943.. 6020, 5944. 

6222, 6101.. 6202, 6385. 

6464, 6551.. 6574 



Seq. I 

Strand 
End 

Method 

End 

Score 
.3021, 
.3789, 
.4368, 
.4465, 
.4859, 
.5148, 
.6024, 
.6432, 



D OJ000210_17.0322.C13 
12638 

TBLASTX: Maize 
6574 
131 

3305.. 3463, 3306.. 3470, 
3569.. 3769, 3864.. 4016, 
4179.. 4358, 4179.. 4382, 



4549. 
4707. 
5796. 
6099. 
6386. 



.4626, 4568, 

,4868, 4950, 

,5858, 5796. 

,6194, 6100. 

,6433, 6387. 



,4618, 
.5036, 
.5858, 
.6195, 
.6434, 



Seq. No. 44485 

Gene No. 93776 

Start 10865 

Name OJ000210_17 . 0322 . C13 . o2 . tw 

Start 2904 

GI none 

Exons 2904.. 3017, 2913.. 2969, 2914. 

3306.. 3470, 3549.. 3617, 3569. 



Seq. ID OJ000210_17.0322.C13 
Strand 

End 12638 

Method TBLASTX: Wheat 

End 3617 

Score 65 

.3018, 3305. .3463, 3305. .3478, 
.3613 



Seq. No. 44485 
Gene No. 93776 
Start 10865 

Name OJ000210_17 . 0322 . C13 . o2 . tc 

Start 2914 
GI none 

Exons 2914.. 3018, 3294.. 3473, 3305. 

3704.. 3769, 3873.. 4016, 3880. 
4382. .4444, 4567. .4626, 4569. 



Seq. ID OJ000210_17.0322.C13 
Strand 

End 12638 
Method TBLASTX : Cress 
End 4773 
Score 131 

.3478, 3549. .3674, 3569. .3676, 
.4011, 4177. .4380, 4179. .4382, 
,4628, 4705. .4773, 4705. .4773 



Seq. No. 44485 Seq. ID OJ000210_17 . 0322 . C13 

Gene No. 9377 6 Strand 

Start 10865 End 12638 

Name OJ000210JL7 . 0322 . C13 . ol . tw Method TBLASTX : Wheat 

Start 3665 End 4374 

GI none Score 160 



45596 



Exons 



3665.-3769, 3666. .3788, 3667. 
3873. .4016, 3874. .4017, 4177. 
4180. .4374 



.3789, 3667. .3813, 3864. .4016, 
.4368, 4179. .4358, 4179. .4373, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44 4 85 
93776 
10865 

OJ000210_17.0322.C13.o4.tc 

4935 

none 

4935.. 5039, 4950.. 5036, 5799. 
5947. .6024, 6100. .6207, 6101. 

44485 
93776 
10865 

OJ000210_17.0322.C13.ol.tc 

6414 

none 

6414. .6461, 6551. .6682, 6551. 
6957. .7118, 6957. .7121, 6958. 

44485- 
.•93776 
10865 

OJ000210_17.0322.C13.o2.tm 

6574 

none 

6574. .6750, 6575. .6751, 6575. 
6826. .6882, 6949. .7140, 6954. 
8572. .8673, 8573. .8677, 8656, 
8817. .8948 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 17.0322.C13 



12638 

TBLASTX: Cress 
6217 
95 

,5861, 5803. .5862, 5946. .6020, 
,6217 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6754, 6666 
.7125, 6961 



OJ000210 17.0322.C13 



12638 

TBLASTX: Cress 
8673 
48 

6752, 6826, 
7143, 8572. 



.6882, 
.8673 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 17.0322.C13 



12638 

TBLASTX: Maize 
8950 
194 

6754, 6616.. 6756, 6811. 
7145, 6961. .7143, 8568. 
8688, 8810. .8950, 8815. 



.6888, 
.8612, 
.8889, 



Seq. No. 44485" Seq. ID 

Gene No. 93776 Strand 

Start 10865 End" " 

Name - OJ000210_17 . 0322 . C13 . o3 . gs Method 

Start 10865 End 

GI none Score 

Exons 10865.. 11152 



OJ000210_17.0322.C13 

12638 
GEN SCAN 
11152 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



44485 Seq. ID OJ000210_17 . 0322 . C13 

93776 Strand 

10865 End 12638 

OJ000210_17 .0322.C13.o3.np Method AAT/NAP 

10868 End 12638 

5922620 Score 91 

108 68. .11055, 12616. .12638 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj | BAA85196. 1 | (AP000570) EST D15357 (C0514 ) . 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



44485 
93777 
14182 



Seq. ID 

Strand 

End 



OJ000210 17.0322.C13 



16579 



45597 



Name 

Start 

GI 

Exons 



OJ000210_17 . 0322 . C13 . o3 . ts Method TBLASTX : Soybean 



14182 
none 



End 
Score 



16579 
130 



14182. .14274, 14183 . .14275, 15488 .. 15586, 157 99 .. 15879, 
15806. '. 15892, 15808 .. 15888 , 15991 .. 16095 , 15993 .. 16100, 
15993. . 16091, 15995. . 16102, 16406 .. 16579, 16408. .16575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44485 
93777 
14182 

OJ000210_17.0322.C13.o4.tm 

14191 

none 

14191. .14268, 14192. .14275, 
15495. .15584, 15806 .. 158 92 , 
15991. .16095, 15991. .16095, 
16166. .16234, 164 00 .. 16519, 

44485 
93778 
17130 

OJ000210_17 .0322.C13.o2.ts 

17130 

none 

17130. .17186, 17131. .17199, 
17262. . 17396, 17506 .. 17547 , 
17929. .18030, 17930 .. 18031, 

44485 
93778 
17130 

OJ000210_17 . 0322 . C13 . o3 . tm 

17306 

none 

17306. .17395, 
17706. .17786, 
17934. .18032, 
18225. .18419, 



17307. .17396, 
17708. .17791, 
18206. . 18418, 
18229. . 18420 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 17.0322.C13 



16579 

TBLASTX: Maize 
16521 
113 

15488. .15586, 154 88 .. 15583, 
15806. .15874, 15808 .. 15888 , 
15992. .16102, 15993. .16100, 
16406. .16516, 164 08. .16521 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17134 

17507 



OJ000210 17.0322.C13 



18425 

TBLASTX: Soybean 
18277 
97 

17199, 17258 
17584, 17708 



17930. . 18043, 18218. 



17395, 
17791, 
18277 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 17.0322.C13 



18425 

TBLASTX: Maize 
18420 
153 

17507. . 17584, 17507 .. 17584 , 
17930. . 18031, 17930. .18040, 
18218. .18418, 18222. .18419, ' 



Seq. No. 44485 

Gene No. 93778 

Start 17130 

Name OJ000210_17 . 0322 . C13 . o3 . tc 

Start 17944 

GI none 

Exons 17944. .18030, 17 94 5 .. 18031 , 
18298. . 18417 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_17.0322.C13 
18425 

TBLASTX: Cress 

18418 

123 



18206. .18 418, 18218. .18400, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44485 
93778 
17130 

OJ000210_17.0322.C13.o5.ts 

18286 

none 



Seq. ID OJ000210_17.0322.C13 
Strand 
End 

Method 
End 
Score 



18425 

TBLASTX: Soybean 

18425 

209 



18286. .18393, 18287 .. 184 18, 18294. .18425 



Seq. No. 



44486 



Seq. ID OJ000210_17.0322.C14 



45598 




Gene No. 


93779 


Strand 


+ 


Start 


i / 1 y 




2iyu 


Name 


ujuuuziu i / . vozz . Li4 . oi . gs 


Method 


GENSCAN 


Start 


i / iy 


f _ -j 


z lyu 




none 


Score 


C A 


Exons 


1 Ti q i TQi 0100 oi nn 

i/iy..i/yi, ziz^..ziyu 






Seq. No. 


A A A Q C 

4 4 4 o 0 


beq. id 


OJUUUZlU 1/.UJ^Z.C14 


Gene No . 


yj / oU 


Strand 




Start 


1 


End 


431 


Name 


OJ000210 17.0322.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


431 


GI 


3071 1.R1084 


Score 


831 


Exons 


1. .431 






GI Descrip. 


'3386565/gb|AAC28488.1| 2 . Oe- 


15 (AF079588) 




1-aminocyclopropane-l-carboxylate oxidase [Sorghum bicolor] 1 


Seq. No. 


44487 


Seq. ID 


OJ000210_17.0322.C15 


Gene No . 


93781 


Strand 


+ 


Start 


292 


End 


6356 


Name 


OJ000210 17.0322.C15.ol.gs 


Method 


GENSCAN 


btart: 


292 


End 


6356 


GI 


none 


Score 


.8 


Exons 


292. .429, 769.-884, 1106. .1190, 1741.. 


1800, 2437.. 2526, 




3317. .3517, 3590. .3634, 3906. 


.4214, 4353.. 4582, 4979. .5215, 




5220. .5409, 5805. .6356 






Seq. No. 


44487 


Seq.. ID 


OJ000210_17.0322.C15 


Gene No . 


93781 


Strand 


+ 


Start 


292 


End 


6356 


Name 


OJ000210 17.0322.C15.o2.np 


Method 


AAT/NAP 


Start 


3350 


End 


5216 


GI 


3928093 


Score 


845 


Exons 


3350. .3517, 3590. .3634, 3906. 


.3999, 4069. .4214, 4353. .4582, 




4979.. 5039, 5133. .5216. 






GI Descrip. 


(AC005770) unknown protein [Arabidopsis thaliana] 


Seq. No. 


44487 


Seq. ID 


OJ000210_17.0322.C15 


Gene No . 


93782 


Strand 




Start 


5867 


End 


6214 


Name 


OJ000210 17.0322.C15.o2.ts 


Method 


TBLASTX: Soybean 


Start 


. 804 


End 


3616 


bl 


none 


Score 


112 


Exons 


804. .884, 805. .888, 1103. .1168, 1104.. 


1190, 2434. .2484, 




2438. .2485, 2852. .2929, 2853. 


.2930, 3189. .3254, 3190. .3249, 




3190. .3270, 3307. .3513, 3314. 


.3517, 3314. .3445, 3315. .3512, 




3316.. 3513, 3569.. 36.16 






Seq. No. 


44487 


■Seq. ID 


OJ000210_17.0322.C15 


Gene No. 


93782 


Strand 




Start 


5867 


End 


6214 


Name 


OJ000210 17.0322.C15.o2.tc 


Method 


TBLASTX: Cress 


Start 


3217 


End 


3634 


GI 


none 


Score 


41 


Exons 


3217.. 3249, 3309.. 3362, 3314. 


.3517, 3319. .3528, 3569. .3634 


Seq. No. 


44487 


Seq. ID 


OJ000210_17.0322.C15 



45599 






Gene No. 


93782 








Strand 






Start 


5867 








End 


6214 




Name 


VoVUuZ LU 1 / 


moo 


pi C -1 

ClD . 01 


. tm 


Method 


TBLASTX : Maize 




Start 










End 


4507 




GI 


none 








Score 


70 




Exons 


dd y b . . jb d4 , 


jyu4 . 


. jy y y , 


jyuo . 


.4000, 3927.. 4025, 4067.. 4219, 






A C\ £ZQ A O 1 A 


4 jZo . 


a c m 
. 4DU / , 


a 0 c. n 
4 ODU . 


.4505, 4351. .4506 




Seq. No. 


a a a on 
4 44o / 








Seq. ID 


OJ000210_17.0322.C15 




Gene No. 


93782 








Strand * 






Start 


5867 








End 


6214 




Name 


Uu UVVZ 11) 1 / 


moo 


LID . OX 


. ts 


Method 


TBLASTX : Soybean 




Start 


4 U / 1 








End 


4562 




GI 


none 








Score 


176 




Exons 


4 U /l . . 4Zl4 , 


/1 m 0 
4 U / Z . 


/I 01 c 
. 4zlD, 


a rt 0 c 
4 UoD . 


.4219, 4329. .4562, 4342. .4533, 






4 J4o . . 4Db± 














Seq. No. 


44487. 








Seq. ID 


OJ000210JL7 .0322.C15 




Gene No. 


■ 93782 








Strand 






btart 


DOD/ 








End 


6214 




Name 


(JJUUUzlU 1 / 


moo 


LID . Ol 


. tc 


Method 


TBLASTX: Cress 




Start 


A 0 c ^ 
4 Job 








End 


5059 




GI 


none 








Score 


259 




Exons 


4 ODD . . 


/I O C. Q 

4 Job. 


. 4 D bl , 


a q n *5 
4 y / D . 


.5059, .4977. .5039 


ffi 


Seq. No. 


44487 








Seq. ID 


OJ000210_17.0322.C15 




Gene No. 


93782 








Strand 






Start 


oob/ 








End 


6214 




Name 


OJUUUzl0_l / 


n 0 0 0 
. V3ZZ . 


PIC a 0 

ClD . OD 


. ts 


Method 


TBLASTX : Soybean 


: , : 


Start 


coco 

5852 








End 


6208 




GI 


none 








Score ' 


121 


= y 


Exons 


COCO CQQ^ 

Dodz . . oyoo, 


Do bo . 


. d y / 0 , 


Do / U . 


.5983, 6062. .6208, 6135. .6194 




Seq. No. 


44487 








Seq. ID 


OJ000210_17.0322.C15 




Gene No. 


93782 








Strand 






btart 


oob/ 








End 


6214 


r ~ 


Name 


OJUUU21U 1 / 


A O O O 


ClD . OZ 


. tm 


. Method 


TBLASTX: Maize " 




Start 


c 0 c c 
OO 3D 








End 


6209 




GI 


none 








Score 


125 




Exons 


cocc cno*D 


cocc 
DODO . 


c m 0 


oUzy . 


.6136, 6050. .6208, 6135. .6209 




Seq. No. 


44487 








Seq. ID 


OJ000210_17.0322.C15 




Gene No. 


93782 








Strand 






Start 


oob/. 








End 


6214 




Name 


OJUUUzlU 1 / 


n 0 0 0 
. Ud2z . 


ClD . OO 


. tc 


Method 


TBLASTX: Cress 




Start 


0 O D 4 








End 


6214 






none 








Score 


65 




Exons 


5864 . . 5980, 


c 0 0 

58 68 . 


C O T O 

. 5978 , 


r a c n 

6050 . 


.6214 






Seq. No. 


44487 








Seq. ID 


OJ000210_17.0322.C15 






93782 








Strand 






Start 


5867 








End 


6214 




Name 


• OJ000210 17 


.0322. 


C15.o3 


.np 


Method 


AAT/NAP 




Start 


5867 








End 


6208 




GI 


7430862 








Score 


230" 




Exons 


5867. .5996, 


6033. 


.6208 










GI Descrip. 


probable glutaredoxin - 


Arabidopsis thaliana 



■45600 



gi I 2244926 I embl CAB10348.il (Z97339) glutaredoxin homolog 
[Arabidopsis thaliana] gi | 7268318 | emb | CAB78612 . 1 | (AL161542) 
glutaredoxin homolog [Arabidopsis thaliana] 



Seq. No. 44488 Seq. ID 

Gene No. 93783 Strand 

Start 3121 End 

Name OJ000210_17 . 0322 . C16 . o2 . gs Method 

Start 3121 End 

GI ' none Score 

Exons 3121.. 3123, 3351.. 3553, 3798.. 3900 



OJ000210_17.0322.C16 

+ . 

3900 

GEN SCAN 

3900 

.9 



Seq. No. 44488 Seq. ID 

Gene No. 93784 Strand 

Start 5585 End 

Name OJ000210_17 . 0322 . CI 6 . o3 . gs Method 

Start 5585 End 

GI none Score 

Exons 5585.. 6805 



OJ000210_17.0322.C16 
+ 

6805 
GENSCAN 
6805 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44488 
93785 
151 

OJ000210_17.0322.C16.ol.gp 
151 

uC-osroM202001e06bl 



OJ000210 17.0322.C16 



Seq. ID _ 
Strand 

End 2280 
Method AAT/GAP 
End 2236" 
Score 741 
151. .238, 577. .623, 1025. .1091, 2020. .2236 

1 3157934 5.0e-53 (AC002131) Similar to hypothetical protein 
F09E5.8 gb_U37429 from C. elegans . ESTs gb_T42019 and gb_N97000 
come from this gene. [Arabidopsis thaliana] 1 



44488 
93785 
151 

OJ000210_17.0322.C16.ol.np 
151 

3157934 



OJ000210 17.0322.C16 



Seq. ID 
Strand 

End 2280 
Method AAT/NAP 
End 2280 
Score 380 
151.. 238, 577.. 623, 1025.. 1091, 2020.. 2280 

(AC002131) Similar to hypothetical protein F09E5.8 gb|U37429 
from C. elegans. ESTs gb|T42019 and gblN97000 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 44488 Seq. ID 

Gene No. 93785 Strand 

Start 151 End 

Name OJ000210_17 . 0322 . C16 . ol . gs Method 

Start 151 End 

GI none . Score 
Exons 



OJ000210_17.0322.C16 

2280 
GENSCAN 
2241 
.59 



151. .238, 577. .623, 1025. '.1091, 1894. .2241 



Seq. No. 44488 

Gene No. 93786 

Start 2406 

Name OJ000210_17 . 0322 . C16 . ol . tm 

~Start 150 

GI none 
Exons 



Seq. ID OJ000210__17.0322.C16 
Strand 
End 

Method 
End 
Score 



2686 

TBLASTX: Maize 

2149 

144 



150. .239, 152. .241, 153. .239, 562. .624, 577. .624, 1026. .1094, 



4 5601 



1032. .1097, 2017. .2148, 2027. .2149 



beq. NO. 


A A A Q P 
H ft ft O O 




Seq. ID 


OJ000210 


it moo 


. CI O 


Gene No . 


y J / O D 




Strand 








btart 






End 


2686 






Name 


UJUUUZ1U 1 / . UjZZ . LID . Ol 


. tc 


Method 


TBLASTX: 


Cress 




btart 


1 HOC 




End 


2149 






C T 


none 




Score 


63 






Exons 


luzo. .iuy<i, iudu . . luyj/ 


ZU1 / . 


.2148, 2027. .2149 






Seq. No. 


44488 




Seq. ID 


OJ000210 


_17.0322 


.C16 


Gene No. 


93786 




Strand 








Start 


2406 




End 


2686 






Name 


OJ000210 17.0322.C16.o2 


.gp 


Method 


AAT/GAP 






Start 


2406 




End 


2686 






GI 


LIB34 34-035-P1-K1-A7 




Score 


452 






Exons 


2406. .2686 












GI Descrip. 


'544187 6/dbj IAP000367.1 


IAP000367 l.Oe- 


114 Oryza 


sativa 


genomic 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 





Seq. No. 


44489 


Seq. ID 


OJ000210_17.0322.C18 




Gene No. 


93787 


Strand 


+ 




Start 


336 


End 


515 


Name 


OJ000210 17.0322.C18.ol.gp- : 


Method 


AAT/GAP 




Start 


336 


End 


515 


L! ; 


GI 


none 


Score 


300 




Exons 


336. .515 






!_ _j 


Seq. No. 


44489 


Seq. ID 


OJ000210_17.0322.C18 




Gene No. 


93788 


Strand 






Start 


516 


End 


839 




Name 


OJ000210 17.0322.C18.ol.gs 


Method 


GENSCAN 




Start 


516 


End 


839 




GI 


none 


Score 


. 95 


"'-J 


Exons 


516. .839 






:r ■— 


Seq. No. 


44490 


Seq. ID 


OJ000210_17.0322.C19 




Gene No. 


93789 


Strand 


+ 


^ ~5 
3- ^ 


Start 


1 


End 


14258 


.a =s 


Name 


OJ000210 17.0322.C19.ol.np 


Method 


AAT/NAP 


E : 


Start 


1 


End 


14258 




GI 


5739524 


Score 


365 




Exons 


1..89, 4374. .4608, 4687. .4800, 


5042. .5252, 6402. .6531, 






6719. .6775, 7300. .7380, 7770.. 


7842, 14230. .14258 




.GI Descrip. 


Werner syndrome gi | 6136393 | sp | Q14 191 | WRN_HUMAN WERNER SYNDROME 



HELICASE gi | 1280208 | gb | AAC4 1981 . 1 | (L76937) Homo sapiens Werner 
syndrome gene, complete cds gi | 3719421 | gb | AAC63361 . 1 | (AF091214) 
WRN [Homo sapiens] gi | 627268 6 | gb | AAF061 62 . 1 | (AF181897) WRN 
[Homo sapiens] 



Seq. No. 44490 Seq. ID 

Gene No. 93789 Strand 

Start 1 End 

Name OJ000210_17 . 0322 . C19 . o2 . gs Method 

Start 3673 End 

GI none Score 
Exons 



OJ000210_17.0322.C19 
+ 

14258 
GENSCAN 
10586 
.85 



3673. .4276, 4527. .4608, 4687. .4797, 5012. .5201, 5748. .6051, 



45602 






Djj<: . . DjjI/ D / iy . . D / / j, / jUU . 


.7380, 7770. .7833, 8308. .8407, 




PQin QQr'7 QAA'i Qcoc i DOTQ 


. . lUOO 0 




Seq. No. 


44490 


Seq. ID 


OJ000210_17.0322.C19 


Gene No. 


93790 


Strand 




b tart 


657 


End 


O O T O 

62. /a 


Name 


' OJ000210 17.0322.C19.ol.gs "**' 


Method 


r , r\TC?r , AM 
•.bhiNbCAN 


btart 


657 


End 


oZ 1 0 




none 


Score 


. 0-5 


Exons 


657. .779, 918. .961, 2948.-3278 




beq. no. 


44490 


Seq. ID 


OJ000210_17.0322.C19 


ucne no . 


93790 


Strand 




Start 


657 


End 


3278 


Name 


OJ000210 17.0322.C19.ol.gp 


Method 


AAT/GAP 


btart 


693 


End 


986 




uC-osflcyp096c01bl 


Score 


250 


Exons 


693. .779, 918. .986 






GI Descrip. 


1 3168840 4-0e-10 (U88711) copper homeostasis factor [Arabidopsi 




thaliana] 1 






beq. no. 


44490 


Seq. ID 


OJ000210_17.0322.C19 


Gene No. 


93791 


Strand 




Start 


11186 


End 


12350 


Name 


OJ000210 17.0322.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


10277 


End 


10583 


GI 


none 


Score 


220 


Exons 


10277. .10474, 10278 .. 10475, 1027 9 .. 10518 , 10359 .. 10517 , 




10529... 10573, 10530.. 10583 






Seq. No. 


44490 


Seq. ID 


OJ000210_17.0322.C19 


Gene No. 


93791 


Strand 




o tar u 


11186 


End 


12350 


Name 


OJ000210 17.0322.C19.o3.gs 


Method 


GENSCAN 


btart 


11186 


End 


12350 


H T 


none 


Score . 


.88 r : 




11186. .11271, 12344. .12350 






Seq. No. 


44491 


Seq. ID 


OJ000210_17.0322.C20 


Gene No. 


93792 


Strand 


+ 


C-t- -J y-f- 

oLall. 


3089 


End 


6875 


Name 


OJ000210 17.0322.C20.ol.gs 


Method 


GENSCAN 


ot art 


3089 


End 


6875 


C T 


none 


Score 


.77 ■ 


Exons 


3089. .3588, 6824. .6875 






beq. no. 


44491 


Seq. ID 


OJ000210_17.0322.C20 




93792 


Strand 


+ 


Start 


3089 


End.. 


6875 


Name 


OJ000210 17.0322.C20.ol.np 


Method 


AAT/NAP 


Start 


3124 


End 


3588 


GI 


2352492 


Score 


408 


Exons 


3124 . .3588 






GI Descrip. 


(AFQO-5'04 7) transport inhibitor response 


1 [Arabidopsis thaliana 



gi I 2352494 | gb| AAB69176.il (AF005048) transport inhibitor 
response 1 [Arabidopsis thaliana] 



45603 




Seq. No. 


44491 








Seq. ID 


OJ000210_17.0322.C20 


Gene No. 


93792 








Strand 


+ 


Cf aft 
u Lai L 


3089 








End 


6875 




OJ000210 17 


. 0322 . 




■ U O 


Method 


TBLASTX: Cress 




314 3 ~~ 








End 


3609 


\j ± 


none 








Score 


51 


F 1 , von 


3143. 3184. 


3269. 


. 3376, 


3313 . 


.3375, 3440. .3589, 3451. .3609 


Seq. No. 


44491 








Seq. ID 


OJ000210_17.0322.C20 


Gene No. 


93792 








Strand 


+ 


Start 


3089 








End 


6875 


Name 


OJ000210 17, 


,0322. 


C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3167 








End 


3609 


GI 


none 








Score 


142 


Exons 


3167. .3376, 


3304 . 


.3375, 


3440. 


.3589, 3460.. 3609 



Seq. No. 44491 

Gene No. 937 92 
Start ' 3089 

Name OJ000210_17 . 0322 .C20 . ol . ts 

Start 3275 

GI none 

Exons 3275.. 3376, 3440.. 3589, 3451, 



Seq. ID OJ000210_17.0322.C20 



Strand 
End 

Method 
End 
Score 
.3591 



+ 

6875 

TBLASTX: Soybean 

3591 

113 



Seq. No. 44492 
Gene No. 93793 
Start 1 

Name OJ000210_17 . 0322 . C21 . ol . np 

Start 1 
GI 2352492 
Exons 1. .852 

GI Descrip. (AF0050 

gi 12352 

respons 



Seq. ID OJ000210_17.0322.C21 

Strand + 

End 852 

Method . AAT/NAP 

End 852 

Score 819 



47) transport inhibitor response 1 [Arabidopsis thaliana] 
4 94 | gb | AAB 6917 6. 1 | (AF005048) transport inhibitor 
e 1 [Arabidopsis thaliana] 



Seq. No. ■ 44492 Seq. ID 

Gene No. 937 93 '" Strand 

Start 1 . * End 

Name OJ000210_17 . 0322 . C21 . ol . gs Method ■ 

Start 36 End 

GI none Score 

Exons 36.. 803 



OJ000210_17.0322.C21 

" + 
852 

GENSCAN 

803 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44492 
93794 
5603 

OJ000210_17.0322.C21.o2.np 

5603 

4432839 



Seq. ID OJ000210_17.0322.C21 

Strand ■ + 

End 11314 

Method AAT/NAP 

End 11314 

Score 610 



5603. .5848, 7066. .7286, 7540. .7881, 8444. .8709, 11295. .11314 
(AC006283) unknown protein [Arabidopsis thaliana] 



Seq. No. 44492 Seq. ID OJ0002 10_17 . 0322 . C2 1 

Gene No. 93794 Strand + 

Start 5603 End' 11314 

Name OJ000210_17 . 0322 . C21 . o3 . gs Method GENSCAN 

Start 5603 End 8846 



45604 






GI 


none 








Score 


. y4 






hjxons 


DDUj . . jo4o, 


/UDO. 


. . / io y , 


/ 0 jl 


. . 0 O 4 0 








Seq. No. 


44492 








Seq. ID 


OJ000210_17.0322 


.C21 




Gene No.. 


93795 








Strand 








D Lai L 


d Zl 4 
4 4 4 O 








EillU. 


OlOD 






Name 


UJ UUUz 1 u 1 / , 




L*Z 1 . OZ 


:gs 


we tnoa 








OLaLL 


A A AC 
4 4 4 O 










CI 

OlOD 






lal 


none 








Score 


. OO 








A A AC AC AH 
4 4 4 O . . 4 D4 / , 


7 1 A 
4/14. 


. 4 y zu , 


ouz y 


. . j 1 0 D 








Seq. No. 


44492 








Seq. ID 


OJ000210_17.0322 


.C21 




Gene No. 


93796 








Strand 








Otalt 


y O 1 O 








End 


15153 






Name 


UJ UUUZ 1U I / . 


moo 
. U Jii . 


C21.ol 


.tc 


Method 


TBLASTX: Cress 






O Lalt 


^ 0 
OZ 








End 


791 






Lil 


none 








Score 


110 






Exons 


"3 0 1 O/l "5 "5 
jZ . . 1Z 4 , jj. 


lot; 
. 1Z 0 , 


•95. .688, 137. .676, 138. .689, 705. .791 






Seq. No. 


44492 








Seq. ID 


OJ000210_17.0322, 


.C21 




Gene No. 


93796 








Strand 








Q -|- 4- 


QQ1 Q 

l?o lo 








End 


15153 






Name 


UJ UUUZ 1U 1 / . 


moo 
U JZZ . 


C21.o2 


. tm 


Method 


TBLASTX: Maize 






otart 










End 


796 




'% J 




none 








Score 


104 






Exons 


jj. . 1 J4 , 114! 




>, 125. 


.682, 


126. .782, 


740. .796 




\ y 


Seq. No. 


44492 








Seq. ID 


OJ000210_17.0322, 


.C21 


13 


Gene No. 


93796 








Strand 










y o lo 








End 


15153 




% J 


Name 


r\ th n n o i n i "7 
UJ UUUz 1U 1 / . 


moo 
U oZZ . 


C21.o2 


.ts 


Method 


TBLASTX: Soybean 




f u 


btart 


J J 








End 


791 






H T 
(al 


none 








Score 


113 




s 


Exons 


oo i op oc 
J J . . 1ZO , J J . 


1 ^0 
. 1 jU , 


138. . 


683, : 


140. .682, 


708. .791 




^ 

" : ^ 


beq. wo. 


/I /I A QO 

4 4 4 y z 








Seq. ID 


OJ000210_17.0322\ 


■ C21 




Gene No. 


93796 








Strand 








Start 


9818 








End 


15153 




T EST 


Name 


n Tnnnoi n it 

UU U UUZ 1 U 1/. 


n^oo 
u jzz . 


C21.o4 


. ts 


Method 


TBLASTX: Soybean 






oTiarti 


00 J / 








End 


7200 








none 








Score 


79 






Exons 


00 J / . .0/ / D / 


oo y o . 


.5759, 


5600 


..5662, 5602.. 5850, 5603.. 5848, 






/UDO. . / 1 J5; 


/UDO. 


.7140, 


7078 


. .7200 








beq . JNio . 


4 4 4 y Z 








Seq. ID 


OJ000210_17.0322. 


,C21 




Gene No. 


93796 








Strand 








Start 


9818 








End 


15153 






Name 


r\ inn noi n 1 1 
UJUUUZ1U 1 / . 


moo 
U jZZ . 


C21.o5 


" tc 


Method 


TBLASTX: Cress 






b tar l 


00 O / 








End 


8699 








none 








Score 


379 






Exons 


OOO / . . Oo4 0 , 


C C *7 O 

OO / Z . 


.5850, 


5600 


..5734, 7065. .7211, 7066. .7212, 






7078. .7200, 


7199. 


.7285, 


8598 


. .8699 








Seq. No. 


44492 ' 








Seq. ID 


OJ000210_17.0322. 


C21 




Gene No. 


93796 








Strand 








Start 


9818 








End 


15153 






Name 


OJ000210 17. 


0322. 


C21.o4 


. tm 


Method 


TBLASTX: Maize 





45605 



Start 
GI 

Exons 



5596 End 7285 

none Score 342 

5596.. 5832, 5597.. 5833, 5600.. 5734, 70.65.. 7211, 7066.. 7212, 

7078.. 7200, 7199.. 7285 



Seq. No. 44492 

Gene No. 93796 

Start 9818 

Name OJ000210_17 . 0322 . C21 . o5 . tm 

Start 7935 

GI none 
Exons 



Seq. ID OJ000210_17.0322.C21 
Strand 
End 

Method 
End 
Score 



15153 

TBLASTX: Maize 

8584 

244 



7935. .8288, 7939. .8172, 7941. .8195, 8516. .8584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44492 

93796 

9818 

OJ0002 

9818 

none 

9818. . 

10821. 

11767. 

13024. 

14170. 



10 17.0322.C21.o4.gs 



Seq. ID OJ000210_17.0322.C21 
Strand 

End 15153 
Method GENSCAN 
End 15151 
Score .86- 
9838, 9941. .10045, 10182 .. 10388 , 104 67 .. 10645 , 
.10986, 11146. .11204, 1 128 9 . . 11334 , 11594 .. 11663, 
.11856, 11953. .12092, 12174 .. 12205, 12830 .. 12923, 
.13111, 13190. .13410, 13643. .13716, 13803 .. 14085, 
.14304, 14460. .14681, 14759 .. 14 938 , 15068.. . 15151 



Seq. No. 44492 
Gene No. 93796 
Start 9818 

Name OJ000210_17 . 0322 . C21 . o3 .np 

Start 9959 
GI 6437558 

Exons 9959.. 10050, 10178 10388, 

11146. .11197, 11285. .11343, 
11953. .12035, 12174. .12205, 
13024. .13111, 13190. .13410, 
14170. .14304, 14460. .14681, 

GI Descrip. (AC011623) putative ATPase 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210 17.0322.C21 



15153 
AAT/NAP 
15153 
3367 

10467. .10645, 10821 10986, 
11594. .11663, 117 67. .1185 6, 
12559. .12747, 12824 .. 12923, 
13643. .13716, 13803 .. 14085, 
14759. .14938, 15068. .15153 

(ISW2-like) [Arabidopsis thaliana] 



Seq. No. 44492 ' Seq. ID 

Gene No. 93796 Strand 

Start 9818 End 

Name OJ000210_17 . 0322 .C21 . o3 . ts Method 

Start 10168 End 

GI none Score 

Exons 10168. .10398, 10170 .. 10388 , 10461 

10462. .10647, 10822 .. 10989, 10823 



10646, 
10987 



OJ000210_17.0322.C21 
15153 

TBLASTX : Soybean 

10989 

207 

10461. .10652, 



Seq. No. 44492 

Gene No. .. 93796 

Start ' 9818 

Name OJ000210_17 . 0322 . C21 . o3 . tc 

Start 10170 
GI none 

Exons 10170. .10280, 10180 .. 10269, 

10461. .10613, 10461. .10613 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_17.0322.C21 
15153 

TBLASTX: Cress 

10613 

36 



10263. .10388, 10267. .10398, 



Seq. No. 



44492 



Seq. ID OJ000210_17.0322.C21 



45606 



Gene No-. 


93796 








Strand 








Start 


9818 








End 


15153 






Name 


OJ000210 17.0322.C21 


. o3 . tm 


Method 


TBLASTX : 


Maize 




ital L. . 


10179 








End c 


11663 






LjI 


none 








Score 


233 






txons 


10179. 


.10388, 


10180. 




10461. .10646, 10461 


i neco 
. . lUODZ t 






10465. 


.10647, 


10822. 


1 HQQQ 


10826. .10987, 10828 


1 r\ Q Q Q 

. . iuy o y , 






11594 . 


.11662, 


11598. 


. IIDDj 










Seq. No": 


44 4 92 








Seq. ID 


OJ000210 


_17.0322. 


C21 


Gene No. 


93796 








Strand 








Of a r-f 

o l air l 


9818 








End 


15153 






Name 


OJ000210 17.0322.C21 


. O / . tC 


Method 


TBLASTX: 


Cress 




Of ar f 

OL.aiT L 


10837 








End 


10989 






P T 


none 








Score 


173 






IT* w 


10837. 


.10989, 


10841. 


1 fl QP 1 


10843. .10989 






o e q > IN O . 


44492 








Seq. ID 


OJ000210 


1 / . UoZZ . 


K^Z 1 


L?ene jno . 


93796 








Strand 








C f a v*f 

o tare 


9818 








End 


15153 






Name 


OJ000210 17.0322.C21 


.oi.ts 


Method 


TBLASTX: 


Soybean 




buar z 


11594 








End 


15152 






H T 


none 








Score 


81 






Exons 


11594. 


.11662, 


11607. 


1 1 ceo 
. 1 1 DPO , 


11766. .11819, 11790 


1 1 QCQ 






11958. 


.12035, 


12556. 


. 1Z 1 4 1 , 


12557. . 12742, 12557 


1 O H A C 

. .12/45, 






12591. 


.12746, 


12830. 


.12925, 


12831. . 12935, 12832 


. .12933, 






13024. 


.13110, 


13025. 


.13111, 


13026. .13112, 13026 


. .13115, 






13187. 


.13414-, 


13189. 


1 "5 A o t; 


13612. .13713, 13635 


1 Oil Q 

. . lo / lo , 






13637. 


.13717, 


13796. 


1 A Cl Q a 

. 14 Uo b, 


13800. .14087, 13801 


i yinoo 

. . 14(Joo , 






13801. 


.14088, 


14167. 


1 y| Ol A 

. 14 J1U, 


14169. .14306, 14170 


. . 14 olO , 






14430. 


.14684, 


14466. 


1 A C~l Q 


14758. .14898, 14759 


1 A Ck c rt 

. . 1 4 y 0(J , 






14760. 


.14903, 


15062. 


. lOlO 1 , 


15063. . 15152 






oeq . INO . 


44492 








Seq. ID 


OJ000210 


IT HOT) 

1 / . U 6ZZ . 


CZ 1 


Gene No. 


93796 








Strand 








Start 


9818 








End 


15153 






Name 


. OJ000210' 17.0322.C21 


OD . IC 


Method 


TBLASTX: 


Cress 




Q f a r-f 

o car u 


' 11594 








End 


12035 






f T 


none 








Score 


84 






Exons 


11594. 


.11662, 


11607. 


1 1 ceo 
llODO, 


11608. .11664, 11763 


. .11855, 






11766. 


.11858, 


11773. 


1 1 QCQ 

1 lO 0 J , 


11958. .12035, 11960 


. .12034 




oeq. wo. 


44492 








Seq. ID 


OJ000210 


_17.0322. 


CZ 1 


bene jno . 


93796 








Strand 








Cf 2 r*f 


9818 








End 


15153 






Name 


OJ000210 17.0322.C21. 


ol . tm 


Method 


TBLASTX: Maize 




Of a vf 


11776 








End 


15152 






Lrl 


none 








Score 


124 






Exons 


11776. 


.11862, 


11776. . 


1 T O A H 
1 Ifcf 4 / , 


11777. .11854, 11778 


. .11858, 






11934. 


. 11972, 


11958. . 


i orioc 


11970. .12035, 12557 


. .12745, 






12560. 


. 12748, 


12562. . 


1 97 


12824. .12913, 12828 


., 12926, 






12831. 


. 12935, 


12832. . 


12933, 


13024. .13110, 13025 


. .13111, 






13026. 


. 13112, 


13186. . 


13413, 


13187. .13414, 13189 


. .13425, 






13629. 


.13718, 


13637. . 


13717, 


13642. .13728, 13645 


. . 13719, 






13787 . 


.14032, 


13788. . 


13997, 


13796. . 14086, 13801 


. .14088, 






1380L. 


. 14088, 


14165. . 


14260, 


14167. .14310, 14169 


. .14306, 






14169. 


.14384, 


14170. . 


14310, 


14204. .14311, 14430 


. . 14684, 





45607 




14 4 66. .14 681, 14 533. .14 682, 14758. .14 937, 14 759. .14 938, 
14763. .14915, 147 64 .. 14 94 9, 15062 .. 15151, 15068 .. 15151, 
15069.. 15152 



Seq. No. 


44492 




Seq. ID 


OJ000210_17.0322 


.C21 


no no M r\ 
belle Vi\J . 


Q^7 Qfi 




Strand 








QR 1 ft 




End 


15153 




Name 


rs.TOnnCM n 1 7 0^99 091 


. OZ . LC 


Method 


TBLASTX: Cress 










End 


13824 






none 




Score 


60 






I^Djj. . / ^O/ ± Z O -?D . 


. ± Z f HZ) t 


12697. . 12747, 12827 . . 12925, 






12828. .12917, 12831. 


. 12935, 


12832. .12933, 13024 .. 13110, 






13025. . 13111, 13029. 


. 13115, 


13187. .13411, 13189. .13425, 








1^717 


13801. .13824 




oeq . in o . 


Zl 4 4 Q9 
fi f* fi r»z 




Seq. ID 


OJ000210_17.0322 


POT 

. Lz 1 


oene lno . 






Strand 








Qft 1 ft 




End 


15153 




Name 


nTnnn9in 17 n^99 p9i 


. 04 . t C 


Method 


TBLASTX: Cress 




Start 


13825 




End 


14053 




GI 


none 




Score 


204 








T A n R 9 
. 1 4 uoz , 


13850. . 14053 




b.eq . . wo. 


A A A Q9 
4 ft y Z 




Seq. ID 


OJ000210_17.0322 


. CZ 1 


bene no. 






Strand 








Qftl ft 




End 


15153 




Nam© 


rjTonn9in 17 n^99 P9i 


■ 00 . uc 


Method 


TBLASTX: Cress 




Start 


14065 




End 


14600 




GI 


none 




Score 


38 




LAUI 1 0 


idn^R i^oftft 141^7 


1 A 9 ft £ 
. ± fi Z o O , 


14204 . . 14281, ' 14 4 66. .14 600 




O tr q • IN O . 


AAACk~K 




Seq. ID 


OJ000210_17.0322 


no 9 
. UZ Z 


f o n o NT 


!Jj / .7 / 




Strand 


+ 




OLdlL 


7 1 ^ 




End 


835 




Nam© 


piTnnn9in 17 moo poo 

UUUUUZ1U 1 / . U J Z Z , LZZ , 


. Ol . CfS 


Method 


GENSCAN 




Of ar f 

otart 


713 




End 


835 




GI 


none 




■ Score 


.92 




Exons 


713. .835 










Corf Wr>k 

oeq. ln o . 


44493 




Seq. ID 


OJ000210_17.0322 


.C22 


bene ino . 


93798 




Strand 








1 




End 


3225 




Nam© 


OJ000210 17.0322.C22, 


, ol . np 


Method 


AAT/NAP 






1 v 




End 


3225 




GI 


6437558 




Score 


343 




Exons 


1..20, 2136. .2248, 2845.-2948, 3094. .3225 




GI Descrip. 


(AC011623) putative ATPase 


(ISW2-like) 


[Arabidopsis thaliana] 


Seq. No. 


44494 




Seq. ID 


OJ000210_17.0322 


.C23 


Gene No. 


93799 




Strand 






Start 


32 




End 


221 




Name 


OJ000210 17.0322.C23. 


ol . gs 


Method 


GENSCAN 




Start 


32 




End 


221 




GI 


none 




Score 


.87 




Exons 


32. .221 










Seq. No. 


44495 




Seq. ID 


OJ000210_17.0322, 


.C26 



45608 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

• GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



93800 Strand + 

4590 End 5922 

OJ000210_17.0322.C26.o4 .np Method AAT/NAP 

4590 End 5922 

7340926 Score 41 

4590. .4692, 5810. .5922 ' ^ 

(AP001550) hypothetical protein [Oryza sativa] 



44495 
93801 
1 

OJ000210_17 . 0322 . C2 6 . ol . gp 
1 

4700_2.R1084 
1..242, 327. .485 

* 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ000210_17.0322.C26 
Strand 

End 6597 

Method AAT/GAP 

End 4 85 

Score 635 



Seq. No. 44495 

Gene No. 93801 

Start 1 

Name OJ000210_17 . 0322 . C26 . o2 . np 

Start' 1. 

GI *" 6523547 

Exons 1..163, 298.. 793, 2123.. 2192 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. ID OJ000210_17.0322.C26 
Strand 

End 6597 

Method AAT/NAP 

End 2192 

Score 160 



Seq. ID OJ000210_17.0322.C26 
Strand 

End 6597 

Method AAT/NAP 

End 419 

Score 258 



Seq. No. 44495 
Gene No. 93801 
Start 1 

Name OJ000210_17 . 0322 . C26 . ol . np 

Start 1 
GI 4103987 
Exons 1..242, 327.. 419 

GI Descrip. (AF030516) 5, 10-methylenetetrahydrof olate 

. dehydrogenase-5, 10-methenyltetrahydrof olate cyclohydrolase 
[Pisum sativum] gi | 6002383 | emb | GABS 675 6 . 1 1 (AJ011589) 
5, 10-methylenetetrahydrof olate dehydrogenase: 
5, 10-methenyltetrahydrof olate cyclohydrolase [Pisum sativum] 



Seq. No. 


44495 








Seq. ID 


OJ000210_17.0322 


.C26 


Gene No. 


93801 








Strand 






Start 


1 








End 


6597 




Name 


OJ000210 


_17. 


0322.C26.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


54 








End 


416 




GI 


none 








Score 


120 




Exons 


54. .245, 


154 


. .243, ' 324 . 


.'416 








Seq. No. 


44495 








Seq. ID 


OJ000210_17.0322 


.C26 


Gene No. 


93801 








Strand 






Start 


1 








End 


6597 




Name 


OJ000210 


_17. 


0322.C26.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


54 








End 


420 - 




GI 


none 








Score 


176 




Exons 


54. .242, 


55. 


.243, 324.. 


419, 


325. .420 







45609 




Seq. No. 


44495 




Seq. ID 


OJ000210_17 . 0322 . C26 


Gene No. 


93801 




Strand 




Start 


I 




t7 _ -j 
bna 


c c n *7 

boy/ 


Name 


OJ0UU210 1 / . 0322 . C2o . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


C A 

54 




End 


431 


GI 


none 




Score 


ill 
111 


Exons 


04 . . ^43, l04..^!4J, oZ4 . 


. 4 J X 






Seq. No. 


44495 




Seq. ID 


OJ000210_17.0322.C26 


Gene No. 


93801 




Strand 




Start 


1 




End 


6597 


Name 


OJ000210 17 . 0322 . C26 . ol 


. gs 


Method 


GENSCAN 


Start 


59 




End 


6597 


GI 


none 




Score 


.62 


Exons 


59. .278, 327. .625, 681. 


o r a 
.000/ 


1577. .1673, 6552. .6597 


Seq. No. 


4 4 4 95 




Seq. ID 


OJ000210_17.0322.C2 6 


Gene No . 


93801 




Strand 




Start 


1 




End 


6597 


Name 


OJ000210 17.0322.C26.o3 


. np 


Method 


AAT/NAP 


Start 


1496 




End 


1807 


GI 


2130154 




Score 


236 


Exons 


1496. .1807 








GI Descrip. 


hypothetical protein 241 - maize chloroplast 




gi I 902268 | emb | CAA60333 | 


(X86563) ORF241 [Zea mays] 




gi I 902303 | emb|CAA60367 | 


(X86563) ORF241 [Zea mays] 


Seq. No. 


44495 




Seq. ID 


OJ000210_17 .0322.C26 


Gene No. 


93801 




Strand 




Start 


1 




End 


6597 


Name 


OJ000210 17.0322.C26.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1590 




End 


1837 


GI 


none 




Score 


64 


Exons 


1590. .1673, 1601. .1663, 


1601. 


.1681, 1605. .1685, 1666. .1752, 




1667. .1753, 1667. .1768, 


1668. 


.1763, 1748. .1837, 1750. .1827 


Seq. No. 


44496 




Seq. ID 


OJ000210_17 . 0322 . C27 


Gene No. 


93802 




Strand 


+ 


Start 


245 




End 


450 


Name 


OJ000210 17.0322.C27.o2 


.gp 


Method 


AAT/GAP 


Start 


245 




End 


450 




none 




Score 


342 


Exons 


245. .450 








Seq. No. 


44496 




Seq. ID 


OJ000210_17.0322.C27 


Gene No. 


93803 




Strand 




Start 


1 




End 


341 


Name .-. 


OJ000210 17.0322.C27.ol 


• gp 


Method. 


AAT/GAP- V( * ; - 


Start 


1 




End 


260 


GI 


none 




Score 


458 


Exons 


1. .260 








Seq. No. 


44496 




Seq. ID 


OJ000210_17.0322.C27 


Gene No. 


93803 




Strand 




Start 


1 




End 


341 


Name 


OJ000210 17.0322.C27.ol 


.gs 


Method 


GENSCAN 


Start 


26 




End 


341 



45610 



GI none Score .51 

Exons 26. .73, 272.. 341 



Seq. No. 


44497 


Seq. ID 


OJ000210_17.0322.C28 


Gene No. 


93804 


Strand 




Start 


1 


End 


220 


Name 


OJ000210 17.0322.C28.ol.gp 


Method 


AAT/GAP 


Start 


1 


- End 


220 


GI 


uC-osroM202001e06al 


Score 


440 


Exons 


1. .220 






GI Descrip. 


'3157934 2.0e-24 (AC002131) 


Similar to 


hypothetical protein 



F09E5.8 gb_U37429 from C. elegans . ESTs gb_T42019 and gb_N97000 
come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 44498 Seq. ID 

Gene No. 93805 Strand 

Start 322 End 

Name OJ000350_04 . 0310 . C2 . ol . gs Method 

Start 322 End 

GI none Score 

Exons 322.. 344, 399.. 549, 620.. 721 



OJ000350_04.0310.C2 
721 

GENSCAN 

721 

.84 



Seq. No. 44499 Seq. ID 

Gene No. 93806 'Strand 

Start 260 End 

Name * OJ000350_04 . 0310 . C3 . ol . gs Method 

Start 260 End 

GI none Score 

Exons 260.. 1333 



OJ000350_04 .0310.C3 
+ 

1333 
GENSCAN 
1333 
.58 



Seq.- No. 44499 Seq. ID 

Gene No. 93807 Strand 

Start 2600 End 

Name OJ000350_04 . 0310 . C3 . o2 . gs Method 

Start 2600 End 

GI none,-- Score 

Exons 2600.. 2708 



OJ000350_04.0310.C3 

2708 
GENSCAN 
2708 
.49 



Seq. No. 44500 Seq. ID 

Gene No. . 93808 Strand 

Start 2141 End 

Name OJ000350_04 . 0310 . C4 . ol . gs . Method 

Start 2141 End 

GI none Score 

Exons 2141.. 2316 



OJ000350_04.0310.C4 
+ 

2316 
GENSCAN 
2316 
.93 



Seq. No. 44501 

Gene No. 93809 

Start 4578 

Name OJ000350_04 . 0310 . C5 . o2 . gs 

Start 4578 

GI none 

Exons 4578.. 4611, 6137.. 6411, 6475. 

7811. .7964, 8107. .8211, 8298. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 6651, 
.8414 



OJ000350_ 
+ 

8423 
GENSCAN 
8414 
.81 

7257 . .7443, 



04. 0310. C5 



7556. .7604, 



Seq. No. 
Gene No. 



44501 
93809 



Seq. ID OJ000350_04.0310.C5 
Strand + 



45611 




Start 4578 End 8423 

Name OJ000350_04 . 0310 . C5 . o2 . np Method AAT/NAP 

Start 6214 End 8423 

GI 7447111 Score 860 

Exons 6214. .6427, 6504. .6651, 6984. .7126, 7257. .7550, 7811. .7964, 

8298.. 8423 

GI Descrip. glutamyl aminopeptidase homolog F4I10.20 - Arabidopsis thaliana 
gi | 4455323 | emb | CAB36783 . 1 | (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] gi | 7270256 | emb | CAB80026 . 1 | 
(AL161582) aminopeptidase-like protein [Arabidopsis thaliana] 



O _ _ XT _ 

beq. no. 


A A C C\ 1 

4 4 OU1 








Seq. ID. 


OJ000350_04 .0310. 


. Cb 


Gene No . 










Strand 






Start 


o / CO 

1 4 o 5 








End 


2926 




Name 


(JJUUUodU U4 


. U J 1 U 


. LD . Ol . 


gs 


Method 


GENSCAN 




Start 


O A C *3 

Z 4 o 5 








End 


2926 




GI 


none 








Score 


.8 




Exons 


2453. .2926 














Seq. No. 


4 4 oUl 








Seq. ID 


OJ000350_04.0310. 


C5 


Gene No. 


yjo 11 








Strand 






Start 


O O A 

6220 








End 


7295 




Name 


OJUOUooO 04 


ATI rt 

. UolO 


. C5 . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 










End 


7102 




GI 


none ' 








Score 


209 




Exons 


6220. .6408, 


6503 


. .6649, 


7021. 


.7101, 7022. .7102 




Seq. No. 


a a a m 
4 4 OUi 








Seq. ID 


OJ000350_04.0310. 


C5 


Gene No. 


O O O 1 1 

y joii 








Strand 






Start 










End 


7295 




Name 


OJUUUJoU U4 




/-i r _ ^ 
. Co . OZ . 


ts 


Method 


TBLASTX: Soybean 




Start 


coon 








End 


7295 




GI 


none 








Score 


169 




Exons 


6220. .6408, 


6509 


. .6649, 


7018. 


.7134, 7022. .7126, 7045. .7134, 




7254. .7295 














Seq; No. 


A A c n 1 

4 4 t>Ul 








Seq. ID 


OJ000350_04.0310. 


C5 


Gene No. 


yjoil 








Strand 






Start 


6220 








End 


7295 




Name 


OJ000350 04 


. 0310 


.C5 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


6220 








End 


6649 




GI 


none 








Score 


222 




Exons 


6220. .6408, 


6503 


. .6649, 


6542. 


.6649 






Seq. No. 


44501 








Seq. ID 


OJ000350__04.0310. 


C5 


Gene No. 


93812 








Strand 






Start 


7296 








End 


7464 




Name 


OJO'00350 04 


.0310 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7296 








End 


7464 .. 




GI 


none 








Score 


199 




Exons 


7296. .7445, 


7298 


. .7447, 


7363. 


.7464 






Seq. No. 


44501 








Seq. ID 


OJ000350_04.0310. 


C5 


Gene No. 


93813 








Strand 






Start 


7572 








End 


8417 




Name 


OJ000350 04 


.0310 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7572 








End 


8127 





45612 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

7572.. 7667, 7573.. 7668, 7574, 
7791. .7973, 8107. .8127 

44501 
93813 
7572 

OJ000350_04.0310.C5.o2.tc 

7797 

none 

7797. .7961, 7806. .7967, 7814. 
8110. .8214, 8298. .8417, 8306. 

44501 
93813 
7572 

OJ000350_04 .0310.C5.ol.ts 

7890 

none 

7890. .7967, 8106. .8213, 8106. 
8306. .8416 



Score 81 

.7672, 7574. .7672, 7784. .7975, 



Seq. ID OJ000350_04.0310.C5 
Strand 

End 8417 

Method TBLASTX : Cress 

End 8417 

Score 212 

.7972, 8105. .8212, 8106. .8237, 
.8416 

Seq. ID OJ000350_04.0310.C5 
Strand 

End 8417 

Method TBLASTX : Soybean 

End 8417 

Score 88 

.8237, 8110. .8214, 8298. .8417, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44501 
93813 - 
7572 

OJ000350_04 .0310.C5.o3.tm 

8127 

none. 



Seq. ID OJ000350_04.0310.C5 



Strand 
End 

Method 

End 

Score 



8417 

TBLASTX: Maize 

8417 

179 



8127. .8213, 8128. .8214, 8128. .8229, 8298. .8417, 8306. .8416 



44502 
93814 
1 

OJ000350_04 .0310.C6.ol.np 
1 

7447111 
1..120, 559 
1976. .2153, 



OJ000350_ 
+ 

3818 
AAT/NAP 
3818 
746 



04. 0310. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.751, 1149. .1434, 1532. .1653, 1743. 
2295. .2409, 2502. .2574, 2655. .2768, 
glutamyl aminopeptidase homolog F4I10.20 - Arabidopsis thaliana 
gi | 4455323 | emb | CAB36783 . 1 | (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] gi | 7270256 | emb | CAB80026 . 1 | 
(AL161582) aminopeptidase-like protein [Arabidopsis thaliana] 



,1840, . 
3725. .3818 



44502 
93814 
1 

OJ000350_04 .0310.C6.ol. ts 

535 

none 



Seq. ID OJ000350__04.0310.C6 

Strand + 

End 3818 

Method TBLASTX : Soybean 

End 2152 

Score 229 



535. .726, 536. .751, 578. .751, 1154. .1237, 1164. .1262, 
1293. .1436, 1298. .1438, 1531. .1656, 1965. .2150, 1979. .2152 



44502 Seq. ID 

93814 Strand 

1 End 

OJ000350_04 . 0310 . C6 . ol . tm Method 

553 End 



OJ000350_04.0310.C6 
+ 

3818 

TBLASTX: Maize 
3796 



45613 




GI none 

Exons 553.. 750, 563.-751, 563.. 751, 

1281. .1436, 1288. .1440, 1316. 

1535.. 1663, 1716.. 1832, 1742. 

1978.. 2169, 1980.. 2153, 1981. 

2293. .2412, 2294. .2413, 2488. 

2690. .2770, 2691. .2768, 3719. 




Score 296 

1133. .1342, 1164. .1268, 

.1438, 1524.. 1658, 1531.. 1662, 

.1843, 1973. .2152, 1977. .2153, 

.2154, 2241.. 2411, 2292.. 2408, 

.2571, 2511.. 2597, 2522.. 2572, 
.3796 



Seq. No. 44502 
Gene No. ' 93814 

Start 1 

Name OJ000350_04 . 0310 . C6 . ol . gs 

Start 569 

GI none 
Exons 



Seq. ID OJ000350 04. 0310. C6 



Strand 
End 

Method 

End 

Score 



+ 

3818 
GEN SCAN 
2768 
.82 



569. .751, 1149. .1434, 1532. .1653, 1743. .1840, 1976. .2153, 
2295. .2409, 2502. .2569, 2691. .2768 





Seq. No. 


44502 








Seq. ID 


OJ000350_04.0310.C6 




Gene No. 


93814 








Strand 


+ 




Start 


1 








End 


3818 




Name 


OJ000350 04. 


0310 


.C6.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


686 








End 


1438 




GI 


none 








Score 


71 




Exons 


686. .751, 11 


45. . 


1246', 


1164. . 


1256, 1304 


. . 1438, 1317. . 1436 




Seq. No. 


44502 








Seq. ID 


OJ000350 04. 0310. C6 


=■ rs 

i~ : z 


Gene No. 


93814 








Strand 


+ 




Start 


1 








End 


3818 


^ a? 


Name 


OJ000350 04. 


0310 


.C6.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1573 








End 


2413 




GI 


none 








Score 


66 




Exons 


1573. . 1683, 


1965 


. .2153 


, 1976 


..2149, 2292. .2411, 2294. .2413 




Seq. No. 


44503 








Seq. ID 


OJ000350_04 .0310.C8 




Gene No. 


93815 








Strand 


+ 




Start 


3519 








End 


3736 




Name 


OJ000350 04. 


0310 


.C8.o3 


.gp 


Method 


AAT/GAP 




Start 


3519 








End 


3736 


: 


GI 


none 








Score 


381 




Exons 


3519. .3736 













Seq. No. 44503 

Gene No. 93816 

Start 4886 

Name OJ000350_04 . 0310 . C8 . o2 . gs 

Start 4886 

GI none 

Exons 4886.. '5053, 5179.. 5244, 5868. 

7038. .7140,' 7611. .7669 



Seq. ID OJ000350_04 .0310.C8 

Strand + 

End 7669 

Method . GENSCAN 

End 7669 

Score .77 

.5934, 6018.. 6118, 6639.. 6944,. 



Seq. No. 44503 Seq. ID OJ000350_04 . 0310 . C8 

Gene No. 93816 Strand + 

Start 4886 . End 7669 

Name OJ000350_04 . 0310 . C8 . o2 . np Method AAT/NAP 

Start 4925 End 7207 

GI 7485012 Score 470 

Exons 4925. .5053, 5807. .5934, 6018. .6118, 6515. .6559, 6639. .6677, 



45614 



6729.-6944, 7038. .7207 
GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2244756|emb|CAB10179.1| (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268104 | emb | CAB78442 . 1 | (AL161537) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 44503 Seq. ID 

Gene No. 93817 Strand 

Start 8433 End 

Name OJ000350_04 . 0310 .C8 . o4 . gp Method 

Start 8433 End 

GI none Score 

Exons 8433.. 8603 



OJ000350_04 .0310.C8 
+ 

8603 
AAT/GAP 
8603 
322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 04. 0310. C8 



44503 
93818 
320 

OJ000350_04 .0310.C8.ol.gp 

320 

28387_1.R1084 
320. .839, 935. .1034 

f 5123545/emb|CAB45311.1| 2.0e-33 (AL079344) arginine 
methyltransf erase (paml) [Arabidopsis thaliana] 1 



3738 
AAT/GAP 
1034 
1134 



44503" 

93818 

320 

OJ000350_04.0310.C8 ,o2.tm 
465 



OJ000350 04. 0310. C8 



none 
465. 
924 . 



1897 
3440 



3738 

TBLASTX: Maize 

3738 

53 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

509, 467. .502, 619. .840, 633. .842, 635. .841, 867. .1028, 
1046, 1029. .1085, 1031. .1096, 1031. .1093, 1178. .1291, 
1179. .1298, 1180. .1299, 1427. .1498, 1428. .1514, 1468. .1515, 
1468. .1518, 1592. .1789, 1649. .1768, 1656. .1799, 1656. .1829, 
1959, 1901. .1960, 1903. .1959, 2464. .2631, 2464. .2625, 
3484, 3442. .3492, 3586. .3675, 3706. .3738 



Seq. No. 44503 

Gene No. 93818 

Start 320 

Name OJ000350_04 . 0310 . C8 . ol . tc 

Start 631 

GI none 
Exons 



Seq. ID OJ000350_04.0310.C8 
Strand 

End 3738 

Method TBLASTX: Cress 

End 3489 

Score 208 



631. .840, 638. .841, 867. .1028, 934. .1029, 1029. .1085, 
1031. .1093, 1178. .1291, 1193. .1291, 1197. .1322, 1428. .1511, 
1468. .1512, 1653. .1829, 1654. .1731, 1656. .1826, 1884. .1958, 
1897. .1959, 1897. .1959, 2464. .2625, 2465. .2623, 3442. .3489 



Seq. No. 44503 

Gene No. 93818 

Start 320 

Name OJ000350_04 . 0310 . C8 . ol . ts 

Start 631 

GI none 
Exons 



Seq. ID OJ000350_04 . 0310.C8 
Strand 

3738 

TBLASTX: Soybean 
1723 
203 



End 

Method 
End 
Score 

631. .840, 638. .841, 639. .845, 867. .1028, 934. .1029, 1029. .1085, 
1029. .1085, 1031. .1093, 1052. .1096, 1178. .1291, 1178. .1291, 
1182. .1298, 1428. .1511, 1653. .1721, 1653. .1721, 1654. .1722, 



45615 



1655. .1723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44503 
93818 
320 

OJ000350_04 .0310.C8.ol.gs 

634 

none 



Seq. ID OJ000350_04.0310.C8 



Strand 
End 

Method 

End 

Score 



3738 
GENSCAN 
3672 
.93 



634. .839, 935. .1028, 1178. .1293, 1427. .1514, 1656. .1798, 
1896. .1959, 2467. .2622, 2792. .2802, 3444. .3672 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 04. 0310. C8 



44503 
93818 
320 

OJ000350_04. 0310.C8.ol.np 
637 

7488282 

637. .839, 935. .1084, 1178. .1293, 1427. 
1896. .1959, 2467. .2622, 3433. .3666 

protein-arginine N-methyltransferase (EC 2.1.1.23) - Arabidopsis 
thaliana gi | 5123545 | emb I CAB45311 . 1 | (AL079344) arginine 
methyltransf erase (paml) [Arabidopsis thaliana] 

gi I 7269850 | emb | CAB79709.il (AL161575) arginine methyltransf erase 
(paml) [Arabidopsis thaliana] 



3738 
AAT/NAP 
3666 
1256 
.1514, 



1656. .1798, 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44503 Seq. ID 

93818 Strand 

320 * End 3738 

OJ000350_04 . 0310 . C8 . o2 . gp Method AAT/GAP 

1691 End 1964 

LIB3434-038-P1-K1-B10 Score 270 
1691. .1798, 1896. .1964 

1 3687250 4.0e-38 (AC005169) putative arginine 
n-methyltransferase [Arabidopsis thaliana] 1 



OJ000350 04. 0310. C8 



44503 Seq. ID 

93818 Strand 
320' End 
OJ000350_04 . 0310.C8.o3. ts Method 
1734 End 
none Score 

1734. .1829, 1897. .1959, 1898. .1957, 

2465. .2623, 3442. .3489 



OJ000350_04.0310.C8 
3738 

TBLASTX : Soybean 
3489 
59 

2462. .2590, 2464. .2625, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



44503 
93819 
5169 

OJ000350_04 .0310.C8.ol.tm 
5169 



none 
5169. . 
6013. . 
6514 . . 
7035. . 

44503 
93819 



,5243, 5176. 
,6120, 6017. 
,6633, 6636, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5253, 5219.. 5314, 



OJ000350 04. 0310. C8 



7750 

TBLASTX: Maize 
7742 
92 

5859. .5936, 5867. 



.6121, 6017. .6124, 6506. .6655, 6513. 
.6944, 6636. .6944, 7022. .7138, 7035. 



,7139, 7037. .7141, 7609. .7740, 7610. .7741, 7614, 



5935, 
6560, 
7142, 
7742 



Seq. ID 
Strand 



OJ000350 04. 0310. C8 



45616 



Start 
Name 
Start 
GI 

Exons 



5169 

OJ000350 
5856 
none 
5856 
6.514 
6866 
7610 



04.0310.C8.o2.ts 



5936, 
6555, 
6943, 
7750 



5861. 
6636. 
7035. 



.5935, 
.6752, 
.7163, 



6013. 
6638. 
7035. 



End 7750 

Method TBLASTX : Soybean 

End 7750 

Score 96 

.6120, 6017. .6121, 6506. .6631, 

.6730, 6759.. 680.3, 6864 .. 6956, 

.7142, 7037. .7159, 7609. .7692, 



Seq. No. 44504 Seq. ID 

Gene No. 93820 Strand 

Start 1 End 

Name OJ000350_04 . 0310 . C9 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..287 



OJ000350_04.0310.C9 
+ 

287 

AAT/GAP 

287 

449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44504 Seq. ID OJ000350_04 . 0310 . C9 

93821 Strand + 

5088 End 5260 

OJ000350JD4 . 0310 . C9 . o3 . gp Method AAT/GAP 

5088 End 5260 

LIB3433-026-P1-K1-C1 Score 233 

5088.. 5260 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa. 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ000350_04.0310.C9 

"+ 



44504 Seq. ID 

93822 Strand 
5243 End 17958 

OJ000350_04 .0310.C9.ol .np Method AAT/NAP 

5243 End 17102 

7228457 Score 2715 

5243. .5263, 6668. .6796, 7090. .7874, 9836. .9886, 
13981. .15627, 15694.. 17102 

(AP001366) 'Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



12926. .13926, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44504 
93822 
5243 

OJ000350_04.0310.C9.o4 . gs 

13183 

none 



Seq. ID OJ000350_04 .0310.C9 

Strand + 

End 17958 

Method GENSCAN 

End 17958 

Score .48 



13183. .14016, 14104. .14903, 15261 .. 1587 9, 15961 .. 16201 , 
16280. .16689, 16858 17052, 17697 .. 17804 , 17809. .17958 



Seq. ID OJ000350_04.0310.C9 



44504 
93823 
22308 

OJ000350_04 .0310.C9.o4.np 
22308 
7523517 

22308. .22617, 22674 .. 227 96, 23915. .23958 
(AP001633) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

23958 
AAT/NAP 
23958 
301 



45617 





Seq. No. 


44504 


Seq. ID 


OJ000350__04 .0310 


.C9 




Gene No. 


93824 


Strand 










1 ^7 


EjilQ 


4 

4 ?U 






Name 




lxiecnoa 










1 *37 


CjUU 


4 Q6 






P T 


none 


Score 


67 9 






IT vAn c 

Hi AvJI lo 


1^7 4 Qfi 










o e q . in o . 


4 *1 JvJ fi 


Seq. ID 


OJ000350_04 .0310 


,C9 




Gene No. 


93825 


Strand 








Start 


8506 


End 


11448 






Name 




Method 


GENSCAN 






OLall 


ft £ — 


End 


11448 






P T 


none 


Score 


.89 






XT' v r\r\ o 
LXOilb 


ftSHfi ftQR4 Q097 Q1 ^1 Q904 


..9393, 9470. .9657, 9777. .10108, 






miQI 1 D^fifi 1 DRfi4 1144ft 

-l.UJ.i7J.. • IUjDD, 1U004 • • 114 4 0 










o e q . in o • 


4 4^04 


Seq. ID 


OJ000350_04 .0310 


.C9 






93826 


Strand 








Start 


12752 


End 


12904 






Name 


OJ000350 04.0310.C9.o4.gp 


Method 


AAT/GAP 






onar t, . 


12752 


End 


12904 






P T 


uC-osflcypl77g01al 


Score 


235 






HjXons v 


12752. .12904 • 










(ai uescrip. 


, 4884864/gb|AAD31846.1|AF133530 1 4 . Oe 


-12 (AF133530) water 


=i 




channel protein MipH [Mesembryanthemum crystallinum] ' 






oeq . ino . 


44504 


Seq. ID 


OJ000350_04.0310 


,C9 




Gene No. 


93827 


Strand 








Start 


19713 


End 


21863 




ll 


in a me 


OJ000350 04.0310.C9.o7.tw 


Method 


TBLASTX: Wheat 






Q+- 3 v+- 

o tar l. 


7340 


End 


7736 






P T 


none 


Score 


62 






Exons 


7340. .7390, 7391. .7498, 7402 


..7494, 7463. .7561, 7477. .7569, 






7569. .7736 








. I 


.Seq. No. 


44504 


Seq. ID 


OJ000350_04.0310 


.C9 




Gene No. 


93827 


Strand 










19713 


End 


21863 




a? 


Name 


OJ000350 04 .0310.C9.o6.tw 


Method 


TBLASTX: Wheat 




z 


o car t 


11038 


End 


11328 






PT 


none 


Score 


218 






Exons 


11038. .11328 










Seq. No. 


44504 


Seq. ID 


OJ000350_04.0310 


.C9 




Gene No. 


93827 


Strand 








oLdit 


19713 


End 


218 63 






Name 


OJ000350 04 .0310.C9.o3.tw 


Method 


TBLASTX: Wheat 






Of -i -W--I- 


13411 


End 


13866 






P T 
ui 


none 


Score 


146 






Exons 


13411. .13593, 13419. . 13592, 


13630. . 138 


66, 13632. .13856 






Seq. No. 


44504 


Seq. ID 


OJ000350_04.0310 


,C9 




Gene No. 


93827 


Strand 








Start 


19713 


End 


21863 






Name 


OJ000350 04 .0310.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


14058 


End 


14514 





45618 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

14058. .14513, 14059. 



Score 



542 



,14514 



44504 
93827 
19713 

OJ000350JD4 .0310.C9.o2.ts 

14098 

none 

14098. .14322, 14329. .14463 



Seq. ID OJ000350_04.0310.C9 
Strand 

End .21863 

Method TBLASTX : Soybean 

End 14463 

Score 105 



Seq. No. 44504 

Gene No. 93827 

Start 19713 

Name OJ000350_04 . 0310 .C9 . ol . tm 

Start 14188 

GI none 

Exons 14188. .14544, 14229. .14543 



Seq. ID OJ000350_04 .0310.C9 
Strand 

End 21863 

Method TBLASTX : Maize 

End 14544 

Score 403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44504' 
93827 
19713 

OJ000350_04 . 0310.C9.o2.tm 
14572 
"none 

14572. .14955, 14739. .14954 



Seq. ID OJ000350_04.0310.C9 
Strand 

End 21863 

Method TBLASTX : Mai ze 

End 14955 

Score 297 



44504 
93827 
19713 

OJ000350_04. 0310.C9.o2.tw 
14629 
none 

14629. .15048, 14 669 .. 14785, 14739. .15011 



Seq. ID OJ000350_04.0310.C9 
Strand 

21863 

TBLASTX: Wheat 
15048 
428 



End 

Method 

End 

Score 



44504 
93827 
19713 

OJ000350_04. 031'0.C9.ol.ts 

14683 

none 

14683. . 15108 



Seq. ID OJ000350_04.0310.C9 

Strand - • 

End 21863 

Method TBLASTX : Soybean 

End 15108 

Score 295 



Seq. No. 44504 

Gene No. 93827 

Start 19713 

Name OJ000350_04 . 0310 . C9 . o5 . tw 

Start i5198 

GI none 

Exons 15198. . 15425, 15199 .. 15423, 15433 .. 15606 , 15462.. 15554 



Seq. ID OJ000350_04 .0310.C9 
Strand 

End 21863 

Method TBLASTX : Wheat 

End 15606 

Score 204 



Seq. No. 44504 

Gene No. 93827 

Start 19713 

Name OJ000350_04 . 0310 . C9 . o3 . tm 

Start 15994 

GI none 



Seq. ID OJ000350_04 .0310.C9 
Strand 

End 21863 

Method TBLASTX : Mai ze 

End 16308 

Score 194 



45619 



Exons 




. IOZOD 




- 




Seq. No. 


44504 . 




Seq. ID 


OJ000350_04 .0310 


.C9 


Gene No. - 


93827 ' \ w.- . 




Strand 








1 Q71 ^ 
13 ' iJ 






91 ft 
Z 1 0 O J 




Name- 


nTnnn^^n c\a n^i n pq 


Oo . L.W 


Method 


1 dLiAo 1 a . wnea z 




otart 


1 RQQ7 ~~ 




t^na 


1 c 0 n Q 

1 DOU 0 




PT 


none 




Score 


101: 
loo 




Exons 


1 RQQ7 1 fi^Dft 










Seq. No. 


44504 




Seq. ID 


OJ000350_04.0310 


.C9 


Gene No. 


93827 




Strand 






jt-aiL 


1 Q71 ^ 
1 ^ / 1 J 




End 


21863 




Name 


nTnnn^^n da n^i n pq 


o4 . tw 


Method 


TBLASTX: Wheat 




C4- -3 y-+- 


1 D 3 1j 




End 


17093 




P T 


none 




Score 


186 






1 £M "3 1fi79ft 16710 

lOJl J . , ID /^O/ ID /1U. 


1 £Q^7 


16962. .17093 




Seq. No. 


44504 • 




Seq. ID 


OJ000350_04.0310 


.C9 


Gene No. 


93827 




Strand 








1 Q7 1 ^ 
13 / 1j 




End 


21863 




Name 


UUUUU jjU U*l . UjIU .Lj. 


o4 . tm 


Method 


TBLASTX: Maize 




■O Lax u 


i £7i n 

1 D / 1 U 




End 


16970 




P T 
Ul 


none 




Score 


188 






1 0 / 1 U . . IDj / U 










beq . jno . 


4 4 3 U 4 




Seq. ID 


OJ000350_04.0310 


p q 


Gene No. 


93827 




Strand 






Start 


19713 




End 


21863 




Name 


piTnnn^Rn oa n^io pq 

UUUUU jDU Uf±.UolU.U3. 


o5 . qs 


Method 


GENSCAN 




ocar z. 


1 Q71 o 

iy / 10 




End 


21863 




ul 


none 




Score 


.47 




Exons 


10710 901 £Q 9096R 
13 /1j. . Z U 1 O 3 , Z UZ Do . 


. Z U OU O , 


20679. .20825, 20938 .. 210 62 , 






01 OOQ Ol OQ7 91/11/1 

z izz y . . z 1 / , zifiift. 


. Z 1 0 Do , 


21764 . .21863 




oeq. LNO . 


/i / cn 4 

fi fi O U H 




Seq. ID 


OJ000350_04.0310 


PQ 

. L,y 


Gene No,. 


93827. 




Strand 






Start 


19713 




End 


21863 




Name 


OJ000350 04. 0310. C9. 


o2 . np 


Method 


AAT/NAP 




Start 


19716 




End 


20934 




GI 


6721561 




Score 


1132 




Exons 


19716. .20479, 20550. 


.20608, 


20679. .20934 




GI Descrip. 


(AP001073) EST AU082058 (C1297 6 ) corresponds to a region 


of 



the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44505 
93828 
1 

OJ000350_04 .0310. C10. ol.np 



Seq. ID OJ000350_04. 0310. C10 

Strand + 

End 1523 

Method AAT/NAP 

End 1523 

Score 137 



7459449 
1. .164, 1447. .1523 

hypothetical protein F17A8.180 - Arabidopsis thaliana 
gi|4538913|emb|CAB39650.1| (AL049482) putative protein 



45620 




[Arabidopsis thaliana] gi I 7267679 | emb | CAB78106 . 1 1 (AL161516) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


A A C C\ C 

4 4505 






Seq. ID 


OJU00350 U4.U31U 


. C1U 


Gene No. 








Strand 


+ 




Start 


l 






bna 


10^ O 




Name 


UJUUUJoU U4.UJ1U.C1U 


. Ol . 


cm 


Method 


TOT ACTV . M — » -! ™ ^ 

i dLAo l x : Maize 




Start 


1 








loo 




GI 


none 






Score 


232 




Exons 


1. .156, 2. .154/ 52. . 


165 










Seq. No. 


44505 






Seq. ID 


OJUUU35U U4.UJ1U 


. C1U 


Gene No. 


93828 






Strand 


+ 




Start 


1 






End 


1 coo 
lo2J 




Name 


OJUUUooU 


. Ol . 


4- T T 

tw 


Method 


i oiiAo i a : wnea u 




Start 


1 






bna 


loo 




GI 


none 






Score 


247 




Exons 


1..156, 2-. .154, 52.. 


165 




. . . ; . 






Seq. No. 


A A c n c 

4 4505 






Seq. ID 


OJUUU35U U4.U31U 


. C1U 


Gene No. 


93828 






Strand 


4- 




Start 


1 






T-> ^ _] 

End 


i coo 

lozo 




Name 


OJ0U035U U4.U31U.C1U 


. ol . 


gs 


Method 


bbNbCAN 




Start. 


' 107 






T-l _ _J 

End 


154 




GI 


none 






Score . 


. 69 




Exons 


107. .154 












Seq. No. 


44506 






Seq. ID 


OJUUU350 04.0310 


. C15 


Gene No. 


moon 

93829 






Strand 


+ 




Start 


o o 

o y 






bna 


O A *3 

z yj 




Name 


OJ000350 04.0310.C15 


. ol . 


gs 


Method 


GENSCAN 




Start 








bna 


o a *o 
2 y o 




GI 


none 






Score 


. 5y 




Exons 


89. .180, 185. .293 












Seq. No. 


44507 






Seq. ID 


/"\taaaoca a / noi n 
(JJUUUooU U4.UJ1U 


i a 

. ci y 


Gene No. 


93830 






Strand 






Start 


1 






T"' — J 

End 


318 




Name 


OJ000350 04.0310.C19 


.ol. 


np 


Method 


TV 7\ m I Tl7 7\ "Pi 

AAT / NAP 




Start 


1 






End 


O T H 

Z 1 1 




GI 


6358809 






Score 


254 




Exons 


1. .277 












GI Descrip. 


(AC010675) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


44507 






Seq. ID 


OJ00035U 04.031U 


. C19 


Gene No. 


93830 






Strand 






Start 


1 






End 


318 




Name 


OJ000350 04.0310.C19 


.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


87 






End 


284 




GI 


none 






Score 


184 




Exons 


87. .284, 89. .277 












Seq. No. 


44507 






Seq. ID 


OJ000350_04.0310 


.C19 


Gene No. 


93830 






Strand 






Start 


1 






End 


318 




Name 


OJ000350 04.0310.C19 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


87 






End 


280 





45621 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
87. .278, 89. .277, 107. .280 

44507 Seq. ID 

93830 Strand 

1 End 

OJ000350_04 . 0310 . C19 . ol . tw Method 

87 End 

none Score 
87. .287, 88. .318, 89. .286 

44507 Seq. ID 

93830 Strand 
1 End 
OJ000350_04 . 0310.C19.ol . tm Method 
87 End 
none Score 
87. .287, 89. .301, 89. .286 

44508 Seq. ID 

93831 Strand 
683 End 
OJ000350_04 . 0310 . C21 . ol . gs Method 
683 End' 
none Score 
683. .1135, 1353. .1391 



180 



OJ000350_04 .0310.C19 
318 

TBLASTX: Wheat 

318 

239 



OJ000350_04 .0310.C19 
318 

TBLASTX: Maize 

301 

264 



OJ000350_04.0310.C21 

1391 
GENSCAN 
1391 
.62 



OJ000350 04.0310.C31 



44509 Seq. ID 

93832 Strand 

911 End 1105 

OJ000350_04 .0310.C31.o2.gp Method AAT/GAP 

911 End 1105 

60270JL.R1084 Score 322 
911. .1105 

'3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44510 Seq. ID OJ000350_04 . 0310 . C45 

93834 Strand 

1 End 709 

OJ000350_04.0310.C45.ol.np Method AAT/NAP 

1 . End 709 

7340928 Score' 563 

1..209, 382. .540, 684. .709 

(AP001550) ESTs C26037 (C11524 ) , AU082857 (CI 1524 ) , 

AU083007 (E61047 ) correspond to a region of the predicted gene.; 
Similar to Arabidopsis thaliana chromosome III BAC T02O04 
•genomic sequence; hypothetical protein (AC001645) [Oryza sativa] 



Seq. No. 44510 Seq. ID 

Gene No. 93834 Strand 

Start 1 End 

Name OJ000350_04 . 0310 . C4 5 . ol . gs Method 

Start - 65 End 

GI none Score 

Exons 65.. 209, 382.. 537 



OJ000350_04.0310.C45 
709 

GENSCAN 
537 
. 98 



45622 



Seq. No. 


4 4511 


Seq. ID 


OJ000350__04 


. 0310 . C60 


Gene No. 


93835 


Strand 






Start 


169 


End 


3159 




Name 


a Tr\n/T3cn r\ a a o. i a r* c.c\ 1 — _ 
OJUUUodU U4.UolU. CoU.Ol.gs 


Me t hod 


C T7 1 M C C* 7\ VT 




Start 


1 /" A 

169 


End 


O 1 c a 

3159 




GI 


none 


Score 


a a 
. 4 9 




Exons 


i a o /i a n t /i i a o o i i vi o 

169. .240, 834..1022, 1142.. 


1254 , 1 4 do . 


1 o 1 ^ A "7 

.1613, 169/. 


i n i n 

.10/9, 




o o o c o c o a o i o c 01 cn 

2335.. 2520, 3135.. 3159 








Seq. No. 


4 4511 


Seq.' ID 


/-\ in A A O C A A A 

OJ00035U 04 


A O T A /"» /"" A 

.0310. C60 


Gene No. 


93835 


Strand 






Start 


169 


End 


3159 




Name 


OJ000350 04.0310.C60.ol.np 


Method 


7\ 7\ rp / VI 7\ O 

AA1 / NAr 




Start 


713 


End 


2335 




GI 


6983864 


Score 


ICO 

152 




Exons 


713. .1258, 2258. .2335 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


4 4 511 


Seq. ID 


OJ000350JD4 


.0310.C60 


Gene No. 


93836 


Strand 






Start 


4323 


End 


A C 1 C 

4 515 




Name 


OJ000350 04.0310.C60.o2.gs 


Method 


GENS CAN 




Start 


4323 


End 


A C 1 C 

4 515 




GI 


none 


Score 


. 61 




Exons 


4323. .4515 








Seq. No. 


44512 


Seq. ID 


OJ000350JD4 


.0310. C61 


Gene No. 


93837 


Strand 


+ 




Start 


520 


End 


1 O A O 

1092 




Name 


OJ000350 04.0310.C61.ol.gs 


Method 


GENSCAN 




Start 


520 


End 


1092 




GI 


none 


Score 


. 8 




Exons 


520. .1092 








Seq. No. 


44513 


Seq. ID 


/^"TAAATCA A /I 

OJ000350 04 


A O T A /~i /~ O 

. 0310 . C62 


Gene No. 


93838 


Strand . 


+ 




Start 


318 


End 


825 




Name 


OJ000350 04.0310.C62.ol.gp 


Method 


AAT/GAP 




Start 


318 


End 


825 




GI 


60270 1.R1084 


Score 


944 




Exons 


318. .825 








GI Descrip. 


'3348077 1.0e-33 (AF078080) 


isochorismate synthase 


[Arabidopsis 




thaliana] 1 








Seq. No. 


44513 


Seq. ID 


OJ000350_04 


. 0310. C62 


Gene No. 


93838 


Strand 


+ 




Start 


318 


-End 


825 




Name 


OJ000350 04.Q310.C62.ol.gs 


Method 


GENSCAN 




Start 


402 


End 


58.9 




GI 


none 


Score 


.77 




Exons 


402. .589 









Seq. No. 44514 Seq. ID 

Gene No. 93839 . Strand 

Start 322 End 

Name OJ000350_04 . 0310 . C64 . ol . gs Method 

Start 322 End 



OJ000350_04 .0310.C64 
+ 

2073 

GENSCAN 

1750 



45623 



GI 


none 


Score 


. 84 




Exons 


Jzz. .4zj, 14UO..1/50 








Seq. No. 


A A C ~\ A 

4 4ol4 


Seq. ID 


OJ000350 04.0310. 


C64 


bene wo . 




Strand 


+ 




b tar r. 


"5 9 0 


End 


. .2073 




Name 


OJ000350 04.0310.C64.ol.np 


Method 


AAT/NAP 




Start 


1445 


End 


1726 




GI 


7459449 


Score 


108 




Exons 


1445. .1726 








GI Descrip. 


hypothetical protein F17A8. 


180 - Arabidopsis thaliana 






gi | 4 538913 | emb | CAB39650 . 1 | 


(AL049482) 


putative protein 






[Arabidopsis thaliana] gi | 726767 9 | emb | CAB78106 . 1 | (AL161516) 




putative protein [Arabidops 


is thaliana] 




Seq. No. 


A A C 1 A 

41 4 0 1 4 


Seq. ID 


OJ000350_04.0310. 


C64 


Gene No. 


Q A H 

y jo 4 u 


Strand 






btart 


*3 n r 1 • 


End 


3875 




Name 


OJ000350 04.0310.C64.o2.gs 


Method 


GENSCAN 




Start 


3051 


End 


3875 




GI 


none 


Score 


.84 




Exons 


3051. .3156, 3844. .3875 








Se„q. MoV ' 


' 44515 


Seq. ID 


OJ000350_04.0310. 


C65 


Gene No. 


93841 


Strand 






Start 


1104 


End 


1680 




Name 


OJ000350 04.0310. C65.ol.gs 


Method 


GENSCAN 




Start 


1104 


End 


1593 




GI 


none 


Score 


.63 




Exons 


1104. .1538, 1585. .1593 








Seq. No. 


44515 


Seq. ID 


OJ000350_04.0310. 


C65 


Gene No. 


93841 


Strand 






otart 


1104 


End 


1680 




Name 


OJ000350 04.0310.C65.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1172 


End 


1401 




GI 


none 


Score 


60 




Exons 


.1172. .1237, 1182. .1232, 1234. .1401, 1236. .1400 




oeq. no. 


44515 


Seq. ID 


OJ000350_04.0310. 


C65 


bene lno . 


93841 


Strand 






Of 2V f 


1104 


End 


1680 




Name 


OJ000350 04 .0310.C65.ol.np 


Method 


AAT/NAP 




oiari 


1179 


End 


1680 




GI 


7488036 


Score 


326 




Exons 


1179. .1541, 1656. .1680 








gi uescrip. 


probable 3-oxoacyl- [acyl-carrier-protein] synthase (EC 2 


.3.1 




- Arabidopsis thaliana gi I 3096920 | emb | CAA18830 . 1 1 (AL023094) 




putative ketoacyl-CoA synthase. [Arabidopsis thaliana] 






gi | 7270401 1 emb|CAB80168 . 1 | 


(AL161585) 


putative ketoacyl- 


CoA 




synthase [Arabidopsis thaliana] 






Seq. No. 


44515 


Seq. ID 


OJ000350_04 .0310. 


C65 


Gene No. 


93841 


Strand 






Start 


1104 


End 


1680 




Name 


OJ000350 04.0310.C65.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1182 


End 


1523 





41) 



45624 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

1182. .1523, 1197. .1517, 1264. .1521 

44515 Seq. ID 

93841 Strand 

1104- ■ End 
OJ000350_04 .0310.C65.ol.tc Method 

1185 End 

none Score 

1185. .1520, 1222. .1521 

44515 Seq. ID 

93841 Strand 

1104 End 
OJ000350_04 .0310.C65.ol.tm Method 

1185 End 

none Score 

1185.. 1523, 1186.. 1521 



91 



OJ000350JD4 . 0310. C65 
1680 

TBLASTX: Cress 

1521 

193 



OJ000350_04 .0310.C65 
1680 

TBLASTX : Maize 

1523 

242 



Seq. No. 44516 Seq. ID 

Gene No. 93842 Strand 

Start 5083 End 

Name OJ000350_04 . 0310 . C66 . o2 . gs -Method 

Start 5083 V End 

GI none Score 

Exons 5083.. 5457 



OJ000350_04 .0310.C66 
+ 

5457 
GENS CAN 
5457 

.61 ; 



Seq. No. 44516 Seq. ID 

Gene No. 93843 Strand 

Start 3034 End 

Name OJ000350_04 . 0310 . C66 . ol . gs Method 

Start 3034 End 

GI none Score 

Exons 3034.. 3085, 3527.. 4473 



OJ000350_04 .0310.C66 

5711 
GENSCAN 
4473 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44516 Seq. ID 

93843 Strand 

3034 End 5711 

OJ000350_04 -0310.C66.ol.np - Method AAT/NAP 

3477 End 5711 

6715643 Score 551 
3477. .4392, 5690. .5711 

(AC007323) T25K16.11 [Arabidopsis thaliana] 



OJ000350 04.0310.C66 



44516 Seq. ID 

93843 Strand 

3034 End 

' OJ000350_04 .0310.-C66Jol.tc Method 

3536 End 

none Score 



OJ000350_04 .0310.C66 
5711 

TBLASTX: Cress 

4332 

81 



3536. .3727, 3544. .3903, 3721. .3834, 3889. .4332, 3905. .3955, 
4007. .4246 



Seq. No. 44516 

Gene No. 93843 

Start 3034 

Name OJ000350 04 . 0310 . C66 . ol . ts 



Seq. ID OJ000350_04.0310.C66. 
Strand 

End 5711 

Method TBLASTX : Soybean 



45625 




Start 3536 End 4251 

GI none Score 102 

Exons 3536.. 3727, 3541.. 3903, 3785.-3868, 3886.. 4251, 3905. ,3955, 

3992. .4249 



Seq. No. 44516 

Gene No. 93843 

Start 3034 

Name OJ000350_04 . 0310 . C66 . ol . tm 

Start 3536 

GI none 

Exons 3S36..3727, 3541.. 3870, 3718. 

3887.. 3955, 3928.. 3957, 3992. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 04.0310.C66 



5711 

TBLASTX: Maize 
4332 
126 

3849, 3782.. 3868, 3886.. 4134, 
4246, 4168.. 4332 



Seq. No. 44517 Seq. ID 

Gene No. 9384 4 Strand 

Start 345 End 

Name, . OJ000350_04 . 0310 . C67 . ol . gs Method 

Start 345 End 

GI none Score 

Exons 345 . .433 



OJ000350_04.0310.C67 
433 

GENSCAN 

433 

.6 



Seq. No. 44518 Seq. ID 

Gene No. . 93845 Strand 

Start 913 End 

Name OJ000350_04 . 0310 . C68 . ol . gs Method 

Start 913 End 

GI none Score 

Exons 913.. 981, 2742.. 2844, 3157.. 3224 



OJ000350_04.0310.C68 
+ 

3224 
GENSCAN 
3224 
.53 



Seq. No. 44518 Seq. ID 

Gene No. 9384 6 Strand 

Start 3943 End 

Name OJ000350_04 . 0310 . C68 . o2 . gs Method 

Start 3943 End 

GI none Score 

Exons 3943. .4110 



OJ000350_04.0310.C68 

4110 
GENSCAN 
4110 
.48 



Seq. No. 44519 Seq. ID 

Gene No. 93847 Strand 

Start 64 End 

Name OJ000350_04 . 0310 . C70 . ol . gs Method 

Start 64 " End 

GI none Score 

Exons " 64.. 130 



OJ000350_04.0310.C70 
130 

GENSCAN 

130 

.51 



Seq. No. 


44520 


Seq.' ID 


OJ000350_ 


_04 


.0310, 


.C72 


Gene No. 


93848 


Strand 


+ 






Start 


614 


End 


1371 








Name 


OJ000350 


04 .0310.C72.ol.gs Method 


GENSCAN 








Start 


614 


End 


1356 








GI 


none 


Score 


.86 








Exons 


614. .621, 


847. .996, 1218. .1356 










Seq. No. 


44520 


Seq. ID 


OJ000350_ 


__04 


.0310, 


.C72 


Gene No. 


93848 


Strand 


+ 








Start 


614 


End 


1371 









45626 



Name 


UJUUUJOU . U jlU . L / z . Ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1 O 1 /I 




End 


1371 






GI 


none 




Score 


102 






Exons 


101/1 1"3C1T 1 oon 

lzl4..1ob/, lzJU..loo/, 


l^oU 


..1367, 1231. .1371 






Seq. No. 


4 4 DZ 1 




Seq. ID 


OJ000350 


U4 . UolU 


. C / 3 




,7 JO 4 ,7 




Strand 


+ 








± ± i o 




End 


2075 






Name 


OJ000350 04 .0310.C73.ol. 


np 


Method 


AAT/NAP 






Start 


1173 




End 


2075 






C T 

Gi 


R Q O O £ O Q 




Score 


170 






Exons 


11 /o. . l^oo, 1d//..1ojz, 


2000 


. .2075 








GI Descrip. 


(APUUU4yz) nypotnetical 


protein [Oryza 


sativa] 










11 (AP000570) 


hypothetical protein 




[Oryza sativa] 












beq. no. 


A A C O 1 

4 41 OZl 




Seq. ID 


OJ000350 


_04 . 0310 


. C73 


Gene No. 


93850 




Strand 


+ 






Start 


2100 




End 


2268 






Name 




np 


Method 


AAT/NAP 






Start 


zlUU 




End 


2268 






GI 


/ jzjjIz 




Score 


143 






Exons 


z 1 UU . . ZZdo 












GI Descrip. 


(AFUUlbJj) nypotnetical 


protein [Oryza 


sativa] 






Seq. No. 


44521 




Seq. ID 


OJ000350 


J)4.0310 


C73 


Gene No. 


93851 




Strand 








btart 


781 




End 


1917 






Name 


OJ000350 04.0310.C73.ol. 


gs 


Method 


GENSCAN 






Start 


781 




End 


1917 






GI 


none 




Score 


. 64 






Exons 


781. .879, 1207. .1383, 1846.. 


1917 








Seq. No. 


44522 




Seq. ID 


OJ000350 


_04.0310 


C74 


Gene No. 


93852 




Strand 


+ 






Start 


1737 




End 


6300 






Name 


OJ000350 04.0310.C74.ol. 


gs 


Method 


GENSCAN 






Start • 


'1737 




End 


6300 






GI 


none 




Score 


.63 






Exons 


1737. .1807, 2755. .2881, 


3248 


..3298, 3758. .3840, 


5049. .5104, 




6107. .6300 












beq. no. 


44522 




Seq. ID 


OJ000350_ 


_04.0310. 


C74 


Gene No . 


93853 




Strand 


+ 






btart 


8082 




End 


' 13352 






Name 


OJ000350 04.0310.C74.o2. 


gs 


Method 


GENSCAN 






Start 


8082 




End, 


13352 








none 




Score 


.67 






Exons 


8082. .8120, 8249. .8446, 


8498 


..8633, 8750.. 8874, 


9053. .9119, 




9481. .9648, 9906. .10030, 


10124. .10282, 


10388. .10580, 






10836. . 10919, 10997. .11649, 


11745. .11837, 12196 


. . 12324, 






12416. . 12503, 12641. .12729, 


12804 . . 13064, 13188 


. . 13352 




Seq. No. 


44522 




Seq. ID 


OJ000350_ 


_04 .0310. 


C74 


Gene No. 


93853 




Strand 


+ 






Start 


8082 




End' 


13352 






Name 


OJ000350 04.0310.C74.ol. 


np 


Method 


AAT/NAP 







45627 



Start 
GI 

Exons 



GI Descrip. 



8282 End 13100 

7488040 Score 2265 

8282. .8715, 8975. .9119, 9529. .9648, 9906. .10030, 10124 .. 10282 , 
10388. .10550, 10631. .10756, 10836 10919, 10997 11364 , 
11449. .11649, 11745. .11854,. 1194 9 .. 12033, 12196 .. 12324 , 
12416. .'.'12521, 12641. .12729, 12804 .. 1.3100 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gij 474 1195 I emb I CAB4 1861 . 1 1 (AL049746) ABC 
transporters-like protein [Arabidopsis thaliana] 



Seq. No. 44522 

Gene No. 93853 

Start 8082 

Name OJ000350_04 . 0310 . C74 . ol . gp 

Start 10222 

GI 58331_1.R1084 

Exons 10222. .10282, 10388 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10580, 10702. .10756, 10836.. 10917 
l 4741194/emb|CAB41860.1| 2.0e-36 (AL049746) ABC transporter-like 
protein [Arabidopsis thaliana] 1 



OJ000350_04 .0310.C74 
+ 

13352 
AAT/GAP 
10917 
682 



z. s 



Seq. No. 44522 

Gene No. 93853' 

Start 8082 

Name OJ000350_04 . 0310 . C74 . o2 . np 

Start 10355 

GI 7488045 

Exons • 10355. .10387, 10997 .. 1 1364 , 

12196. .12324, 124 1 6 . . 12521 , 

GI Descrip. 



Seq. ID 
Strand 
End 

'Method 
End 
Score 
11745 
12641 



OJ000350_04 .0310.C74 
+ 



13352 
AAT/NAP 
13100 
1024 
11856, 11924, 
12729, 12804, 



12033, 
13100 

probable ABC-type transport protein T23J7.90 - Arabidopsis 
thaliana gi | 474 1193 | emb | CAB4 1859 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



Seq. No. 


44522 




Seq. ID 


OJ000350_04.0310 


.C74 


Gene No. 


93853 




Strand 


+ 




Start 


8082 




End 


13352 




Name 


OJ000350 04.0310.C74 


. o4 . tm 


Method 


TBLASTX: Maize 




Start ■ 


10424 




•End .*■ ' 


10749 




GI 


none 




Score 


152 




Exons 


10424 . .10552, 10448. 


.10537, 


10627. .10749, 10629. .10748 




Seq. No. 


44522 




Seq. ID 


OJ000350_04.0310 


.C74 


Gene No. 


93853 




Strand 


+ 




Start 


8082 




End 


13352 




Name 


OJ000350 04.0310.C74 


. ol . tc 


Method 


TBLASTX: Cress 




Start . 


10621 




End 


10929 




GI 


none 




Score 


123 




Exons 


10621. .10758, 10623. 


.10757, 


10835. .10924, 10852. .10929 




Seq. No. 


44522 




Seq. ID 


OJ000350_04.0310 


.C7 4 


Gene No. 


93853 




Strand 


+ 




Start 


8082 




End 


13352 




Name 


OJ000350 04.0310.C74 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


10824 




End 


11550 




GI 


none 




Score 
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Exons 
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10826. .10918, 10996. . 11217, 
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.11364, 


11162. .11362, 11299. . 11364, 
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OJ000350 


_04.0310 


.C74 


Gene No. 


93853 






Strand 
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Start 


8082 






"End 


13352 






Name 


OJ000350 04.0310.C74 


. ol . tw 


Method 


TBLASTX: 
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Start 


10987 






End 


11365 


- 




GI 


none 






Score 


342 






Exons 
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. . 11363 ■ 




Seq. No. 


44522 






Seq. ID 


OJ000350 


_04.0310 


C74 


Gene No. 


93853 






Strand 


+ 






Start 


8082 






End 


13352 






Name 


OJ000350 04.0310.C74 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


10993 






End 


11226 






GI 


none 






Score 


210 






Exons 


10993. 


.11226, 11007. 


. 11225 










Seq. No. 


44522 






Seq. ID 


OJ000350 


_04 .0310 


C74 


Gene No. 


93853 






Strand 
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Start 


8082 
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13352 






Name 


OJ000350 04.0310.C74 


.o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


^11449 






End 


11867 






GI 


none 






Score 


149 






Exons 


11449. 


.11652, 11511. 


. 11633, 


11763. .116 
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Seq. No. 


44522 






Seq. ID 


OJ000350 


_04.0310. 


C74 


Gene No. 


93853 






Strand 


+ 






Start 


8082 






End 


13352 






Name 


OJ000350 04.0310.C74 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


11754 






End 


12333 






GI 


none 






Score 


161 






Exons 


11754. 


.11861, 11754. 


.11855, 


11942. . 12034, 11947 


. . 12033, 
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.12050, 12191. 


. 12319, 


12195. . 12320, 12195 


. . 12332, 
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44522 






Seq. ID 


OJ000350 


_04 . 0310 . 


C74 


Gene No. 


93853 






Strand - 


+ 






Start 


8082 






End 


13352 






Name 


OJ000350 04.0310.C74 


. ol . ts 


Method- 


TBLASTX: 


Soybean 




Start 


11823 






End 


12523 






GI 


none 






Score 


62 






Exons 


11823. 


.11861, 11825. 


. 11854, 


11949. .12017, 11950 


. . 12033, 






12193. 


.12324, 12195. 


. 12329, 


12196. .12333, 12233 


. . 12331, 
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.12517, 12415. 
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12416. .12523 






Seq. No. 


44522 






Seq. ID 


OJ000350 


_04 . 0310 . 


C74 


Gene No. 


93853 






Strand 


+ 






Start 


8082 






End 


13352 






Name 


OJ000350 04.0310.C74 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


12401 






End 


13343 






GI 


none 






Score 


61 






Exons 


12401. 


.12520, 12628. 


. 12681, 


12687. . 12731, 12694 


. . 12732, 






12768. 


.13082, 12797. 


. 13093, 


12801. .13082, 13171 


. .13332, 






13184 . 


.13342, 13185. 
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Seq. No. 


44522 






Seq. ID 


OJ000350 


JD4.0310. 


C7 4 


Gene No. 


93853 






Strand 


+ 







45629 



Start 
Name 
Start 
GI 

Exons 



8082 End 

OJ000350_04 . 0310 . C7 4 . o2 . ts Method 

12921 End 

none Score 



13352 

TBLASTX : Soybean 

13336 

214 



12921. .13085, 12923, 
13185. .13334 



13087, 12923. .13087, 13184. .13336, 



Seq. No. 44523 

Gene No. 93854 

Start 1017 

Name ' OJ000350_04 . 0310 .C75 . ol . gs 

Start 1017 

GI none 

Exons 1017. .1145, 1174. .1412, 1906. 

3857. .3993, 4081. .4204, 5371. 



Seq. ID OJ000350J34 .0310.C75 

Strand + 

End 11325 

Method GENSCAN 

End 11325 

Score . 4 

.2111, 3084. .3421, 3530. .3665, 
.5732, 7849. .7947, 8478. .8581, 



8644. .8774, 9765. .9931, 1014 4 .. 10264 , 104 80 .. 10571 , 
10647. .10747, 10968. .11325 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"Gf "Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44523 Seq. ID OJ000350_04 . 0310 . C75 

93854 Strand + 

1017 End 11325 

OJ000350_04 .0310.C75.ol.np Method AAT/NAP 

1880 End 5750 

6094554 Score 1359 

1880. .2144, 3123. .3421, 3530. .3665, 3857. .3993, 4081. .4204, 
5237. .5750 

(AC010676) putative protein kinase [Arabidopsis thaliana] 

gi| 6714459|gb|AAF26145.1|AC008261_2 (AC008261) putative protein 

kinase [Arabidopsis thaliana] 



44523 Seq. ID 

93854 Strand 
1017 End 
OJ000350_04 .0310.C75.ol.gp Method 
3959 End 
38732JL.R1084 Score 
3959. .3993, 4081. .4204, 5237. .5985- 
•6094 554/gbl AAF034 96.il AC010676_6 2.0e-69 
protein kinase [Arabidopsis thaliana] 1 



OJ000350_04.0310.C75 
+ 

11325 
AAT/GAP 
5985 
1715 



(AC010676) putative 



44523 
93854 
1017 

OJ000350_04.0310.C75.o2.np 
9743 
3928150 
9743. . 9931, 
10961*. .11319 

(AJ131049) hypothetical protein [Cicer arietinum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_04 .0310.C75 
+ 



11325 
AAT/NAP 
11319 
1124 



1014 4. .102 64, 10480. .10571, 10647. .107 4 3, 



44523 Seq. ID 

93855 Strand 

11380 End 
OJ000350_04.0310.C75.o2.gp Method 

11380 End 

none Score 
11380.. 11597 



OJ000350_04 .0310.C75 

11597 
AAT/GAP 
11597 
296 



45630 



Seq. No. 44523 

Gene No. 93856 

Start 12096 

Name OJ000350_04 . 0310 . C75 . ol . tc 

Start 3200^ 

GI none 

Exons 3200.. 3421, 
3533. .3661 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_04.0310.C75 
12938 

TBLASTX: Cress 

3661 

342 



3211. .3381, 3261. .3416, 3529. .3657, 3530. .3661, 



Seq. No. 44523 
Gene No. 93856 
Start 12096 

Name OJ000350_04 . 0310 . C75 . o2 . ts 

Start 3203 
GI none 

Exons 3203.. 3421, 3205.. 3381, 3234. 

3841. .3981, 3858. .3992, 3858. 
4066. .4206 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 04.0310.C75 



12938 

TBLASTX: Soybean 
4206 
368 

3422, 3529. .3666, 3530. .3664, 
3995, 3859. .3993, 4065. .4205, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44523 
93856 
12096 

OJ000350_04. 

3253 

none 

3253. .3381, 
3529. .3666, 
3858. .3995, 
4079. .4207, 
5262. .5624, 
'5765. .5842, 



0310.C75.ol- tm 



3254. .3421, 3254. 

3530.. 3664, 3536. 

3859.. 3993, 4062. 

4081. .4209, 5233. 

5278.. 5625, 5633. 
5921. .5974 



Seq. ID OJ000350_04.0310.C75 
Strand 

End 12938 
Method TBLASTX : Mai ze- 
End 597 4 

Score 306 

.3421, 3255. .3437, 3528. .3665, 
.3670, 3855. .3992, 3856. .3984, 
.4205, 4065. .4202, 4066. .4206, 
.5259, 5240.. 5260, 5261.. 5623, 
.5668, 5663. .5740, 5664. .5741, 



Seq. No. . 44523 

Gene No. 93856 

Start 12096 

Name OJ000350_04 . 0310 . C75 . o4 . tc 

Start 3859 

GI none 

Exons 3859.. 3951, 3862.. 3933, 3934, 
4080. .4205, 4081. .4209 



OJ000350_04.0310.C75 
12938 

TBLASTX: Cress 

4209 " 

108 



Seq. ID 
Strand 
End 
Method 
End 
Score 

.3990, 3945. .3989, 4066. .4206, 



Seq. No. 44523 
Gene No. 93856 
Start 12096 

Name OJ000350_04 . 0310 . C75 . ol . tw 

Start 3862 
GI none 

Exons 3862.. 3930, 3874., 3930, 3937. 

4066. .4206, 4081. .4209, 5228. 
5270. .5368 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 04.0310.C75 



12938 

TBLASTX: Wheat 
53.99 
91 

3993, 3942.. 3995, 4065. 
5260, 5262.. 5399, 5263. 



4205, 
5367, 



Seq. No. 44523 Seq. ID 

Gene No. 93856 Strand 

Start ' 12096 End 

Name OJ000350_04 . 0310 . C75 . o3 . ts Method 

Start 5260 End 



OJ000350_04 . 0310 . C7 5 
12938 

TBLASTX: Soybean 
5686 



45631 



GI 

Exons 



none Score 4 95 

5260. .5355, 5262. .5603, 5264. .5587, 5310. .5588, 5333. .5500, 
5334. .5621, 5633. .5686 



Seq. No. 44523 Seq. ID 

Gene No. 93856 Strand 

Start 12096 End 

Name OJ000350_04 . 0310 . C75 . o3 . tc Method 

Start 5262 End 

GI none Score 

Exons 5262.. 5582, 5264.. 5617 



OJ000350_04 . 0310 . C75 
12938 

TBLASTX: Cress 

5617 

352 



Seq. No. 44523 Seq. ID 

Gene No. 93856 Strand 

Start 12096 End 

Name OJ000350_04 . 0310 . C75 . o4 . tw Method 

Start 7458 End 

GI none Score 

Exons 7458.. 7790 



OJ000350JD4 .0310.C75 
12938 

TBLASTX: Wheat 

7790 

231 



Seq. No. 44523 

Gene No. 93856 

Start 12096 

Name OJ000350_04 . 0310 . C75 . o2 . tw 

Start 9702 

GI none 
Exons 



Seq. ID OJ000350 04.0310.C75 



Strand 
End 

Method 

End 

Score 



12938 

TBLASTX: Wheat 

10268 

290 



9702. .9932, 9733. .9933, 9734. .9931, 10142 .. 10261, 10143 .. 10268 , 
10144. .10263 



Seq. No. 44523 Seq. ID 

Gene No. 93856 Strand 

Start 12096 End 

Name OJ000350__04 . 0310 . C75 . o3 . tm Method 

Start 9733 End 

GI none Score 
Exons 



OJ000350_04.0310.C75 
12938 

TBLASTX: Maize 

10745 

320 



9733. .9933, 9734. .9931, 1014 1 .. 10263, 10142 .. 10264 , 
10144. .10290, 10472. .10519, 104 79 .. 1058 6, 10495 .. 10572, 
10625. . 10741, 10644. .10745, 10647 ... 10742 



Seq. No. 44523 

Gene No. 93856 

Start 12096 

Name OJ000350_04 . 0310 . C75 . o5 . tc 

Start 9736 

GI none 
Exons 



Seq. ID OJ000350_04 .0310.C75 
Strand 
End 

Method 
End 
Score 



12938 

TBLASTX: Cress 

10571 

281 



9736. .9933, 9743. .9931, 10138 .. 10263, 10142 10264 , 
1014 4. .10290, a<D47 9. .10571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44523 
93856 
12096 

OJ000350 04.0310.C75.ol.ts 



OJ000350 04 .0310...C75 



9740 
none 
9740. . 
10144. 
10498, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9913, 9742. .9933, 9743. .9931, 10133 .. 102 64 , 10141. 
.10290, 10472. .10513, 1047 9 . . 1057 1 , 104 92 .. 10572 , 
.10572, 10580. .10741, 10644 .. 10745, 10647 .. 10742, 



12938 

TBLASTX: Soybean 

11319 

271 



10284, 
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Method 


TBLASTX: 
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End 
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Score 
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Seq. ID 
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.C75 


Gene No. 


93856 




Strand 










izu y 0 




End 


12938 






Name 


/^taaaqca n/i m i a 0*7 c; 


o2 . tc 


Method 


TBLASTX : 


Cress 
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End 


11310 






GI 


none 




Score 
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Seq. ID 


OJ000350 
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Gene No. 


93856 




Strand 
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End 


12938 






Name 
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Method 


TBLASTX : 
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1U 9 /U 




End 


11307 
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Score 


392 
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Seq. No. 
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Seq. ID 
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Gene No. 
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Strand 








Start 
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End 


12938 






Name 
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Method 


TBLASTX: 
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Start 
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End 
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GI 


none 




Score 


169 
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Seq. No. 


44523 




Seq. ID 


OJ000350 


_04.0310 


.C75 


Gene No. 


93856 




Strand 








btart 


izu y b 




End 


12938 






Name 


OJUUUJbU U4.U310.C/b. 


o3.gp 


Method 


AAT/GAP 






pi. - „L 

Start 


1 1 yob 




End 


12938 






GI 


none 




Score 


706 






Exons 


1 1 y 0 o . . izz oz , iz/oj.. 


iz y 00 










Seq. No. 


44523 




Seq. ID 


OJ000350 


_04 .0310 


.C75 


Gene No. 


93856 




Strand 








otart 


iz u y b 




End 


12938 






Name 


rt T A A A O [Z ■ A A >1 A O 1 A /^i T c 

OJUOOJbO 04.0310.C75. 


o2 . gs 


Method 


GENSCAN 






Start 


izo y 6 




End 


12895' 






GI 


none 




Score 


.73 






Exons 


12096. . 12252, 12783.. 


12895 










Seq. No. 


44524 




Seq. ID 


OJ000350_ 


_04.0310 


.C76 


Gene No. 


93857 




Strand 


+ 






Start 


1686 




End 


4822 






Name 


OJ000350 04.0310.C76. 


ol.gp 


Method 


AAT/GAP 







45633 



Start 1686 End 4724 

GI 15680_2.R1084 Score 1632 

Exons 1686. .1876, 2004. .2071, 3008. .3118, 3492. .3578, 3666. .3874, 

4519. .4724 

GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 44524 

Gene No. 93857 

Start 1686 

Name OJ000350_04 . 0310 . C76 . ol . gs 

Start 1831 

GI none 

Exons 1831. . 1876, 
4519. .4822 



Seq. ID OJ000350_04.0310.C76 

Strand + 

End 4822 

Method GENSCAN 

End 4822 

Score .81 
2004. .2071, 3008. .3118, 34 92 3578 ,. 3666 .. 3874 , 



Seq. No. 44524 

Gene No. 93857 

Start 1686 

Name OJ000350_04 . 0310 . C7 6 . ol . np 

Start 1831 

GI 7339529 

Exons 1831.. 1876, 
4519. .4819 

GI Descrip. (Y18104) voltage-dependent anion channel [Oryza sativa] 



Seq. ID OJ000350_04 .0310.C76 

Strand + 

End 4822 

Method AAT/NAP 

End 4819 

Score 1229 
2004. .2071, 3008. .3118, 3492. .3578, 3666. .3874, 



:;; seq. no. 44524 

Gene No. 93858 

Q Start 6498 

y Name OJ000350_04 . 0310 . C76 . o2 . gs 

t _3 Start 6498 

GI none 

Exons 



Seq. ID OJ000350_04.0310.C76 

Strand + 

End 13853 

Method GENSCAN 

End 13853 

Score .72 



6498. .6943, 8231. .8348, 8448. .8564, 8643. .8789, 8925. .8999, 
9778. .9888, 1004 7 .. 10131 , 102 68 .. 10365 , 104 92 .. 10534 , 
11697. .11750, 11907. .12051, 12789 .. 12822 , 13122 13260, 
13738.. 13853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44524 
93858 
6498 

OJ000350_04.0310.C7 6.o2.np 

6561 

3348077 

6561. .6943, 8231. .8348, 8448. 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 

.8564, 8643. .8789, 8925. .8999, 
9062. .9130, 9339. '.9457, 9579. .9640, 9782. .9888, 10047 .. 10131, 
10268. .10365, 10492 .. 10584 , 10670. .10719 
(AF078080) isochorismate synthase [Arabidopsis thaliana] 



OJ000350_04.0310.C76 
+ 

13853 
AAT/NAP 
10719 
1000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44524 Seq. ID 

93858 Strand 

64 98 End 

OJ000350_04 .0310.C7 6.o3.gp Method 

9723 End 

2427264 Score 



OJ000350_04.0310.C76 
+ 

13853 
AAT/GAP 
10475 
824 



9723..9888, 10047 .. 10131 , 10268. .10475 

3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



45634 



Seq. No. 44524 
Gene No. 93859 
Start ' 8021 

Name OJ000350_04 . 0310 . C76 . ol . tm 

Start 1816 
GI none 

Exons 1816.. 1875, 1825.. 1875, 1841. 

2004.. 2072, 2005.. 2073, 2975. 
3522. .3578, 3524. .3580, 3667. 
4508. .4822, 4518. .4565, 4576. 



Seq. ID 
Strand 
End 

Method 
-End . 
Score 



OJ000350 04.0310.C76 



8220 

TBLASTX: Maize 
4826 
74 ' 

.1879, 1856.. 1882, 2003. 
.3121, 3007.. 3117, 3492. 
.3876, 3668..3877, 3669. 
.4824, 4576. .4824, 4680. 



,2071, 
,3581, 
,3875, 
,4826 



Seq. No. 44524 Seq. ID 

Gene No. 93859 Strand 

Start 8021 End 

Name OJ000350__04 . 0310 . C76 . ol . tc Method 

Start 1836 End 

GI none Score 

Exons 1836.. 1883, 1837.. 1875, 1997.. 2071, 

3.492. .3578, 3524. .3577, 3663.-3878, 

4499. .4822, 4519. .4563, 4553.-4822, 



OJ000350_04.0310.C76 
8220 

TBLASTX: Cress 
4824 
63 

2001.. 2054, 2975.. 3121, 
3668.. 3880, 3669.. 3875, 
4576. .4824 



Seq. No.. 44524 -Seq. ID 

Gene No. 93859 ■ r - ' . Strand 

Start 8021 End 

Name OJ000350_04 . 0310 .C76 . ol . ts • Method 

Start 1836 End 

GI none Score 

Exons 1836.. 1874, 1837.. 1875, 1997.. 2071, 

3498. .3581, 3524. .3580, 3663. .3878, 

4519. .4596, 4520. .4567, 4544. .4828, 
4671. .4832 



OJ000350_04.0310.C76 
8220 

TBLASTX : Soybean 
4832 
60 

2004. .2054, 3008. .3121, 
3668.. 3880, 3669.. 3875, 
4576. .4830, 4576. .4818, 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



44524 
93859 
8021 

OJ000350_04 . 
8021 
3106969 
8021. .8220 



0310.C76.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_04.0310.C76 

8220 
AAT/GAP 
8220 
372 



Seq. No. 44524 
Gene No. 93860 
Start 9372 

Name OJ000350_04 . 0310 . C7 6 . o2 . tm 

Start 9372 
GI none 

Exons 9372.. 9446, 9373.. 9456, 9373 

9576. .9644, 9768. .9875, 9772 
10046. .10129, 10046. .1.0126, 10069 
10267. .10305, 13191. .13217, 13215 



Seq. ID 

Strand 
End 

Method 
End 

Score . 



OJ000350 04.0310.C76 



14095 

TBLASTX: Maize 
13430 
119 

9456, 9568.. 9636, 9573.. 9647, 
9888, 9776.. 9886, 1004 4 .. 10127 , 
10131, 10251. .10304, 
13238, 13356.. 13430 



Seq. No. 44524 

Gene' No. 93860 

Start 9372 

Name OJ000350_04 . 0310 . C7 6 . o3 . 

Start 10306 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_04.0310.C76 
14095 

TBLASTX: Maize 
14095 



45635 



GI 

Exons 



none Score 98 

10306. .10365, 10308. .10364, 10490 .. 10582, 104 91 .. 10583, 

10492. .10584, 10657 .. 1074 6, 10665 .. 10745, 10667 .. 10747 , 

13591. .13653, 13715 . .13777, 13906 .. 13926, 14039.. 14095 



Seq. No. 44525 Seq. ID 

Gene No. 93861 Strand 

Start 513 End 

Name OJ000350_04 . 0310 .C7 9 . ol . gp Method 

Start 513 End 

GI 8345JL.R1084 Score 

Exons 513.. 593 

GI Descrip. 1 4 538913/emb | CAB39650 . 1 | 1.0e-16 (AL049482) putative protein 
[Arabidopsis thaliana] ' 



OJ000350_Q4.0310.C79 
+ 

593 

AAT/GAP 

593 

117 



Seq. No. 44526 Seq. ID 

Gene No. 938 62 Strand 

Start 1 End 

Name OJ000350_07 . 0310 . C8 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..309 



OJ000350_07.0310.C8 
309 

TBLASTX: Maize 

309 

259 



Seq. No. 


44527 


Seq. ID 


OJ000350 


_07, 


.0310, 


■ C9 


Gene No. 


93863 


Strand 


+ 








Start 


8015 


End - 


8438 








Name 


OJ000350 07.0310.C9.ol.np 


Method 


AAT/NAP 








Start 


8015 


End 


8438 








GI 


• 6539570 


Score 


93 








Exons 


8015. .8216, 8372. .8438 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44527 


Seq. ID 


OJ000350_ 


_07. 


.0310, 


.C9 


Gene No. 


93864 


Strand 










Start 


770 


End 


1427 








Name 


OJ000350 07.0310.C9.ol.gs 


Method 


GEN SCAN 








Start 


770' 


End 


14-27 








GI 


none 


Score 


.83 








Exons 


770. .907, 1076. .1218, 1337. 


.1427 











Seq. No. 


44527 






Gene No. 


93865 






Start 


2292 






Name 


OJ000350 07, 


.0310, 


,C9.ol. 


Start 


1236 






GI 


none 






Exons 


1236. .1286, 


1286. 


. .1342, 




1579. .1671 






Seq. No. 


44527 






Gene No. 


93865 






Start 


2292 






Name 


OJ000350 07, 


.0310. 


.C9.o2. 


Start 


2292 






GI 


none 






Exons 


2292. .2447, 


2554. 


. .2780, 




6543. .6648, 


6829. 


. .6924, 



Seq. ID OJ000350_07.0310.C9 
Strand 

End 11532 

tm Method TBLASTX : Maize 

End 1671 

Score 52 
1338. .1535, 1556. .1660, 1577. .1669, 



Seq. ID OJ000350_07.0310.C9 
Strand 

End 11532 
gs Method GEN SCAN 

End 11532 

Score .58 
2922. .3049, 3946. .4151, 4770. .4804, 
7256. .7461, 7617. .7810, 8141. .8268, 



45636 




8821.. 8955, 10412 .. 10525, 10937 11052, 11325.. 11532 



Seq. No. 


A A C O O 




Seq. ID 


y^TAAAACA AT A A T A 

OJ000350 07.0310 


. C10 


Gene No. 


93866 




■Strand 


+ 




Start 


1 T A 

179 




End 


365 




Name 


..OJ000350 07 . 0310 . CIO . ol 


.gs 


Method 


GENSCAN 




Start 


1/9 




End 


a c c 

365 




GI 


none 




Score 


. 65 




Exons 


179. .365 










Seq. No. 


A A C O A 

44529 • 




Seq. ID 


OJ000350JD7.0310 


.Cll 


Gene No. 


A O O f T 

93867 




Strand 






Start 


162 




End 


1707 




Name 


/^taaaoca at a o i a 011 ~ n 

OJU00350 07 . 0310 . Cll . ol 


.gs 


Method 


GENSCAN 




Start 


162 




End 


1642 




GI 


none 




Score 


.42 




Exons 


1 /" A A O "3 C C / 5 p. T A 1 

162. .283, 565.-639, 721 


1 A C A 

. . 1458 


, 1507. .1642 




Seq. No. 


44529 




Seq. ID 


OJ000350_07.0310 


.Cll 


Gene No. 


A "3 O /T "7 




Strand 






Start 


162 




End 


1707 




Name 


✓"XTAAAOCA AT A A 1 A -l -| _*i 

OJ000350 07 . 0310 . Cll . ol 


.np 


Method 


AAT/NAP 




Start 


165 




End 


1707 




GI 


^? O T C A C A 

68 15052 




Score 


1776 • 




Exons 


165. .283, 56S..639, 721 


. . 1458 


, 1507. .1707 ' ' 




GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


A A C O A 

44530 




Seq. ID 


OJ000350_07.0310 


. C14 


Gene No. 


93868 




Strand 






Start 


34 6 




End 


728 




Name 


/ATAAAACA AT A O 1 A PI /I „ 1 

OJ000350 07 . 0310 . C14 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


34 6 




End 


728 




GI 


none 




Score 


74 




Exons 


T y| /" ^ A A C T A T A A C T "1 

346. .492, 570. .728, 571 


. .723 








Seq. No. 


44531 




Seg. ID 


OJ000350_07.0310 


,C15 


Gene No. 


938 69 - 




Strand 


+ 




Start 


1 




End ' 


4434 




Name 


/ATAAAACA AT A A T A P 1 C ~ 1 

OJ000350 07.0310.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1543 




GI 


"1 /I fll T 1 A 

14 91 / 12 




Score 


130 




Exons 


1..31, 1160. .1264, 1425 


. .1543 








GI Descrip. 


(X99961) unknown [Homo 


sapiens] 






Seq. No. 


44531 




Seq. ID 


OJ000350_07.0310 


.C15 


Gene No. 


938 69 




Strand 


+ 




Start 


1 




End 


4434 




Name - 


/"vTAAAACA AT A A 1 A /"i 1 C _ 1 

OJ000350_07 .0310.C15.ol 


-tc 


Method 


TBLASTX: Cress . 




Start 


1201 




End 


1611 




GI 


none 




Score 


84 




Exons 


1201.. 1263, 1415.. 1606, 


1417. 


.1611 






Seq. No. 


44531 




Seq. ID 


OJ000350_07.0310 


.C15 


Gene No. 


93869 - 




Strand 


+ 




Start 


1 




End 


4434 




Name 


OJ000350 07.0310.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1201 




End 


1543 





45637 






tal 


none 








Score 


y u 






/-\ r*^ o 


1 901 1 9 6*3 


i 4 1 R 
l^ij 


1 S4 *3 


14 17 
14 1/. 


1 c/o 
. 1 0 4 _ 








b e q . in o . 


4 4 ^l 

14 Jjl 








Seq. ID 


OJ000350 


0 7 mi a pic; 




Gene No.* 


93869 








Strand 


+ 






Start 


1 








End 


4434 






Name 


o.tooo^so n 7 


o^i 0 

. U JlU 


PI R ol 


. gs 


Method 


GENSCAN 






C-l- -j v-t- 
OtalL 


1ZU / 








End 


4434 






PT 


none 








Score 


.62 






_xons 


1 907 1 9^4 

1_ U / . . 1_ 04 , 


1 4 9 R 
1 4 _ O , 


1 CI Q 

. . 1 01 y , 


1 y y j . 


.2069, 2361. .2436, 








J'Zl. . JOuO , 


4 104 
4 J. U 4 , 




4-31 c 
4 0 x 0 . 


.4434 








beq . jno . 


/I /I c: o i 
4 4 0 3 1 








Seq. ID 


OJ000350 


U / . UolU . LlO 




Gene No. 


93869 








Strand 


+ 






Start 


1 








End 


4434 






Name 


piioom^o c\i 

UJUUU jjU u/ 


. w JlU . 


PI ^ r\1 
> LI j . Ol 


■ US 


Method 


TBLASTX: 


Soybean 






j^Dl 








End 


3809 






p t 


none 








Score 


110 






U 1 V T^l C 1 


D 1 . . jjjj/ 


^9 £4 
0 4 . 


. . O J*l 4 , 


^ c; 9 


.3650, 3560. .3649, 


0 / jz . . 00 u y , 






0740 "3ft Oft 
















beq . lno . 


4 4 O jZ 








Seq. ID 


OJ000350 


m mi a n 1 c 
U/. UolU. Lib 




Gene No. 


93870 








Strand 


■f 






. Start 


1057 








End 


2761 






Name 


n tooo ^ r 0 07 


.0310. 


■C16.01 


.np 


Method 


AAT/NAP 




Efl 


otart 


1UD / 








End 


2761 






P T 


■7 ^ / 0 qo q 
/ 3h u y u y 








Score 


156 




; Li 


Exons 


1UD/. . 11U J; 


2359. 


. .2761 










I : I 


bi uescrip . 


/ n doo 1 c.n ^ 

(/\ir UU 1D0U } 


hypothetical 


protein [Oryza 


sativa] 




z. ~5 


Seq. No. 


44532 








Seq. ID 


OJ000350 


_07.0310.C16 


r ; i 


Gene No. 


93871 








Strand 






i ~f 




4 19 
4 1 Z 








End 


2071 




5 


Name 


UJ UUU j ou u / 


.0310. 


CI6.0I 


.gs 


Method 


GENSCAN 




C3 


C f- -j +- 


4 19 ~ 
11Z 








End 


2071 






PT 
ul 


none 








Score 


.4 . 




e 

f ~ 


TT 1 v /™\ r% o 


4 19 1 9 Q4 
4li , . 1 _ y 4 , 


1436. . 


14 61, .: 


1771. . 


2071' 








Seq. No. 


44532 








Seq. ID 


OJ000350 


_07.0310.C16 




Gene No . 


93871 








Strand 








Of a Y-+- 


412 








End 


2071 






Name 


OJ000350 07 


.0310. 


C16.01 


. tm 


Method 


TBLASTX : Maize 




Cf -j v-4- 


445 








End 


721 






PT 
ul 


none 








Score 


152 






TT 1 v /~\ r"> o 


445. .714, 469. .642, 470 


. .721, 


470. . 646, 


673. .696, 685. .720 




Seq. No. 


44533 








Seq. ID 


OJ000350_ 


_07.0310.C17 




Gene No. 


93872 








Strand 


+ 






C f- ar f 


8639 








End 


9613 






Name 


OJ000350 07 


.0310. 


C17.o3 


.gs 


Method 


GENSCAN 






otart 


8639 








End 


9613 






GI 


none 








Score 


.82 






Exons 


8639. .8952, 


9508. 


.9613 












Seq. No. 


44533 








Seq. ID 


OJ000350_ 


_07.0310.C17 




Gene No. 


93873 








Strand 








Start 


7579 








End 


8103 





45638 




Name 


otooo^ro oi 


0^1 0 


PI 7 r\ 1 
. / .OX 


. gp 


Me LflOu 


7\ 7\ qi /pa D 


Cf a rf 
OLdlL 


O O *i .J 










70 60 


P T 


^7 ^Qft ^7 








Score 


7^1 


Exons 


664 R 7 0 60 












Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93873 








Strand 






7 S7Q 








Hi i in 


ft 1 0^ 

OIU J 


Name 


D.TOOO^RO 07 


0?1 0 


PI 7 r\0 


. gs 


L*IG L I1C LI 


\J Hi LN O V^rtLN 




7 R7 Q ~~ 








EjIIU. 


ft 1 0 "3 

O 1 v J 


P T 


none 








Score 


. yO 




tctq pi no 
f D / y * . o1Uj 












o c q . in o * 


4 1 J J J 










PjTOOO^O 07 0^10 PI 7 




93873 








Strand 




Start 


7579 








End 


8103 


Name 


OJ000350 07. 


0310, 


C17.o3 


.np 


Method 


AAT/NAP 




7582 








End 


8010 


P T 


7488772 








Score 


274 


Exons 


7582. .8010 














pathogenesis-related protein 


3 - kidney bean 




gi | 169363 | gb | AAA33773 . 1 


I (M75856) PVPR3 [Phaseolus vulgaris 


o e q . in o . 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




Start 


8518 








End 


8795 


Name 


OJ000350 07. 


0310. 


C17.o3 


. ts 


Method 


TBLASTX : Soybean 


OLdlL 


1110 








End 


1660 


P T 


none 








Score 


108 


Exons 


1110. .1202, 


1116. 


.1193, 


1117. 


.1203, 1403. .1501, 1411. .1500, 




1594. .1659, 


1595. 


.1660 








Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




OLdl L 


8518 








End 


8795 


Name 


OJ000350 07. 


0310. 


C17 .03 


. tm 


Method 


TBLASTX: Maize 


jLdlL 


2238 








End 


2528- 


PT 


none 








Score 


102 


CjAUIIo 


2238. .2336, 


2331. 


.2528, 


2332. 


.2493 




Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 






8518 








End 


8795 


Name 


OJ000350 07. 


0310. 


C17.ol 


. tw 


Method 


TBLASTX: Wheat 




2607 








End 


2975 


PT 


none 








Score 


145 


I? V An O 


2607. .2966, 


2607. 


.2975 








U C V-J . LH\J* 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




Start 


8518 








End 


8795 


Name 


OJ000350 07. 


0310. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2700 








End 


3200 


GI 


none 








Score 


75 


Exons 


2700. .2786, 


2704 . 


.2781, 


2799. 


.2897, 2799. .3170, '2983. .3171, 



3003. .3200 



45639 



# 



Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




o tar u 


QC1 Q 








End 


8795 


Name 


UJUUUjjU U / 


. UolU 


LI / . OD 


. tw 


Method 


TBLASTX: Wheat 


Start 


ouoy 








End 


3619 


GI 


none 








Score 


119 


Exons 




oZ lo 


. oZDl , 


oZ4 b . 


.3455, 3422.. 3619 


Seq. No. 


44533 








Seq. ID 


OJ000350_07 .0310.C17 


Gene No. 


93874 








Strand 




otart 


ojIo 








End 


8795 


Name 


r\ ta a a "3 el n m 
UJ UUU JoU U / 


. UjIU 


LI / .Ob 


. tm 


Method 


TBLASTX: Maize 


start 


oZ 1 4 








End 


3416 




none 








Score 


108 


Exons 


oZ 14 . . o4 Uj , 




"3/1 1 c 
. J41D 








Seq. No. 


44533 








Seq. ID 


OJ000350_07 .0310.C17 


Gene No. 


93874 








Strand 




start 


QC1 Q 

ojIo 








End 


8795 


Name 


UJ UUU jjU U / 


. UJIU . 


LI / . Ol 


. t S 


Method 


TBLASTX: Soybean 


start 










End 


3769 


bl 


none 








Score 


207 


Exons 


oz 4 o . . J4 Z o i 


"3/1/0 

J4 4 y . 










Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




Start 


03 lb 








End 


8795 


Name 


OJUUUooU U / 


UolU . 


LI / . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


o4 ZZ 








End 


4336 


bl 


none 








Score 


66 


Exons 


o4 ZZ . . 4 JjO, 


"5 A QA 

o4 y4 . 


. JDD/, 


o / 14 . 


.3746, 3813.. 3851, 3894.. 4313 


Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




C -1- a v~+- 

otart 


QC1 Q 

O D 1 O 








End 


8795 


Name 


UJUUUjjU U / 


UolU . 


LI /.Of 


. tw 


Method 


TBLASTX: Wheat 


otart 


JOZO 








End ■ • 


,3970 


LI 


none 








Score 


35 


Exons 


jbz b . . o / U Of 


ooyo . 


. oo oU , 


o / 1 4 . 


.3746, 3855. .3968, 3860. .3970 


Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




btart 


QC1 Q 
OjlO 








End 


8795 


Name 


UJUUU JOU u / . 


UolU . 


LI / . OJ 


. tw 


Method 


TBLASTX: Wheat 


ot art 


o y / o 








End 


4270 


LI 


none 








Score 


193 


Exons 


jy / o . . 4ZZ4 , 


oy /4 . 


A O *7 n 

. 4 Z / U , 


a m i 
4 Ul 1 . 


.4250 




Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 


Gene No. 


93874 








Strand 




Start 


8518 








End 


8795 


Name 


OJ000350 07. 


0310. 


C17.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


4475 








End 


5244 


GI 


none .. 








Score 


45 


Exons 


4475. .4552, 


4529. 


.4720, 


4694. 


.5098, 5092. .5181, 5206. .5244 


Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310.C17 



45640 




Gene No. 


93874 








Strand 






otart 


QC1 Q 










Q 7 Q 

o / y 0 




Name 


Uu UUU JOU U / 


. U J 1U 


pi 1 «o 
. bl / . OZ 


4- T T 


Method 


T QT Zi C TY • TaTH a 3 4- 




Of -,rf 


A £ 1 
4 D 1J 










jUZD 




p T 


none 








Score 


11 Z 




iitXons 


4 Dl j . . OUZ O, 


ft 0 1 H 


. . OUZ fl 










Seq. No. 


44533 








Seq. ID 


OJ000350JD7.0310 


.C17 


Gene No. 


93874 








Strand 






btari 


00 lo 








End 


8795 * 




Name 


Ainnm^n n*7 


nun 
. Uoiu 


pi 1 n A 
. bl / . 04 


. tw 


Method 


TBLASTX: Wheat 




btan 


OZ 4 U 








End 


5595 




bl 


none 








Score 


57 




Exons 




C O /l c 

OZ ft 0 


^ 4 £ Q 


coco 

oz o y . 


.5441, 5468. .5500, 5470. .5595 


Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310 


.C17 


Gene No. 


93874 








Strand 








0 0 lo 








tina 


0 / y 0 




Name 


UJUUU OOU u / . 


nun 
. Uoiu 


pi 7 
. b 1 / . OZ 




Method 


TBLASTX : Soybean 






foif 








End 


7770 




bl 


none 








Score 


158 




HiXons 


fOfl* . / /DO, 


/ joU 


"7 "7 ^ R 


/ DUy . 


.7770 






Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310 


.C17 


Gene No. 


93874 








Strand • 






otart 


QC1 Q 

oolo 








Lino. 


0 / yo 




Name 


UJUUUooU U / . 


n "3 1 n 
. UolU 


. bl / . 04 


. tm 


Method 


TBLASTX: Maize 




Start 


loll 








End 


7767 




C T 

bl 


none 








Score 


108 




Exons 


/ O / / . . / /JO/ 


/ 0 O U 


lice 
. . / / DO , 




.7767 






Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310 


.C17 


Gene No. 


93874 








Strand 






Of a y-4- 

o tar c 


0 0 1 0 








tjna 


0 / y 0 




Name 


UJ UUU j jU u / . 


> U 0 1 U , 


pi "7 

. bl / . oo 


. IW 


Method 


TBLASTX: Wheat 




otarc 


t con 








End 


7770 




p' t 
bl 


none 








Score 


108 




Exons 


/ JOU . . / / JO; 


/ DU-/ i 


1 1 1 n 










Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310 


.C17 


Gene No. 


93874 








Strand 






o tar u 


oci (3 








End 


8795 




Name 


b«J UU U OOU U / , 


n *5 1 n 

. UOlU . 


PI 1 
. bl / . Ol 


4- 

. LC 


Method 


TBLASTX: Cress 




O 4 , v 4- 

b rare 


/ JOO 








End 


7770 




p t 

bl 


none 








Score 


125 




Exons 


/ Ooo . . / too, 


/ o yz , 


. . / / OJ , 


/ ouy . 


.7770 






Seq. No. 


44533 








Seq. ID 


OJ000350_07.0310 


.C17 


Gene No. 


93874 








Strand 






Start 


oolo 








End 


8795 




Name 


OJOOOoou u / . 


UolU . 


. bl / . oz 


. gp 


Method 


AAT/GAP 




Start 


8518 








End 


8795 




GI 


none 








Score 


.556 




Exons* 


8518. .8795 














Seq. No. 


44534 








Seq. ID 


OJ000350_07.0310 


.C18 


Gene No. 


93875 








Strand 


+ 





45641 




Start 


2843 




End 


9670 


Name ■ 


OJ000350 U/.U310. 


C18 . ol . gs 


Method 


GENSCAN 


Start 


2843 




End 


- 9670 


GI 


none 




Score 


.64 


Exons 


2843 . . 2977 , 4259 . 


.4384, 5300. 


.5447, 5468. .5585, 5603. .5771, 




7276. . 7372, 9483 . 


. 9670 






Seq. No. 


44534 




Seq. ID 


OJ000350_07.0310.C18 


bene lno . 






Strand 


+ 


Start 


2843 




End 


9670 


Name 


OJ000350 07.0310. 


C18.ol.gp 


Method 


AAT/GAP 


Start 


3068 




End 


3156 


GI 


5867 1.R1084 




Score 


129 


Exons 


3068. .3156 








GI Descrip. 


M64986/sp|P35132 


I UBC9_ARATH 


5.0e-58 


UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 44534 Seq. ID 

Gene No. 93876 Strand 

Start 11716 End 

Name OJ000350_07 . 0310 . C18 . o2 . gs Method 

Start • 11716 End 

GI none Score 

Exons 11716. .11970, 12053.. 12184 



OJ000350_07.0310.C18 

12184 
GENSCAN 
12184 . 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44535 
93877 
2594 

OJ000350_07. 

2594 

none 

2594. .2734, 
4941. .607-5 



0310.C19.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 
+ 

6075 
GENSCAN 
6075 
.52 



07.0310.C19 



2790.. 2977^ 3409 3458, - 3577 .. 3687, 4504. ..4652, 



Seq. ID OJ000350_07.0310.C19 
Strand + 

6075 
AAT/NAP 
6072 
2114 



End 

Method 

End 

Score 



Seq. No. 44535 
Gene No. 93877 
Start . 2594 

Name OJ000350_07 . 0310 .C19 . ol . np 

Start 4867 
GI 2126090 
Exons 4867.. 6072 

GI Descrip. transposase (insertion sequence IS10) 

gi I 455676.|bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, ' plasmid pXT107, IS10L/R-1, Peptide .. 
PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Escherichia coli 



Seq. No. 44535 Seq. ID 

Gene No. 93878 Strand 

Start 6979 End 

Name OJ000350_07 . 0310 . C19 . o2 . gs Method 



OJ000350_07.0310.C19 
+ 

11227 
GENSCAN 



45642 



Start 
GI 

Exons 



6979 
none 

6979.. 8068, 8140, 
10754. .11184 



End 11184 
Score .46 
,8813, 8880. .9578, 9863. .9986, 10126 .. 10573, 



Seq. No. 44535 Seq. ID OJ000350_07 . 0310 . C19 

Gene No. 93878 Strand + 

Start 6979 End 11227 

Name OJ000350_07 . 0310 . C19 . o3 . np Method AAT/NAP 

Start- 10111 End 11227 

GI 5922631 Score 843 

Exons 10111. .10379, 10419.. 11227 

GI Descrip. (AP000492) ESTs C2 6347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 |dbj IBAA85207 . 1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to- prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


44535 








Seq. ID 


OJ000350_07.0310.C19 




Gene No. 


93879 








Strand 






Start 


5143 








End 


8993 




Name 


OJ000350 07 


.0310, 


.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4729 








End - 


4907 




GI 


none 








Score 


215 


ry 


Exons 


4729. .4905, 


4731. 


. .4907, 


4737. 


.4907 






Seq. No. 


44535 








Seq. ID 


OJ000350_07.0310.C19 


: * 3 


Gene No. 


93879 








Strand 






Start 


5143 








End 


8993 




Name 


OJ000350 07 


.0310. 


,C19.o2 


.np 


Method 


AAT/NAP 


5 


Start 


5143 








End 


8778 




GI 


6721512 








Score 


162 


'■a. s 
"~ 


Exons 


5143. .5278, 


6516, 


. . 6576, 


6691. 


.6723, 6767.. 6913, 6941.. 7072, 






7405. .7429, 


8687, 


, .8778 








j=e= 


GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Z 

iJ 


Seq. No. 


44535 








Seq. ID 


OJ000350_07.0310.C19 


f ~H 


Gene No. 


93879 








Strand 






Start 


5143 








End 


8993 




Name 


OJ000350 07 


.0310, 


,C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8571 








End 


8831 




GI 


none 








Score 


192 




Exons 


8571. .8831 













Seq. No. 44535 Seq. ID 

Gene No. 93879 Strand 

Start 5143 End 

Name OJ000350_07 . 0310 . CI 9 . o3 . tw Method 

Start 8595 End 

GI none Score 

Exons 8595.. 8993, 8618.. 8893 



OJ000350_07.0310.C19 
8993 

TBLASTX: Wheat 

8993 

222 



Seq. No. 
Gene No, 
Start 



44535 
93880 
9587 



Seq. ID 

Strand 

End 



OJ000350 07.0310.C19 



10009 



45643 




Name 


UJUUUjjU U / . UolU . c_i y . Oz 


. tw 


Method 


TBLASTX: Wheat 




Start 


QCQ7 

yoo / 




End 


10009 




GI 


none 




Score 


130 




Exons 


QCQ*7 Q'7C:'7 QTQC QQQ1 

yoo/..y/o/, y/yo..yyoi, 


y / y / . 


.10000,. .9845. .10009 




Seq. No. 


44535 




Seq. ID 


OJQ00350_07.0310 


.C19 


Gene No. 


■ -93881 




Strand 






b tan 


10536 




End 


11048 




Name 


OJ000350 07.0310.C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


10536 




hna 


1 f\ Q A 1 

lUo 4 1 




GI 


none 




Score 


316 




Exons 


10536. .10841, 10553. .10840 








Seq. No. 


44535 




Seq. ID 


OJ000350_07.0310 


.C19 


Gene No. 


93881 




Strand 






b tart 


10536 




End 


11048 




Name 


OJ000350 07.0310.C19.ol, 


. tw 


Method 


TBLASTX: Wheat 




C4- -i v +- 

btart 


10667 




bna 


1 T A A O 






none 




Score 


346 




Exons 


10667. .11032, 10668. .11048 








Seq. No. 


44536 




Seq. ID 


OJ000350_07.0310, 


.C20 


Gene No. 


93882 




Strand 


+ 




btart 


66 




End 


1198 




Name 


OJ000350 07.0310.C2&VO1, 


■ gs 


Method 


GENSCAN 




Start 


66 




End 


1198 






none 




Score 


"7 Q 

. / y 




Exons 


66. .148, 499. .640, 1003, 


. .1198 








beq. no. 


44536 




Seq. ID 


OJ000350_07.0310< 


. C20 


Gene No. 


93883 




Strand 


- 




Start 


930 




End ■ 


7813 




Name 


OJ000350 07.0310.C20.o2, 


.np 


Method 


AAT/NAP 




btart 


930 




End 


5009 






6907089 




Score 


254 




Exons 


930. .974, 4383. .5009 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




beq. no. 


44536 




Seq. ID 


OJ000350_07.0310, 


.C20 


Gene No . 


93883 




Strand 






Start 


930 




End 


7813 




Name 


OJ000350 07.0310.C20.o2. 


.gs 


Method 


GENSCAN 




b tart 


2309 




End 


6697 






none 




Score 


.82 




Exons 


2309. .2556, 2640. .2840, 


3075. , 


.3609, 3901. .4095, 4164. .4288, 




4383. .4541, 5004. .5220, 


5728. , 


.5765, 5812.. 5920, 6050.. 6115, 




6695. . 6697 










Seq. No. 


44536 




Seq. ID 


OJ000350_07.0310. 


C20 


Gene No . 


93883 




Strand' 






Start 


930 




End 


7813 




Name 


OJ000350 07.0310.C20.ol. 


np 


Method 


AAT/NAP 




Start 


2943 




End 


4504 




GI 


6721561 




Score 


399 




Exons 


2943. .3691, 3765. .3859, 


3939. , 


,4091, 4432. .4504 




GI Descrip. 


(AP001073) EST AU082058 < 


;C12976) corresponds to a region 


of t 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





45644 



gi I 6815086 I dbj |BAA903?2.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000350_07.0310.C20 
Strand 

End 7813 

Method AAT/NAP 

End 7813 

Score 138 



Seq. ID OJ000350_07.0310.C20 
Strand 

End 7813 

Method GENSCAN 

End 7756 

Score .96 



Seq. ID OJ000350_07.031Q.C21 

Strand + ' 

End 339 

Method AAT/GAP 

End 339 

Score 430 

023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


44536 


Gene No. 


93883 


Start 


930 


Name 


OJOOUodO 0 / . 0 J10 . CzU . oo 


Start 


5725 


GI 


6721512 


Exons 


5725.. 5765, 5808.. 5950, 


GI Descrip. 


(AP001072) hypothetical 


Seq. No. 


44536 


Gene No. 


93883 


Start 


930 


Name 


OJ000350_07 . 0310 . C20 . o3 


Start 


7643 


GI 


none 


Exons 


7643. .7756 


Seq. No. 


44537 


Gene No. 


93884 


Start 


1 ■ 


Name 


OJ000350 07.0310.C21.ol 


Start 


1 


GI 


72524 1.R1084 


Exons 


1. .339 


GI Descrip. 


, 5091496/dbj IAB023482.2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44537 
93885 
292 

OJ000350_07.0310.C21.ol.np 

292 

7106512 



Seq. ID OJ000350_07.0310.C21 
Strand + 
End 2743 
Method AAT/NAP 
End 2743 
Score. 774 

292. .352, 426. .596, 985. .1386, 1428^.2185, 2671..2743 
(AP001278) EST C98429(E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



44537 Seq. ID 

93885 Strand 

292 End 
OJ000350_07 . 0310 . C21 . ol . gs Method 

1604 End 

none Score 

1604. .1759, 1851. .2192 



OJ000350_07.0310.C21 
+ 

2743 
GENSCAN 
2192 
.97 



Seq. No. 44538 Seq. ID 

Gene No. 93886 Strand 

Start 1 End 

Name OJ000350_07 . 0310 . C22 . ol . np Method 

Start 1 End 

GI 7248395 Score 

Exons 1..87, 116. .827 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ000350_07.0310.C22 
+ 

827 

AAT/NAP 
827 
449 



45645 




Seq. No. 


44538 




Seq. ID 


OJ000350_ 


07. 


0310 


C22 


Gene No. 


93886 




Strand 


+ 








Start 


l *r 




End 


827 








Name 


OJ000350_07 .0310.C22.ol 


. gs 


Method 


GENS CAN 








Start 


49 




End 


401 








GI 


none 




Score 


. 53 








Exons 


49. .401 














Seq. No. 


44539 




Seq. ID 


OJ000350_ 


07 . 


0310 


C25 


Gene No. 


93887 




Strand 


+ 








Start 


580 




End 


819 








Name 


OJ000350_07 . 0310 .C25 .ol 


• gs 


Method 


GENSCAN 








Start 


580 




End 


819 








GI 


none 




Score 


. 64 








Exons 


580 . . 819 














Seq. No. 


44540 




Seq. ID 


OJ000350_ 


07. 


0310. 


C27 


Gene No. 


93888 




Strand 


+ 








Start 


49 




End 


647 








Name 


OJ000350_07 . 0310 .C27 .ol 


. gs 


Method 


GENSCAN 








Start 


49 




End 


647 








GI 


none 




Score 


. 99 








Exons 


49. . 193, 554 . . 647 














Seq. No. 


44541 




Seq. ID 


OJ000350_ 


07. 


0310. 


C28 


Gene No. 


93889 




Strand 


+ 








Start 


1 




End 


1288 








Name 


OJ000350_07 . 0310 .C28 . ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1288 








GI 


7248395 




Score 


162 








Exons 


1..137, 210. .530, 1245. 


.1288 












GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44541 




Seq. ID 


OJ000350_ 


07. 


0310. 


C28 


Gene No. 


93890 




Strand 










Start 


146 




End 


555 








Name 


OJ000350_07 . 0310 .C28 . ol 


.gs 


Method 


GENSCAN 








Start 


146 




End 


555 








GI 


none 




Score 


.44 








Exons 


146. .224, 476. .555 














Seq. No. 


44542 




Seq. ID 


OJ000350_ 


07. 


0310. 


C29 


Gene No. 


93891 




Strand 


+ 








Start 


1028 




End 


1360 








Name 


OJ000350 07.0310.C29.ol 


.gp 


Method 


AAT/GAP 








Start 


1028 




End 


1277 








GI 


3761181 




Score 


404 








Exons 


1028.. 1277 














GI Descrip. 


4521193/dbj IAB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 












Seq. No. 


44542 




Seq. ID 


OJ000350_ 


07. 


0310. 


C29 


Gene No. 


93891 




Strand 


+ 








Start 


1028 




End 


1360 








Name 


OJ000350 07.0310.C29.ol 


.np 


Method 


AAT/NAP 








Start 


1174 




End 


1360 









45646 



GI 7106512 Score 77 

Exons 1174.. 1234, 1308.. 1360 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


A A C A O 

4 4 0 4 Z 


beq . l u 


UJ UUUjDU 


Gene No. 


fl *D O fl O 


Of 

o L.rana 




Start 


1 / Uo 




jijj 


Name 


OJUUUOOU U / . U JlU . LZ y . Oc. . np 


ixteunoa 


A 7\ T / HAD 


Start 


1 / Uo 


t*na 




GI 


5852084 


Score 


81 


Exons 


1708. .1848, 3107. .3133 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No.. 


44542 


Seq. ID 


OJ000350 


Gene No. 


93893 


Strand 




Start 


11596 


End 


11696 


Name 


OJ000350 07.0310.C29.o2.gs 


Method 


GENSCAN 


Start 


11596 


End 


11696 * 


GI 


none 


Score 


.41 


Exons 


11596. .11696 







07.0310.C29 



Seq. No. 


44543 


■Seq. ID 


OJ000350_07. 


0310. 


C30 


Gene No. 


93894 


Strand 


+ 






Start 


•263 


End 


3197 






Name 


OJ000350 07.0310.C30.ol.gs 


Method 


GENSCAN 






Start 


263 


End 


2236 






GI 


none 


Score 


.72 






Exons 


263. .282, 850. .1078, 1298. .1398, 1493.. 


1579, 1679.. 


1829, 






1946. .2236 










Seq. No. 


44543 


Seq. ID 


OJ000350_07. 


0310. 


C30 


Gene No. 


93894 


Strand 


+ 






Start 


263 


End 


3197. 






Name 


OJ000350 07.0310.C30.ol.np 


Method 


AAT/NAP 






Start 


968 


End 


3197 






GI 


6728879 


Score 


328 






Exons 


968. .1078, 1298. .1398, 1463. 


1579, 1679.. 1829, 1974 


. .2246, 




3163. .3197 










GI Descrip. 


(AC008113) F12A21.7 [Arabidopsis thaliana] 






Seq. No. 


44544 


Seq. ID 


OJ000350_07. 


0310. 


C31 


Gene No. 


93895 


Strand 


+ 






Start 


518 


End 


1312 






Name 


OJ000350 07.0310.C31.ol.gs 


Method 


GENSCAN 






Start 


518 


End 


1312 






GI 


none 


Score 


.87 






Exons 


518. .657, 736. .847, 1168. .1312 








Seq. No. 


44544 


Seq. ID 


OJ000350_07. 


0310. 


C31 


Gene No. 


93895 


Strand 


+ 






Start 


518 


End 


1312 






Name 


OJ000350 07.0310.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


7 34 ' ' : 


End 


931 






GI 


none 


Score 


247 






Exons 


734. .928, 751. .927, 785. .931 











45647 




Seq. No. 


44545 




Seq. ID 


OJ000350 07.0310 


G32 


Gene No. 


93896 




Strand 


+ 




Start 


358 




End 


c o c c 

5866 




Name 


OJ000350 07.0310.C32.ol 


.gs 


Method 


GENSCAN 




Start 


358 


End 


c o *r r 

5866 




GI 


none 




Score 


. 56 




Exons 


358. .409, 911. .1063, 3737. .3777, 4867.. 


5002, 5724 . .5866 




Seq. No. 


44545 




Seq. ID 


OJ000350 07.0310. 


C32 


Gene No. 


93897 




-Strand 






Start 


1135 




End 


4103 




Name 


OJ000350 07.0310.C32.ol 


. np 


Method 


AAT/NAP 




Start 


1135 




End 


4103 




GI 


3283026 




Score 


49 




Exons 


1135. .1362, 4003. .4103 










GI Descrip. 


(AF051562) putative transposase [Arabidopsis thaliana] 




Seq. No. 


44545 




Seq. ID 


OJ000350_07.0310. 


C32 


Gene No. 


93898 




Strand 






Start 


7689 




End 


9087 




Name 


OJ000350 07 .0310.C32.o2 


. qs 


Method 


GENSCAN 




Start 


7689 




End 


9087 




GI 


none 




Score 


.47 




Exons 


7689. .7814, 8075. .8289, 


8632. 


.8756> 8987.. 9087 




Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310. 


C33 


Gene No. 


93899 




Strand 






Start 


434 




End 


2900 




Name 


OJ000350 07 .0310.C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


117 




End 


449 




GI 


none 




Score 


68 




Exons 


117. .197, 118. .198, 194 


. . 310, 


195. .311, 


409. .444, 411. .449 


Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310. 


C33 


Gene No. 


93899 




Strand 






Start 


434 




End 


2900 




Name 


OJ000350 07.0310.C33.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


209 




End 


1064 




GI 


none 




Score 


61 




Exons 


209. .313, 415. .444, 449 


. .967, 


972. .1064 




Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310. 


C33 


Gene No. 


93899 




Strand 






Start 


434 




End 


2900 




Name 


OJ000350 07.0310.C33.ol 


. gs 


Method 


GENSCAN 




Start 


434 




End 


982 




GI 


none 




Score 


.71 




Exons 


434. .595, 674. .982 










Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310. 


C33 


Gene No. 


93899 




Strand 






Start 


434 




End 


2900 




Name 


OJ000350 07.0310.C33.ol 


.np . 


Method 


AAT/NAP 




Start 


503 




End 


1090 




GI 


3283026 




Score 


265 




Exons 


503. .1090 











GI Descrip. (AF051562) putative transposase [Arabidopsis thaliana] 



45648 



# 



Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310 


.C33 


Gene No. . 


93899 




Strand 






b t a r-t 


434 




End' 


2900 




Name 


OJ000350 07.0310.C33.o2 


.np 


Method 


AAT/NAP 




C -t i v- +- 


503 




End 


2900 




H T 


3283026 




Score 


264 




Exons 


503.. 1052, 2860.. 2900 










uescrxp. 


(AF051562) putative transposase [Arabidopsis thaliana] 




Seq. No. 


44546 




Seq. ID 


OJ000350_07.0310 


.C33 


Gene No . 


93899 




Strand 


- 




btart 


434 




End 


2900 




Name 


OJ000350 07.0310.C33.ol 


. tm 


Method 


TBLASTX: Maize 




btart 


629 




End 


970 






none 




Score 


39 




Exons 


629. .742, 629. .817, 717 


. .815, 


854. .955 


, 892. .963, 893.. 


y / u 


Seq. No. 


A A c: A c 
4 4 04 O 




Seq. ID 


OJ000350_07.0310 


.C33 


Gene No . 


93899 




Strand 






btart 


434 




End 


2900 




Name 


OJ000350 07.0310.C33.o2 


.gs 


Method 


GENSCAN 




pf _ „ +. 

btart 


2055 




End 


2777 






none 




•■ Score 


.84 




Exons 


2055. .2472, 2677.-2777 










Seq. No. 


44547 




Seq. ID 


OJ000350_07.0310 


.C34 


Gene No. 


93900 




Strand 






o tart 


1 




End 


2196 




Name 


OJ000350 07.0310.C34.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2196 




C T 


4538624 




Score 


81 




Exons 


1..27, 1935. .2196 










GI Descrip. 


(AJ133502) hypothetical 


protein [Nicotiana tabacum] 




beq . jno . 


44548 




Seq. ID 


OJ000350_07.0310 


.C35 


Gene No. 


93901 




. -Strand 






Start 


1 




End 


705 




Name 


OJ000350 07.0310.C35.ol 


np 


Method 


AAT/NAP . 




btart 


1 




End 


705 




bl 


2498930 




Score 


758 




Exons 


1..424, 592. .705 










GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 (U1E 


5774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


44548 




Seq. ID 


OJ000350_07.0310 


.C35 


Gene No . 


93901 




Strand 






O -i , v- f- 

btart 


.1 




End 


705 




Name 


OJ000350 07.0310.C35.ol. 


gs 


Method 


GENSCAN 




Start 


3 




End 


651 




GI 


none 




Score 


1 




Exons 


3. .424, 592. .651 










Seq. No. 


44549 




Seq. ID 


OJ000350_03.0310 


.C2 


Gene No. 


93902 




Strand 


+ 




Start 


1 




End 


2841 




Name 


OJ000350_03.0310.C2.ol.np 


Method 


AAT/NAP 





45649 



Start 1 " End 2841 

GI 6815062 Score 1292 

Exons 1..200, 369.. 431, 523.. 1380, 1466.. 1707, 1766.. 2075, 2152.. 2250, 

2321.. 2371, 2471. .2645, 2818. .2841 
GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



Seq. No. 44549 

Gene No. 93902 

Start 1 

Name OJ000350_03 . 0310 . C2 . ol . gs 

Start 341 

GI none 

Exons 341.. 431, 523.. 1380, 1617. 

2152.. 2212, 2321.. 2687 



Seq. ID OJ000350_03.0310.C2 



Strand 
End 

Method 
End 
Score 
,1675, 1781, 



+ 

2841 
GENSCAN 
2687 
.85 

,1873, 1934 



.2075, 



Seq. No. 44549 

Gene .No. 93902 

Start 1 

Name OJ000350_03 . 0310 . C2 . o2 . tm 

Start 1479 
GI . none 
Exons.' 



Seq. ID OJ000350_03.0310.C2 
Strand 
End 

Method 
End 
Score 



+ 

2841 

TBLASTX: Maize 

2075 

207 



1479. .1676, 1517. .1675, 1773., 1850, 1890. .2075 



Seq. No. 44550 Seq. ID 

Gene No. 93903 Strand 

•Start 110 End 

Name OJ000350_03 . 0310 . C7 . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110. .253 



OJ000350_03.0310.C7 
+ 

253 

GENSCAN 
253 
. 62 



Seq. No. 44550 Seq. ID OJ000350_03 . 0310 . C7 

Gene No. 93904 Strand 

Start 607 End 1206 

Name OJ000350_03 . 0310 . C7 . ol . np Method AAT/NAP 

Start 576 End 1206 

GI 2952326 Score 104 

Exons 576.. 852, 1109.. 1206 

GI Descrip. (AF04 9888) 1-aminocyclopropane-l-carboxylate oxidase [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



44550 
93904 
607 

OJ000350_03. 0310.C7.ol.tm 

607 

none 



Seq. ID OJ000350_03.0310.C7 



Strand 
End 

Method 

End 

Score 



1206 

TBLASTX: Maize 

1204 

59 



607. .696, 611. .733, 713. .853, 721. .858, 751. .855, 1160. .1204 



Seq. No. 44550 Seq. ID 

Gene No. 93904 Strand 

Start 607 End 

Name OJ000350_03 . 0310 . C7 . o2 . gs Method 

Start 607 End 

GI none Score 



OJ000350_03.0310.C7 

1206 
GENSCAN 
852 
.72 



45650 



Exons 



607. .852 



OJ000350_03.0310.C8 
+ 

852 

AAT/GAP 

852 

83 



Seq. No. 44551 Seq. ID 

Gene No. 93905 " Strand. 

Start 781 End 

Name OJ000350_03 . 0310 . C8 . ol . gp Method 

Start 781 ' End 

GI 4715947 Score 

Exons 781.. 852 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


44551 


Seq. ID 


OJ000350 


Gene No. 


93906 


Strand 


+ 


Start 


6232 


End 


6609 


Name 


OJ000350 03.0310.C8.o4.gp 


Method 


AAT/GAP 


Start 


6232 


End 


6609 


GI 


none 


Score 


712 


Exons 


6232. .6609 







Seq. No. 44551 

Gene No. 93907 

Start 9612 

Name OJ000350_03 . 0310 . C8 . o3 . gs 

Start 9612 

GI none 
Exons 



Seq. ID -OJ000350_03.0310.C8 

Strand + 

End 11254 

Method GENSCAN 

End 11254 

Score .85 



9612. .9650, 9849.-9982, 10116 .. 10285, 10507 .. 10634 , 
10990. .11133, 11252. .11254 



Seq. No. 


44551 




Seq. ID 


OJ000350_03.0310 


.C8 


Gene No. 


93908 




Strand 


+ 




Start 


13624 




End 


14218 




Name 


OJ000350 03. 0310. C8 


. o5 . gs 


Method 


GENSCAN 




Start 


13624 




End 


14218 




GI 


none 




Score 


■.'51 




Exons 


13624 . .13870, 13959 


. .13988, 


14094. .14218 




Seq. No. 


44551 




Seq. ID 


OJ000350_03.0310 


.C8 


Gene No. 


93909 




Strand 


+ 




Start 


23473 




End 


29321 




Name 


OJ000350 03. 0310. C8 


. o4 . np 


Method 


AAT/NAP 




Start 


23473 




End 


26114 




GI 


6730725 




Score 


443 




Exons 


23473. .24340, 24472 


. .24525, 


24613. .24724, 25800 .. 25852 , 






25974. .26114 










GI Descrip. 


( AC 0 1 8 8 4 9 ) un known 


protein 


[Arabidopsis 


thaliana] 




Seq. No. 


44551 




Seq. ID 


OJ000350_03.0310 


C8 


Gene No . 


93909 




Strand 


+ 




Start 


23473 




End 


29321 




Name 


OJ000350 03. 0310. C8 


. 08 . gs 


Method 


GENSCAN 




Start 


23473 




End 


29321 




GI 


none 




Score 


.82 




Exons 


23473. .24310, 24347 


. .24525, 


24613. .24724, 26904 .. 26967 , 





45651 



27124. .27259, 2734 8 .. 27580, 27671 28035, 28068 28 174 , 
28596. .29321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44551 
93909 
23473 

OJ000350_03.0310.C8.o5.np 
25407 
7486402-. 

25407. .25438, 27674 .. 28039, 
hypothetical protein F4D11. 
gi I 3063691 | emb | CAA18582.il 

[Arabidopsis thaliana] gi I 7270226 | emb | CAB79996. 1 1 
putative protein [Arabidopsis thaliana] 



OJ000350_03.0310.C8 
+ 

29321 
AAT/NAP 
29306 
637 

28613. .28881, 28927. .29306 
10 - Arabidopsis thaliana 
(AL022537) putative protein 

AL161582) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44551 



Seq. ID OJ000350 03. 0310. C8 



93910 Strand 

1 End 5186 

OJ000350_03 . 0310- : C8 . ol . np Method AAT/NAP 

■1 End 1094 

2688828 Score 200 
1..278, 867. .1094 

(U97530) ethylene-forming-enzyme-like dioxygenase [Prunus 
armeniaca] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44551 
93910 
1 

OJ000350_03. 0310.C8 .ol.gs 
78 

none 



Seq. ID OJ000350_03. 0310.C8 
Strand 

End 5186 

Method GENSCAN 

End 5186 

Score .44 



78. .278, 867. .1173, 2157. .2240, 3162. .3403, 3904. .4231, 
4431. .4626, 4928. .5186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



44551 
93910 . 
1 

OJ000350_03. 0310.C8 .o2.gp 
2974 

uC-osrocyp017gl0al 
2974.. 3403, 3904.. 3955 
'2688828 3.0e-15 (U97530) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_03.0310.C8 

5186 
AAT/GAP 
3955 
860 



ethylene-forming-enzyme-like 



dioxygenase [Prunus armeniaca] ' 

44551 Seq. ID 

93910 Strand 
1 , End 

OJ000350_03. 0310.C8 .o3.gp Method 
412 6 ' End 
8671_1.R1084 Score 
4126. .4231, 4359..4626, 4938. .5169 

'2688828 6.0e-19 (U97530) ethylene-forming-enzyme-like 
dioxygenase [Prunus armeniaca] 1 



OJ000350JD3.0310.C8 

5186 
AAT/GAP 
5169 
1125 



44551 
93911 
5602 



Seq. ID 

Strand 

End 



OJ000350 03. 0310. C8 



8049 



45652 



Name 


OJ000350 03.0310.C8.o2.gs 


Method 


GENSCAN 


Start 


5602 


End 


8004 


GI 


none 


Score 


.82 


Exons 


5602. .5793, 6601. .6762, 6883. .7207, 7427. .7686, 7780. .8004 


Seq. No. 


ft H. D D 1 


Seq. ID 


OJ000350_03.'0310.C8 


Gene No. 


93911 


Strand 




Start 


5602 


End 


8049 


Name 


OJ000350 03.0310.C8.o5.gp 


Method 


AAT/GAP 


Start 


7510 


End 


8049 


GI 


6138 1.R1084 


Score 


678 


Exons 


7510. .7686, 7780. .8049 






GI Descrip. 


'629561/pir| IS44261 4 . Oe- 


11 SRG1 protein - Arabidopsis thaliana 




>gi 479047 emb CAA5oo54 


\ A / yUOZ } oKbl 


[Arabidopsis thaliana] 




>gi_5734767_gb_AAD50032.1 


_AC007651_27 


(AC007651) SRG1 Protein 




[Arabidopsis thaliana] 1 






Seq. No. 


44551 


Seq. ID 


OJ000350_03 . 0310 .C8 


Gene No. 


93912 


Strand 


— 


Start 


8474 


End 


8976 


Name 


OJ000350 03.0310.C8.o6.gp 


Method 


AAT/GAP 


Start 


8474 


End 


8976 


GI 


3767039 . 


Score 


534 


Exons 


8474.. 8621:, 8818.. 8976 






Seq. No. 


44551 


Seq. ID 


OJ000350_03.0310.C8 


Gene No. 


93913 


Strand 




Start 


9320 


End 


17484 


Name 


OJ000350 03.0310.C8.o2.np 


Method 


AAT/NAP 


Start 


9320 


End 


17448 


GI 


2688828 


Score 


647 


Exons 


9320.. 9559, 16603 .. 17071, 


17114 . . 17448 




GI Descrip. 


(U97530) ethylene-f orming- 


-enzyme-like 


dioxygenase [Prunus 




armeniaca] 






Seq. No. 


4 4 551 ... ' . 


Seq. ID 


OJ000350_03.0310.C8 


Gene No. 


93913 


Strand • 




Start 


9320 


End 


17484 


Name 


OJ000350 03.0310.C8.o7.gp 


Method 


AAT/GAP 


Start 


9363 


End 


11675 


GI 


LIB3434-011-P1-K1-D6 


Score 


900 


Exons 


9363.. 9559, 11374.. 11675 






GI Descrip. 


, 5430761/gb|AAD43161.1|AC007504_16 7.0e-40 (AC007504) Similar to 




ethylene-f orming-enzyme-like dioxygenase [Arabidopsis thaliana] ' 


Seq. No. 


44551 


Seq. ID 


OJ000350_03.0310.C8 


Gene No. 


93913 


Strand 




Start 


9320 


End 


17484 . 


Name 


OJ000350 03.0310.C8.o4.gs 


Method 


GENSCAN 


Start 


11314 


End 


12486 




none 


Score 


.67 


Exons 


11314. .11701, 11900. .12159, 12268. .12486 


Seq. No. 


'44551 


. Seq. ID 


OJ000350_03.0310.C8 


Gene No. 


93913 


Strand 




Start 


9320 


End 


17484 


Name 


OJ000350 03.0310.C8.o6.gs 


Method 


GENSCAN 



45653 



# 



Start 
GI 

Exons 



15662 End 17484 

none Score . 53 

15662. .15808, 15839 .. 15926, 16583. .17484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44551 
93914 
19128 

OJ000350_03. 0310.C8.o8.gp 
18818 

1987_1.R1084 

18818. .19150, 1924 3. .19355, 
21013. 



OJ000350 03. 0310. C8 



Seq. ID _ 
Strand 

End 22947 
Method AAT/GAP 
End 21889 
Score 1575 
19849. .19920, 20528 .. 20578 , 
.21100, 21181. .21304, 21637 .. 21709, 21841. .21889 
•4567247/gb|AAD23661.1|AC007070_10 6.0e-37 (AC007070) unknown 
protein [Arabidopsis thaliana] ' 



44551 
93914 
19128 

OJ000350JD3. 0310.C8.o7.gs 

19128 

none 

19128. .19150, 19243. 
21181. .21304, 21637. 
22651. .22832, 22837. 



.19355, 
.21709, 
.22947 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19849 

21841 



OJ000350 03. 0310. C8 



22947 
GENSCAN 
22947 
.89 

19920, 20528. 
21901, 22085, 



.20663, 
,22275, 



Seq. No. 44551 
Gene No. 93914 
Start 19128 

Name OJ000350_03 . 0310 . C8 . o3 . np 

Start 19238 
GI 4567247 

Exons 19238. .19314, 19838 .. 19920, 

21181. .21304, 21637. .21709, 
22360. .22409, 224 99 .. 22562 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20528. .20578, 
21841. .21901, 



OJ000350 03. 0310. C8 



22947 
AAT/NAP 
22778 
803 

21013. 
22085. 



.21100, 
.22275, 



22651. .22778 



GI Descrip. (AC007070) unknown protein [Arabidopsis thaliana] 



44551 Seq. ..ID' 

93914 Strand 

19128 End 

OJ000350_03 . 0310 . C8 . o9 . gp Method 

22109 End 

22048 1.R1084 Score 



OJ000350_03..0310.C8 

22947 
AAT/GAP 
22869 
932 



22109. .22275, 22360 .. 22409, 22499 .. 22562, 22651. .22869 
'4567247/gb|AAD23661.1|AC007070_10 2.0e-32 (AC007070) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^44551 
93915 
30530 
OJ00035 
18 

none 
18. .155 
4359. .4 
7426. .7 
11899. . 
16855. . 



0 03.0310.C8.o2.tc 



Seq. ID 
Strand 
.End 

_ Method 

End 
Score 

, 69. .155, 163. .270, 186. .272, 
493, 4523. .4603, 6520 
563, 7591.. 7689, 9317 



OJ000350 03. 0310. C8 



31,605 

TBLASTX: Cress 
17259 
47 

3901. .4122, 4358. .4492, 
6768, 6575.. 6754, 6877.. 7077, 
9565, 11366. . 11560, 1137 1 .. 1.1568 , 



12036, 12064. .12162, 16597, 
17061, 17125. . 17259 



16797, 16667. . 16789, 



45654 



Seq. No. 44551 Seq. ID 

Gene No. 93915 Strand 

Start 30530 End 

Name OJ000350JD3 . 0310 . C8 . 06 . ts Method 

Start . 18 End 

GI none Score 
Exons 



OJ000350_03.0310.C8 
31605 

TBLASTX : Soybean 

25934 

56 



18. .197, 177. .278, 4358.-4543, 7417. .7578, 7585. .7686, 
11863. .12084, 12058. .12159, 16813 17061, 17119 17259, 
25683. .25769, 25875. .25934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44551 
93915 
30530 

OJ000350_03. 
32 

none 

32.. 226, 36. 
1014. .1070, 



0310.C8.o2.tm 



3901. . 
4935. . 
6874. . 
7711. . 
9347. . 
11626; 
12260. 
16597. 



4146, 

4991, 

7074, 

7836, 

9565, 

.11703 

. 12427 

.16905 



17119. . 17259 



Seq. ID OJ000350_03.0310.C8 
Strand 

End 31605 
Method TBLASTX : Maize 
End 17259 
Score 151 
.272, 39. .278, 40 . . 279, . 861 . . 923, 906. .'974, 
3161.. 3268, 3266'. .3409,' 3318. 
4210, 4192. .4233, 4379. 
5045, 6515.. 6754, 6520. 
7161, 7445. .7687, 7447. 
7836, 7840. .7869, 9314. 
11366. .11596, 11371. .11619,- 11371. .11619,. 
, 11920. .12159, 11921. .12160, 11 97 9 .. 121 61 , 
, 12265. .12435, 15800 15925, 16597 .. 16662, 
, 16655. .16885, 16951 1707 6, 17 009 .. 17068 , 
, 17135. .17248 



4043 
5001 
6877 
7744 



3410, 3901. .3990, 

.4603, 4380. .4604, 

.6768, 6553. .6771, 

.7686, 7459.-7698, 

.95.65, 9321.. 9560, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44551 Seq. ID 

93915 Strand 

30530 End 

OJ000350_03.0310.C8 .o3.ts Method 

3161 End 

none Score 



OJ000350_03.0310.C8 
31605 

TBLASTX: Soybean 

16797 

65 



3161. .3262, 3260. .3409, 3901. .4119, 6523. .6768, 6587. .6754, 
6877.. 7200, 9320.. 9565, 9362.. 9562, 1137 1 .. 11583, 1137 1 . .-11583, 
11384 . .11596, 15812. .15925, 16597 .. 167 97 , 16667. .16789 



Seq. No. 44551 

Gene No. 93915 

Start 30530 

Name OJ000350_03 . 0310 . C8 . o3 . tw 

Start 3904 

GI none 
Exons 



Seq. ID OJ000350_03.0310.C8 
Strand 

End 31605 

Method TBLASTX : Wheat 

End 16845 

Score 58 



3904. .3942, 3952. .4092, 4187. .4204, 6877. .6936, 6919. 
6932.. 7003, 6946. .7143, 11422 .. 1 1562, 11423 .. 11560, 
16666. . 16845, 16667 .. 16789 



.7209', 



Seq. No. 44551 Seq. ID 

Gene No. 93915 Strand 

Start 30530 End 

Name OJ000350_03 . 0310 . C8 . o4 . tm Method 

Start 19233 -End 

GI none Score 
Exons 



OJ000350_03.0310.C8 
31605 

TBLASTX: Maize 

22193 

161 



19233. .19358, 19238. .19348, 19838. .19918, 1984 9. .19923, 
19851. . 19919, 20525. .20596, 20527. .2057 7, 21012 .. 21104 , 



45655 






lIUIZ . 


91 1 04 


91 1 ft 9 

Z X X O Z 


91 IClA 


911ft"} 919 
Z X XO J . . Z X Z 


t=7 91 1 ft t; 
J / , Z X X 0 J 


. . z IjZo , 




21609. 


.21710, 


21632 


9 1 7^0 


9 1 fi?4 917 
Z X O J 4 . .ZX / 


J J , Z X OO / 


917 11 
• . Z X / X X , 




21823. 


.21903, 


21843 


91 Q09 

. • Z X .7 U Z , 


9907 ft 9 91 
ZZU/O. .zzx 


fi7 990ft^ 
Off z z u 0 0 


991 Q'} 


O Kf r\ 

o6q . viO , 


44551 








Seq. ID 


OJ000350 


m nun 

Uj. UjIU 


bene iNO . 


^93915 








Strand - 






Start ' 


30530 








End 


31605 




Name 


OJ000350 03. 0310. C8 . 


.o7 . ts 


Method 


TBLASTX: 


Soybean 


JLdlL 


19238 








End 


21268 




r T 


none 








Score 


91 




Exons 


19238. 


.19348, 


19239, 




19851. .19919, 20527 


9 n R7 7 
. . z u o / / , 




20531. 


.20569, 


21012, 


91 1 04 

> * Z X X U 4 , 


21013. .21075, 21182 


9 1 9 £ft 

. . z X/Z Do , 




21182. 


.21268 












o e q . in o . 


44551 








Seq. ID 


OJ000350 


0^ o^i n 


bene lno . 


93915 








Strand 






Otait 


30530 








End 


31605 




Name 


OJ000350 03. 0310. C8. 


. o4 . tc 


Method 


TBLASTX : 


Cress 


Start 


19851 








End 


22139 




P T 
bl 


none 








Score 


68 




L ' /-v C> 

Lxons 


19851. 


.19919, 


20527. 


9 n c 7 7 


20537. .20569, 21012 


9 1 1 n a 

. .ZXXUfl, 




21182. 


.21298, 


21182. 


91 "304 


21199. .21300, 21612 


91710 
. . Z X / X U , 




21635. 


.21730, 


21637. 


91711 
. . Z X / X X , 


21823. .21900, 21843 


. .21899, 




22086. 


.22139 












oeq. in o . 


44551 








Seq. ID 


OJ000350 


Uj . UJIU 


bene ino . 


93915 








Strand 






o car u 


30530 








End 


31605 




Name 


OJ000350 03. 0310. C8. 


. o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


21855 








End 


22701 


bl 


none 








Score 


73 




Exons 


21855. 


.21902, 


21856. 


91 QO'* 


22078. .22167, 22083 


9 9 1 ft 1 

. . Z Z X 0 X , 




22155. 


.22265, 


22177. 


999 R4 
. . Z Z Z J ** , 


22204. .22284, 22360 


9 9/107 
. . Z Z fl U / , 




22362. 


.22412, 


22505. 


. . Z Z 3 D *± , 


22506. .22565, 22650 


9 9700 
. . Z Z / U U , 




22654. 


.22701 












oeq. in o . 


44551 








Seq. ID 


OJ000350 


no mi 0 
Uj . UjIU 


bene lno . 


93915 








Strand 








30530 








End 


31605 




Name 


OJ000350 03. 0310. C8. 


, o3 . tm 


Method 


TBLASTX : 1 


Maize 


Start 


22197 








End 


22809 




b X 


none 








Score 


81 




rjXorib 


22197. 


.22265, 


22198. 


99 9 R4 
. ZZ Z J 4 , 


22201. .222 


84, 22202 


9 9 9 ft c; 
. . z zz 0 0 , 




22202. 


.22294, 


22203. 


99 9 Q9 
. Z z Z ^ Z , 


22360. .224 


10, 22362 


9 9 4 O Q 
. . Z Z 4 U r , 




22.496. 


.22564, 


22497. 


. Z Z 3 0 :? , 


22508. .225 


67, 22650 


. .22712, 




22651. 


.22713, 


22752. 


99ft Oft 
. Z Z 0 U O , 


22753. .228 


09 




oeq . jno . 


44551 








Seq. ID 


OJ000350 


Uj.UjIU 


Gene No. 


93915 








Strand 






Start 


30530 








End 


31605 




Name 


OJ000350 03. 0310. C8. 


o2 . ts 


Method 


TBLASTX:: 


Soybean 


Start 


27525 








End 


28703 


GI 


none 








Score 


44 




Exons 


27525. 


.27590, 


27668. 


.27781, 


27669. .278 


00, 27825 


. .28031, 




27980: 


.28030, 


28518. 


.28703, 


28595. .287 


02 




Seq. No. 


44551 








Seq. ID 


OJ000350_ 


_03.0310 



45656 



Gene No. 


93915 


Strand 






Of >~ 4- 


-arisen 


Cjna 


J 1 DUO 




Name 


UUUUUjDU Uj.UjIU.LO.Oj.IC 


i v jei-noa 


•POT A C T V • f"' -v- ^ o o 

i Dii/\b 1 a : Lie s s 




o l3.IT L 




Lna 


Z 0 U j 4 




bl 


none 


Score 


Q R 

y 0 




Exons 


OTCQfi 977Q7 OlOOp Opn"5/| 








beq . NO . 


4^ JJl 


Seq. ID 


OJ000350_03.0310 


pp. 

. LO 


Gene No. 


93915 


Strand 






Start 


30530 


End 


31605 




Name 


ujuuuj ju Uj.ujiu.uo.oj.tni 


Method 


TBLASTX: Maize 




btart 


01 QC1 

z 1 yoi 


End 


29282 




C T 

bl 


none 


Score 


87 




tiXons 


otqm OQfi/lQ 9ftQ4Q 9QnftQ 

z / ^ ji . . z 0 U4 y , z 0 y 4 y . . zyuoi?/ 


28950. .29189, 28959 29171, 






9 Q9 1 1 OQOQO 








beq. NO. 


ft 4 00 1 . 


Seq. ID 


OJ000350_03.0310 


. Lo 


Gene No. 


93915 


Strand 






Start 


30530 


'End 


31605 




Name 


UJUUU jjU u 0 . U j 1 u . bo . oz . tw 


Method 


TBLASTX: Wheat 




otart 


9Q7 Q/l 

zo / y4 


End 


29207 




GI 


none 


Score 


82 




Exons 


9Q7Q/I OQpcQ OQQcri 9QH9/1 

zo / y4 . . zoooy, zoyou . . zyuz4 , 


28961. .29029, 2 9018 .. 2 9095, 






9QH1Q 9 Q9 H7 9QH1Q 9 Q1 1 7 

z yu 1 y . . z yz u / , zyuiy..zyn/ 








Seq. No. 


44551 - 


Seq. ID 


OJ000350_03.0310 


.C8 


Gene No. 


93915 


Strand 






bt,ar u 


jUj jU 


End 


31605 




Name 


ninnm^n m n^in ro ^0. 
UJUUUjjU Uj.UjIU.Lo.Oj.lC 


Method 


TBLASTX: Cress 




Start 


Zo y ou 


End 


29285 




bl 


none 


Score 


312 




Exons 


OQQcn oqoqc; 9QQ7H 9QHQ9 

zoyou .. zyzoo, zoy/u..zyuyz 








Seq. No. 


44551 


Seq. ID 


OJ000350_03.0310 


.C8 


Gene No. 


93915 


Strand 






o rar u 


on con 
J U J J U 


End 


31605 




Name 


UuUUUjjU Uj.UjIU.Lp.Oj.HS 


Method 


TBLASTX: Soybean 




btart 


zoyou 


End 


29102 




bl 


none 


Score 


213 




Exons 


zoyou . .zyiuZ/ zoy/u. .zyuyz 








beq . jno . 


/I /I R R 1 
4 4 001 


Seq. ID 


OJ000350_03.0310 


. Lo 


bene ino . 


y j y 10 


Strand 






Cf 3 v-+- 

ol art- 


30530 


End 


31605 




Name 


OJ000350 03.0310.C8.ol0.gp 


Method 


AAT/GAP 




Start 


30530 


End 


31300 




GI 


8546 2.R1084 


Score 


1183 . 




Exons 


30530. .31300 








GI Descrip. 


, 5091520/dbj IBAA78755.il 4. 


0e-59 (AB023482) ESTs 






AU058081 (E30812) , AU058365 (E50679) , AU030138 (E50679) correspond 




to a region of the predicted gene.; Similar to Spinacia 


oleracea 




mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa] 1 


Seq. No. 


44551 


Seq. ID 


OJ000350_03. 0.310 


.C8 


Gene No. 


93915 


Strand 






Start 


30530 


End 


31605 




Name 


OJ000350 03.0310.C8.ol.tm 


Method 


TBLASTX: Maize 





45657 



Start 
GI 

Exons 



30745 End 31522 

none Score 357 

30745. .31059, 30755 .. 31129, 31057 .. 31521, 31058 .. 31207 , 

31249. .31320, 31259.. 31522 



Seq. No. 44551 Seq. ID 

Gene No. 93915 Strand 

Start 30530 End 

Name OJ000350_03 . 0310 . C8 . o9 . gs Method 

Start 30760 End 

GI none Score 

Exons 30760. .31512 



OJ000350_03.0310.C8 

31605 
GENSCAN 
31512 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



44551 Seq. ID OJ000350JD3 . 0310 . C8 

93915 Strand 

30530 End 31605 

OJ000350_03.0310.C8.o6.np Method AAT/NAP 

30763 End 31512 

5091520 Score 1264 

30763. .31512 

(AB023482) ESTs AU058081 (E30812 ) , AU058365 (E5067 9) , 
AU030138 (E50679) correspond to a. region of the predicted gene.; 
Similar to Spinacia oleracea mRNA for proteasome 37kD 
subunit . (X96974) [Oryza sativa] 

OJ000350 03. 0310. C8 



44551 Seq. ID 

93915 Strand 
30530 End 
OJ000350_03. 0310.C8 .ol.tc Method 
30766 End 
none Score 

30766. .30843, 30767 3084 4 , 30856 .. 31512 , 30857 

31259. .31369, 31424. .31513 



31605 

TBLASTX: Cress 
31513 
55 

31207, 



OJ000350 03. 0310. C8 



Seq. No. 44551 • Seq. ID 

Gene No. 93915 ' Strand 

Start" 30530 * End 

Name ^ OJ000350_03 . 0310 . C8 . ol . ts Method 

Start 30856 End 

GI none Score 

Exons 30856. .30948, 30857 .. 30940, 3094 9 .. 31512 , 30950 .. 31207, 
31259. .31513 



31605 

TBLASTX : Soybean 

31513 

78 



Seq. No. 44551 

Gene No. 93915 

Start 30530 

Name OJ000350_03 . 0310 . C8 . ol . tw 

Start 30884 

GI .. none 

Exons 30884. .31207, 30886 .. 31302, 
31426. .31521, 31427. .31522 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_03.0310.C8 
31605 

TBLASTX: Wheat 

31522 

436 



31249. .31302, 31259 .. 31303, 



Seq. No. 44.551 Seq. ID 

Gene No. 93915 Strand 

Start 30530 ■ End 

Name OJ000350_03 . 0310 . C8 . oil . gp Method 

Start 31249 End 



OJ000350_03.0310.C8 

31605 

AAT/GAP 

31605 



45658 



GI 31845_2.R1084 Score 676 

Exons 31249. .31605 

GI Descrip. f 5091520/dbj | BAA78755 . 1 | 1.0e-27 (AB023482) ESTs 

AU058081 (E30812:) ,AU058365 (E50679) , AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37 kD subunit. (X96974) [Oryza sativa] ' 

Seq. No. 44552 Seq. ID OJ000350_03 . 0310 . C9 

Gene No. 93916 Strand 

Start 673 End 1265 

Name OJ000350_03 . 0310 . C9 . ol . gp Method AAT/GAP 

Start 673 End 1265 

GI 10341_1.R1084 Score 504 

Exons 673.. 948, 1242.. 1265 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115__17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
•'permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44553 
93917 
8345 

OJ000350_03. 0310. C10. ol.np 

8345 

7436042 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8345. .8597, 9992. .10566, 10708 11087 , 
11362. .11692, 11825. . 12235, 12319 .. 12378 , 12475. .12678 
inorganic pyrophosphatase (EC 3.6.1.1), H+-translocating, 
vacuolar membrane (clone 0VP2-) - rice gi 1 1747296 | dbj | BAA08233 . 1 1 
(D45384) vacuolar H+-pyrophosphatase [Oryza sativa] 
gi|3298476|dbj IBAA31524.il (AB012766) ovp2 [Oryza sativa] 



OJ000350_03. 0310. C10 

+ . 

13006 
AAT/NAP 
12678 
3653 

11190. .11276, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44553 
93917 
8345 

OJ000350_03. 0310. C10. o4.gs 

8345 

none 



Seq. ID OJ000350_03. 0310. C10 

Strand + 

End 13006 

Method GENSCAN 

End 12681 

Score .87 



8345. .8705, 9992. .10566, 10708 .. 11087, 11190 .. 1127 6, 
11362. .11692, 11825. .12235, 12319 .. 12378 , 12475. .12681 



Seq. No. 44553 Seq. ID 

Gene No. 93918 Strand 

Start 5247 End 

Name OJ000350J33 . 0310 . C10 . o3 . gs Method 

Start 5247 End 

GI none Score 

Exons 5247.. 5416, 7541.. 7565 



OJ000350_03. 0310. C10 

7565 
GENSCAN 
7565 ~ 
.63''*'' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44553 
93919 
13693 

OJ000350_03. 0310. C10. o5.gs 

13693 

none 



Seq. ID OJ000350_03. 0310. C10 
Strand 

End 16620 

Method GENSCAN 

End 16397 

Score .98 



13693. .14034, 14 136 .. 14235, 14489 .. 14 614 , 14691 .. 14880, 



45659 




14994. .15227, 15529 157 12 , 1577 9 15962 , 16048. .16397 





Seq. No. 


A A c; c o * 
4 4 DO O 


Seq. ID 


OJ000350_03.0310. 


pi n 

LIU 




Gene No. 


93919 


Strand 








Start 


13693 


End 


16620 






Name 


UJUUUjjU Uj . UjIU . LIU . o/. . np 


Method 


AAT/NAP 






Start 


i Joy o 


-End 


16340 






GI 


DDD^zy / 


Score 


1058 






Exons 


1 Joy 0 . . 14U J4 , 141 Jb I^jj, 


1448 9. .14 614, 14 691 14 880, 








1 4 y y 4 . . lz>£.£ i , loozy . . loo / / , 


15779. .15962, 16048. .16084, 








1 olo^ . .1 oJ4 U 










GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


4 4 0 0 4 


Seq. ID 


OJ000350_03.0310. 


PI 1 
bl 1 




Gene No. 


y jy^u 


Strand 


+ 






Start 


1 Q 

lo 


End 


290 






Name 


ojuuuoou Uo . u jiu . bii . oi . gs 


Method 


GENSCAN 






o tart 


1 ft 

1 o 


End 


290 






GI 


none 


Score 


.99 






Exons 


18. .290 










Seq. No. 


4 4004 


Seq. ID 


OJ000350_03.0310. 


bl 1 




Gene No. 


n *3 n o 1 

y J9zi 


Strand 


+ 






Start 


yi /o 


End 


13727 




hi 


Name 


OJUOOJoU 03 . 0 310 . Cll . o4 . gs 


Method 


GENSCAN 






Start 


• y l / o 


End 


10935 




?! i 


GI 


none 


Score 


1 




r ™h 


Exons 


9175. .10935 










Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310. 


Cll 




Gene No . 


93921 


Strand 


+ 




ry 


Start 


9175 


End 


13727 






Name 


OJ000350 03.0310.Cll.o2.np 


■ Method 


AAT/NAP 




s 


Start 


917 9 


End 


13727 






bl 


6957728 


Score 


905 




-.J 


Exons 


9179. .9639, 9706. .10094, 10159 108 98 , 


13683. .13727 






GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 






beq. No. 


44554 


Seq. ID 


OJ000350_03.0310. 


bi i 


5s =r 


Gene No . 


93922 


Strand 


+ 




f 1 


Start 


15415 


End 


15804 






Name 


OJ000350 03.0310.Cll.o3.gp 


Method 


AAT/GAP 






Start 


15415 


End 


15804 






GI 


none 


Score 


776 






Exons 


15415. .15804 










Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310. 


pi i 
bl l 




Gene No. 


93923 


Strand 


+ 






Start 


22292 


End 


22598 






Name 


OJ000350 03.0310.Cll.o6.gs 


Method 


GENSCAN 






Start 


22292 


End 


22598 






GI 


none 


Score 


.57 






Exons 


22292. .22483, 22524. .22598 










Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310. 


Cll 




Gene No. 


93924 


Strand 


+ 






Start 


28461 


End 


28538 





45660 



Name OJ000350_03 . 0310 . Cll . o4 . gp Method AAT/GAP 

Start 28461 End 28538 

GI 5867_1.R1084 Score 88 

Exons 28461.. 28538 

GI Descrip. 1 4 64 98 6/sp I P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis . 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44554 Seq. ID 

93925 Strand 

1858 End 
OJ000350_03 . 0310 . Cll . o2 . gs Method 

1858 End 

none Score 

1858. .2089, 2795. .3684, 4766. .4849 



OJ000350_03. 0310. Cll 

4849 
GENSCAN 
4849 
.71 





Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310 


.Cll 




Gene No. 


93925 


Strand 








Start ' 


1858 


End 


4849 




•x a? 


Name 


OJ000350 03.0310.Cll.ol.np 


Method 


AAT/NAP 




^ X? 


Start 


1861 


End 


4637 




.3 ££■ 

: i : 


GI 


6730730 


Score 


1490 




E j_| 


Exons 


1861. .2338, 2795. .3684, 4308 


. .4637 






£3 


GI Descrip. 


(AC018849) nodulin-like protein [Arabidopsis thaliana] 






Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310 


.Cll 




Gene No. 


93926 


Strand 






F i : 


Start 


6199 


End 


7986 




B 


Name 


OJ000350 03-0310. Cll. o3.gs 


Method 


GENSCAN 






Start 


6199 


End 


7986 






GI 


none 


Score 


.58 






Exons 


6199. .6323, 6818.. 6965, 7139 


..7282, 7879. .7986 




E 


Seq. No. 


44554 


Seq. ID 


OJ000350_03.0310 


.Cll 


? ^ 


Gene No. 


93927 


Strand 








Start 


14313 


End 


20657 






Name 


OJ000350 03.0310.Cll.o5.gs 


Method 


GENSCAN 






Start 


. 14313 


End 


20657 






GI 


none 


Score 


.61 






Exons 


14313. .14480, 14584. . 14715, 


15882. . 16362, 1 6757 16953, 





17555. .17755, 1837 6 .. 18471, 18973 ... 19056, 1 934 0 .. 1 9547 , 
19895. .19931, 20336 .. 204 19, 20597. .20657 



Seq. No. 44554 < Seq. ID OJ000350_03 . 0310 . Cll 

Gene No. 93927 Strand 

Start 14313 End 20657 

Name OJ000350_03 . 0310 . Cll . o3 . np Method AAT/NAP 

Start 15792 End 17704 

GI 4874313 Score 719 

Exons 15792. .16362, 16757 .. 16953, 17555 .. 17704 

GI Descrip. (AC006053) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



45661 



Seq. No. 44554 
Gene No. 93928 
Start 23865 

Name OJ000350_03 . 0310 . CI 1 . o7 . gs 

Start 23865 
_GI none 
Exons 23865, 

27047. 

28765. 



,23947, 25303. 
,27202, 27748. 
.29073 



25437, 
27888, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_03.0310.C11 

29530 
GENSCAN . 
29073 
.76 



25945. .26148, 2687 1 2 6939, 
27921. .28019, 28181 .. 28250, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44554 Seq. ID 

93928 Strand 

23865 End 

OJ000350_03.0310.Cll.o4 .np Method 

24718 End 

6815072 Score 
24718. .24900, 29468. .29530 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ000350_03.0310.C11 

29530 
AAT/NAP 
29530 
293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 03.0310.C11 



44554 
93928 
23865 

OJ000350_03.0310.Cll.o5.np 
24900 
4432858 

24900. .25776, 25865. 
27773. .27813 

(AC006300) putative disease resistance protein [Arabidopsis 
thaliana] 



29530 
AAT/NAP 
27813 
461 



26174, 26824. .26932, 27037 .. 27239, 



Seq. No. 44554 

Gene No. 93929 

Start 29934 

Name OJ000350_03 . 0310 .Cll.o5.tm 

Start 2764 

GI none 

Exons 2764.. 3012, 2781.. 3041, 2794, 
3029. .3073 



Seq. ID OJ000350_03.0310.C11 
Strand 

End 31733 

Method TBLASTX : Mai ze 

End 3102 

Score 108 

.3042, '2870. .3040, 3010.. 3102, 



Seq. No. 44554 

Gene No. 93929 

Start 29934 

Name OJ000350_03 . 0310 . Cll . 06 . tc 

Start 3502 

GI none 

Exons 3502.. 3684, 3503.. 3676, 4305. 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

End 31733 

Method TBLASTX : Cress 

End 4694 

Score 135 
.4694 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



44554 
93929 
29934 

OJ000350_03. 0310. Cll. o2.tw 

10006 

none 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

End 31733 

Method TBLASTX: Wheat 

End 10238 

Score 64 . 



10006. .10044, 10063. .10236, 10083. .10238 

44554 Seq. ID OJ000350 03. 0310. Cll 



45662 



Gene No. 93929 Strand 

Start 29934 End 

Name OJ000350_03 . 0310 . Cll . o7 . tm Method 

Start 10125 End 

GI none Score 

Exons 10125. .10262, 1012 6 .. 10263, 10138 10266, 10327 .. 10443, 
10329. .10442 



31733 

TBLASTX: Maize 

10443 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44554 
93929 
29934 

OJ000350_03. 0310. Cll. o7. ts 
10645 
none 

10645. .10905, 10647. .10751, 10785.. 10898 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

31733 

TBLASTX : Soybean 
10905 
220 



End 

Method 

End 

Score 



44554 
93929 
29934 

OJ000350_03. 0310. Cll. 

15796 

none 

15796. .15897, 15798.. 
16754 . .16801 

44554 
93929 
29934 

OJ000350_03. 0310. Cll. 

15807 

none 

15807. .15887, 15864.. 

44554 
93929 
29934 

OJ000350_03. 0310. Cll, 

15807 - 

none 

15807. .16160, 15954. . 

44554 
93929 
29934 

OJ000350_03. 0310. Cll. 

15942 

none 

15942. .16238, 15945.. 
16834 . .16965, 16847.. 



ol . tm 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

End 31733 

Method TBLASTX: Maize • 

End 16801 

Score 82 



15890, 15867. . 16373, 15885 16367 , 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

End 31733 

ol.tw Method TBLASTX: Wheat 

End 16055 

Score 120 
16055, 15886. .16053, 15888. .16055 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

31733 

TBLASTX: Cress 
16373 
77 



End 

Method 
End 
Score 



o3 . tc 

16160, 16131. . 16367, 16131. .16373 



ol.ts 



16373, 
16954 



Seq. ID OJ000350JD3. 0310. Cll 
Strand 

End 31733 

Method TBLASTX : Soybean 

End 16965 

Score 174 
16276. .16365, 16751 .. 16798 , 



44554 
93929 
29934 

■OJ000350_03.0310.Cll.o6.tm 
17552 
none 

17552. .17755, 17553 .. 17777 , 17553. .17756 



Seq. ID OJ000350_03. 0310. Cll 
Strand 

End 31733 
Method . TBLASTX: Maize 
End 17777 
Score 234 



45663 




Seq. No. 


44554 






Seq. ID 


OJ000350 


_03.0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






. End 


31733 






Name 


OJ000350 03.0310.C11 


.08. ts 


Method 


TBLASTX: 


Soybean 




Start 


17552 






End 


17755 






GI 


none 






Score 


127 






Exons 


17552. 


.17731, 17552. 


. 17716, 


17708 . . 177 


55 






Seq. No. 


44554 






Seq. ID 


OJ000350 


J33.0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






End 


31733 






Name 


OJ000350 03.0310.C11 


.06. ts 


Method 


TBLASTX: 


Soybean 




Start 


24899 






End 


26140 






GI 


none 






Score 


80 






Exons 


24899. 


.24964, 24983. 


. 25102, 


25115. .25573, 25115 


. . 25522, 






25115. 


.25522, 25187. 


. 25498, 


25187. .25429, 26009 


. .26140 




Seq. No. 


44554 






Seq. ID 


OJ00*0350 


_03 . 0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






End 


31733 






Name 


OJ000350 03.0310.C11 


,o5.tc 


Method 


TBLASTX: 


Cress 




Start 


24926 






End 


26149 






GI 


none 






Score 


.81 






Exons 


24926. 


.25111, 24968. 


. 25135, 


24974". .25120, 25100 


. .25138, 






25104 . 


.25379, 25109. 


. 25225, 


25109. .25453, 25112 


. . 25513, 






25115. 


.25522, 25115. 


. 25513, 


25187. .25522, 25187 


. . 25525, 






25187. 


.25369, 25187. 


. 25525, 


25190. .25525, 25190 


. .25525, 






25259. 


.25528, 25538. 


. 25600, 


25673. .25831, 25697 


. .25825, 






25982. 


.26149, 26003. 


.26119, 


26009. .26137 






Seq. No. 


44554 






Seq. ID 


OJ000350 


_03.0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






End 


31733 






Name 


OJ000350 03.0310.C11 


. 08 . tm 


Method 


TBLASTX:! 


Maize 




Start 


25101 






End 


26137 






GI 


none 






Score 


58 






Exons 


25101. 


.25226, 25109. 


. 25225, 


25115. .25552, 25115 


. .25522, 






25187. 


.25513, 25260. 


. 25346, 


25280. .25525, 25421 


. . 25525, 






25550. 


.25675, 26003. 


.26119, 


26009. .26137 






Seq. No. 


44554 






* Seq.* ID 


OJ000350 


_03.0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






End 


31733 






Name 


OJ000350 03.0310.C11 


.o6.np 


Method 


AAT/NAP 






Start 


29919 






End 


31733 






GI 


4586068 




Score 


582 






Exons 


29919. 


.30215, 30267. 


. 30451, 


31367. .317 


33 






GI Descrip. 


(AC006194) putative i 


membrane 


: transport 


er [Arabidopsis thaliana 


Seq. No. 


44554 






Seq. ID 


OJ000350 


_03.0310. 


Cll 


Gene No. 


93929 






Strand 








Start 


29934 






End 


31733 






Name 


OJ000350 03.0310.C11 


. 08 . gs 


Method 


GENSCAN 






Start 


29934 






End 


30451 






GI 


none 






Score 


.87 






Exons 


29934. 


.30451 













45664 



Seq. No. 


44554 




Seq. ID 


OJ000350_03.0310 


.Cll 


Gene No. 


m no o 

93929 




Strand 






Start 


2 9934 




End 


31733 




Name 


a ri i c a a a a A i A ✓-i 1 n 

OJ000350 03.0310.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


29940 




. End 


31412 




GI 


none 




Score 


321 




Exons 


a a a vi a A A >i c A A A A c A 

2994 0 .. 30452 , 29950. 


H A a r o 

. 304 68 , 


31350. .31412 




Seq. No. 


44554 




Seq. ID 


OJ000350_03.0310 


.Cll 


Gene No. 


A A A A A 

93929 




Strand 






Start 


29934 




End 


31733 




Name 


OJ000350 03.0310.C11 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


o r\ A A A 

2994 9 




End 


31412 




GI 


none 




Score 


273 




Exons 


A A A >l A A A /I C A A A A C A 

29949. . 30452, 29950. 


. 304 53, 


31362. .31412 




Seq. No. 


44554. 




Seq. ID 


OJ000350_03.0310 


.Cll 


Gene No. 


AAAAA 

93929 




Strand 






Start 


A A A A /I 

29934 




End 


31733 




Name 


/"XTAAAACA a a A A 1 A 1 1 

OJ000350_03 . 0310 . Cll 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


A A A A A 

29982 




End 


30443 




GI 


none 




Score 


296 




Exons 


AAAAA A A /I /I A A A A Jl A 

29982 3044 3, 30043. 


. 30435 








Seq. No. 


44555 




Seq. ID 


OJ000350_02.0314 


.C13 


Gene No. 


AAAAA 

93930 




Strand 


+ 




Start 


1 




End 


400 




Name 


OJ000350 02.0314. C13 


. ol . gs 


Method 


GENSCAN 




Start 


1 




End 


400 




GI 


none 




Score 


.54 




Exons 


1 11 AAA Jl A A 

1 . . 11, 289 . . 400 










Seq. No. 


A A C C C 

4 4 555 




Seq. ID 


OJ000350 02.0314 


.C13 


Gene No. 


93930 




Strand 


+ 




Start 


1 




End 


400 




Name 


/ATAAAACA AA A O T A /"■> T A 

OJ000350 02.0314.C13 


.ol.gp 


Method 


. AAT/GAP 




Start 


51 




End 


362 




GI 


t T C A A "1 nlAA/l 

17582 1.R1084 




Score 


565 




Exons 


ri A A 

51 . .362 










GI Descrip. 


1 ylCAA/IAVI / T 1 7\ 7\ r\ A ylAAA 

, 4582434/gb| AAD2 4 820 


. 1|AC007196_6 l.Oe 


-41 (AC007196) unknown 




protein [Arabidopsis 


thaliana] 1 






Seq. No. 


.44555 




Seq. ID 


OJ000350__02.0314 


.C13 


Gene No. 


93931 




Strand 






Start 


275 




End 


790 




Name 


OJ000350 02.0314.C13 


. ol . np 


Method 


AAT/NAP 




Start 


275 




End 


790 




GI 


4582434 




Score 


85 




Exons 


275. .361, 704. .790 










GI Descrip. 


(AC007196) putative snRNP splicing factor [Arabidopsis 


thali<i 


Seq. No. 


44556 




Seq. ID 


OJ000350_02.0314 


".CIS 


Gene No. 


93932 




Strand 






Start 


320 




End 


11833 




Name 


OJ000350 02.0314.C15 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


296 




End 


4859 





45665 



GI 

Exons 



none Score 48 

296. .343, 4651. .4728, 4659. .4700, 4707. .4859, 4717. .4845, 
4722. .4850 



Seq. No. ' 44556 

Gene No. 93932 

Start 320 

Name OJ000350_02 . 0314 . C15 . ol . gs 

Start 320 

GI none 
Exons 



Seq. ID OJ000350_02.0314.C15 
Strand 

End 11833 

Method GENSCAN 

End 11833 

Score .59 



320. .1367, 2116. .2159, 2678. .2825, 2923. .3184, 4106. .4216, 
4607. .4697, 4859. .5147, 5417. .5707, 6216. .6495, 7112. .7159, 
10852. .10966, 11300 .. 11379, 11548. .11833 



Seq. No. 44556 

Gene No. 93932 

Start 320 

Name OJ000350_02 . 0314 . C15 . o2 . tc 

Start 725 

GI none 
Exons 



Seq. ID OJ000350_02.0314.C15 
Strand 

End 11833 

Method TBLASTX : Cress 

End 5673 

Score 65 



725. .892, 905. .970, 983. .1039, 1076. .1318, 4910. .5092, 
5277. .5351, 5365. .5457, 5369.-5467, 5506. .5673, 5564. .5653 



Seq. No. 44556 

Gene No. 93932 

Start 320 

Name OJ000350_02 . 0314 . C15 . o2 . ts 

Start 819 

GI none 
Exons 



Seq. ID OJ000350_02.0314.C15 
Strand 

End 11833 

Method TBLASTX : Soybean 

End 5799 

Score 100 



819. .971, 821. .970, 981. .1037, 1043. .1234, 1161. .1244, 
1235. .1309, 1251. .1310, 5280. .5321, 5368. .5430, 5542. .5655, 
5660. .5677, 5770. .5799 



Seq. No. 44556 

Gene No. 93932 

Start 320 

Name OJ0003?50_02 . 0314 . C15 . o3 . tm 

Start 896 

GI none 
Exons 



Seq. ID OJ000350_02 .0314 .C15 
Strand 

End 11833 

Method TBLASTX : Mai ze 

End 5689 

Score 129 



896. .976, 1068. .1235, 1076. .1234, 1235. .1348, 1260. .1349, 
5274. .5324, 5369. .5494, 5377. .5514, 5476. .5655, 5582. .5656, 
5610. .5654, 5645. .5689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



44556 
93932 
320 

OJ000350_02.0314.C15.ol.np 

1064 

7428022 



Seq. ID OJ000350_02.0314.C15 
Strand 

End 11833 

Method AAT/NAP 

End 5687 

Score 902 



1064. .118-2, 2243. .2429, 2678. .2825, 2923. .3157, 3444. .3656, 
3755.. 3885, 4430.. 5687 

S-receptor kinase (EC 2.7.1.-) KIK1 precursor - maize 
gi|2735017|gb|AAB93834.1| (U82481) KI domain interacting kinase 
1 [Zea mays] 



Seq. No. 
Gene No. 



44556 
93932 



Seq. ID OJ000350_02.0314.C15 
Strand 



45666 




Start 


320 








End 


11833 


Name 


OJUUU35U 02 


ATI A 

. 0314 


. C15 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


O O O Q 

zzo 9 








End 


3668 


GI 


none 








Score 


' 70 


Exons 


O O O A OyllT 

22b y . . 2 4 17 , 


O A A 

2699 


. .2767 , 


0 ~i *~ 0 
27 68 . 


.2821, 2883.. 3086, 2923.. 3018, 




z yzo . . oidz f 


J4 4 O 


OC Q1 

. . 3oy 1 , 


"3 A A a 

34 4 y . 


.3595, 3579.-3668, 3580.. 3657 


Seq. No. 


A A CL c a 








Seq. ID 


OJ000350_02.0314.C15 


Gene No. 


93932 








Strand 


- 


Start 


320 








End 


11833 


Name 


UJUUUJOU U2 


A *3 1 /l 

.0314 


. C15 . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 fZo 








End 


3137 


GI 


none 








Score 


58 


Exons 


Z i Z3 . . 2 / b / , 


O "7 "7 A 

Z 1 1 4 


. . 282 4 , 


O T T C 

2 / /5 . 


.2825, 27J 


B4..2825, 2885. .3025, 




OQ1Q "3-1-3-7 

z y ± y . . oio / , 


zyzo 


"3 1 *3 A 
. . Olo4 , 


O A O O 

2 938 . 


.3135 




Seq. No. 


4 4 jj 0 








Seq. ID 


OJ000350_02.0314 .C15 


Gene No.. 


93932 








Strand 




Start 


320- 








End 


11833 


Name 


/^taaaoca no 
UJUUUJOU Uz 


A O 1 / 

.0314 


. 015 . Ol 


. t S 


Method 


TBLASTX : Soybean 


Start 


on n a 








End 


3522 


GI 


none 








Score 


74 


Exons. 


z / /4 . . 2824 , 


2775 


. . 2825 , 


28 92 . 


.3140, 2923.. 3009, 2924.. 3088., 




O O O E O 1 C O 

Z yzo . . J lbz , 


3061 


. .3147, 


3448 . 


.3522 




Seq. No. 


44556 








Seq. ID 


OJ000350_02.0314.C15 


Gene No. 


93932 








Strand 




Start 


q 0 n 
32U 








End 


11833 


Name 


/-\taaa*3ca ao 
OJ0UU35U U2 


A O 1 /I 

. 0314 


. C15 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


O T T A 

Z I /4 








End 


3098 


GI 


none 








Score 


61 


Exons 


on/i 000/ 
z / / 4 . . zoz4 , 


Z 1 Id 


000c 
. .2825, 


000c 
2925 . 


.3092, 2925. .3098 


Seq. No. 


44556 








Seq. ID 


OJ000350_02.0314.C15 


Gene No. 


93932 








Strand 




Start 


320 








End 


11833 


Name 


r\ innm c a ao 
OJUUU35U Uz 


A O 1 /I 

.0314 


. C15 . o2 


. tw 


Method 


TBLASTX: Wheat • 


Start 


3099 , 








End 


3662 


GI 


none 








Score 


118 


Exons 


3099 . .314 3, 


3440 


0 c 0 n 

. .3580, 


3448. 


.3582, 3448. .3582, 3579. .3662, 




icon nrrn 

JooU . .0 bo / 












Seq. No. 


4 4 556 








Seq. ID 


OJ000350_02.0314.C15 


Gene No . 


93932 








Strand 




Start 


320 








End 


11833 


Name 


/"NTAAAOCA AO 

OJUUU35U Uz, 


A "3 1 A 
. U Jl 4 , 


. LID . Oz , 


. tm 


Method 


TBLASTX: Maize 


Start 


3448 








End 


3853 


GI 


none 








Score 


128 


Exons 


O A A 0 ocno 

3448 . . 3582 /; 


3452 , 


. . 3580, 


3454 . 


.3582, 3579. .3662, 3580. .3657, 




3 /55 . . 3853 












Seq. No. 


44556 








Seq. ID 


OJ000350_02 . 0314 . C15 


Gene No. 


93932 








Strand 




Start 


320 








End 


11833 


Name 


OJ000350 02, 


.0314. 


,C15.o3. 


. ts 


Method 


TBLASTX: Soybean 


Start 


3523 








End 


3853 


GI 


none 








Score 


61 



45667 



Exons 



3523.. 3582, 3524.. 3580, 3579.-3662, 3580.. 3657, 3755.. 3853 



Seq. No. 44556 Seq. ID OJ000350_02 . 0314 . C15 

Gene No. 93932 : Strand 

Start 320 End 11833 

Name OJ000350_02 . 0314 . C15 . o2 . np Method AAT/NAP 

.Start 4605 End 6157. 

GI 478421 Score 271 

Exons 4605.. 5747, 6023.. 6157 

GI Descrip. S-locus-specif ic glycoprotein precursor - rape 

gi 1 1076455 Ipir | | S42280 S-locus glycoprotein - rape gi|167170 
(L08608) S-locus glycoprotein [Brassica napus] gi 1904227 
(L10736) S-locus related glycoprotein [Brassica napus] 
gi 122858981 emb | CAA79734 | (Z21608) glycoprotein [Brassica napus] 





Seq. No. 


44557 


Seq. ID 


OJ000350_02.0314.C16 




Gene No. 


93933 


Strand 


+ 




Start 


11.852 


End 


12191 




Name 


OJ000350 02.0314.C16.ol.gp 


■ Method 


AAT/GAP 




Start 


11852 


End 


12191 




GI 


none 


Score 


621 




Exons 


11852. .12191 








Seq. No. 


4 4 557 


Seq. ID 


OJ000350_02.0314.C16 




Gene No. 


93934 


. Strand 


+ 


rn 


Start 


12116 


End 


14301 


F ; E 


Name 


OJ000350 02.0314. C16.o2.np 


Method 


AAT/NAP 




Start 


12116 


End 


12764 




GI 


7486797 


Score 


341 


— 


Exons 


12116. .12764 








GI Descrip. 


hypothetical protein M4I22. 


120 - Arabidopsis thaliana 


i y 




gi | 3269292 | emb | CAA19725 . 1 1 


(AL030978) putative protein 






[Arabidopsis thaliana] gi | 7269584 | emb | CAB79586 . 1 | (AL161566 






putative protein [Arabidopsis thaliana] 




% ■ H 


Seq. No. 


44557 


Seq. ID 


OJ000350_02.0314.C16 


s : 
F ~ 


Gene No. 


93934 


Strand 


+ 




Start 


12116 


End 


14301 


FT 


Name 


OJ000350 02.0314 .C16.o2.gp 


Method 


AAT/GAP 




Start 


12426 


End 


14301 




GI 


38389 1.R1084 


Score 


1768 




Exons 


12426. .12649, 12877 .. 13121, 


13283. .1332 


16, 13867. .14301 




GI Descrip. 


'4138722/emb|CAA70777 | 8 . Oe 


-30 (Y09590) 


hexose transporter 






[Vitis vinifera] 1 








Seq. No. 


44557 


Seq. ID 


OJ000350_02.0314.C16 




Gene No. 


93935 


Strand 


+ 




Start 


20541 


End 


24784 




Name 


. OJ000350 02.0314.C16.o2.gs 


Method 


GENSCAN 




Start 


' 20541 


End 


24784 




GI 


none 


Score 


.73 




Exons 


20541. .20750, 208 62 .. 21027 , 


21096. .21217, 22042. .22090, 






22374. .22456, 23423 .. 23520, 


23945. .24032, 24 1 64 . . 24280 , 






24443. .24784 








Seq. No. 


44557 


Seq. ID 


OJ000350_02.0314.C16 




Gene No. 


93935 


Strand 


+ 



45668 



Start 
Name 
Start 
GI 

Exons 



20541 End 24784 

OJ000350_02.0314.C16.o3.np Method AAT/NAP 

20553 End 24781 

4454484 Score 1324 

20553. .20750, 208 62 .. 20984 , 21089 .. 21217, 21428 21513, 

21809. .21926, 22030 .. 22090, 22374 .. 22456, 2294 9 .. 23016, 

23443. .23520, 2394 5 .. 24032 , 24164 .. 24280, 24443. .24781 



GI Descrip. (AC006234) putative diacylglycerol kinase [Arabidopsis thaliana] 



Seq. No. 44557 Seq. ID. 

Gene No. 93936 Strand 

Start 27424 End 

Name OJ000350_02 . 0314 . C16 . o3 . gp Method 

Start 27424 End 

GI 2311773 Score 

Exons 27424 . .27878 



OJ000350_02.0314.C16 
+ 

27878 
AAT/GAP 
27878 
741 



Seq. No. 44557 

Gene No. 93937 

Start 31838 

Name OJ000350_02 . 0314 . C16 . o5 . gs 

Start 31838 

GI none 

Exons 31838. .31920, 32105 32126, 
32633. .32684 



Seq. ID OJ000350_02.0314, 

Strand + 

End 32684 

Method GENSCAN 

End 32684 

Score . 62 
32231. .32336, 32'4*09. . 324 93, 



C16 



l Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44557 Seq. ID OJ000350_02 . 0314 . CI 6 

93938 Strand 

4318 , End 7539 

OJ000350_02.0314.C16.ol.np Method AAT/NAP 
4318 End 7539 

6630682 Score 348 

4318. .4525, 7486. .7539 

(AP000969) EST D227 16 (C1010 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815074 | dbj IBAA903.61.il (AP001080) EST D22716 (C1010) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

44557 Seq. ID OJ000350_02 . 0314 . CI 6 

93939 Strand 

25971 End 26255 

OJ000350_02.0314.C16.o4.np Method AAT/NAP 
25971 End 26255 

7228438 Score 196 

25971. .26255 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



44557 Seq. ID 

93940 Strand 

28741 End 

OJ000350_02 . 0314 . CI 6 . o4 . gs Method 

28741 End 

none Score 



OJ000350_02.0314 .CI 6 

31010 
GENSCAN 
31010 
.44 



28741. .29027, 30325 .. 30358 , 30774. .31010 



45669 



OJ000350 02.0314.C16 



Seq. No. ' 44557 Seq. ID 

Gene No. 93940 Strand 

Start 28741 End 

Name OJ000350_02 . 0314 . CI 6 . o5 . np Method 

Start 30741 End 

GI 7488223 Score 

Exons 30741.. 30992 

GI Descrip. probable wound-induced protein T9A4 . 6 

gil 3695408 | gb | AAC62808 . 1 | (AF096373) contains similarity to 
Solanum lycopersicum (tomato) wound-induced protein (GB:X59882) 
[Arabidopsis thaliana] gi | 4538956 | emb | CAB39780 . 1 | (AL049488) 
probable wound-induced protein [Arabidopsis thaliana] 
gi| 7267724 | emb | CAB78150.il (AL161517) probable wound-induced 
protein [Arabid 



31010 
AAT/NAP 
30992 
144 

Arabidopsis thaliana 





Seq. No. 


44557 






Seq. ID 


OJ000350_02.0314 


.C16 




Gene No. 


93941 






Strand 








OLdLl 


33403 






End 


35155 






Name 


OJ000350 02.0314.C16 


. OZ . LC 


Method 


TBLASTX: Cress 






oidri 


12151 






End 


12334 








none 






Score 


238 






HjXons 


12151. 


.12243, 121-52.. 




12274. .12318 




%J 


beq . ino . 


44557 






Seq. ID 


OJ000350_02.0314 


pi (Z 

. LI 0 


fi I 


Gene No. 


93941 






Strand 








Start 


33403 






End 


35155 






Name 


OJ000350 02.0314.C16 


o3 . tm 


Method 


TBLASTX: Maize 




iTi 


CM i v- +- 

o tart 


12151 






End 


12331 








none 






Score 


321 




\ U 


Exons 


12151. 


.12318, 12152. 












oeq . jno . 


44557 






Seq. ID 


OJ000350_02.0314 


. Lib 






93941 






Strand 








Start 


33403 






End 


35155 






Name 


OJ000350 02.0314.C16 


o2. ts 


Method 


TBLASTX: Soybean 






Start- 


12152 






End 


12334 " 






GI 


none 






Score 


245 






Exons 


12152. 


.12334, 12160. 


12318. 










Seq. No. 


44557 






Seq. ID 


OJ000350_02.0314 


.C16 




Gene No. 


93941 






Strand 








Start ■ 


33403 






End 


35155 






Name 


OJ000350 02.0314.C16. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


20715 






End 


21222 






GI 


none 






Score 


48 






Exons 


20715. 


.20762, 20859.. 


20990, 


20859. .20990, 21088 .. 212 16, 








21089. 


121217, 21090.. 


21218, 


21091. .21222 






Seq. No. 


44557 






Seq. ID 


OJ000350_02.0314 


.C16 




Gene No. 


93941 






Strand 








Start 


33403 






End 


35155 






Name 


OJ000350 02.0314.C16. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


20859 






End • 


21259 






GI 


none 






Score 


86 






Exons 


20859. 


.20939, 21079.. 


21225, 


21079. .21219, 21086. .21259, 





21086. .21247 



45670 



Seq. No. 44557 

Gene No. 93941 

Start 33403 

Name OJ000350_02 . 0314 . CI 6 . o3 . ts 

Start 20900 

GI none 

Exons 20900. .20986, 20904 .. 20990 , 
21089. .21217, 21091.. 21222 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_02.0314 .C16 
35155 

TBLASTX : Soybean 

21222 

58 



21088. .21216, 21089. .21217, 



Seq. No. 44557 

Gene No. 93941 

Start 33403 

Name OJ000350_02 . 0314 . C16 . o4 . tm 

Start 21088 

GI none 

Exons 21088. .21216, 21089 .. 21217 , 
21428. .21496 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_02.0314.C16 
35155 

TBLASTX: Maize 

21496 

234 



21091. .21222, 21427. .21492, 



Seq. No. 44557 
Gene No. ' 93941 
Start 33403 

Name OJ000350_02 . 0314 . C16 . o5 . tm 

Start 21788 ■ 

GI none 

Exons 21788. .21916, 21789 

22040. .22096, 22042 
22376. .22468, 22945 
23415. .23507, 23438 
23943. .23987 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 02.0314.C16 



21914, 21790. 

22092, 22372. 

23025, 22946. 

23512, 23440. 



35155 

TBLASTX : Maize 
23987 
207 

.21918, 21791. .21919, 
,22455, 22373. .22465, 
,23050, 22948. .23019, 
,23532, 23441. .23506, 



Seq. No. 44557 
Gene No. 93941 
Start 33403 

Name OJ000350_02 . 0314 . CI 6 . ol . tc 

Start 22039 
GI none 
Exons 22039. 

22946. 

23973. 

24172. 

24719. 



.22092, 22041. 
.23035, 22951. 
.24041, 24149. 
.24291, 24440. 
.24799, . 24721. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_02.0314.C16 
35155 

TBLASTX: Cress 

24799 

94 



.22097, 22372. .22455, 22373.-224 68, 

.23019, 23841. .23918, 23972 .. 24040, 

.24280, 24157. .24276, 24 168 .. 242 90, 

.24646, 24440. .24589, 24 4 42 .. 24 618 , 

,24780 



Seq. No. 44557 
Gene No. 93941 
Start 33403 

Name OJ000350_02 . 0314 . C16 . ol . 

Start 24161 . • 

GI none 
Exons 24161. 

24432. 

24713. 



tm 



.24283, 24162. .24281, 
.24617, 24439. .24624, 
.24784, 24721. .24780 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24163 

24440 



OJ000350 02.0314.C16 



35155 

TBLASTX: Maize 
24784 
201 

24282, 24422. .24616, 
24634, 24698. .24778, 



Seq. No. 44557 Seq. ID 

Gene No. 93941 Strand 

Start 33403 End 

Name OJ000350 02 . 0314 . C16 . ol . ts Method 



OJ000350_02.0314 .C16 
35155 

TBLASTX: Soybean 



45671 



Otdi U 


z 4 1 y / 




End 


24756 




P T 


none 




Score 


139 








9 A 0 Q 1 
Z4 Z y 1 / 


24 44 0. .24 634, 24 4 4 8 . . 24 624 , 






9/I71£ 9.47R4 9/179/1 
Z4/10..Z4/04, Z 4 / Z 4 . . 


9 /I 7 £ 
Z 4 / 0 O 








Cq^ Ma 

oeq . lno . 


4 4 ^ ^7 




Seq. ID 


OJ000350JD2.0314 


• LID 


Gene No. 


93941 




Strand 






Start 


33403 




End 


35155 




Name 


riTnnn^Rn n9 n^i/i pi£ 


OZ . L.W 


Method 


TBLASTX: Wheat 




otaiL 






End 


24793 




p t 


none 




Score 


206 




T /"S Y1 C+ 

bxons 


Z 4 0 U O . . Z 4 D4 y , Z 4 0 U O . . 


OA £07 
Z4 DU / / 


24507. .24614, 24508 24 636, 






OAfc^^ OAHQA OA SQQ 
Z4 DO J . . Z4 / 0 4 , Z 4 oyo . . 


9 A 7 Q "5 

z 4 / y j 








Seq. No. 


44557 




Seq. ID 


OJ000350_02.0314 


.C16 


Gene No. 


93941 




Strand 






Cj-a yf- 
OLarL 






End 


35155 




Name 


riTnnm^n no n^i a pi £ 
UJUUUjjU UZ.UJ14.U1d. 


oo . gs 


Method 


GENSCAN 




Of ayf- 






End 


35139 




pt 

bl 


none 




Score 


.77 




jjXons 


oo^n^ oqcoq ^^R^l 


j j y i z / 


34795. .34975, 35067. .35139 




beq • jno . 


4 4 0 0/ 




Seq. ID . 


OJ000350_02.0314 


pi £ 

.LID 


Gene No. 


• 93941 




Strand 






Start 


33403 




End 


35155 




Name 


PTonn^cin no ri9i a pi £ 
UJUUUjjU UZ.Uj14.U1o. 


rt *5 -1- T T 

O J . L.W 


Method 


TBLASTX: Wheat 




otart 


JJ / OJ 




. End 


35096 






none 




Score 


199 




Exons 


jj /o j. . jjyuo, j j 0 z 4 . . 


j j y i j / 


34768.-34968, 34793 .'. 34987, 






O/iiQ'j "3/IQQQ TRn^l 

j4 / yj. , jfiyyy, joud / . . 


^ ^ n q £ 
jo u y o 








beq . jno . 


A A C C T 

4 4 0 0 / 




Seq. ID 


OJ000350_02.0314 


PI £ 
. LlD 


Gene No. 


93941 




Strand 






Start 


33403 




End 


35155 




Name 


UJUUUjjU UZ . U j1 4 . L-l D . 


o4 . tc 


Method 


TBLASTX: Cress 




Of a y+- 


j jo Z / 




End 


35132 




P T 


none 




Score 


69 




Exons 


ooooi "3 "3 Q1 "3 9/17Q1 

jjoz/. . j j y i j , j4 / y i . . 


j 4 y i y , 


347 93. .34 930, 34842. .34 97 6, 






jjUD / . . jj 1 jZ 










oeq. no. 


a a c c n 
4 4 00 / 




Seq. ID 


OJ000350_02.0314 


PI £ 
. LlD 


uene LNO . 


93941 




Strand 






Cf 3 r-f- 
O Lai L 


33403 . 




End 


35155 




Name 


OJ000350 02.0314.C16. 


o6.np 


Method 


AAT/NAP 




Start 


33833 




End 


35139 




GI 


7490363 




Score 


117 




Exons 


33833. .33912, 34795.. 


34897, 


35067.. 35139 




GI Descrip. 


conserved hypothetical protein SPCC162C 


.10 - fission yeast 




( Schizosaccharomyces 


pombe) 


gi| 4008577 |emb|CAA224 94 . 1 | 






(AL034491) conserved hypothetical protein [Schizosaccharomyc 




pombe] 










Seq. No. 


44557 




Seq. ID 


OJ000350_02.0314 


.C16 


Gene No. 


93941 




Strand 






Start 


33403 




End 


35155 




Name 


OJ000350 02.0314.C16. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


33869 




End 


35155 





45672 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 203 

33869. .33913, 3478 6 .. 34 956, 34793 34 987 , 34793 .. 34 999, 

35067. .35138, 35067 .. 3514 1, 35075. .35155 



44558 
93942 
344 

OJ000350_02.0314.C17.o2.np 
344 

3153821 

344. .414, 1138. .1739, 2141 



OJ000350 02.0314.C17 



Seq. ID _ 
Strand 

End 3105 
Method AAT/NAP 
End 3105 
Score 126 
2210, 2571. .2706, 3081. .3105 
(AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



44558 
93942 
344 

OJ000350_02 . 0314 . C17 . ol . gs 

767 

none 



Seq. ID OJ000350_02.0314 .C17 
Strand 

End 3105 

Method GENSCAN 

End 2804 

Score .76 



767. .822, 922. .986, 1071. .1268, 1367. .1523, 1666. .1944, 
2059.. 2326, 2505.. 2804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. ..No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44558. , Seq. ID OJ000350_02 . 0314 . C17 

93942 Strand 

344 End 3105 

OJ000350_02 . 0314 . C17 . ol . np Method AAT/NAP 

1134 End 2239 

267547 Score 143 

1134. .1639, 1996. .2239 

HYPOTHETICAL 52.8 KD PROTEIN R08D7.1 IN CHROMOSOME III 
gi| 102508|pir| IS24457 hypothetical protein R08D7.1 - 
Caenorhabditis elegans gi | 3878934 | emb | CAA78047 . 1 | (Z12017) 
predicted using Genefinder; basic-rich; cDNA EST yk328f6.3 comes 
from this gene; cDNA EST yk328f 6 . 5 comes from this gene; cDNA 
EST yk393c3.5 comes from this gene; cDNA EST yk641dll.3 comes 
from '"this ge 



44559 
93943 
980 

OJ000350_02.0314.C18.ol.gs 

980 
none 



Seq. ID OJ000350 02.0314.C18 



Strand 
End 

Method 

End 

Score 



+ 

4659 
GENSCAN 
4659 
.44 



980. .990, 2114. .2246, 2943. .4457, 4519. .465-9 



44559 
93944 
13699 

OJ000350_02.0314.C18.o3.gs 

13699 

none 

13699. .13763, 14035 .. 14445, 
15820. .16027, 16066 .. 164 11, 
17694. . 17756, 17915 .. 18007 , 
20869. .20968, 22273 .. 2232 6, 
27395. .27539, 29828 .. 29966, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14581 

16827 

19221 

22997 

30485 



OJ000350_02.0314.C18 
+ 



36714 
GENSCAN 
36011 
.53 

15007, 15511. .15598, 
16985, 17529. .17576, 
19371, 20304. .20430, 
23160, 23202. .23503, 
30642, 30823. .30913, 



45673 








O 1 A C C T 1 1 T » O 1 O E A 

Jiuoo . . oil /4 , olzoy. 


. Jl SZ I , 


31455. .31531, 31623, 


"D 1 T O C 

. . 31 f ZD , 








Ol OHO O 1 A1 £ O O 1 O "7 

JloUy . . Jiyib, oZl J / . 


. JZZUo , 


33106. .33166, 33323, 


O O A A C 








■OOCTC O. O Q /I 1 O T G "3 C 


. J4 u y b, 


34215. .34367, 34765, 


■3/1 QCO 

. . J4 y dz f 








jjUIj . .ODZUZ, OOZ14 . 


0 c c c c 


35995. .3.6011 








Seq. No. 


4 4 ooy 




Seq. ID 


OJ000350_ 


i)Z . Uol 4 


. CIS 




Gene No . 


yjy4 4 




Strand 


+ 








Start 


13699 




End 


36714 








Name 


OJ000350_02.0314.C18 


. o3 . np 


Method 


AAT/NAP 








b tart 


1 DjI j 




End 


19376 








GI 


bbyzz bl 




Score 


449 








Exons 


lbolo . . ib4 11 , Iboz/. 


. lbyoo, 


17715. .18007, 18106, 


. .18249, 








lo by i . . lo / yy , iyuyu. 


T Q 1 A 1 

. 1 y 14 1 , 


19348. .19376 








GI Descrip. 


(ACUiUo/U) putative 


T) x 7 _ „ _ r_T 

RNase n 


[Arabidopsis thaliana] 






Seq. No. 


/1 a c c n 

4 4 ooy 




Seq. ID 


OJ000350_ 


_02.0314 


. C18 




Gene No. 


Cl^ Cl A A 

yjy4 4 




Strand 


+ 








Start 


lobyy 




End 


36714 








Name 


UJUUU00U UZ . Uol4 . Llo 


. ob . np 


' Method 


AAT/NAP 








Start 


0 n 0 0 0 




End 


36714 








GI 


5524769 




Score 


1082 








Exons 


29823.-29966, 30485. 


.30642, 


30823. .30913, 31055. 


. .31174, 








31259. .31327, 31455. 


.31531, 


31623. .31725, 31809. 


. .31916, 




f 




31998. .32060, 32137. 


.32208, 


32790. .32858, 32936. 


. .32998, 








33106. .33166, 33323. 


.33405, 


33575. .33688, 33767. 


. .33841, 




Ui 




36664. .36714 












= y 


GI Descrip. 


(AJ243822) Mrell protein [Arabidopsis 


thaliana] 








Seq. No. 


44559 




Seq. ID 


OJ000350_ 


_02.0314 


.C18 


: . 2 


Gene No. 


93945 




Strand 


+ 






W 


o tart 


41977 




End 


47502 






ru 


Name 


OJ000350 02.0314.C18 


. o5 . gs 


Method 


GENSCAN 








Start 


41977 




End 


45649 






s 

r ^ 


GI 


none 




Score 


.56 








Exons 


41977. .42027, 44299. 


.44326, 


44478. .44645, 45621. 


, .45649 




"S3 


C y-i XT ^ 

beq. No. 


4 4 559 




Seq. ID 


OJ000350_ 


_02-.0314 


..Clo 


Ki 


■Gene No. 


93945 




Strand 


+ 








Start 


41977 




End 


47502 






f i 


Name 


OJ000350 02.0314.C18 


. 0 6 . np 


Method 


AAT/NAP 








Start 


45136 




End 


47502 










7301646 




Score 


103 








Exons 


45136. .45222, 47104. 


.47502 












GI Descrip. 


(AE003763) CG5514 gene product [Drosophila melanogaster ; 


] 




Seq. No. 


44559 




Seq. ID 


OJ000350_ 


02.0314 


. C18 




Gene No. 


93946 




. Strand 


+ 








Start 


48344 




End 


50859 ■ 








Name 


OJ000350 02.0314.C18 


. 06. gs 


Method 


GENSCAN 








Start 


48344 




End 


50859 








GI 


none 




Score 


.95 








Exons 


48344. .48432, 48507. 


.48561, 


48650. .48747, 48834. 


.50274, 








50342. .50461, 50599. 


.50859 












Seq. No. 


44559 




Seq. ID 


OJ000350_ 


02.0314 


.C18 




Gene No. 


93946 




Strand 


+ 








Start 


48344 




End 


50859 







■45674 



Name 


vJJUUUooU UZ . U J 14 . bio . Oo . gp 


Metnoa 


AAI / bAr 


Start 


CAT//" 


bna 


oUoZ / 


bl 


none 


Score 


CL A C 
o4 0 


Exons 


3U040..0U4O1, jUjyy . . jUoZ / «,;. 






beq. no. 


/I y1 C C Q 

4 4 o d y 


beq. id 


piTAAAOCA AO A *3 1 Vl r"*IQ 

UJUUUoDU UZ.UJ14.blo 


bene ino . 


y O y fi / 


Strand 




Start 


2809 


End 


4552 


Name 


OJ000350_02.0314 .C18.ol.gp 


Method 


AAT/GAP 


C -4- vf 

btart 


o Q n Q 


End 


3436 


bl 


Of I 1 1 Do 


Score 


1173 


Exons 


zo uy . . 0 4 JO 






GI Descrip. 


d f d 4 4 jo / emo | tAoji do o . 1 1 1 . ue — 


49 (AJ132223) hexose transporter 




[Lycopersicon esculentum] 






beq . no . 


A A c; C Q 

4 4 o o y 


Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93947 


Strand 




Start 


2809 


End 


4552 ^ 


Name 


ujuuuoou uz . vol 4 . bio . oi . np 


Method 


AAT/NAP 


btart 


zyju 


End 


4502 


bl 


4 loo /Z4 


Score 


1712 


Exons 


OQCA /I C: A O 

z you . . 4 OUZ 






GI Descrip. 


(AJ001061) hexose transporter 


[Vitis vinifera] 


beq. no. 


a A c; C Q 
4 4 DO y 


Seq. ID 


OJ000350_02.0314.C18 


Gene No . 


yjy4 / 


Strand 




Start 


2809 


End 


4552 


Name 


OJ000350_02.0314.C18.o2.gp 


Method 


AAT/GAP 


btart 


/i n q q 
4 Uo o 


End 


4552 


GI 


O yl 0**7 T/TJ 

Z4Z / /Uo 


Score 


807 


Exons 


/| A Q Q A C^CO 
4 Uo 0 . . 4DDZ 






bl Descrip. 


4 i Jo /zz / emo i bAA / u / / / | o . ue-oU 


(Y09590) 


hexose transporter [Vitis 




vini f era ] 






beq. no. 


4 4 ooy 


Seq. ID . 


OJ00035.0_02.0314.C18. 


Gene No. . 


y o y 4 o 


Strand 




Start 


' -5541 


End 


12460 


Name 


-'OJ000350 02.0314.C18.o2.gs 


Method 


GENSCAN 


btart 


5541 


End . 


12460 


bl 


none. 


Score 


.97 


Exons 


5541. .5717, 5794. .5910, 6007. 


.6171, 6479..6634, 6840. .7067, 




7230. .7418, 7711. .7816, 8172. 


.8305, 9131. .9209, 9668. .9828, 




10689. .10796, 11560 .. 1167 9, 11764 .. 11904 , 12413. .12460 


beq . no . 


44559 


Seq. ID 


OJ000350__02.0314.C18 


Gene No . 


93948 


Strand 




Start 


5541 


End 


• 12460 


Name 


OJ000350 02.0314.C18.o2.np 


Method 


AAT/NAP 


otart 


5595 


End 


8305 


bl 


7290189 


Score 


266 


Exons 


5595. .5850, 6030. .6093, 6452. 


.6634, 6840. .7067, 7230. .7379, 




7685. .7829, 8197. .8305 






GI Descrip. 


(AE003421) dor gene product [Drosophila 


melanogaster] 


Seq. No. 


44559 


Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93948 


Strand 




Start 


5541 


End 


12460 



45675 



Name OJ000350_02 . 0314 . C18 . o3 . gp Method AAT/GAP 

Start 6827 End • 7776 

GI LIB3434-005-P1-K1-D3 Score 847 

Exons 6827.. 7067, 7230.. 7418, 7711.. 7776 

GI Descrip/ f 5734438/emb | CAB52688 . 1 | 1.0e-49 (AJ132223) hexose transporter 
[Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44559 
93949 
20631 

OJ000350_02.0314.C18.o4 . gp 
20631 

17582 1.R1084 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 23554 

Method AAT/GAP 

End 23554 

Score 1098 



20631. .20941, 21351 .. 21403, 21767 .. 21838, 23147 .. 23228 , 
23351. .23389, 23492. .23554 

M582434/gb|AAD24820. 1 |AC007196_6 1.0e-41 (AC007196) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44559 
93949 
20631 

OJ000350_02.0314 .C18.o4 .np 
20855 

4582434 V. 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 23554 
Method AAT/NAP 
End . -23231 
Score 326 



20855. .20941, 21351 .. 214 03, 21767 .. 21838 , 23147. .23231 
(AC007196) . putative snRNP splicing factor [Arabidopsis thaliana] 



44559 
93950 
30450 

OJ000350_02.0314.C18.ol.ts 

2997 

none 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method TBLASTX : Soybean 

End 4470 

Score 272 



2997. .3368, 3010. .3369, 3372. .4469, 3373. .3876, 3946. .4056, 
4114. .4470 



Seq. No. 44559 

Gene No. 93950 

Start 30450 

Name OJ000350_02 . 0314 . C18 . ol . tm 

Start 3007 

GI none 

Exons 3007.. 3702, 3009.. 3704 

Seq. No. 44559 

Gene No. 93950 

Start 30450 

Name OJ000350_02 . 0314 . C18 . ol . tc 

Start 3009 

GI none 
Exons 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method . TBLASTX : Mai ze 

End 3704 

Score 882 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method TBLASTX: Cress 

End 4 4 94 

Score 304 



3009. .3368, 3010. .3369, 3372. .4472, 3373. .3876, 3949. .4059, 
4111. .4494 



Seq. No. ' 44559 

Gene No. ' 93950 

Start 30450 

Name OJ000350 02 . 0314 . C18 . ol . tw 



Seq. ID OJ,000350_02.0314 .C18 
Strand 

End 35106 

Method TBLASTX : Wheat 



4 5 67'6 



Start 


,3021 








End 


3347 


GI 


none 








Score 


292 


Exons 


O A O 1 O O /I "7 

oOZ 1 . .664 / , 


"3 n o o 
oOZZ 


o o o o 
. . 6 6 J9 








Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93950 








Strand 




Start 


J04 30 










■jci AC 

6 D 1 0 b 


Name 


a thh a o c n no 

OJU00350 Oz 


n o i a 
. \J61 4 


. Clo . OZ 


. tw 


Met nod 


TBLASTX : Wheat 


Start 


6 39 9 








hna 


O O O O 

6 16 1 


GI 


none 








Score 


1 61 


Exons 


o o o n O O O O 

ojyy. ,6161, 


J4 15 


o £■ n a 

. . obyy 








Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93950 








Strand 




Start 


304 50 








End 


o c i n s~ 

3510b 


Name 


OJ000350 Oz 


. 0 61 4 


. Clo . 05 


. tm 


Method 


TBLASTX : Maize 


Start 


3 714 








End 


a n c o 

4 05o 


GI 


none 








Score 


n n 
90 


Exons 


. o / y i , 


o o m 
ooU / 


y| ACQ 




/i n a *7 
. 4 04 / 




Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314 .C18 


Gene No. 


93950 








Strand 




Start 


304 50 








End 


o c t n ^* 

3510b 


Name 


OJ000350 02 


. 0314 


. C18 . o3 


. tm 


Method 


TBLASTX : Mai ze 


Start 


414 9 








End 


4 4 97 


GI 


none 








Score 


4 94 


Exons 


A "\ A C\ A A O A 

414y. .4404, 


4150 


a a an 








Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314 .C18 


Gene No . 


c\ o n n. n 

93950 








Strand 




Start 


30450 








End 


35106 


Name 


OJ000350_02 


0314 


C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5504 








End 


7006 


GI 


none 








Score 


103 


Exons 


5504.. 5/04, 


c c o c 

5535 


coon 

.5 /Z0, 


C C O /" 

553b . 


.5718, 5761. .5919, 5785. .5910, 




boiy . . Dl /I, 


c n o n 
bOz 0 


. bl /z , 


b02b 


.6220, 6467.-6634, 6476. .6637, 




C Q "5 Q CQOi 

booo . . bybl, 


/■n /I A 

bo 4 0 


*i n n /i 
. / 004 , 


a O C /l 

bo 54 . 


.7006," 6968. .7006 


Seq. No. 


A A c c n 

4 4 559 








Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93950 








Strand 




Start 


30450 








End 


35106 


Name 


ATnnmcA no 
OJUUOJoO OZ 


n o 1 /i 
0ol4 


Old . 04 


. ts 


Method 


TBLASTX : Soybean 


Start 


Z C A A 

5 d4 4 








End 


6168 


GI 


none 








Score 


80 


Exons 


(Z A A E O 1 O 

5 b4 4 . . 5 / lo , 


zl r a r 

5b4 b . 


coon 

. 5 /z0, 


coon 

5o30 . 


.5910, 5845. .5913, 6019. .6078, 




/TnOO (TATA 

bOzJ . . bO / 9 , 


*rn o o 

b0 / 9 . 


. bl bo 








Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93950 








Strand 




Start 


304 50 








End 


35106 


Name 


OJ000350 02. 


0314 . 


C18 . o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


6873 








End 


7421 


GI 


none 








Score 


128 


Exons 


6873. .7010, 


6874. 


. 698-1, 


7224 . 


.7421, 7237. .7386, 7239. .7421 


Seq. No. 


44559 








Seq. ID 


OJ000350_02.0314.C18 


Gene No. 


93950 








Strand 





45677 



Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18 


. 06 . tm 




Method 


TBLASTX : 


Maize 




Start 


7202 








End 


9769 






GI 


none 








Score 


195 






Exons 


7202. . 


7423, 7221. .7424, 7711. 


.7818, 7712. .7816, 


8163. .8 


318, 




8167.. 


8304, 8171. .8305, 8471. 


.8536, 8471. .8536, 


8473. .8 


538, 




9126.. 


9203, 9131.. 9211, 9133. 


.9210, 9664. .9762, 


9664. .9762, 




9668. . 


9769 














Seq. No. 


44559 








Seq. ID 


OJ000350 


02 . 0314 


. C18 


Gene No. 


93950 








Strand 








Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18 


. o7 . tm 




Method 


TBLASTX: 


Maize 




Start 


12073 








End 


14285 






GI 


none 








Score 


156 






Exons 


12073. 


.12171, 12074. 


.12172, 


12075. .12173, 12075 


. .12173, 






13013. 


.13078, 13016. 


. 13114 , 


13017. .13124, 13021 


. . 13125, 






13516. 


.13584, 13518. 


. 13586, 


13960. .14085, 13985 


. .14086, 






13986. 


.14084, 13987. 


. 14091, 


14183. .142 


84, 14187 


. . 14285, 






14187. 


.14285 














Seq. No. 


44559 








Seq. ID 


OJ000350 


__02 . 0314 


.C18 


Gene No. 


93950 








Strand 








Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18 


o2 . ts 




Method 


TBLASTX: 


Soybean 




Start 


14445 








End 


14890 






GI 


none 








Score 


95 






Exons 


14445. 


.14651, 14542. 


14637, 




4756. .148 


90, 14757 


. .14873 




Seq. No. 


44559 








Seq. ID 


OJ000350 


_02. 0314 


.C18 


Gene No. 


93950 








Strand 








Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18 


o4 . tm 




Method 


TBLASTX: 


Maize 




Start 


16324 








End 


18838 






GI 


none 








Score 


149 






Exons 


16324 . 


.16413, 16325. 


16417, 


16815. .16985, 16822 


. .16983, 






16826. 


.16984, 17523. 


17576, 


17687. .17752, 17694 


. .17762, 






17883. 


.17999, 17911. 


18000, 


17915. .18010, 17917 


. . 18006, 






18102. 


.18251, 18105, 


18251, 


It 


3106.. 18252, 18688 


. . 18762, 






18689. 


.18739, 18745. 


18798, 


11 


3749. .188 


38 






Seq. No. 


44559 








Seq. ID 


OJ000350 


_02 . 0314 


.C18 


Gene No. 


93950 








Strand 








Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18 


o7.ts 




Method 


TBLASTX: 


Soybean 




Start 


16328 








End 


16987 






GI 


none 








Score 


40 






Exons 


16328. 


.16363, 16349.. 


16435, 


16826. .16987, 16827 


. .16985' 




Seq. No. 


44559 








Seq. ID 


OJ000350 


J32.0314 


.C18 


Gene No. 


93950 








Strand 








Start 


30450 








End 


35106 






Name 


OJ000350 02.0314.C18. 


o5.ts '.. 




Method 


TBLASTX: 


Soybean 




Start 


17951 








End 


19161 






GI 


none 








Score 


84 






Exons 


17951. 


.18013, 17953.. 


18015, 


U 


3106. .18252, 18114 


. .18245, 






18122. 


.18256, 18124.. 


18252, 


U 


3125.. 18256, 18688 


. .18798, 





45678 



19081. .19161 



Seq. No. 44559 

Gene No. 93950 

Start 304 50 

Name OJ000350_02 . 0314 . C18 . 06 . ts 

Start 29828 

GI none 
Exons 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method TBLASTX : Soybean 

End 30649 

Score 164 



29828.-29968, 2 9829 29969, 30482 .. 30640, 304 84 .. 30639, 
30485. .30649, 30514.. 30645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



44559 
93950 
30450 

OJ000350_02.0314 .C18 .o5.gp 
30450 

uC-osflcyp029d06bl 
30450. .30627, 34786.. 35106 

, 5524769/emb|CAB50793.1| 3.0e-ll (AJ243822) Mrell protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method AAT/GAP 

End 35106 

Score 872 



44559 
93950 
304 50 

OJ000350_02.0314 .C18.o2.tc 

31256 

none 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 35106 

Method TBLASTX: Cress " " 

End 31844 

Score 97 



31256. .31327, 31446. . 31496, 31497 .. 31532, 31620 .. 31727 , 
31621. .31725, 31806.. 31844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44559 
93951 
50382 

OJ000350_02 . 0314 . C18 . 08 . tm 

50382 

none 



Seq. ID OJ000350_02.0314.C18 
Strand 

End 50776 

Method TBLASTX : Mai ze 

End 50776 

Score 93 



50382. .5"0450, 50383 .. 50469, -50384 .. 504 61, 50589 .. 50774 , 
5059'0. .50775, 50596 .. 50742, 50597 .. 50776, 50598.. 50774 



44560 
93952 
1 

OJ000350_02.0314 .C22.ol.gs 
18 

none 

18. .412, 580. .639, 762. .882 



Seq. ID OJ000350_02.0314.C22 

Strand 

End 882 

Method GENSCAN 

End 882 

Score .89 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons ■•• 



44561 
93953 
6345 

OJ000350_08.0310.C2.o3.gs 

6345 

none 



Seq. ID. OJ000350_08.0310.C2 

Strand + 

End 13080 

Method GENSCAN 

End 13060 

Score .48 



6345.. 6356, 6594".. 6663, 6770.. '6878, 6959.. 7088, 7304.. 7510, 
7564. .9945, 10009 .. 11400, 11524 .. 12197 , 12300. .13060 



Seq. No. 



44561 



Seq. ID OJ000350__08.0310.C2 



45679 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



93953 Strand + 

6345 End 13080 

OJ000350_08.0310.C2.o2.np Method AAT/NAP 

7582 End 13080 

7228457 Score 7901 

7582. .7948, 8010. .9945, 10009 .. 10843, 10966 .. 11925 , 11992. 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



,13080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44561 
93954 
312 

OJ000350_08 . 0310 . C2 . ol . np 
312 

4760553 



Seq. ID OJ000350_08.0310.C2 
Strand 

End 5192 

Method AAT/NAP 

End 5192 

Score 1263 



312. .664, 757. .1028, 1184. .1452, 2107. .2278, 5121. .5192 
(AB019.533) Nad-dependent formate dehydrogenase [Oryza sativa] 



44561 Seq. ID 

93954 Strand 

312 End 

OJ000350_08 . 0310 . C2 . ol . tc Method 

538 End 

none Score 



OJ000350_08.0310.C2 
5192 

TBLASTX: Cress 

2278 

125 



538. .666, 539. .667, 751. .1026, 756. .1034, 867. .1034, 1178. .1453, 
1184. .1450, 1194. .1454, 2108. .2278, 2118. .2231 



Seq. No. 44561 Seq. ID 

Gene No. 93954 Strand 

Start 312 End 

Name OJ000350_08 . 0310 . C2 . ol . tm Method 

Start 538 End 

GI none Score 
Exons 



OJ000350_08.0310.C2 
5192 

TBLASTX: Maize 

2278 

164 



538. .666, 539. .667, 584. .667, 756. .1031, 757. .1035, 1178. .1450, 
1178. .1453, 1182. .1454, 2096. .2272, 2108. .2278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44561 v . Seq. ID 

93954 Strand 

312 End 

OJ000350_08 . 0310 . C2 . ol . ts Method 

538 End 

none Score 



OJ000350_08.0310.C2 
5192 

TBLASTX : Soybean 

2275 

139 



538. .666, 539..667, 717. .812, 717. .1034, 757. .1035, 1178. .1453, 
1185. .1454, 2117. .2275, 2118. .2231 



Seq. No. 44561 Seq. ID 

Gene No. 93954 " Strand 

Start 312 End 

Name OJ000350_08 . 0310 . C2 . ol . gs Method 

Start 540 End 

GI none Score 

Exons 540. .664, 757. .1028, 1184. .1452, 2107. 



OJ000350_08.0310.C2 

5192 
GENSCAN 
2974 
. 96 

.2278, 2942. .2974 



Seq. No. 
Gene No. 
Start 



44561 
93954 
312 



Seq. ID OJ000350_08 . 0310.C2 
Strand 

End 5192 



45680 



Name 

Start 

GI 

Exons 



OJ000350_08 . 0310 . C2 . o5 . tw Method TBLASTX : Wheat 

809 End 2-278 

none Score 185 

809. .1030, 810. .1031, 811. .1026, 864. .1034, 1178. .1453, 

1191.. 1454, 2096.. 2269, 2111.. 2278 



Seq. No. 44561 
Gene No. 93954 
Start 312 

Name OJ000350_08 . 0310 . C2 . ol . gp 

Start 4304 

GI LIB34 77-003-P1-K1-E9 

Exons 4304.. 4377 

GI Descrip. • 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY- S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000350_08.0310.C2 
Strand 

End 5192 

Method AAT/GAP 

End 4377 

Score 105 





Seq. No. 


44561 








Seq. ID 


OJ000350_08.0310 


.C2 




Gene No. 


93954 








Strand 








Start 


312 








End 


5192 






Name 


OJ000350_08 


. 0310 


.C2.o2. 


gs 


Method 


GENSCAN 






Start 


4987 








End 


5192 




■Z 3~ 


GI 


none 








Score 


.95 






Exons 


4987 . .5097, 


5121 


. . 5192 










fjk 


Seq. No. 


- 44561 








Seq. ID 


OJ000350_08.0310 


,C2 


1 11 


Gene No. 


93955 








Strand 








Start 


8239 








End 


8628 




- — 


Name 


OJ000350 08 


. 0310 


,C2.o7. 


tw 


Method 


TBLASTX: Wheat 






Start 


8239 








End 


8628 






GI 


none 








Score 


54 




= i§ 


Exons 


8239. . 8283, 


8290 


.8388, 


8307 


..8387, 8 


355. .8594, 8371. .8628 




Seq. No. 


44561 








Seq. ID 


OJ000350_08.0310 


C2 




Gene No. 


93955 








Strand 








. Start 


8239 








End 


8628 






Name 


OJ000350 08 


0310 


C2.o5. 


tm 


Method 


TBLASTX : Maize 






Start 


8278 








End 


8526 




[3 


GI 


none 








Score 


197 






Exons 


8278. .8526 
















Seq. No. 


44561 








Seq. ID 


OJ000350_08.0310 


C2 




Gene No. 


93956 








Strand 








Start 


9366 








End 


9852 






Name 


OJ000350 08 


0310 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


9366 








End 


9852 






GI 


none 








Score 


399 






Exons 


9366. .9539, 


9367 


.9852, 


9561 


...9821 








Seq. No. 


44561 








Seq. ID 


OJ000350_08.0310. 


C2 




Gene No. 


93957 








Strand 








Start 


10016 








End 


10503 






Name 


OJ000350 08. 


0310. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


10016 








End 


10479 






GI 


none 








Score 


203 






Exons 


10016. .104 59, 10017. .10472, 


10018. . 10479, 10018. .1047 3 





45681 





Seq. No. 


44561 




Seq. ID 


OJ000350__08.0310 


.C2 




Gene No. 


93957 




Strand 








btart 


1 UU 1 b 




U 1 T-l s4 


i n q n "5 
IUOUj 






Name 


UJUUUJoU Uo.UJlU.Lz 


. o4 . t s 


Method 


i biiAb 1 A : boyoean 






Start 


1UUD / 




bno 


i n a o o 
1 U4 zz 






GI 


none 




Score 


1 lz 






Exons 


lUUO / . . lUZol/ lUZoo 


i n a o o 

. . 1U4ZZ 










Seq. No. 


44561 




Seq. ID 


OJ000350JD8.0310 


.C2 




Gene No. 


93957 




Strand 








otart 


i n m c 




End 


10503 






Name 


r\ ~TC\f\c\*i^c\ no. min po 
UJUUUJOU Uo.UolU.lz 


. o2 . tm 


Method 


TBLASTX: Maize 






otart 






End 


10503 






bl 


none 




Score 


381 






Exons 


1U loo . . 1U4 yj f luioy 


. . 1UOU J, 


10387. .10503 






Seq. No. 


44561 




Seq. ID 


OJ000350_08.0310, 


.C2 




Gene No. 


93958 




Strand 








btart 


i n c "d n 




End 


11037 






Name 


a Tnnn^cin no. min 
UJUUUJoU Uo.UjIU.Lz 


. o4 . tm 


Method 


TBLASTX : Maize 






Start 


i a c o n 




End 


10914 






GI 


none 




Score 


362 




f 1 


Exons 


iuooU . . iuo yo , iUDoi 


1 AQ1 / 

. . iuyi4 










Seq. No. 


44561 




Seq. ID 


OJ000350_08.0310, 


.C2 


in 


Gene No. 


93958 




Strand 






^ y 


Start 


i neon 




End 


11037 






Name 


UJUUUjdU Uo.UjIU.Lz 


_ O 4~ T T 

. oz . tw 


Method 


TBLASTX: Wheat 






btart 


lUoo / 




End 


11007 




III 


GI 


none 




Score 


489 




X ST 

k : : 


Exons 


1 ACQ! inQQO 1 HRQQ 

luoo / . . iuyoz , luooo 


1 1 AA1 

. . 11UU / 








§ li 


Seq. No. 


44561 




Seq. ID 


OJ000350_08.0310, 


.C2 




Gene No. 


93958 




Strand 






o 


otart 


i n r o n 
IUjjU 




End 


11037 






Name 


ATnnniRn no min /^o 
UJUUUjjU Uo.UjIU.LZ 


. Oz . tS 


Method 


TBLASTX: Soybean 






btart 


i d t~ a a 
1U bob 




End 


•11037 






- GI. 


none 




Score 


275 




f ^ 


Exons 


lUDDD. . IIUj / / lUDOJ 


. . 1 Uoz b 










beq. no. 


A A c, a 1 
44obl 




Seq. ID 


OJ000350_08.0310. 


, lz 




Gene No. 


93959 ' 




Strand 








Start 


11446 




End 


12219 






Name 


/"\"rnnmc;n no min 
UJUUUjjU Uo.UjIU.Lz 


. ob . tw 


Method 


TBLASTX: Wheat 






o tart 


114 4b 




End 


11904 






bl 


none 




Score 


239 






Exons 


1 14 4 b . . 1 1 bb / / 114/U. 


. . Ilby4 / 


11535. .11711, 11755. .11904, 








1 1 "*7 £ £T 1 1 flAO 

ii /oo. . i iyu j 












Seq. No. 


A A C C 1 

4 4 o ol 




Seq. ID 


OJ000350_08 .0310. 


Cz 




(~1 t~\ t~\ NT /-\ 


93959 




Strand 








Start 


11446 




End 


12219 






Name 


OJ000350 08. 0310. C2 , 


. o3 . ts . 


Method 


TBLASTX: Soybean 






Start 


11593 




End 


12159 






GI 


5666795 




Score 


68 






Exons 


11593. .11691, 11767. 


. . 11904, 


11959. . 12159 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 





45682 






Seq. No. 


44561 


Seq. ID 


OJ000350_08.0310 


.C2 




Gene No. 


Q1QCQ 

yjyoy 


Strand 








Start 


114 4 6 


End 


izzi y 






Name 


OJ000350 Oo . 0 310 . Cz . Oo . tw 


Method 


TBLASTX : Wheat 






Start 


i i n n "7 

11907 


End 


izziy 






GI 


none 


Score 


lo / 






Exons 


1 i Ann 10010 1 1 fi E fl 1 O O 1 A 

1190 / . . lzzio, nyoy..izziy 










Seq. No. 


44561 


Seq. ID 


OJ000350JD8.0310 


.C2 




Gene No. 


yjy oo 


Strand 








Start 


124 Iz 


End 


12930 






Name 


✓*\ ~m n n o c n no n o i n o o „ n 
OJUUU35U Uo.Uo1u.Cz.Oj. tm 


Method 


TBLASTX: Maize 






Start 


• lz41Z 


End 


12744 






GI 


none 


Score 


371 






Exons 


lz4 Iz . . IZ /oo, ±Z4 4 1 . . IZ /ZZ , 


12532. .12744 






Seq. No. 


44561 


beq. ID 


(JJUUUooU Uo.UolU 


.C2 




Gene No. 


yjyou 


Strand 








Start 


lz 4 lz 


End 


12930 






Name 


OJ000350 08 . 0310 . C2 . o4 . tw 


Method 


TBLASTX: Wheat 






Start 


1 a r /| a 

1254 9 


End 


12930 




I J 


GI 


none 


Score 


377 






Exons 


Tocvin i o o n n ioccn i o n o n 

12549. . 12899, 12550.. 12930 








r - ; 


Seq. No. 


44562 


Seq. ID 


OJ000350_08.0310 


.C3 


f 1 


Gene No. 


93961 


Strand 


+ 






Start 


e o 

58 


End 


393 






Name 


OJ000350 08 . 0310 . C3 . ol . gs 


Method 


GENSCAN 






Start 


c o 

58 


End 


393 




i y 


GI 


none 


Score 


.87 




s 


Exons 


58 . . 393 










Seq. No. 


44562 


Seq. ID 


OJ000350_08.0310 


.C3 




Gene No . 


AT ATA 

93962 


Strand 






f ™ 


Start 


i n i e 

1015 


End 


3062 




W 


Name 


/-\ taaaa En**, no noin ^ 1 4-™ 
OJUUUooU Uo . 0 310 . Co . Ol . tm 


Method 


TBLASTX: Maize 






Start 


0 e n / 
Z 50 


■ End 


393 








none 


Score 


184 






Exons 


0 e n ono 0 e e 000 
ZOU..393, zo5..ooy 










Seq. No. 


44562 


Seq. ID 


OJ000350_08.0310 


.C3 




Gene No. 


yo9bz 


Strand 








Start 


t n 1 e 

1015 


End 


3062 






Name 


/^vTnnnocn no noin 0 — 0 

OJ UUUooO 08 . 0310 . C3 . oz . gs 


Method 


GENSCAN 






Start 


1 n 1 e 
1015 


End 


3057 






GI 


none 


Score 


. 93 






Exons 


1015. .1407, 1477. .2601, 2729 


..2882, 2990.. 3057 






o e q . in o . 


44562 


Seq. ID 


OJ000350_08.0310 






Gene No. 


93962 


Strand 








Start 


1015 


End 


3062 






Name 


OJ000350 08.0310.C3.ol.np 


Method 


AAT/NAP 






Start 


1018 


End 


3062 






GI 


6907089 


Score 


2302 






Exons 


1018. .2882, 2986. .3062 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 





45683 



Seq. No. 


44563 


Seq. ID 


OJ000350_ 


Gene No. 


93963 


Strand 




btart 


1 


End 


n a *3 


Name 


OJ000350 08. 0310. C4 


. ol.np Method 


AAT/NAP 


Start 


1 


End 


903 


GI 


6907089 


Score 


"1 A 1 O 

1418 


Exons 


1. .903 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44564 


Seq. ID 


OJ000350_ 


Gene No. 


93964 


Strand 


+ 


Start 


1 


End 


4 36 


Name 


OJ000350 08. 0310. C5 


.ol.np Method 


AAT/NAP 


Start 


1 


End 


436 


GI 


5042454 


Score 


116 


Exons 


1..74, 376. .436 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


44564 


Seq. ID 


OJ000350J 


Gene No. 


93965 


Strand 


+ 


Start 


383 


End 


877 


Name 


OJ000350 08. 0310. G5 


ol . gs Method 


GENSCAN 


Start 


383 


End 


877 


GI 


none 


Score 


.97 


Exons 


383. .553, 776. .877 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44564 Seq. ID 

93966 Strand 

2781 End 

OJ000350_08 . 0310 . C5 . o2 . np Method 

2781 End 

6815109 Score 



OJ000350_08.0310.C5 
+ 

5604 
AAT/NAP 
5604 
367 



2781. .2826, 3261. .3328, 4164. .5042, 5206. .5604 
(AP001081) hypothetical protein [Oryza sativa] 



44.564- Seq. ID 

93967 Strand 

8278 End 

OJ000350JD8 . 0310 . C5 . o3 . gp Method 

8278 End 

5816518 Score 
8278. .8383 

4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000350_08.0310.C5 
+ 

8383 
AAT/GAP 
8383 
159 



44564 
93968 
2659 

OJ000350_08.0310.C5.ol.gp 

2659 

uC-osflcyp088bl2bl 
2659. .2763 

f 5257255/dbj j AP000364 . 1 1 AP000364 3 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350_08.0310.C5 

2763 ' 

AAT/GAP 

2763 

140 



Oe-36 Oryza sativa genomic 



Seq. No. 



44564 



Seq. ID OJ000350_08.0310.C5 



45684 



Gene No. 93969 Strand 

Start 3853 End 14089 

Name-' OJ000350_08 . 0310 . C5 . o2 . gs Method GEN SCAN 

Start 3853 End 13989 

GI none Score .71 

Exons 3853. .3948, 4188. .4352, 4491. .4587, 4714. .4897, 5124. .5241, 

5342. .5560, 6032. .6139, 6771. .6822, 7897. .8008, 1084 1 .. 10928 , 
11393. .11505, 11950. .12074, 12161 .. 12701 , 13340 .. 13511 , 
13924. .13989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44564 
93969 
3853 

OJ000350_08 . 0310 . C5 . o2 . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000350 08. 0310. C5 



14089 
AAT/GAP 
8269 
337 



8039 
3761181 
8039. .8269 

4 521193/db j | ABO 134 50 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 





Seq. No. 


44564 




Seq. ID 


OJ000350 


_08.0310 


.C5 




Gene No. 


93969 




Strand 










Start 


3853 




End 


14089 






w 


Name 


OJ000350 08. 0310. C5. 


o4 . gp 


Method- 


AAT/GAP 








Start 


10377 




End 


14089 ■ 






in 


GI 


81 1.R1084 




Score 


3130 








Exons 


10377. . 10928, 11393. 


.11505, 


11950. .12074, 12161 


. .12701, 








13340. .13511, 13924. 


.14089 












GI Descrip. 


'4760553/dbj IBAA77337.il 0. 


0e+00 (AB019533) Nad 


-dependent 


o 




formate dehydrogenas 


;e [Oryza sativa] f 










Seq. No. 


44564 




Seq. ID 


OJ000350 


_08.0310 


.C5 




Gene No. 


93969 




Strand 










Start 


3853 




End 


14089 








Name 


OJ000350 08. 0310. C5. 


o3 . np 


Method 


AAT/NAP 








Start 


.10818 




End : ' 


13989 






=. *1 


GI 


4760553 




Score 


1805 








Exons 


10818. .10928, 11393. 


.11505, 


11950. .12074, 12161 


. . 12701, 








13340. .13511, 13924. 


.13989 










i& 


GI "Descrip. 


(AB019533) Nad-dependent formate dehydrogenase 


[Oryza sativa 




Seq. No. 


44564 




Seq. ID 


OJ000350 


_08 .0310 


.C5 




Gene No. 


93970 




Strand 










Start 


15057 




End 


19761 








Name 


OJ000350 08. 0310. C5. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


10789 




End 


13508 








GI 


none 




Score 


156 








Exons 


10789. . 10938, 10815. 


. 10931," 


11374 . , 11508, 11384 


. . 11509, 








- 11393. .11506, 11395. 


.11514, 


11947. .12069, 11948 


. . 12076, 








11949. .12077, 12154. 


.12690, 


12154 . .12696, 12161 


. .12730, 








13341. .13508, 13351. 


.13494 












Seq. No. 


44564 




Seq. ID 


OJ000350 


_08.0310 


.C5 . 




Gene No. 


93970 




Strand 










Start 


15057 




End 


19761 








Name 


OJ000350 08. 0310. C5. 


ol . tm 


Method 


TBLASTX:! 


Maize 






Start 


10808 




End 


14018 







45685 



C T 
bl 


none 




Score 


90 






Exons 


inQHQ IftQfiQ IHQICn 

luouo. . iiiyuy, iuoio 


i n q 7 1 
. . iuy ji , 


10816. .10938, 11384 


1 1 CAQ 

. . 1 1 o u y , 






lijyj. . iiouo, iiyfto 


. . 1 Z U /Of 


11949. . 12077, 12160 


. . iz by d , 






lZlbl..lZ/JU, 1Z 1 bl 


1 OCQ7 

. . i z b y / , 


12591. .12701, 13313 


. . loDl b , 






1 1*^^17 1 
XjOfif±. . 1 JJi / , 1 JJJJl 


i 7 m o 


13910.'. 13990, 13923 






beg. NO. 


A A c; CL A 
4 *i 0 b4 




Seg. ID 


OJ000350 


no n 7 1 n 
Uo . U jlU 




Gene No . 


y j y / u 




Strand 








btart 


1 c n c "7 




End 


19761 






Name 


OJ000350 08. 0310. C5 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10815 




End 


15372 






bl 


none 




Score 


83 






Exons 


iuoio. .luyuft, iuoio 


. . iuy ji , 


10816. . 10929, 11384 


. . 1 loUb , 






li jyj . . iiju j, ii J? / 


♦ . 1 1DU / , 


11943. .12077, 11948 


i 9mc 
. . iz u / b , 






1 Ol OQ 1 OjTQI 1 9 1 £ft 


1 9 £Q £ 

. . i z by b , 


12161. .12730, 12575 


1 97 Pi £ 
. . IZ / U b , 






1 JJJU . . IJJ / 1; 1 JJjl 


i ocnn 

• • 1 J JUU; 


15269. .15295, 15316 






beg. jno. 


A A ^ £ A 
4 4i 0 b 4 




. Seg. ID 


OJ000350 


no noi n 
Uo . U jIU 


. bo 


Gene No. 


y j y / u 




Strand 








Start 


15057 




End 


19761 






Name 


OJ000350_08.0310.C5 


. ol . tw 


Method 


TBLASTX: 


Wheat 




o car u 






End 


13517 






bl 


none 




Score 


286 






Exons 


1 OOI O 1 OCO/I 1 OOI o 

lzzlo. .1ZOZ4, IZZlO 


1 9 c 1 9 


12214 .. 12690, 12214 


. . iz by b , 






i 9C7C 1 O 7 H 7 1 OCQO 
1Z 0 / 0 . . lz / U J , 1 Z Oo Z 


1 97 fl 1 

. . 1 Z 1 U 1 , 


13313. .13516, 13340 


1 OOQQ 






17 7/11 1 7 cil 7 17 7/19 


1 OC1 c 

. . lOOlj 










Seg. No. 


44564 




Seg. ID 


OJ000350 


_08.0310 


,C5 


Gene No. 


93970 




Strand 










1 jUj / 




End 


19761 






Name 


UJUUUOOU Uo.UolU.bO 


. o3 . gs 


Method 


GENSCAN 






btart 


1 CAC7 




End 


19761 








none 




Score 


.48 






Exons 


1 R H R 7 1 ci 1 c 1 £ R £ 1 
IjUO / . . 13110, iDODl 


. . lODfi J, 


19583. .19640, 19758 


1 Q7 C 1 

. . l y / bl 




beg . no . 


A A R £ A 
fl <± 0 bfi 




Seg. ID 


OJ000350 


UO . UjIU 




Gene No. 


93970 




. Strand 








Start 


15057 




End 


19761 






Name 


OJ000350 08. 0310. C5 


. o 4 . np 


Method 


AAT/NAP 






Oh — i v- -t- 

btart 


17522 




End 


19638 






bl 


7523517 




Score 


239 






Exons 


17522. .17553, 19130 


. .19171, 


19322. .19638 






ol UcoCiip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seg. No. 


44565 




Seg. ID 


OJ000350 


_08.0310 


.C6 


Gene No . 


93971 




Strand 


+ 






b tar t 


99 




End 


1958 






Name 


OJ000350 08. 0310. C6 


. ol . gs 


Method 


GENSCAN 






b tar t 


99 




End 


1722 






bl 


none 




Score 


.47 






Exons 


99. .150, 531. .631, 


864. .938, 


1050. .1218, 1387. . 


1511, 1579. 


Seg. No. 


44565 




Seg. ID 


OJ000350_ 


JD8.0310 


,C6 


Gene No . 


93971 




Strand 


"+ 






Start 


99 




End 


1958 






Name 


OJ000350 08. 0310. C6 


. ol . np 


Method 


AAT/NAP 






Start 


585 




End 


1958 







45686 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6721558 Score 202 

585. .684, 1387. .1511, 1848. . 1958 

(AP001073) hypothetical protein -LOryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



44.565 
93971 
99 

OJ000350_08.0310.C6.o2.np 
1015 
6721561 
1015,. 1067, 
(AP001073) 



Seq. ID OJ000350_ 

Strand + 

End 1958 

Method AAT/NAP 

End 1958 

Score 203 
1563. . 1806, 1870. .1958 
EST AU082058 (C12976) corresponds 



08. 0310. C6 



to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. . 44566. Seq. ID OJ000350_08 . 0310 . C7 

Gene No. 93972 Strand + 

Start 1 End 1381 

Name OJ000350_08 . 0310 . C7 . ol . np Method AAT/NAP 

Start •. 1 End 484 

GI 6721561 Score. 478 

Exons 1 . . 484 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372. 1 | (AP001081) EST,-. AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


44566 






Seq. ID 


OJ000350_ 


_08, 


.0310 


.C7 


Gene No. 


93972 






Strand 


+ 








Start 


1 






End 


1381 








Name 


OJ000350 08 


.0310.C7.ol. 


gs 


Method 


GENSCAN 








Start 


51 






End 


1381 








GI 


none 






Score 


.74 








Exons 


51. .149, 227. .446, 864. 


.1381 












Seq. No. 


44566 






Seq. ID 


OJ000350_ 


_08. 


.0310 


.C7 


Gene No. 


93973 






Strand 










Start 


1982 






End 


5134 








Name 


OJ000350 08 


.0310.C7.o2. 


gs 


Method 


GENSCAN 








Start 


1982 






End 


3974 








GI 


none 






Score 


.52 








Exons 


1982. .2536, 


2564. .2883, 


3261. 


.3348, 3402. .3526, 


3587. .3974 


Seq. No. 


44566 






Seq. ID 


OJ000350_ 


_08. 


,0310 


.C7 


Gene No. 


93973 






Strand 










Start 


1982 






End 


5134 








Name 


OJ000350 08 


.0310.C7.o2. 


np 


Method 


AAT/NAP 








Start 


1985 






End 


5079 








GI , 


5902445 






Score 


2875 








Exons 


1985. .3220, 


3251. .5079 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 









45687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44566 
93973 
1982 

OJ000350_08 
1994 
none . . 
1994. .2125, 

44566 
93973 
1982 

OJ000350_08. 
2624 
none 

2624 . .2755, 

44566 
93973 
1982 

OJ000350_08. 
2796 
none 

2796. .2969, 

44566 
93973 
1982 

OJ000350JD8. 
3489 
none 

3489. .3737, 

44566 
93973 
1982 

OJ000350_08. 
358 8 . 
none 

3588. .3761, 

44566 
93973 
1982 

OJ000350_08. 

4084 

none 

4084, .4476, 

44566 
93973 
1982 

OJ000350_08. 

4139 

none 

4139. .4516, 



.0310.C7.o3.tw 
1995. .2120, 2150, 

0310.C7.o5.tw 
2634. .2753, 2751. 

0310.C7.o3.tm 
2797.. 2973, 2951. 

0310.C7.o3.ts 
3747. .3872 

0310.C7.o4.tw 



Seq. ID OJ000350JD8.0310.C7 
Strand 

End . 5134 

Method TBLASTX : Wheat 

End 2602 

Score 60 
.2602, 2499. .2588 

Seq. ID OJ000350_08 .0310.C7 
Strand 

End 5134 

Method TBLASTX : Wheat 

End 2951 

Score 60 
.2951, 2752.-2859 

Seq. ID OJ000350_08 .0310.C7 
Strand 

End 5134 

Method TBLASTX : Mai ze 

End 3100 

Score 70 
.3100, 2958.. 3083 

Seq. ID OJ000350_08.0310.C7 
Strand 

End 5134 

Method TBLASTX : Soybean 

End 3872 

Score 85 



Seq. ID OJ000350_08.0310.C7 
Strand 

End 5134 

Method TBLASTX : Wheat 

End 3995 

Score 55 



3589.. 3711, 3768.. 3995, 3775.. 3942 



0310.C7.ol.ts 



4334. .4477 



0310.C7.o2.tw 



4141. .4563, 4171, 



Seq. ID OJ000350_08.0310.C7 
Strand 

End 5134 

Method TBLASTX : Soybean 

End 4477 

Score 90 



Seq. ID OJ000350_08.0310.C7 
Strand 

End 5134 

Method TBLASTX : Wheat 

End 4563 

Score 267 

.4560 - ' 



Seq. No. 



44566 



Seq. ID OJ000350_08.0310.C7 



45688 



Gene No. 


93973 




Strand 






Start 


1 982 




Ena 


D 1 J 4 




Name 


/*\ to O O tr O o o 

OJ000350 08 


. 0310 . C7 . o2 . tm 


Method 


TBLASTX : Mai ze 




Start 


4237 




End 


a r 0 0 

4 620 




GI 


none 




Score 


14 0 




Exons 


4237 . . 4 620, 


42oo . .4516 








Seq. No. 


44566 ' 




Seq. ID 


OJ000350_08.0310 


.C7 


Gene No. 


93973 




Strand 






Start 


1982 




End 


5134 




Name 


OJ000350_08 


O O 1 O /™i ""J — -1 j 

. 0310 . C7 . ol . tm 


Method 


TBLASTX : Mai ze 




Start 


4648 




End 


5004 




GI 


none 




Score 


219 




Exons 


a /** a o c r\ r\ a 

4 648. . 5004 , 


4649. .4942, 4699. 


. 4 95U 






Seq. No. 


44566 




Seq. ID 


OJ000350_08.0310 


.C7 


Gene No. 


93973 




Strand 






Start 


1982 




T-> _J 

bna 






Name 


/-v TO O O ") C O AO 

OJ000350 08 


. 0310 . C7 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


4679 




End 


5134 




GI 


none 




Score 


384 




Exons 


4 67 9 . . 5134 , 


4 679 . . 5107 , 4 690 . 


. 5133 






Seq. No. 


'44566 




Seq. ID 


OJ000350 08.0310 


.07 


Gene No. 


93973 




Strand 


- 




Start 


1982 




End 


5134 




Name 


OJ000350 08 


. 0310 . C7 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


4729 




End 


5094 




GI 


'none 




Score 


109 




Exons 


4729 . . 4863, 


4870 . . 5094 








Seq. No. 


4 4567 




Seq. ID 


/"\TAAAOEA AO A O 1 A 

OJU0035U Uo.UolU 


. Co 


Gene No. 


93974 




Strand 


+ 




Start 


1230 




End 


3274 




Name 


/"N TO O O O T~ O O O 

OJ000350 08 


.0310.C8.o2.np 


Method 


AAT / NAP 




Start 


1230 




End 


3274 




GI 


6721512 




Score 


.108 




Exons 


i o o o i o r~ 1 

1230 . . 1251, 


2900.. 3023, 3051. 


.3274 






GI Descrip. 


{AP001072 ) 


hypothetical protein , [Oryza 


sativa] 




Seq. No. 


44567 




Seq. ID ' 


/"\taaaoca Ab mi n 


. Lb 


Gene No. 


93975 




Strand 






Start 


1 




End 


3274 




Name 


f\ t/\ O o o c o o o 

OJ000350 08 


.0310.C8.ol.np 


Method 


AAT /NAP 




Start 


1 




End 


3274 




GI 


5902444 




Score 


938 




Exons 


1 . . 1504, 18 


22.. 1915, 3228.. 3274 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




■* 

Seq. No. 


4 4 56/ 




Seq. ID 


OJ000350_08.0310 


CQ 


Gene No. 


93975 




Strand 






Start 


1 




End 


3274 




Name 


OJ000350 08 


.0310.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


■ 2 




End 


447 




GI 


none 




Score 


145 




Exons 


2. .226, 7.. 


228, 265. .447, 266 


. .409 







45689 




Seq. No. 


44567 


Seq. ID 


OJ000350_08.0310.C8 


Gene No. 


93975 


Strand 




Start 


1 


End 


A A "7 A 

327 4 


Name 


^ntaaaaca a a a i a /-** a _ a j_ 

OJ000350_08 . 0310 . C8 . o2 . tw 


Method 


m T~* T 7V A m XT T.1 1_ <_ 

TBLASTX : Wheat 


Start 


1020 


End 


1 A 1 O 

1418 


GI 


none .■'C 


Score 


A A C 

245 


Exons 


1 0 2.0. . .1418 






Seq. No. 


44568 


Seq. ID 


OJ000350_08.0310.C9 


Gene No. 


93976 


Strand 


+ 


Start 


A "1 

47 


End 


A T C 

6375 


Name 


^-v-TT\AAACA AO A1 1 A /*> r\ _ -1 

OJ000350_08 .0310.C9.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


2650 


GI 


none 


Score 


. 67 


Exons 


A —) 1 C A A A /" AAA/" A A A A 

47. .150, 206. .2206, 2228.. 


2650 




Seq. No. 


44568 


Seq. ID 


/"\ T A A A A C A AO A "1 /'i f\ 

OJ000350_08 . 0310 . C9 


Gene No. 


93976 


Strand 


+ 


Of 3 yf 


47 


End 




Name 


OJ000350 08.0310..C9.ol.np 


Method 


AAT/NAP 


Start 


224 


End 


6375 


GI 


7228457 


Score 


9260 


Exons 


224. .594, 656. .2587, 2651. 


.3484, 3607. 


.4758, 482S..6375 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 



fn sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44568 
93977 
11426 

OJ000350_08.0310.C9.o4.gs 

11426 

none 

11426. .11572, 11910. .11977, 
16940. .17017, 17066. .17229, 
20874. .20942, 21017 21187, 
22113. '!22244, 2234 4 22420, 
26247. .26281, 26477 .. 26538, 



Seq. ID OJ000350_08.0310.C-9 

Strand + 

End 27053 

Method GENSCAN 

End 26828 

Score .61 
15899. .16020, 16603 .. 1 6668 , 
19166. .19222, 19265 .. 1 9519, 
21261. .21326, 21920 .. 21988 , 
23352. .23375, 24 873 .. 24 961 , 
26615. .26666, 26757. .26828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



44568 Seq. ID OJ000350_08 . 0310 . C9 

93977 Strand + 

11426 End 27053 

OJ000350_08.0310.C9.o4.np Method AAT/NAP 

17062 End 21992 

7485682 Score 1038 

17062. .17229, 19265 .. 19519, 20131 20255, 20571 .. 20616, 

20711. .20785, 20874 20942, 21017 21187 , 21267 .. 21326, 

21920.. 21992 

hypothetical protein F1707.3 - Arabidopsis thaliana 
gi|3176674|gb|AAC18797.1| (AC003671) Contains similarity to 
Ste20-like kinase homolog from A. thaliana chromosome 4 contig 
gb|Z97336. [Arabidopsis thaliana] 



44568 - ' - Seq. ID 

93977 Strand 

11426 End 

OJ000350_08 . 0310 . C9 . ol . gp Method 



OJ000350_08.0310.C9 
+ 

27053 
AAT/GAP 



45690 




btart 




End 


27053 






bl 


none 


Score 


970 






Exons 


<£0ybb..^oU41 / zd111..zd1o3, 


26247. .26281, 26477 


. . 2653o , 
















Seq. No. ■ 


- 44568 


beq. iu 


OJOUU JbU 


JD8.0310 


.09 


Gene No. 


93978 ^ - 


C4- ~- « >0 

btrana 


+ 






OtaiL 


^you / 


bna 


o a c o c 






Name 


uuuuuoou uo . uoiu . by . oo . gs 


Method 


GENbbAN 






bt art 


zyju / 


bna 








bl 


none 


Score 


.92 






Exons 


z you / . ./yo^j 










Seq. No. 


44568 


beq. id 


OJ0UU3bU 


_08.0310 


-C9 


Gene No. 


93979 


btrana 








b LdiL 


/ UZ 4 


bna 


T A O 0 "7 

10337 






Name 


ojuuujou Uo . Uoiu . by . o J . gs 


Metnoa 


GENSCAN 






otart 




bna 


"1 A O *3 1 

10337 






bl 


none 


Score 


A o 

. yo 






Exons 


/uz4..oy// / yu / b . . iujj / 










beq. no. 


4 4 0 DO 


Seq. ID 


r\ x A A A O C A 

OJ UUUJoU 


a o m 1 n 

Do . 03 IU 


. cy 


Gene No. 


93979 


Strand 








Start 


7024 


End 


10337 






Name 


OJ000350 08.0310.C9.o2.np 


Method 


AAT / NAP 






bt art 


7027 


End 


i a o o ~7 

1033 / 






bl 


5803259 


Score 


a a c c 






Exons 


7027. .8699, 8745. .8977, 9076 


. .10337 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






beq. no. 


44568 


Seq. ID 


OJUUUobU 


AO A O 1 A 

Uo . 0310 , 


. C9 


Gene No. 


93980 


Strand 








Start 


10975 


End 


i o o c a 

lz25 9 






Name 


OJ000350 08.0310.C9.o3.np 


Method 


AAI / NAP 


* 




b tart 


10975 


End 


i o o c a 






c x 
bl 


7523512 


Score 


i a 1 
101 






Exons 


10975. .11112, 12195. .12259 










GI Descrip. 


(AP001633) hypothetical protein ' [Oryza 


sativa] 






beq. no. 


44568 


Seq. ID 


OJ000350_ 


AO A O T A 

08.0310, 


. C9 


Gene No. 


93981 


Strand 








Start 


25482 


End 


28720 






Name 


OJ000350 08.0310.C9.o5.np 


Method 


AAT /NAP 






otart 


25482 


End 


28720 






C T 
bl 


5852093 


Score 


62 






Exons 


25482. .25547, 27210 .. 27317, 


28687. .28720 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


44568 


Seq. ID 


OJ000350_ 


_08.0310, 


,C9 


Gene No. 


93982 


Strand 








Start 


32862 


End 


35943 






Name 


OJ000350 08.0310.C9.o6.tw 


Method 


TBLASTX : Wheat 




Start 


878 


End 


1270 






GI 


none 


Score 


58 






Exons 


878.-925, 932. .1030, 937. .1029, 997. .1236, 1013. 


, .1270 




Seq. No. 


44568 


Seq. ID 


OJ000350_ 


_08.0310. 


,C9 



45691 



Gene No. 


93982 








Strand 




o tar t 










ijIiQ 


JJ3 H O 


Name 


atoootro no 
UuUUUjjU Uo 


n^i n 
. U J 1U 


. uy . o / . 


tm 


Method 


TOT BCTV-Mai t ^ 

■ i dIjAo i a . Ma i z e 


otart 


Oo j 








tjnQ 


1 1 "7 A 
1 1 / H 


bl 


none 








Score 


9 on 
z uu 


Exons 


poo i iT^ 


qon 
yz U . . 


1 1 / ft 








Seq. No. 


44568 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 








Strand 




otart 


JZ O DZ 








End 


35943 


Name 


UJUUUoOU Uo 


o *3 1 o 
. U J 1 U 


. by . o j . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


otart 


9 n op 
Z U Uo 








End 


2467 


bl 


none 








Score 


398 


Exons 


Z U U 0 . . Z 1 fi D , 


900 Q 
zuu y 


9 A £1 
. . Z ft D / , 


9 091 
Z UZ 1 . 


.2437, 2203.. 2463 


Seq. No. 


44568 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 








Strand 




otari 










End 


35943 


Name 


UJUUUjjU Uo 


o ^ i o 

. UjIU 


. by . oi . 


tw 


Method 


TBLASTX: Wheat 


CM i >- 4- 

o tar t 


Z OOO 








End 


3121 


bl 


none 








Score 


199 


Exons 


0(:CQ "31 1 Q 

zdjo . . jiiy, 


z oo y 


. . jlZU, 


9 ££0 


.3121, 2660.. 3121 


Seq. No. 


44568 * 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 . 








Strand 




o tar t 










End 


35943 


Name 


UJUUUooU Uo 


n-ji n 
. UolU 


. by . oi . 


tm 


Method 


TBLASTX: Maize 


btart 










End 


3145 


bl 


none 








Score 


392 


Exons 


Z / 07 . . O 1 4 0 , 


9 P 9 yl 


. . J 1 3 41 








Seq. No. 


44568 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 








Strand - 




o tart 


^ 9 P £9 
jZo DZ 








End 


35943 


Name 


n Tnnm ro no 

UJUUUjjU Uo 


noi n 
. UjIU 


. by . Oh . 


tm 


Method 


TBLASTX: Maize 


otart 


*5 1 1 9 
O 1 / Z 








End 


3555 


bl 


none 








Score 


280 ■ 


Exons 


jl / Z, . Ofl DU , 




"3/1 r 1 


"5 A A R 
j44 J . 


.3555 




Seq. No. 


44568 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 








Strand 




otart 


o 9 p co 








End 


35943 


Name 


UJUUUOOU Uo 


n q i o 
. UJIU 


Q /^9 

. by . oz . 


tw 


Method 


TBLASTX: Wheat 


o t art 










End 


3653 




none 








Score 


268 


Exons 


0990 o/i en 

ozzy . . oh ou, 


jZjU 


. . OH OU , 


jjz y . 


.3451, 3442..3648, 3468. .3 


Seq. No. 


44568 








Seq. ID 


OJ000350_08.0310 


Gene No. 


93982 








Strand 




Of i v*+- 

ot art 


-3 9 p £ 9 
jZo OZ 








End 


35943 


Name 


OJUUUooU Uo 


n o i n 

. 0310 


. C9 . oz . 


ts 


Method 


TBLASTX: Soybean 


Start 


3308 








End 


3678 


GI 


none 








Score 


151 


Exons 


3308. .3451, 


3325 


. .3450, 


3448. 


.3678 




Seq. No. 


44568 








Seq. ID 


OJ000350__08.0310 


Gene No. 


93982 








Strand 





45692 




Start 


32862 






End 


35943 




Mamo 

IN CllUt 


n.Tfinmsn or 

UU \J \J\J O *J u uo 


mi n 


PQ r\ R t- ta; 


Method 


TBLASTX: Wheat 






d 97 Q _ 






End 


4737 






none 






Score 


239 




IT v ^ ri q 


4 97 Q A Sm 


a ^m 

ft o u o 


. • 4 Ji / ; 4 JDO . 


.4541, 4588. .4737, 4597. .4734 




4 J?7. .4 /JO 












O c q . IN U • 


A A ^ fiR 
4 4 0 0 0 






Seq. ID 


n.Tnnmsn Dft mi n 

UUUUUjjU UO . UJ1U 


• y 


Gene No. 


93982 






Strand 






Start 


32862 






End 


QA "3 

JJ34 J 




Name 


OJ000350 08 


.0310 


.C9.o4 . ts 


Method 


TRT ZiQTY • Qnuhoan 




Of 2 r~f- 


4426 






End 


4992 




CI 


5666795 






Score 


68 




TP \r J~\ T1 O 


4426. .4524, 


4600 


..4737, 4786. 


.4992 








4206306 2.0e-10 


(AF049110)- prpol [Zea 


mays J 




Seq. No. 


44568 






Seq. ID 


mnnmRn np n^in 

UUUUU j JU UO . UOIU 


• ^ y 


Gene No. 








Strand 








32862 






End 


JJ^4 J 




Name 


OJ000350 08 


.0310 


.C9.o8. tw 


Method 


TBLASTX: Wheat 




OLaiL 


4740 






End 


5194 






none 






Score 


1 Qft 
x y o 




Exons 


4740. .4916, 


4777 


..5052, 5141. 


.5194 






Seq. No. 


44568 






Seq. ID 


UJUUUj jU Uo.UJXU 


n q 


Gene No. 








Strand 






Q-t- a r-t- 
OLdl L 


32862 






End 


JD :?40 




Name 


OJ000350 08 


.0310 


.C9.o3. tm 


Method 


TBLASTX: Maize 




OUalL 


5245 






End 


5568 




r 1 t 


none 






Score 


JOl 






5245. .5568, 


5274 


. .5555 








Seq. No. 


44568 






Seq. ID 


nTnnn^^n np mi n 

UJUUU J jU UO , UjIU 


( y 


Gene No. 


93982 






Strand 






O Lai L 


32862 






End 


J J 1/ 4 J 




Name 


OJ000350 08 


.0310 


.C9.o4 . tw 


Method 


TBLASTX: Wheat 






5382 






End 


57 63 






none 






Score 


371 




Exons 


538-2. .5438, 


5383 


..5763, 5484. 


.5729 






Seq. No. 


44568 






Seq. ID 


OJ000350_08.0310 


C9 


Gene No. 


93982 






Strand 






Cf a r f 


32862 






End 


35943 




Name 


OJ000350 08 


0310 


X9.o7.tw 


Method 


TBLASTX: Wheat 




Of 3 • r .f- 


5764 






End 


6366 




r: t 


none 






Score 


265 




TP v c 


5764. .6048, 


5769 


.6047, 5904. 


.6074, 6240. .6362, 6241. .6366 


i_J \^ \_J ■ LN U • 


44568 






Seq. ID 


OJ000350JD8.0310. 


C9 


Gene No. 


93982 






Strand 






Start 


32862 






End 


35943 




Name 


OJ000350 08 


0310 


C9.ol .ts 


Method 


TBLASTX : Soybean 




Start 


17148 






End 


21994 




GI 


none 






Score 


400 




Exons 


17148. .17231, 17149. .17229, 19264 .. 1 9518 , 19265 .. 19519, 





20128. .20256, 20130 .. 20255, 20559 .. 20603, 20560 .. 20616, 
20701. .20787, 20702 .. 20788, 20870 .. 20947 , 20874 .. 2094 2 , 



45693 



21010. .21186, 21017. .21193, 2124 6 .. 21326, 21916 .. 21987 , 
21917. .21994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44568 
93982. 
32862 

OJ000350_08.0310.C9.ol.tc 
19379 



OJ000350 08. 0310. C9 



none 
19379. 
20560. 
20874. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

19519, 19384.. 19515, 20128.. 20256, 20130 .. 20255 , 
20610, 20701. .20787, 20705 20788, 20870 .. 20926, 
20927 



35943 

TBLASTX: Cress 

20927 

170 



Seq. No. 44568 
Gene No. 93982 
Start 32862 

Name OJ000350_08 . 0310 . C9 . o2 . tm 

Start 19424 
GI none 

Exons 19424. .19519, 20128 .. 20256, 

20567. .20614, 20699 20788 , 
20871. .20942, 20874 20942 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_08.0310.C9 
35943 

TBLASTX: Maize 

21168 

122 



20130. .20255, 20566 .. 20613, 
20701 ..20787, 20870. .20938, 
21016. .21168, 21017. .21163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44568' 
93982 
32862 
OJ000350 
21971 
none 
21971 
22185 
23102 
23130 



08.0310.C9.o6.tm 



.21991, 
.22241, 
.23140, 
.23171, 



22113. 
22336. 
23103. 
23188. 



.22184, 
.22419, 
.23141, 
.23349, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22114 . .22182, 
22341. .22439, 
23107. .23349, 
23198. .23353, 



OJ000350 08. 0310. C9 



35943 

TBLASTX: Maize 
23354 
68 

22167. .22244, 
22359. .22454, 
23109. .23141, 
23226. .23354 



Seq. No. 44568 

Gene No. 93982 

Start • 32862 

Name OJ000350_08 . 0310 . C9 . 06 . gs 

Start 32862 

GI none 
Exons 



Seq. ID O.J000350_08.0310.C9 
Strand 

-End 35943 

Method GENSCAN 

End ' 35897 

Score .91 



32862. .33242, 33658 .. 3378 6, 34 124 34251, 34 538 .. 34587 , 
34710. .34798, 34 908 34 982 , 354 98 .. 35614 , 35701. .35897 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 



44568 
93982 
32862 

OJ000350_08.0310.C9.o6.np 

32865 

6016586 

32865. .33242, 33658 .. 3378 6, 
34393. .34433, 34538 .. 34 587 , 
35099. .35187, 35293 .. 35353, 



Seq. ID OJ000350_08.0310.C9 
Strand 

End 35943 

Method AAT/NAP, 

End 35943 

Score 2161 
33917. .33952, 34091. 
34710. .34798, 34908, 
35498. .35614, 35701. 



MLO PROTEIN HOMOLOG 
[Oryza sativaj,,. 

44568 
93982 



1 gi|2765819|emb|CAB08606| 



,34264, 
,34982, 
,35943 
(Z95353) 



Seq. ID 
Strand 



OsMlo-hl 



OJ000350 08. 0310. C9 



45694 






Start 


32862 


End 


35943 






Name 


OJ000350_08 . 0310 . C9 . o5 . tm 


Method 


TBLASTX: Maize 






Start 


33697 


End 


34265 






GI 


none 


Score 


76 






Exons 


33697 .. 33801, 33710 .. 33802, 


33914. .33955, 33915 33956, 








34 092 .. 34265, 34094.. 34264 










Seq. No. 


44568 


Seq. ID 


OJ000350_08.0310 


.C9 




Gene No. 


93982 


Strand 








Start 


32862 


End 


35943 






Name 


OJ000350_08 .0310.C9.o3.ts 


Method 


TBLASTX : Soybean 






Start 


34085 


End 


34267 






GI 


none 


Score 


104 






Exons 


34 085 .. 34 201, 34 085 .. 34267 , 


34089. .34265 






Seq. No. 


44568 


Seq. ID 


OJ000350_08.0310 


.C9 




Gene No. 


93982 


Strand 








Start 


32862 


End 


35943 






Name 


OJ000350_08. 0310.C9.o2.tc 


Method 


TBLASTX: Cress 






Start 


34094 


End 


35354 






GI 


none 


Score 


67 






Exons 


340 94.. 34264, 343 90.. 34434, 


34578. .34619, 34 661 34777 , 








34 7.04 ..34778, 34 90 9.. 34983, 


34911. .34982, 35090 .. 35188 , 








35097. .35189, 35297. .35353, 


35304. .35354 




f n 


Seq. No. 


44569 


Seq. ID 


OJ000250_02.0313 


.CI 




Gene No. 


93983 


Strand 


+ 






Start 


233 


End 


1871 






Name 


OJ000250 02.0313.Cl.ol.gp 


Method 


AAT/GAP 






Start 


233 


End 


566 




^ j 


GI 


82047 1.R1084 


Score 


449 






Exons 


233. .566 










GI Descrip. 


? 4678261/emb|CAB41122.1| 4. 


0e-16 (AL049657) putative prote 


_ 




regulatory subunit [Arabidopsis thaliana] 1 




• us 


Seq. No. 


44569 


Seq. • ID 


OJ000250_02. 031.3 


.CI 


M 


Gene No. 


93983 


Strand 


+ 






Start 


233 


End 


1871 






Name 


OJ000250 02.0313.Cl.ol.gs 


Method 


GENSCAN 






Start 


258 


End 


669 






GI 


none 


Score 


.88 






Exons 


258. .566, 604. .669 










Seq. No. 


44569 


Seq. ID 


OJ000250_02.0313 


.CI 




bene cmo. 


93983 


Strand 


+ 






Start 


233 


End 


1871 






Name 


OJ000250 02.0313.Cl.ol.np 


Method 


AAT/NAP 






Start 


309 - 


End 


1871 






GI 


7484780 


Score 


164 






Exons 


309. .585, 1839. .1871 










GI Descrip. 


26S proteasome regulatory particle chain RPN7 homolog F6I7 



Arabidopsis thaliana gi | 4 678261 | emb | CAB4 1122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi I 7269333 | emb | CAB79392.il (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 44569 Seq. ID OJ000250_02 . 0313 . CI 



45695 



Gene No. w 


93984 




Strand 






Cf art 


J. J. \j £. 




iiina. 


10 /1 




Name 


UUUUUZjU U^. , Ujlj 


.LI . Oi . urn 


Method 


1 oiiAo i a : Max ze 




C •(- -> -r f- 


o&i ~ 




i^na 


o / y 




\J ± 


none 




Score 


Z U O 






7fil 4Q1 4J 




;i i tr 7 c. 
Jll . • o / o 






Seq. No. 


44569 




Seq. ID 


OJ000250_02.0313 


.CI 


Gene No. 


93984 




Strand 






Of- o r 4- 


1162 






1 OT1 
lo / 1 




Name 


OJ000250 02.0313 


.Cl.ol.tc 


Method 


1 dJjAo 1 a : cress 




o tar u 


315 




Luu 


o / y 






none 




Score 


10 j 






315. .491, 511. .579 








Seq. No. 


44569 




Seq. ID 


OJ000250_02.0313 


.CI 


Gene No. 


93984 




Strand 






OLal L 


1162 






1 ft 7 1 
10 / 1 




Name 


OJ000250 02.0313 


Cl.o2.gs 


Method 


la No CAIN 




olaiL 


1162 






1 TOO 
l/OO 




C T 


none 




Score 








1162. .1343, 1659 


.1788 








Seq. No. 


44569 




Seq.. ID 


OJ000250_02.0313 


.CI 


Gene No. 


93984 




Strand 






O L. a. J. L 


1162 




End 


1871 




Name 


OJ000250 02.0313. 


Cl.o2.tm 


Method 


TBLASTX: Maize 




Of a >- -1- 


1216 




End 


1645 






none 




Score 


89 






1216. .1341, 1246. 


.1557, 1411. 


.1644, 1547. .1645 






44569 




Seq. ID 


OJ000250JD2.0313 


. CI 


Gene No . 


93984 




Strand 






Start 


1162 




End 


1871 




Name 


OJ000250 02.0313. 


Cl.o2.np 


Method 


AAT/NAP 




Start 


1315 




End 


1871 




GI 


7485592 




Score 


4 68 




Exons 


1315. . 1871 










GI Descrip. 


hypothetical protein F17A8.10 


- Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|4538896|emb|CAB39633.1| (AL049482) putative protein 
[Arabidopsis thaliana] gi I 7267661 | emb | CAB78089 . 1 1 (AL161515) 
putative protein [Arabidopsis thaliana] 



44570 Seq. ID 

93985 Strand 

529 End 

OJ000250_02. 0313.C2.ol.gs Method 

529 End 

none Score. 



OJ000250_02.0313.C2 
+ 

10023 
GENSCAN 
10023 
.75 

2768, 3432.. 3538, 



529. .600, 812. .992, 1644. .1673, 2647, 
5980. .6106, 6230. .6299, 6799. .6904, 6987. .7104, 7595. .7714, 
7817. .7997, 8092. .8168, 8255. .8307, 8474. .8525, 8821. .10023 



Seq.. No. 44570 Seq. ID OJ000250 

Gene' No. 93985 Strand + 

Start 529 End 10023 

Name OJ000250JD2 . 0313 . C2 . ol . np Method AAT/NAP 



02. 0313. C2 



45696 



Start 


5996 


End 


8986 






4559345 


Score 


263 




Exons 


5996.. 6106, 6230.. 6299, 6799.. 6904, 6987.. 7167, 


7599. .7709, 




7815. .7933, 8074. .8168, 8255. .8307, 8474. .8525, 


8821. .8986 


bi Descrip. 


(ACUOoooo) putative protein 


phosphatase 2C [Arabidopsis 




thaliana] 








beq. No. 


H H 0 / U 


Seq. ID 


OJ000250_ 


_02.0313.C2 


bene no . 


q o n o ^ 


• Strand 


+ 




Start 




End 


18343 




Name 


ATnnnotn no nil's r*o ^ i «r, 
UJUUUZDU Uz.Ujlj.LZ.Oj.gS 


Method 


GENSCAN 




b tar z 


/ 1 D 


End 


18343 




Grl 


none 


Score 


.53 




Exons 


12713. .12733, 1377 1 .. 13830 , 


13835. . 13937, 14058 


. . 14091, 




15819. .15938, 16304. .16384, 


16820. .16844, 17695 


17818 , 




1 1 QOyn 

loUob . . lo J4 J 








Seq. No. 


A A C 1 C\ 

4 4 0 /0 


Seq. ID 


OJ000250_ 


02 . 0313 . C2 


Gene No. 


yjyy / 


Strand 






otart 


i r\ o o o 


End 


12028 




Name 


OJ00025U Oz . 031 o . Cz . oZ . gs 


Method 


GENSCAN 




Start 




End 


12028 




GI 


none 


Score 


.58 




Exons 


10883.. 12028 








Seq. No. 


44570 


Seq. ID 


OJ000250_ 


_02 .0313.C2 


Gene No. 


93988 


Strand 






Start 


15517 


End 


16625 




Name 


OJ000250 02.0313.C2.o2.np 


Method 


AAT/NAP 




Start 


15517 


End 


16625 




GI 


6815053 


Score 


742 




Exons 


15517. .15753, 15803 15978 , 


16479. .16625 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44570 


Seq. ID 


OJ000250_ 


_02.0313.C2 


bene no . 


93989 


Strand 








17161 


End 


17764 




Name 


OJ000250 02.0313.C2.o3.np 


Method 


AAT/NAP 




Start 


17161 


End 


17764 




C T 


6721559 


Score 


393 




Exons 


17161. .17292, 17325. .177 64 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 | dbj | BAA90370 . 1 | 


(AP001081) ; 


hypothetical protein 




[Oryza sativa] 








beq. no. 


44570 


Seq. ID 


OJ000250_ 


_02.0313.C2 




93990 


Strand 






Start 


17737 


End 


18368 




Name 


OJ000250 02.0313.C2.o4.np 


Method 


AAT/NAP 




Start 


17737 


End 


18368 




GI 


6721560 


Score 


234 




Exons 


17737. . 17 953, 18112 .. 18211, 


18253. . 18368 




GI Descrip. 


(AP001073) hypothetical. protein [Oryza 


sativa] 





gi I 6815085 | dbj 
[Oryza sativa] 



BAA90371.il (AP001081) hypothetical protein 



Seq. No. 



44570 



Seq. ID OJ000250_02.0313.C2 



45697 



Gene No. 


93991 


Strand 






Start 


i yuoO 


End 


21534 




Name 


OJUUOzoU Uz.0J13.Cz.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


14zl 


End 


1767 




GI 


none 


Score 


183 




Exons 


14zl..lboo, 14zz..lo3y, looo. 


.1767, 1669. .1761 




beg. JNO . 


44570 


Seq. ID 


OJ000250 


no n o i o r* o 
Uz . 0 J 13 . Cz 


Gene No. 


93991 


Strand 






Start 


19060 


End 


21534 




Name 


OJ000250 02.0313.C2.o5.np 


Method 


AAT/NAP 




Start 


19060 


End 


21534 




GI 


4680183 


Score 


184 




Exons 


19060. .19149, 19757. .19879, 21376.. 21534 




GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica ] 


Seq. No. 


44571 


Seq. ID 


OJ000250 


_02.0313.C3 


Gene No. 


f~\ *s f-\ f~\ r\ 

93992 


Strand 


+ 




Start 


83 ■ * ■ , 


End 


334 




Name 


OJ000250 02.0313.C3.ol.gs 


Method 


GENSCAN 




Start 


83 


End 


334 




GI 


none 


Score 


.94 




Exons 


. 83. .334 








Seq. No. 


44571 


Seq. ID 


OJ000250 


_02.0313.C3 


Gene No. 


93993 


Strand 






Start 


779 


.End 


2792 




Name 


" OJ000250 02.0313.C3.ol.gp 


Method 


AAT/GAP 




Start 


779 


End 


2792 




GI 


none 


Score 


833 




Exons 


779.. 1005, 1246.. 1400, 1490.. 


1560, 1937.. 1987, 


2765 . . 2792 


Seq. No. 


44571 


Seq. ID 


OJ000250 


_02.0313.C3 


Gene No. 


93993 


Strand 






otart 


779 


End 


2792 




Name 


OJ000250 02.0313.C3.o2.gs 


Method 


GENSCAN 




Start 


1295 


End 


1987 




GI 


none 


Score 


.61 




Exons 


1295.. 1366, 1490. .1560, 1937. 


.1987 






C ^ ~, XT _ 

beq. No. 


44572 


Seq. ID 


OJ000250 


02 . 0313 . C4 


Gene jno. 


93994 


Strand 


+ 




otart 


4487 


End 


15640 




Name 


OJ000250 02.0313.C4.ol.np 


Method 


AAT/NAP 




Start 


4487 


End 


9247 




x 


5922636 


Score 


467 




Exons 


4487. .4565, 5049. .5283, 5577. 


.5724, 6596. . 6915, 


7319. .8039, 




8639. .8811, 9012. .9247 








GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 




C99517 (E20319) , AU078130 (E20319) correspond to a 


region of 1 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


44572 


Seq. ID 


OJ000250_ 


_02.0313.C4 


Gene No. 


93994 


Strand 


+ 




Start 


4487 


End 


15640 





to a 



the 



45698 



Name 

Start 

GI 

Exons 



OJ000250_02 . 0313 . C4 . o2 . np 

5915 

5777623 

5915. .5952, 8884. .9079, 9330. 
12693. .12790 



Method AAT/NAP 
End 12790 
Score 1251 
.9467, 9647.. 10155, 10962. 



GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



11204, 



Seq. No. 44572 Seq. ID 

Gene No. 93994 Strand 

Start 4487 End 

Name OJ000250_02 . 0313 . C4 . o2 . gs Method 

Start 7328 End 

GI none Score 

Exons 7328.. 8329 



OJ000250_02.0313.C4 
+ 

15640 
GENSCAN 
8329 
.95 



Seq. No. 44572 Seq. ID 

Gene No. 93994 Strand 

Start . .4487 End 

Name * OJ000250_02 . 0313 . C4 . o3 . gs Method 

Start 8689 End 

GI none Score 
Exons 8689. .8749, 9774. .10142, 10177 .. 1032 9, 1234 9 .. 12440, 

12510. .12675, 13253. . 13401, 13637 .. 13712, 14 4 30 .. 14 594 , 

14678. .14713, 15309. .15340 



OJ000250_02.0313.C4 
+ 

15640 
GENSCAN 
15340 
.56 



Seq. No. 44572 Seq. ID 

Gene No. 93994 Strand 

Start 4487 End 

Name OJ000250_02 . 0313 . C4 . ol . gp Method 

Start 11835 End 

GI 38782_1.R1084 Score 

Exons 11835. .12331 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ000250_02.0313.C4 
+ 

15640 
AAT/GAP 
12331 
806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

.. : Gene No. 
h Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44572 Seq. ID OJ000250_02 . 0313 . C4 

93994 Strand + 

4487 End 15640 

OJ000250_02 . 0313 . C4 . o2 . gp Method AAT/GAP 

13270. End 14707 

LIB3477-002-P1-K1-D5 Score 851 

13270. .13401, 14044 .. 14134, 14235 14285, 14430 .. 14594 , 

14678. .14707 

' 4521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



44572 Seq. ID 

93994 Strand 
4487 End 
OJ000250_02.0313.C4 .o4 . np Method 
13799 End 
7484780 Score 
137 99. .1414 4, 15587. .15640 

26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4 678261 | emb | CAB4 1122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi | 7269333 | emb | CAB7 9392 . 1 | (AL161562) putative proteasome 



OJ000250_02.0313.C4 

■+ - 
15640 
AAT/NAP 
15640 
66 



45699 



regulatory subunit [Arabidopsis thaliana] 



Seq. No. 


44572 




Seq. ID 


OJ000250 


_02.0313 


.C4 


Gene No. 


93995 




Strand 








Start 


9568 




End 


12097 






Name 


OJ000250 02. 0313. C4 


. o3 . np 


Method 


AAT/NAP 






Start 


9568 




End 


12097 






GI 


a f o r\ i o a 

4 doOIoo 




Score 


195 






Exons 


9568.. 9602, 11351.. 


11529, 


12034 . . 12097 








GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 






Seq. No. 


44572 




Seq. ID 


OJ000250 


_02.0313 


C4 


Gene No. 


93996 




Strand 








Start 


14272 




End 


14801 






Name 


OJ000250 02. 0313. C4 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


14 272 




End 


14801 






GI 


none 




Score 


36 






Exons 


1427 2... 14295, 14366 


..14584, 14405. .14551, 14407 


. . 14586, 






14676.'. 14801, 14685 


. .14801 










Seq. No. 


44573 




Seq. ID 


OJ000250 


02 . 0313 


C5 


Gene No. 


93997 




Strand 








Start 


714 




End 


1597 






Name 


OJ000250 02.0313. C5 


. ol . gs 


Method 


GENS CAN 






Start 


714 




End 


1597 






GI 


none 




Score 


.65 






Exons 


714. .832, 920. .1060, 1504. 


.1597 








Seq. No. 


44574 




Seq. ID 


OJ000250 


_02.0313 


C6 


Gene No. 


93998 




Strand 


+ 






Start 


1 




End 


794 






Name 


OJ000250 02. 0313. C6 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


794 






GI 


5042454 




Score 


223 






Exons 


1..40, 227. .399, 741. .794 










GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


44574 




Seq. ID' 


OJ000250 


_02.0313. 


C6 


Gene No. 


93998 




Strand 


+ 






Start 


1 




End 


794 






Name 


OJ000250 02. 0313. C6 


.ol.gp 


Method 


AAT/GAP 






Start 


258 




End 


678 






GI 


uC-osf Icypl72a09al 




Score 


636 






Exons 


258. .621, 651. .678 













GI Descrip. ' 5803242/db j | AP000399 . 1 1 AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 44575 Seq. ' ID 

Gene No. 93999 Strand 

Start 486 End 

Name OJ000250_02 . 0313 . C7 . ol . gs Method 

Start 486 End 

GI none Score 
Exons 



OJ000250_02.0313.C7 

4904 
GENSCAN 
3117 
.73 



486. .2039, 2084. .2239, 2411. .2953, 2971. .3117 



Seq. No. 
Gene No. 



44575 
93999 



Seq. ID 
Strand 



OJ000250 02. 0313. C7 



45700 




Start 486 End 4904 

Name OJ000250_02 . 0313 . C7 . ol . np Method AAT/NAP 

Start 489 End 4904 

GI 7228457 Score 6955 

Exons 489.. 2039, 2084.. 3235, 3358.. 4190, 4254.. 4904 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 


44575 








Seq. ID 


OJ000250_02.0313.C7 


Gene No. 


93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02, 


.0313. 


C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


498 








End 


1100 


GI 


none 








Score 


83 


Exons 


498. .623, 502. .624, 816 


i. . 1100, 817. .1095 


Seq. No. 


44575 








Seq. ID 


OJ000250_02.0313.C7 


Gene No. 


93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02, 


.0313. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1101 








End 


1482 


GI 


none 








Score 


170 


Exons 


.■ 1101. .1481, 


1132. 


.1380, 


1140. 


,.1478, 1426.. 1482 


Seq. No. 


44575 








Seq. ID 


OJ000250_02.0313.C7 


Gene No. 


. 93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02. 


.0313. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1257 








End 


1619 


GI 


none 








Score 


201 


Exons 


1257. .1304, 


1296. 


.1619, 


1309. 


.1590 




Seq. No. 


44575 








Seq. ID 


OJ000250_02.0313.C7 


Gene No. 


93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02. 


.0313. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2105 . 








End 


2563 


GI 


none 








Score 


88 


Exons 


2105. .2254, 


2106. 


.2228, 


2113. 


.2229, 2298. .2474, 2313. .2417, 




2315. .2563, 


2315. 


.2539 








Seq. No. 


44575 








Seq. ID' 


OJ000250_02.03'13.C7 


Gene No. 


93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02. 


,0313. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3164 








End 


3533 


GI 


none 








Score 


79 


Exons 


3164. .3394, 


3399. 


.3533, 


3400. 


.3516 




Seq. No. 


44575 








Seq. ID 


OJ000250_02.0313.C7 


Gene No. 


93999 








Strand 




Start 


486 








End 


4904 


Name 


OJ000250 02. 


,0313. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3194 








End 


3612 


GI 


none 








Score 


114 


Exons 


3194. .3394, 


3219. 


.3395, 


3378. 


.3557, 3393.. 3611, 3394.. 3612 



45701 



Seq. No. 44575 

Gene No. 93999 
Start ' 486 

Name OJ000250_02 . 0313 . C7 . o3 . tm 

Start 3287 

GI none 

Exons 3287.-3394, 3393.. 3668, 3394, 



Seq. ID OJ000250_02.0313.C7 
Strand 

End 4904 

Method TBLASTX: Maize 

End 3669 

Score 192 
.3669 



Seq. No.- 44575 

Gene No. 93999 

Start 486 

Name OJ000250_02 . 0313 . C7 . o2 . gs 

Start 3381 

GI none 

Exons 3381.. 4190, 4254.. 4739 



Seq. ID OJ000250_02.0313.C7 
Strand 

End 4904 

Method GENSCAN 

End 4739 

Score .64 



Seq. No. 44575 

Gene No. 93999 

Start 486 

Name OJ000250_02 . 0313 . C7 . ol . tm 

Start 3696 

GI none 
Exons 



Seq. ID OJ000250_02.0313.C7 
Strand 

End 4 904 

Method TBLASTX : Mai ze 

End 4 052 

Score 132 



3696.. 4001, 3696.. 4052, 3706. .4017 



Seq. No. 44575 

Gene No. 93999 

Start 486 

Name OJ000250JD2 . 0313 . C7 . ol . tw 

Start 3720 

GI none 
Exons 



Seq. ID OJ000250_02.0313.C7 
Strand 

End 4904 

Method TBLASTX : Wheat 

End 4183 

Score 233 



3720. .4181, 3726. .4181, 3727. .4182, 3740. .4183 



Seq. No. 44575 

Gene No. 93999 
Start • 486 

Name ■ ' OJ000250_02 . 0313 . C7 . o2 . ts 

Start 3777 

GI none 

Exons 3777.. 3911, 3918.. 4142 



Seq. ID OJ000250__02.0313.C7 
Strand 

End 4 9.04 

Method TBLASTX rSoybe.an ' 

End 4142 

Score 118 



Seq. No. 44575 

Gene No. 93999 

Start 486 

Name OJ000250_02 . 0313 . C7 . o4 . tw 

Start 4347 

GI - none 
Exons 



Seq. ID OJ000250JD2.0313.C7 
Strand 

End 4904 

Method TBLASTX : Wheat 

End 4843 

Score 152 



4347. .4715, 4378. .4638, 4738. .4842, 4766. .4843 



Seq. No. 44576 

Gene No. 94000 

Start 789 

Name OJ000250_02 . 0313 . C8 . o2 . np . 

Start 789 

GI 4680186 

Exons 789.. 840, 1681.. 1882 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_02.0313.C8 

Strand + 

End 1882 

Method AAT/NAP 

End 1882 

Score 342 



45702 




Seq. No. 


44576 


Seq. ID 


OJ000250 02.0313 


.C8 


Gene No. 


94001 


Strand 


- 




Start 


1 


End ' 


725 




Name 


OJ000250 02.0313.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


..End . 


725 




GI 


5042454 


Score 


1100 




Exons 


1. .725 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


satiya] 




Seq. No. 


44576 


Seq. ID 


OJ000250_02.0313 


.C8 


Gene No. 


94002 


Strand 






Start 


1430 


End 


1815 




Name 


OJ000250 02.0313. C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


95 


End 


453 




GI 


none 


Score 


93 




Exons 


95. .334, 97. .318, 301. .399, 


302. .394, 


406 . . 453 




Seq. No. 


44576 


Seq. ID 


OJ000250_02. 031-3 


-C8 


Gene No. 


94002 


Strand 


— 




Start 


1430 


End 


1815 




Name 


OJ000250 02.-0313. C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


163 


End 


448 




GI 


none 


Score - 


82 




Exons 


163. .411, 164. .448 








Seq. No. 


44576 


Seq. ID 


OJ000250_02.0313 


.C8 


Gene No. 


94002 


Strand 






Start 


1430 


End 


1815 




Name 


OJ000250 02.0313.C8.ol.gp 


Method 


AAT/GAP 




Start 


1430 


End 


1815 




GI 


uC-osf Icyp033a04bl 


Score 


661 




Exons 


1430. .1815 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 • 






Seq. No. ■ 


44577 


Seq, - ID 


OJ000250_0*2.0313 


.C9 


Gene No. 


94003 


Strand 






Start 


783 


End 


1454 




Name 


OJ000250 02.0313.C9.ol.gs 


Method 


GENSCAN 




Start 


783 


End 


1043 




GI 


none 


Score 


.75 




Exons 


783. .1043 








Seq. No. 


44577 


Seq. ID 


OJ000250_02.0313 


.C9 


Gene No. 


94003 


Strand 






Start- 


783 


End 


1454 




Name 


OJ000250 02.0313.C9.ol.np 


Method 


AAT/NAP 




Start 


786 


End 


1454 




GI 


6983860 


Score 


550 




Exons 


786. .1454 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


44577 


Seq. ID 


OJ000250_02.0313 


.C9 


Gene No. 


94003 


Strand 






Start 


783 


End 


1454 





45703 



Name 

Start 

GI 

Exons 



OJ000250_02.0313-C9.ol.tw Method 
831 End 
none Score 
831. .1160,- 852. .116.0, 895. .1161 



TBLASTX: Wheat 

1161 

123 



Seq. No. 44577 Seq. ID 

Gene No. 94003 ' Strand 

Start 783 End 

Name OJ000250_02 . 0313 . C9 . ol . tm Method 

Start 927 End 

GI none Score 

Exons 927.. 1160, 928.. 1161 



OJ000250_02.0313.C9 
1454 

TBLASTX: Maize 

1161 

161 



Seq. No. 44578 Seq. ID OJ000250_02 . 0313 . C10 

Gene No. 94 004 Strand 

Start 1 End 1412 

Name OJ000250_02 . 0313 . C10 . ol . np Method AAT/NAP 

Start 1 End 1341 

GI 7452055 Score 93 

Exons 1..52, 299. .395, 984.. 1341 - 

GI Descrip. hypothetical protein T29H11.10 - Arabidopsis thaliana 

gi|4678341|emb|CAB41151.1| (AL049659) hypothetical protein 
[Arabidopsis thaliana] 



U Seq. No. 44578 Seq. ID 

In Gene No. 94004 Strand 

fjj Start 1 End 

U Name OJ000250_02 . 0313 . C10 . ol . gs Method 

■=! Start 299 End 

- y GI none Score 

W Exons 299.. 401, 1058.. 1086, 1176.. 1412 



OJ000250JD2. 0313. C10 

1412 
GENSCAN 
1412 
.56 





Seq. No. 


44579 


Seq. ID 


OJ000250_ 


02.0313, 


.Cll 




Gene No. 


94005 


Strand 


+ 






S , H 


Start 


483 


End 


3417 








Name 


OJ000250 02.0313.Cll.ol 


. gs Method 


GENSCAN 








Start 


483- ' 


End 


3380 






cr 


GI 


none 


Score 


.76 








Exons 


483. .536, 738. .908, 924 


..1717, 1839. .3033, 3108. 


.3380 




r ^ 


Seq. No. 


44579 


Seq. ID 


OJ000250_ 


02.0313, 


.Cll 




Gene No. 


94005 


Strand 


+ 








Start 


483 


End 


3417 








Name 


OJ000250 02.0313.Cll.ol 


. np Method 


AAT/NAP 








Start 


483 


End 


3417 








GI 


6907089 


Score 


4105 








Exons 


483. . 1744, 1839. .3417 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44580 


Seq. ID 


OJ000250_ 


02.0313, 


.C13 




Gene No. 


94006 


Strand 


+ 








Start 


197 


End 


1547 








Name 


OJ000250 02.0313.C13.ol 


. gs Method 


GENSCAN 








Start 


197 


' End 


1523 








GI 


none 


Score 


.83 








Exons 


197. .304, 796. .915, 1011 


3. .1051, 1302.. 


1378, 1471 


. .1523 





45704 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44580 
94006 
197 

OJ000250_02.0313-C13.ol.np 

815 

4505999 

815. .915, 1018. .1089, 1141 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1195, 1302. 

protein phosphatase 1G (formerly 2C) , magnesium-dependent, gamma 
isoform gi | 3122589 | sp | 015355 | P2CG_HUMAN PROTEIN PHOSPHATASE 2C 
GAMMA I SO FORM (PP2C-GAMMA) (PROTEIN PHOSPHATASE 1C) 
gi|2315202|emb|CAA74245| (Y13936) protein phosphatase 2C gamma 
[Homo sapiens] 



OJ000250_02.0313.C13 
+ 

-1547 
AAT/NAP 
1547 
153 

1378, 1471. .1547 



44581 
94007 
640 

OJ000250_02.0313.C14 .ol.gs 

640 

none 



Seq. ID OJ000250_02.0313.C14 

Strand + 

End 7022 

Method GENSCAN 

End 7022 

Score .57 



640. .765, 1223. .1350, 1472. .1538, 2058. .2163, 2256. .2373, 
2874. .2993, 3095. .3128, 3380. .3456, 3549. .3601, 3756. .3807, 
4179. .4610, 6201. .6272, 6846. .7022 



44581 
94007 
640 

OJ000250_02.0313.C14 .ol.np 

1234 

7488279 

1234. .1350, 1472. .1538, 2058, 
3100. .3182, 3237. .3272, 3380, 
4172. .4352 
protein 
gi|4584 
2C-like 
gi 17270 
2C-like 



Seq. :iD OJ000250_02.0313.C14 

Strand + 

End 7022 

Method AAT/NAP 

End 4352 

Score 271 
.2163, 2256. .2391, 2854. .2998, 
.3456, 3549. .3601, 3756.. 3829, 



phosphatase 2C homolog F11C18.60 - Arabidopsis thaliana 
525|emb|CAB40756.1| (AL049607) protein phosphatase 

protein [Arabidopsis thaliana] 
089 | emb | CAB79904.il (AL161579) protein phosphatase 
protein [Arabidopsis thaliana] 



Seq. No. 


44581 








Seq. ID 


OJ000250 


Gene No. 


94007 








Strand 


+ 


Start 


640 








End 


7022 


Name 


OJ000250 02 


.0313 


C14 .ol 


.gp 


Method 


AAT/GAP 


Start 


4400 








End 


4846 


GI 


3761484 








Score 


793 


Exons 


4400. .4846 












Seq. No. 


44581 








Seq. ID 


OJ00.0250 


Gene No. 


94008 








Strand 




Start 


8097 








End 


8984 


Name 


OJ000250 02 


.0313 


C14 .ol 


.tm 


Method 


TBLASTX: 


Start 


6368 








End 


6664 


GI 


none 








Score 


70 


Exons 


6368. .6664, 


6516, 


.6659 








Seq. No. 


44581 








Seq. ID 


OJ000250 


Gene No. 


94008 








Strand 




Start 


8097 








End 


8984 



45705 



f *l 

■B sr.- 



Name 


OJ000250 02 


.0313.C14 .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6745 






End 


7061 




GI 


none 






Score 


82 




Exons 


6745. . 6792, 


6807. .7061, 


6808 . 


. 6987 






Seq. No. 


4,4581 






Seq. ID 


OJ000250_02 . 0313 


.C14 


Gene No. 


94008 






Strand 






Start 


8097 






End 


8984- 




Name 


OJ000250 02 


.0313.C14.o2 


. np 


Method 


AAT/NAP 




Start 


8097 






End 


8984 




GI 


5669654 






Score 


82 




Exons 


8097 . . 8248, 


8912. .8984 










GI Descrip. 


(AF096262) 


ER6 protein 


[Lycopersicon esculentum] 




Seq. No. 


44581 






Seq. ID 


OJ000250 02.0313 


C14 


Gene No. 


94008 






Strand 






Start 


8097 






End 


8984 




Name 


OJ000250JD2 


. 0313.C14 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8115 






End 


8231 




GI 


none 






Score 


119 




Exons 


8115. .8225, 


8121. .8231 










Seq. No. 


44582 






Seq. ID 


OJ000250_02.0313 


C15 


Gene No. 


94009 






Strand 


+ 




Start 


16 






End 


546 




Name 


OJ000250 02 


.0313.C15.ol 


.gs 


Method 


GENSCAN 




Start 


16 






End 


546 




GI 


none 






Score 


.98 




Exons 


16. .546 












Seq. No. 


44582 






Seq. ID 


OJ000250_02.0313. 


C15 


Gene No. 


94010 






Strand 


+ 




Start 


1262 






End 


4035 




Name 


OJ000250 02 


.0313.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1262 






End 


2975 




GI 


7442627 






Score 


103 




Exons 


1262. .1409, 


2939. .2975., 










GI Descrip. 


ABC-type heme transporter chain homolog - rice mitochondrion 



gi | 499014 | emb | CAA5611 6 . 1 | (X79609) putative heme ABC transporter 
membrane domain [Triticum aestivum] gi | 1395188 | dbj | BAA10942 . 1 | 
(D64067) ABC-type heme transporter sub.unit [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



44582 Seq. ID 

94010 Strand 
12 62 End 
OJ000250_02 . 0313 . C15 . o2 . gp Method 
174 7 . End 

82047_1.R1084 Score 
1747.. 2071 

, 4678261/emb|CAB41122.1| 4.0e-16 (AL049657) 
regulatory subunit [Arabidopsis thaliana] 1 



OJ000250_02.0313.C15 
+ 

4035 
AAT/GAP 
2071 
556 . 



putative proteasome 



44582 Seq. ID 

94010 Strand 

1262 End 

OJ000250_02. 0313. CIS. ol.tm Method 

1761 End 



OJ000250_02.0313.C15 
+ 

.4035 

TBLASTX: Maize 
2096 



45706 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

1761. .2096, 1853. .1978, 1953. .2081 

44.582 Seq. ID 

94010 Strand 

1262 End 
OJ000250_02.0313.C15.o2.gs Method' 

1815 End 

none Score 
1815. .2075 



333 



OJ000250_02.0313.C15 
+ 

4035 
GENS CAN 
2075 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44582 Seq. ID OJ000250_02 . 0313 . C15 

94010 Strand + 

1262 End 4035 

OJ000250_02 . 0313 .CI 5 . o2 .np Method AAT/NAP 

1818 End 4035 

7484780 Score 215 

1818. .2088, 3985. .4035 

26S proteasome regulatory particle chain RPN7 homolog F6I7.30 
Arabidopsis thaliana gi | 4 678261 | emb | CAB4 1122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi|7269333|emb|CAB79392.1| (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



44582 Seq. ID 

94010 Strand 

1262 • End 
OJ000250_02 . 0313 . C15 . ol . tc Method 

1824 End 

none Score 
1824. .2096 



OJ000250_02.0313.C15 
+ 

4035 

TBLASTX: Cress 

2096 

251 



Seq. No. 44582 Seq. ID 

Gene No. 94010 Strand 

Start 1262 ' End 

Name OJ000250JD2 . 0313 . C15 . ol . ts Method 

Start 1827. End 

GI none Score 

Exons 1827. .2096 



OJ000250_02.0313.C15 
+ 

4035 

TBLASTX: Soybean 

2096 

213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44583 Seq. ID 

94011 Strand 

1 End 

OJ000250_02. 0313.C16.ol.np Method 

1 End 

2982297 Score 



OJ000250_02.0313.C16 
+ 

1152 
AAT/NAP 
885 
850 



1..161, 227. .335, 431. .599, 714. .885 

(AF051233) KIAA0107-like protein [Picea mariana] 



44583 Seq. ID 

94011 ■ Strand 

1 End 
OJ000250JD2.0313.C16.ol.gs Method 

9 End 

none Score 

9. .161, 227. .335, 431. .599, 714. .888 



OJ000250_02.0313.C16 
+ 

1152 
GENSCAN 
888 
.74 



45707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44583 
94011 
1 

OJ000250_02.0313.C16.ol.gp 
194 

78815 1.R1084 



Seq. ID OJ000250_02.0313.C16 

Strand + 

End 1152 

Method . AAT/GAP 

End 1152 

Score 1236.- 



194. .335, 431. .599, 714. .1152 " ' 

T 2982297 1.0e-43 (AF051233) KIAA0107-like protein [Picea 

mariana] 1 



Seq. ID OJ000250_02 .0313. C16 
Strand 

End 6025 
Method TBLASTX : Mai ze 
End 896 
Score 259 

2. .163, 3. .167, 3. .164, 199. .321, 224. .334, 224. .334, 226. .336, 
430. .600, 431. -..598,. 432. .617, 432. .617, 712. .888, 713. .880, 
714. .896, 714,. 884 



44583 
94012 
1620 

OJ000250_02.0313.C16.ol.tm 
2 

none 



44583 
94012 
1620 

OJ000250_02.0313.C16.ol.ts 
2 

none 



Seq. ID OJ000250_02 .0313.C16 
Strand 

End • • 6025 

Method TBLASTX: Soybean 

End 909 

Score 251 



2. .163, 3. .167, 224. .334, 226. .333, 420. .593, 429. .596, 
430. .597, 430. .603, 713. .871, 714. .872, 714. .884, 715. .909, 
727. .891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



44583 
94012 
1620 

OJ000250_02.0313.C16.ol.tc 
5 

none 



Seq. ID OJ000250_02.0313.C16 
Strand 

End 6025 

Method TBLASTX : Cress 

End 888 

Score 91 



5. .163, 5. .1*3, 9.\'167, 9. .167, 224. .334, 226 . . 333, - 278 . . 337, 
429..S99, 430. .600, 430. .609, 712. .888, 713. .868, 714. ..887 



44583 
94012 
1620 

OJ000250_02.0313.C16.o2.gp 
1340 

37294_1.R1084 
1340.. 1668, 1811.. 2035 

•4521193/dbj | AB013450 . 1 | AB0134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000250_02 .0313. C16 
Strand 

End 6025 

Method AAT/GAP 

End 2035 

Score 1018 



44583 
94012 
1620 

OJ000250_02.0313.C16.o2.gs 

1620 

none 



Seq. ID OJ000250_02.0313.C16 
Strand 

End 6025 

Method GENSCAN 

End 3272 

Score .95 



1620. .1735, 1811. .2023, 2495. .2606, 2719. .2856, 2973.-3272 



45708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44583 
94012 
1620 

OJ000250_02.0313.C16.o2.np 

1881 

6728875 



Seq. ID OJ000250_02.0313.C16 
Strand 

End 6025 

Method AAT/NAP 

End 6025 

Score 420 



1881. .2020, 2371. .2422, 2520. .2606, 2719. .2856, 2973. .3138, 
5960.. 6025 

(AC008113) F12A21.14 [Arabidopsis thaliana] 



44583 
94012 
1620 

OJ000250_02.0313.C16.o2. tc 

2372 

none 



Seq. ID OJ000250_02.0313.C16 
Strand 

End 6025 

Method TBLASTX : Cress 

End 3059 

Score 66 

2372. .2422, 2466. .2606, 2520. .2609, 2717. .2857, 2719. .2874, 
2970. .3059, 2974. .3039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44583 
94012 
1620 

OJ000250_02, 

2372 

none 

2372. .2422, 
2719. .2874, 



0313.C16.o2. ts 



2373, 
2970, 



,2429, 
.3062, 



2518, 
2974, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2574, 2520 
.3039 



OJ000250 02.0313.C16 



6025 

TBLASTX : Soybean 
3062 
42 

2609, 2717. .2875, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44583 
94012 
1620 

OJ000250_02 .0313.C16.o2.tm 

2529 

none 

2S29..2627, 2529. .2609, 2531, 
2800.. 2859, 2970.. 3038, 2970, 

44583 
94012 
1620 

OJ000250_02.0313.C16.o3.gs 

4413 

none 

4413. .5460, 5594. .5706 



Seq. ID 
Strand 
End 

Method 
End 

Score 8 
.2614, 2717 
.3053, 2974 



OJ000250 02.0313.C16 



6025 

TBLASTX: Maize 
3075 
87 

2857, 2719. 
3051, 3013, 



.2856, 
.3075 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_02.0313.C16 

6025 
GENSCAN 
5706 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq'. No. 
Gene No. 
Start 



44583 Seq. ID 

94012 Strand 

1620 " End 

OJ000250_02 . 0313 . CI 6 . o3 . np Method 

4 64 6 ' End 

2130121 Score 
4646. .5264, 6006. .6025 

cyclin II - maize gi 1516550 (U10077,.) cyclin IlZm [Zea mays] 



OJ000250_02.0313.C16 

6025 
AAT/NAP 
6025 
105 



44584 
94013 
234 



Seq. ID OJ000250_02.0313.C17 
Strand + 
End 333 



45709 



Name 






(a L IN o CAN 


Cf -a r-+- 
OLalL 


9 "3 A 




^ "3 7 
jjj 


PT 


none 


Score 












Cart Ma 
jc^i LNU . 


y 4 JO ft 


c prr t n 
ofcsq . J. u 


otooo9^o 09 n^i ^ pi 7 






Strand 




Start 


234 


End 


554 


Name 


OJ000250_02.0313.C17.ol.np 


Method 


AAT/NAP 


Cfa v--|- 
O Lai L 


9 ?4 


End 


407 


PT 




Score 


76 


T VT /"\ T"l c» 

CjXOiIS 


9"34 979 1A£ 407 






P. T HocrTi r"\ 




corresponds to a region of the 




picuitLcu y eric . / nypoune tied x 


protein 


r Pi r\/73 03"t~ 1 1 

L>Jl.y^cl baLlVdJ 


C a /r KT n 
o e CJ • LN O . 




Seq. ID 


OJ000250_02.0313.C17 




94014 


Strand 




Start 


234 


End 


554 


Name 


OJ000250 02.0313. C17.ol.gp 


Method 


AAT/GAP 


O Lai L 


303 


End 


554 


PT 


3761181 


Score 


432 


Exons 


303.. 554 








4 521193/dbj | AB0134 50 . 1 | AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Q ^ rr KT/-\ 
oeq. In O . 


44585 


Seq. ID 


OJ000250_02.0313.C20 




94015 


Strand 




Start 


1 


End 


2767 


Name 


OJ000250 02.0313.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2767 


GI 


7488279 


Score 


237 


Exons 


1..23, 390. .467, 565. .647, 747. .779, \ 


334.. 930, 1036.. 1204, 




1651.. 1808, 2397.. 2529, 2651. 


.2767 





GI Descrip, protein phosphatase 2C homolog F11C18.60 - Arabidopsis thaliana 
£ gi | 4584525 I emb | CAB40756 . 1 1 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

gii7270089|emb|CAB79904.1| (AL161579) protein phosphatase . 
2C-like protein [Arabidopsis thaliana] 



Seq. No. 44585 

Gene No. 94015 

Start 1 

Name OJ000250_02 . 0313 . C20 . ol . gs 

Start 193 

GI none 

Exons 193.. 247, 421.. 533, 571.. 701, 771 
2460.. 2529, 2651.. 2761 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_02.0313.C20 

2767 
GENSCAN 
2761 
.79 



930, 1033. .1155, 1651. .1808, 



Seq. No, 44586 Seq. ID 

Gene No'. 94016 Strand 

Start 274 End 

Name OJ000250_02 . 0313 . C21 . ol . gs Method 

Start 274 End 

GI none Score 

Exons 274 . . 591 



OJ000250_02.0313.C21 
+ 

591 

GENSCAN 

591 

.57 



Seq. No. 



44586 



Seq. ID OJ000250_02.0313.C21 



45710 



Gene No. 


94017 








Strand 






Start 


o o n 

y2U 








End 


o o o a 
ozob 




Name 


AT/innocn no 
OJUUU25U 02 


m i o 
. Uolo 


. C2 1 . Ol 


.gp • 


Method 


AAT/GAP 




Start 


n o n 

y2u 








End 


1 O'O *3 

1823 




GI 


O H C ^ H O A 
O I D / /o4 








Score 


8 34 




Exons 


non i o n £ 

y2U . . i juo, 


"\ ~1 A C 

1 / 4 b . 


1 O O O 

.1823 










Seq. No. 


44586 








Seq. ID 


OJ000250 


_02.0313.C21 


Gene No. 


94017 








Strand 






Start 


yzu 








End 


3236 




Name 


OJ00U250 02 


n o i o 
.0313 


. C21 . o2 


.gs 


Method 


GENSCAN 




Start 


1151 








End 


3236 




GI 


none 








Score 


.93 




Exons 


1151 . . loUb, 


1 /4 b 


. .loo/, 


i yuy . 


.1944, 2138. .2795, 


288U . . ozob 


Seq. No. 


4 458b 








Seq. ID 


OJ000250 


no noio o n 
02 . 0313 . C21 


Gene No. 


94017 








Strand 






Start., ^ 


920 








End 


3236 




Name 


OJUUU25U 02 


. Uolo 


C2 1 . Ol 


; tS 


Method 


TBLASTX: 


Soybean 


Start 


1815 








End 


2414 




GI 


none 








Score 


65 




Exons 


1815 . . 194 b, 


1854 


. 194 b, 


o n o o 
203 / . 


.2228, 2037. .2261, 


onoo oocn 

2038 . . 2259 , 




ooon Ojii/i 
228U . .2414, 


O O O 1 
2281 


. 24Ub 










Seq. No. 


44586 








Seq. ID 


OJ000250 


_02.0313.C21 


Gene No. 


94017 








Strand 






Start 


920 








End 


3236 




Name 


OJ000250 02 


.0313 


C21.o2 


-gp 


Method 


AAT/GAP 




Start 


2026 








End 


2430 




GI 


none 








Score 


786 





Exons 2026.. 2430 



Seq. No. 44586 

Gene No. 94017 

Start 920 . 

Name OJ000250_02 . 0313 . C21 . ol . tm 

Start 2272 , 

GI none 
Exons 



Seq. ID OJ000250_02.0313.C21 
Strand 

End 3236 

Method TBLASTX: Maize • 

End 2561 

Score 359 



2272. .2550, 2273. .2449, 2274. .2561 



Seq. No. 44587 Seq. ID OJ000250_02 . 0313 . C22 

Gene No. 94018 Strand 

Start 1 End 1352 

Name OJ000250_02 . 0313 . C22 . ol . np Method AAT/NAP 

Start 1 End 1352 

GI 7452055 Score 127 

Exons 1..266, 1324.. 1352 

GI Descrip. hypothetical protein T29H11.10 - Arabidopsis thaliana 

gi|4678341|emb|CAB41151.1| (AL049659) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 44587 Seq. ID 

Gene No. 94018 Strand 

Start 1 End 

Name OJ000250_02 . 0313 . C22 . ol . gs Method 

Start 7 End 

GI none Score 



OJ000250_02.0313.C22 

1352 
GENSCAN 
932 
.69 



45711 



Exons 



7. .278, 827. .932 



Seq. No. 44587 

Gene No. 94018 

Start 1 

Name. * OJ000250_02 . 0313 . C22 . ol . tm 

Start 13 

GI none 

Exons 13. .177, 14. .172, 28. .174 



Seq. ID OJ000250_02.0313.C22 
Strand 

End 1352 

Method TBLASTX: Maize 

End 177- 

Score 180 



Seq. ID OJ000250_02.0313.C26 
Strand 

End 270 

Method AAT/NAP 

End 270 

Score 93 



Seq. No. 44588 
Gene No. 94019 
Start 1 

Name OJ000250_02 . 0313 . C26 . ol . np 

Start 1 
GI 7488279 
Exons 1..33, 154.. 270 

GI Descrip. protein phosphatase 2C homolog F11C18.60 - Arabidopsis thaliana 
gi|4584525|emb|CAB40756.1| (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

gi|7270089|emb|CAB79904.1| (AL161579) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 





Seq. No. 


44589 




Seq. ID 


OJ000250_02.0313, 


.C30 




Gene No. 


94020 




Strand 


+ 




~ ~1 


Start 


1 




End 


1142 ■ 






Name 


OJ000250_02.0313.C30.ol 


.np 


Method 


AAT/NAP 






btart 


1 




End 


1142 






GI 


6006864 




Score 


70 




iy 


Exons 


1..103, 962.. 1142 












GI Descrip. 


(AC009540) hypothetical 


protein [Arabidopsis thaliana] 




: is? 


Seq. No. 


44589 




Seq. ID 


OJ000250_02.0313. 


.C30 




Gene No. 


94021 




Strand 






L -J 


Start 


47 




End 


1018 






Name 


OJ000250 02.0313.C30.ol 


.gs 


Method 


GENSCAN 






Start 


47 




End 


1018 






GI 


none 




Score 


.59 






■Exons 


47. .209, 264. .493, 945. 


.1018 










Seq. No. 


44590 




Seq. ID 


OJ000250_02.0313, 


,C31 




Gene No. 


94022 




Strand 


+ 






Start 


1750 




End 


2500 






Name 


OJ000250 02.0313.C31.o2 


.gs 


Method 


GENSCAN 






Start 


1750 




End 


2500 






GI 


none 




Score 


.98 






Exons 


1750. .2500 












Seq. No. 


44590 




Seq. ID 


OJ000250_02/0313. 


,C31 




Gene No. 


94023 




Strand 








Start 


79 




End 


1488 






Name 


OJ000250 02.0313.C31.ol 


. gs 


Method 


GENSCAN 






Start 






End 


1488 






GI 


none 




Score 


.48 






Exons 


79. .191, 481. .660, 1001 


. .1204 


, 1433. .1488 






Seq. No. 


44590 




Seq. ID 


OJ000250_02.0313. 


C31 



45712 




Gene No. 


94023 


Strand 




Start 


79 


End 


1488 


Name 


ujuuuzou . u Jio . Lji . oi . np 


Method 


AAT/NAP 




O J J 


End 


434 




o / / / b l / 


Score 


82 


Exons 








GI Descrip. 


(AJZ^oyuu; lmajU j / o . i protein 


[Oryza sativa] 


Seq. No. 


44591 


Seq. ID 


OJ000250_02.0313.C32 


Gene No. 


94024 


Strand 


+ 


b tart 


172 


End 


4207 


Name 


OJ000250 02.0313.C32.ol.gs 


Method 


GENSCAN 


Start • 


172 


End 


4049 




none 


Score 


.79 


Exons 


172. .586, 1058. .1499, 2244. .2334, 3930 


. . 4049 


beq. no. 


44591 


Seq. ID 


OJ000250_02.0313.C32 




94024 


Strand 


+ 


Start 


172 


End' 


4207 


Name 


OJ000250 02.0313.C32.ol.np 


Method 


AAT/NAP 


Start 


1234 


End 


4207 


GI 


7484780 


Score 


113 


Exons 


1234. . 1499, 2244 . .233.4, . 4170. 


4207 




GI Descrip. 


26S proteasome regulatory particle chain RPN7 'homolog F6I7.30 



Arabidopsis thaliana gi | 4 678261 | emb | CAB41122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi|7269333|emb|CAB79392.1| (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 


44591 






Seq. ID 


OJ000250_02. 0313.C32 


Gene No. 


94024 






Strand 


+ 


Start 


172 






End 


4207 


Name 


OJ000250 02 


.0313 


C32 .o2.np 


Method 


AAT/NAP 


Start 


2085 






End 


3576 


GI • 


5852093 






Score 


74 


Exons 


2085. .2111, 


3459 


.3576 






GI Descrip. 


(AL117264) 


zwhl6 


1 [Oryza sativa] 




Seq. No. 


44591 






Seq. ID 


OJ000250_02.0313.C32 


Gene No. 


94024 






Strand 


+ 


Start 


172 






End 


4207 


Name 


OJ000250 02 


.0313 


C32.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2430 






End 


3045 


GI 


none 






Score 


46 


Exons 


2430. .2531, 


2622 


.2687, 2633. 


.2686, 2693. .2737, 2734. .2826, 




2742. .2825, 


2894, 


.2956, 2956. 


.3045 




Seq. No. 


44592 






Seq. ID 


OJ000250_02.0313.C34 


Gene No. 


94025 






Strand 


+ 


Start 


58 






End 


660 


Name 


OJ000250 02 


.0313. 


C34 .ol.gs 


Method 


GENSCAN 


Start 


58 






End 


660 


GI 


none 






Score 


.44 


Exons 


58. .72, 508 


. .660 








Seq. No. 


44593 






Seq. ID 


OJ000210_08.0307.C2 


Gene No. 


94026 






Strand 





45713 



Start 


O f\ C\ 

309 


End 


TOT 

721 


Name 


OJ000210 08 . 0307 . C2 . ol . gs 


Method 


GENSCAN 


Start 


1 A Pl 

309 


End 


721 


GI 


none 


Score 


T A 

. 74 


Exons 


0 0. 0. /1 0 coo *7 0 i 

309 . . 426/ 522 . . 721 






Seq. No. 


44594 


Seq. ID 


OJ000210 08. 0307. C3 


bene inq . 


QA 097 


Strand 


+ 


Start 


3532 


End 


4983 


Name 


OJ000210 08.0307.C3.o2.np 


Method 


AAT/NAP 


Start 


3532 


End 


4983 


GI 


5042463 


Score 


124 


Exons 


3532. .3596, 4754. .4983 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44594 
94028 
1 

OJ000210 
1 

3738327 
1..57, 280. 
1568. .1663, 
(AC005170) 
thaliana] 



08.0307.C3.ol.np 



Seq. ID OJ000210_08.0307.C3 
Strand 

End 2703 
Method AAT/NAP 
End 2633 
Score 647 

.358, 448. .573, 707. .1004, 1135. .1223, 1323. .1415, 

2142.. 2276, 2381.. 2633 
putative serine carboxypeptidase II [Arabidopsis 



Seq. No. 44594 

Gene No. 94028 

Start 1 

Name OJ000210_08 . 0307 . C3 . ol . gs 

Start 280 

GI none 

Exons 280. .375, 471.. 598, 726. 

2142. .2249, 2385. .2703 



Seq. ID OJ000210_08.0307.C3 
Strand 
End " 
Method 
End 
Score 



1004, 1135. 



2703 
GENSCAN 
2703 
.83 

1223, 1568. 



,1663, 



Seq. No. 44594 
Gene No. 94029 
Start 4377 

Name OJ000210_08 . 0307 . C3 . ol . ts 

Start 1 
GI none 

Exons 1..60, 3.. 59, 282.. 356, 494., 

925. .1020, 1132. .1230, 1142.. 
1552.. 1662, 1569.. 1667, 1577. 
2197. .2250, 2198. .2251, 2383. 
2521.. 2559, 2522.. 2563 



Seq. ID 
Strand 
End 

Method 

End 

Score 
574, 789.. 
1228, 1321 



OJ0.00210_08.0307.C3 
4605 

TBLASTX : Soybean 

2563 

70 

884, 867. .1010, 

1416, 1322. .1444, 



,1663, 2146. .2175, 2195. .2251, 
,2508, 2384. .2506, 2386. .2514, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44594 Seq.. ID 

94029 Strand 

4377 End 

OJ000210_08 . 0307 . C3 . ol . tc Method 

282 End 

none Score 



OJ000210_08.0307.C3 
4605 

TBLASTX: Cress 

1417 

60 



282. .356, 494. .586, 789. .1004, 925. .1005, 1132. .1224, 
1132. .1230, 1321. .1416, 1322. .1417 



Seq. No. 



44594 



Seq. ID OJ000210 08. 0307. C3 



45714 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



94029 
4377 

OJ000210_08.0307.C3.o2.tm 

488 

none 



Strand 

End 4 605 

Method TBLASTX : Mai ze 

End 929 

Score 115 



488.-589, 489. .593, 726. .929, 743. .904, 759.-926, 766. .927 



44594 
94029 
4377 

OJ000210_08 . 0307 . C3 . ol . tm 

930 

none 



Seq.. ID OJ000210_08.0307.C3 
Strand 

End 4605 

Method TBLASTX : Maize 

End, 1419 

Score 8 9 



930. .1004, 931. .1005, 1132. .1230, 1139. .1228, 1313. .1408, 
1321. .1419, 1321. .1416 



Seq. No. 


44594 






Seq. ID 


OJ000210_ 


_08 


. 0307 


.C3 


Gene No. 


94029 






Strand 










Start 


4377 






End 


4605 








Name 


OJ000210 08.0307 


.C3.o2 


.gs 


Method 


GENSCAN 








Start 


4377 






End 


4605 








GI 


none 






Score 


.88 








Exons 


4377. .4605 
















Seq. No. 


44595 






Seq. ID 


OJ000210_ 


_08 


0307 


C6 


Gene No. 


94030 






Strand 


+ 








Start 


306 






End 


3274 








Name 


OJ000210 08.0307 


.C6.ol 


.gs 


Method 


GENSCAN 








Start 


306 " 






End 


3013 








GI 


none 






Score 


.95 








Exons 


306.. 312, 1616.. 


1805, 


2037. 


.2338, 2412 


. .3013 








Seq. No. 


44595 






Seq. ID 


OJ000210_ 


_08 


0307 


C6 


Gene No. 


94030 






Strand 


+ 








Start 


306 






End 


3274 








Name 


OJ000210 08.0307 


..C6.0.I 


.np 


Method ' 


AAT/NAP 








Start 


1035 






End 


3274 








GI 


4680182 






Score 


233 








Exons 


1035.. 1534, 3145 


. .3274 















GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 


44595 




Seq. ID 


OJ000210 


Gene No. 


94031 




Strand 


+ 


Start 


6859 




End 


7107 


Name 


OJ000210 08.0307. 


C6.o3.gs 


Method 


GENSCAN 


Start 


6859 




End 


7107 


GI 


none 




Score 


.75 


Exons 


. 6859. .6930, 6979. 


.7107 






Seq. No. 


44595 




Seq. ID 


OJ000210 


Gene No. 


94032 




Strand 


+ 


Start 


8448 




End 


11080 


Name 


OJ000210 08.0307. 


C6. o2 .np 


Method 


AAT/NAP 


Start 


8448 




End 


9912 


GI 


1362009 




Score 


225 


Exons 


8448. .8564, 9675. 


.9912 






GI Descrip. 


polyubiquitin 2 - 


Arabidopsis 


thaliana 





45715 



Seq. No. 


44595 


Seq. ID 


OJ000210_ 


_08. 


0307 


-C6 


Gene No . 


94032 


Strand 


+ 








Start 


8448 


End 


i i a n a 

HOoO 








Name 


OJ000210 08.0307.C6.o5.gs 


Method 


GEN SCAN 








Start 


8855 


End 










Gl 


none 


Score 


. 4 O 








Exons 


8855. .9003, 9639. .9851, 10888. .11080 










Seq. No. 


44595 


Seq. ID 


OJ000210_ 


_08. 


0307 


.C6 


Gene No. 


94033 


Strand 


+ 








Start 


12201 


End 


15804 








Name 


OJ000210 08.0307.C6.o6.gs 


Method 


GENSCAN 








Start 


12201 


End 


14 087 








GI 


none 


Score • 


. 74 








Exons 


12201. . 13416, 13891.. 14087 












Seq. No. 


44595 


Seq. ID 


OJ000210_ 


_08. 


0307 


.C6 


Gene No. 


94033 


Strand 


+ 








Start 


12201 


End 


15804 








Name 


OJ000210 08.0307.C6.o3.np 


Method 


AAT/NAP 








Start 


13746 


End 


15789 








GI 


7523517 


Score 


240 








Exons 


13746. . 14056, 14 174 14213, 


15770. .15789 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








beq . mo . 


44595 


Seq. ID 


OJ000210_ 


n o 


Pi O A "7 


. Co 


Gene No. 


94033 


Strand 


+ 








Start 


12201 


End 


15804 








Name 


OJ000210 08.0307.C6.o4.np 


Method 


AAT/NAP 








Start 


15373 


End 


15698 








GI 


232026 


Score 


344 








Exons 


15373. .15433, 15518. .15698 












GI Descrip. 


EC PROTEIN III ( ZINC-METALLOTHIONEIN CLASS II) 









gi|283017|pir| IS27366 metallothionein Ec - wheat 
gi|21726|emb|CAA48351.1| (X68291) Ec protein, 
Metallothionein (class II) [Triticum aestivum] 
gi|21728|emb|CAA48348M| (X68288) Ec 

protein, Metallothionein (class II) [Triticum aestivum] 



Seq. No. 


44595 








Seq. ID 


OJ000210 


Gene No. 


94033 








Strand 


+ 


Start 


12201 








End 


15804 


Name 


OJ000210 08. 


0307, 


.C6.o7. 


gs 


Method 


GENSCAN 


Start 


15373 








End 


15804 


GI 


none 








Score 


.84 


Exons 


15373. .15804 












Seq. No. 


44595 








Seq. ID 


OJ0002.10 


Gene No. 


94034 








Strand 




Start 


7782 








End 


8183 


Name 


OJ000210 08. 


0307. 


,C6.o4 . 


gs 


Method 


GENSCAN 


Start 


7782 






End 


8183 


GI 


none 








Score 


.73 


Exons 


7782. .7999, 


8038, 


. .8174, 


8176. 


.8183 




Seq. No. 


44595 








Seq. ID 


OJ000210 



45716 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94035 Strand 

16292 End 

OJ000210_08 . 0307 . C6 . o2 . tm Method 

1130 End 

none Score 



18992 

TBLASTX: Maize 

1529 

99 



1130. .1234, 1131. .1235, 1266. .1529, 1286. .1408 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44595 
94035 
16292 

OJ000210_08.0307 ,C6.ol. tw 

9669 

none 



Seq. ID OJ000210_08.0307.C6 
Strand 

End 18992 

Method TBLASTX : Wheat 

End 9905 

Score 205 



9669. .9848, 9678.-9845, 9685. .9873, 9691. .9843, 9867. .9905 



44595 
94035 
16292 

OJ000210_08.0307.C6.ol.ts 

9670 

none 



Seq. ID OJ000210_08.0307.C6 
Strand 

End . 18992. 

Method TBLASTX: Soybean 

End 9905 

Score 138 



9670.. 9843, 9672.. 9905, 9678.. 9905, 9685.. 9873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44595 
94035 
16292 

OJ000210_08.0307 .C6.ol. tc 

9678 

none 



Seq. ID OJ000210_08.0307.C6 
Strand 

End 18992 

Method TBLASTX : Cress 

End 9873 

Score 205 



9678. .9845, 9685. .9873, 9690. .9842, 9691. .9843 



Seq. No. 44595 

Gene No. 94 035 

Start 16292 

Name OJ000210_08 . 0307 . C6 . o4 . tm 

Start 9678" 

GI none - 
Exons 



Seq. ID OJ000210_08.0307.C6 
Strand 

End 18992 

Method TBLASTX : Mai ze 

End 9905 

Score 201 



9678.. 9845, 9685.. 9873, 9690. .9848, 9691.. 9843, 9867.. 9905 



Seq. No. 44595 

Gene No. 94035 

Start " 16292 

Name OJ000210_08 . 0307 ..C6 . o3 . tc 

Start 15361 

GI none 
Exons 



Seq. ID OJ000210_08.0307.C6 
Strand 

End 18992 

Method TBLASTX : Cress 

End 15623 

Score 97 



15361. .15432, 15384. .15434, 15504. .15623, 15512. .15598 



Seq. No. 44595 

Gene No. 94035 

Start 16292 

Name OJ000210_08 . 0307 . C6 . o3 . tm 

Start 15367 

GI none 
Exons 



Seq. ID OJ000210_08.0307.C6 
Strand 

End 7 18992 

Method TBLASTX : Mai ze 

End 15641 

Score 41 



15367. . 15402, 15372 .. 154 34 , 15373 .. 154 32 , 15507 .. 15596, 
15525. .15641, 15527. .15640 



Seq. No. 



44595 



Seq. ID OJ000210 08. 0307. C6 



45717 



Gene No. 


94035 




Strand 








Start 






End 


18992 






Name 


OJ000210 08. 0307. C6. 


ol .gp 


Method 


"AAT/GAP 






Start 


16292 




End 


18992 - 






GI 


20900 1.R1084 




Score 


2814 






Exons 


16292. .16950, 17025. 


.17117, 


17909. .17937, 18042 


. .18100, 






18173. . 18286, 18377. 


.18666, 


18744. .18992 






GI Descrip. 


M584343/gb|AAD25138 


.1IAC007127 4 9.0e 


-48 (AC007127) putat 




ubiquitin protein [Arabidopsis thaliana] ? 






Seq. No. 


44595 




Seq. ID 


OJ0.00210 


_08 . 0307 


.C6 


Gene No. 


94035 




Strand 








Start 


16292 




End 


18992 






Name 


OJ000210 08. 0307. C6. 


o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


16767 




End 


18551 






GI 


none 




Score 


133 






Exons 


16767. .16949, 16772. 


.16954, 


16803. .16952, 17056 


. . 17121, 






18168. .18281, 18173. 


. 18289, 


18173. .18289, 18374 


. . 18448, 






18377. .18484, 18381. 


.18551 










Seq. No. 


44595 




Seq. ID 


OJ000210 


08 . 0307 


.C6 


Gene No. 


94035 




Strand 








Start 


16292 




End 


18992 






Name 


■ OJ000210 08. 0307. C6. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16788 




End 


18268 




GI 


none 




Score 


133 






Exons 


16788. . 16952, 16802. 


. 16948, 


18173. . 18268 






Seq. No. 


44595 




Seq. ID 


OJ000210 


_08.0307 


.C6 


Gene No. 


94035 




Strand 








Start 


16292 




End 


18992 






Name 


OJ000210 08. 0307. C6. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


16801 




End 


16954 






GI 


none 




Score 


158 






Exons 


16801. .16947, 16802. 


.16954, 


16803. .16952 






Seq. No. 


44595 




•Seq. ID 


OJ000210 


JD8.0307 


.C6 


Gene No. 


■94035 




Strand 








Start 


16292 




End 


18992 






Name 


OJ000210 08. 0307. C6. 


08 .gs 


Method 


GENSCAN 






Start 


16802 




End 


18957 






GI 


none 




Score 


.82 






Exons 


16802. .16950, 18042. 


.18123, 


18173. .182* 


36, 18377 


. .18666, 






18744. .18957 












Seq. No. 


44595 




Seq. ID 


OJ000210 


_08.0307 


.C6 


Gene No. 


94035 




Strand 








Start 


16292 




End 


18992 






Name 


OJ000210 08. 0307. C6. 


ol, tm 


Method 


TBLASTX: Maize 




O "I l>~-$- 

btarc 


16803 




End 


18991 






GI 


none 




Score 


165 






Exons 


16803. .16952, 16808. 


.16954, 


17026. . 17109, 17040 


. .17105, 






18060. .18104, 18060. 


.18107, 


18173. . 182E 


39, 18173 


. .18289, 






18368. .18478, 18374. 


.18448, 


18381. .18503, 18475 


. .18522, 






18477. .18521, 18569. 


.18667, 


18574. .18666, 18735 


. .18884, 






18737. .18859, 18742. 


.18990, 


18749. .18991, 18805 


. .18990 





45718 



Seq. No. 44595 Seq. ID OJ000210_08 . 0307 . C6 

Gene No. 94035 Strand 

Start 16292 End 18992 

Name OJ000210_08 . 0307 . C6 . o5 . np Method AAT/NAP 

Start 16805 End 18992 

GI 4584342 Score 611 

Exons 16805. .16950, 17028 17196, 18173 .. 18286, 18377 .. 18582 , 
18744. .18992 

GI Descrip. (AC007127) putative ubiquitin-like protein [Arabidopsis 
thaliana] 





Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307.C7 




Gene No. 


94036 


Strand 


+ 




Start 


4528 


End 


10625 




Name 


OJ000210_08 . 0307 .C7 . o2 .gs 


Method 


GENSCAN 




Start 


4528 


End 


10625 




GI 


none 


Score 


.67 




Exons 


4528.-4648, 4857. .5011, 7194. 
7813. .7922, 8040. .8221, 8425. 


.7365, 748.9.. 7631, 7651. .7684, 
.8560, 8650. .8864, 9461. .9526, 






10034. .10160, 10575. .10625 








Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307.C7 




Gene No. 


94036 


Strand 


+ 


i_ J: 


Start 


4528 


End 


10625 


■ ~l 
% rr 


Name 


OJ000210 08.0307.C7.o3.gp 


Method 


AAT/GAP 




Start 


7452 


End 


7867 


E br 


GI 


426542 


Score 


512 




Exons 


7452. .7684, 7813. .7867 






Lij 


Seq. No. 


44596 


Seq. ID 


OJ000210J38.0307.C7 




Gene No. 


94036 


Strand 


+ 


i y 


Start 


4528 


End 


10625 


E 


Name 


OJ000210 08.0307.C7.o3.np 


Method 


AAT/NAP 


f ^ 


Start 


7564 


End 


8895 




GI 


7339498 


Score 


617 


ii 


Exons 


7564. .7684, 7813. .7922, 8040. 


.8221, 8425. .8560, 8650. .8895 




GI Descrip. 


(AL162459) putative protein [Arabidopsis thaliana] 




Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307.C7 




Gene No. 


94037 


Strand 






Start 


1 


End 


2324 




Name 


OJ000210 08.0307.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


205 




GI 


20900 1.R1084 


Score 


394 




Exons 


1..205 








GI Descrip. 


M584343/gb|AAD25138.1|AC007127 4 9.0e- 


-48 (AC007127) putative 






ubiquitin protein [Arabidopsis thaliana] 1 




Seq. No. 


44596 


Seq. ID 


OJ000210_08 .0307.C7 




Gene No. 


94037 


Strand 






Start 


1 


End 


2324 




Name 


OJ000210 08.0307.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2177 




GI* 


- 4584342 


Score 


580 




Exons 


•'1..426, 1937. .2177 








GI Descrip. 


(AC007127) putative ubiquitin 


-like protein [Arabidopsis 



thaliana] 



45719 




Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94037 


Strand 






Start 


1 


End 


2324 




Name 


OJ000210_08 . 0307 .C7 .ol . gs 


Method 


GENSCAN 




Start 


37 


End 


2201 




GI 


none 


Score 


. 67 




Exons 


37. .426, 1937. .2201 








Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94037 


Strand 






Start 


1 


End 


2324 




Name 


OJ000210 08.0307.C7.o2.gp 


Method 


AAT/GAP 




Start ' 


307 


End 


2324 




GI 


48182 1.R1084 


Score 


984 




Exons 


307. .426, 1937. .2324 








GI Descrip. 


, 4584343/gb|AAD25138.1|AC007127 4 1 . Oe 


-20 (AC007127) putat 




ubiquitin protein [Arabidopsis thaliana] ' 




Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94038 


Strand 






Start 


4078 


End 


6073 




Name ■ 


OJ000210 08.0307.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


■End 


2108 




GI 


none 


Score 


166 




Exons 


2. .280, 3. .281, 276. .293, 392 


..427, 1935. .2108, 1938. .2105 


Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94038 


Strand 






Start 


4078 


End 


6073 




Name 


OJ000210 08.0307.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


2108 




GI 


none 


Score 


273 




Exons 


2. .256, 3. .257, 13. .261, 266. 


.427, 268 


..423, 1935. .2108, 






1938. .2108 








.Seq. No.. 


44596 


Seq. ID. 


OJ000210_08.0307. 


C7 


Gene No . 


94038 


Strand 






Start 


4078 


End 


6073 




Name 


OJ000210 08.0307.C7.ol.tc ' 


Method 


TBLASTX: Cress 




Start 


212 


End 


2108 




GI 


none 


Score 


116. 




Exons 


212. .250, 278. .298, 392. .442, 


1935. .2108, 1938.. 2105 




Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94038 


Strand 






Start 


4078 


End 


6073 




Name 


OJ000210 08.0307.C7.o2.np 


Method 


AAT/NAP 




Start 


4078 


End 


6073 






' 4680492 


Score 


264 




Exons 


4078. .4384, 6042. .6073 








GI Descrip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 




Seq. No. 


44596 


Seq. ID 


OJ000210_08.0307. 


C7 


Gene No. 


94039 


Strand 






Start 


7617 


End 


8916 




Name 


OJ000210 08.0307.C7.ol.tm 


Method 


TBLASTX: Maize 





45720 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7617 End 8915 

none Score 67 

7617. .7733, -7805. .7924, 7809. .7940, 8034. .8108, 8037. .8111, 

8087.-. 8137, 8088. .8222, 8115'. .8222, 8419. .8439, 8423. .8440-, 

8450. .8485, 8452 .. 84 93, 84 82 *. . 8523, 8488. .8541, 8489. .8539, 

8646. .8681, 8646. .8915, 8647. .8895- 



44596 
94039 
7617 

OJ000210_08.0307.C7.o2. ts 

7805 . 
none 

7805. .7918, 7809. .7976, 8037. 
8464. .8562, 8647. .8781, 8649. 

44596 
94039 
7617 

OJ000210_08.0307.C7.ol.tw 

8721 

none 

8721. .8897, 8722. .8898, 8728. 

44597 
94040 
443 

OJ000210_08.0307.C9.ol.gs 

443 

none 

443. .557 



Seq. ID OJ000210_08.0307.C7 
Strand 

End 8916 

Method TBLASTX : Soybean 

End 8898 

Score 147 

.8099, 8088. .8222, 8450. .8599, 
.8780, 8788. .8898, 8790. .8879 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ000210_08.0307.C7 
8916 

TBLASTX: Wheat 

8916 

269 



.8916, 8741. .8908 

Seq. ID OJ000210_08.0307.C9 

Strand + 

End 557 

Method GENSCAN 

End 557 

Score .41 



Seq. No. 44597 Seq. ID OJ000210_08 . 0307 . C9 

Gene No. 94041 Strand 

Start 316 End 761 

Name OJ000210_08 . 0307 . C9 . ol . np Method AAT/NAP 

Start . 316 * End - 761 

GI 4539671 Score 114 

Exons 316.. 510, 697.. 761 

GI Descrip. (AF061282) serine carboxypeptidase [Sorghum bicolor] 



Seq. No. 


44597 






Seq. ID 


OJ000210_08.0307, 


.C9 


Gene No. 


94041 






Strand 






Start 


316 






End 


761 




Name 


OJ000210 


08. 0307. C9, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


354 






End 


517 




GI 


none . 






Score 


106 




Exons 


354 . .509, 


355. .513, 


358. .507, 


359. .517 






Seq. No. 


44597 






Seq. ID 


OJ000210_08.0307 < 


,C9 


Gene No. 


94041 






Strand 






Start 


316 






End 


761 




Name 


OJ000210 


08. 0307. C9, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


358 






End 


516 




GI 


none 






Score 


119 




Exons 


358. .516, 


365. .511 











45721 






Seq. No. 


44597 


Seq. ID 


OJ000210 


_08. 


,0307 


.C9 




Gene No. 


94041 


Strand 












btdiL 


"5 1 £ 




/ Dl 










Name 


mrinnoi n no /mm pq -t-o 


fuf +- V\ ^\ 

lYie IJIOQ 


T"RT Zi CTY * 


Soybean 






btalL 


JJO 


TTy-iH 

£jna 


Jli 












none 


Score 


1 OO 
X c. j 










Exons 


jOo . . jIU, jDj . . Oil 














Seq. No. 


44598 


Seq. ID 


OJ000210 


Uo . 


n q m 

UJU / , 


.Cll 




Gene No. 


94042 


Strand 












CM , v +- 

otart 


iz y 




D/1 










Name 


ujuuuziu uo . uju / . bi i . oi . gs 


ixietnoa 


bUjlNobAW 










Start 


iz y 


TP 

tna 


D/1 










bl 


none 


Score 


. 0.1 










Exons 


i^y. . ozy f oy / . . o / 1 














oeq. wo . 


44599 


Seq. ID 


UJ UUUz 1 u 


HQ 
Uo . 


n "3 m 
UJU / . 


.biz 




Gene No. 


94043 


Strand 


+ 










Start 


9076 


End 


11146 










Name 


OJ000210 08.0307.C12.o3.np 


Method 


n 7\ T / M Zl P 










otart 


9076 


End 


I 1 1 A £ 

I I 1 H D 










bl 


7523517 


Score 


OQ A 
ZoQ 










Exons 


9076.. 9376, 9521.. 9599, 11121.. 11146 










— =j 


GI Descrip. 


(AP001633-) hypothetical protein [Oryza 


sativa] 










beq. djo. 


44599 


Seq. ID 


U J UU KjZ 1 U 


Uo . 


mm 
UoU / , 


o 1 O 
. blZ 


if! 


Gene' No. 


94044 


Strand 












Start 


98 


End 


1068 










Name 


OJ000210 08.0307.C12.ol.np 


Method 


7\ A T> / M 7\ D 

AA1 / NAr 










btart 


98 


End 


i n a n 
1U4 U 








W 


bl 


3370780 


Score 


£ 1^ A 
OJ 41 










Exons 


98. .464, 539. .650, 740. .1040 












s y 


GI Descrip. 


(AB016497) chitinase [Oryza 


sativa] 










[ J 


Cart VT /-> 

oeq . no . 


44599 


Seq. ID 


UJ UUU^ 1 u 


_08. 


0307, 


. blZ 






94044 


Strand 












Start 


98 


End 


10'68 








. Ft 


Name 


OJ000210 08.0307.C'12.ol.gp 


Method 


AAT/GAP 








r=s 


C -|- -a v+- 


535 


End 


1068 










C T 
bl 


63 1.R1084 


Score 


790 








f Sl 


Exons 


535. .650, 740. .1068 














bi uescrip. 


'3370780/dbj IBAA31997 | 1 . Oe- 


139 (AB016497) chitinase [Oryza 






sativa] 1 














Seq. No. 


44599 


Seq. ID 


OJ000210 


_08. 


0307, 


,C12 




Gene No. 


94044 


Strand 












otart 


98 ' 


End 


1068 










Name 


OJ000210 08.0307.C12.ol.gs 


Method 


GENSCAN 










btart 


539 


End 


1040 










C T 
bl 


none 


Score 


.79 










Exons 


539. .650, 740. .1040 














Seq. No. 


44599 


Seq. ID 


OJ000210 


_08. 


0307. 


C12 




Gene No. 


94045 


Strand 












Start 


2074 


End 


2406 










Name 


OJ000210 08.0307.C12.o2.gp 


Method 


AAT/GAP 










Start 


2074 


End 


2406 









45722 




GI 


1944261 








Score 


608 




Exons 


2074 . .2406 














Seq. No. 


44599 








Seq. ID 


OJ000210 


_08.0307.C12 


Gene No. 


94046 








Strand 






Start 


2449 








T-> 

End 


1 A O O A 

20324 




Name 


OJ000210 08 


.0307 


.C12.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


538 








End 


942 




GI 


none 








Score 


1 r 0 

168 




Exons 


538. .654, 539. .652, 738 


. . yJo, 


/39 . . 942 






Seq. No. 


44599 








Seq. ID 


OJ000210 


_08.0307.C12 


Gene No. 


94046 








Strand 






Start 


2449 








End 


20324 




Name 


OJ000210 08 


.0307 


.C12.o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


541 








End 


935 




GI 


none 








Score 


38 




Exons 


541. .585, 580. .624, 590 


. . oiy , 


too noc 

/ Jo . . 9 3d , 


739. .771, 808. .882 


Seq. No. 


44599 








Seq. ID 


OJ000210 


_08 . 0307 . C12 


Gene No. 


94046 








Strand 






Start 


2449 








End 


20324 




Name 


OJ000210 08 


.0307 


.C12.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


786 








End 


942 




GI 


none 








Score 


14 2 




Exons . 


786. .935, 808. .942 










Seq. No. 


44599 








Seq. ID 


OJ000210 


_08.0307.C12 


Gene No. 


94046 








Strand 






Start 


2449 








End 


20324 




Name 


OJ000210 08 


.0307 


.C12.o2 


. gs 


Method 


GENSCAN 




Start 


2449 








End 


10075 




GI 


none 








Score 


.74 




Exons 


2449. .2703, 


2839 


. .2952, 


3068 . 


.3241, 3754. .3942, 


4277. .4362, 




4762. .4867, 


5409 


. .5542, 


6236 . 


.6371, 6530.. 6814, 


9051. . 9105, 




9957. .10075 














Seq. No. 


44599 








Seq. ID 


OJ000210 


_08.0307.C12 


Gene No. 


94046 








Strand 






Start 


2449 








End 


20324 




Name 


OJ000210 08 


.0307 


.C12.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2450 








End 


2715 




GI 


none 








Score 


389 




Exons 


2450. .270?, 


2450 


. .2692, 


2458 . 


.2715 






Seq. No. 


44599 








Seq. ID 


OJ000210 


_08.0307.C12 


Gene No. 


94046 








Strand 






Start 


24 4 9 








End 


20324 




Name 


OJ000210 08 


.0307 


.C12.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2451 








End 


5516 




GI 


none 








Score 


134 




Exons 


2451. .2705, 


2458 


.2709, 


2471. 


.2734, 2839.-2949, 


2839. .2940, 




2852. .2953, 


2855 


.2950, 


2856. 


.2960, 3065. .3175, 


3069. .3164, 




3069. .3191, 


3194 


.3235, 


3199. 


.3240, 3733. .3978, 


3752. .3943, 




3759. .3959, 


4275 


.4361, 


4280. 


.4363, 428 


1. .4364, 


4751. .4870, 




4758. .4889, 


4760 


.4870, 


4762. 


.4878, 5400. .5516 





45723 




Seq. No. 


44599 








Seq. ID 


OJ000210JD8 . 0307 . C12 


Gene No. 


94046 








Strand 




Start 


O A A Ci 

24 4 y 








hnd 


o n *3 O A 

2U J24 


Name 


OJQ00210 08. 


0307 . 


C12 . ol . 


tc 


Method 


TBLASTX : Cress 


Start 


24 55 








End 


267 6 


GI 


none 








Score 


o o n 

22 y 


Exons 


24 55. . 2676, 


1 A 1 1 

24 / 1 . 


O CI A 

. 2 6 1 4 , 


25UU . 


O C *"7 c 

.26/6 . 




Seq. No. 


44599 








Seq. ID 


OJ000210_08 . 0307 ,C12 


Gene No. 


9404 6 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o2. 


np 


Method 


AAT/NAP 


Start 


2464 








End 


9268 


GI 


6633851 








Score 


1114 


Exons 


2464. .2703, 


2839. 


.2955, 


3068. 


.3190, 3805. .3942, 4277. .4362, 




4762. .4867, 


5409. 


.5542, 


6236. 


.6450, 6530.. 6739, 9249.. 9268 


GI Descrip. 


(AC008047) F2K11. 


13 [Arabidopsis thaliana] 


Seq. No." 


44599 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


2677 








End 


5489 


GI 


none 








Score 


69 


Exons 


2677. .2709, 


2839. 


.2937, 


2843. 


.2953, 3077. .3166, 3078. .3167, 




3733. .3978, 


3770. 


.3943, 


4280. 


.4363, 42 


31. .4364, 4757. .4870, 




4760. .4870, 


5409. 


.5489 








Seq. No. 


44599 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o3. 


gp 


Method 


AAT/GAP 


Start 


2826 








End 


4363 


GI 


63241 1.R1084 






Score 


1040 


Exons 


2826. .2952, 


3068. 


.3241, 


3754. 


.3942, 4277.. 4363 


GI Descrip. 


*3080427/emb 


ICAA1 


8746.11 


5.0e 


-65 (AL022604) putative protei 




[Arabidopsis 


thaliana] ? 








Seq. No. 


44599 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2839 








End 


3256 


GI 


none 








Score 


121 


Exons 


2839. .2940, 


2840. 


.2953, 


3065. 


.3175, 3068. .3256, 3075. .3242, 




3218. .3244 












Seq. No. 


44599 








S.eq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3750 








End 


3934 


GI 


none 








Score 


174 


Exons 


3750. .3836, 


3751. 


.3933, 


3752. 


.3904, 3752. .3934 


Seq. No. 


44599 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 





45724 



u Lai U 


9 4 A Q 








End 


20324 


Name 


pi tooo9 in hq 


n 707 


LIZ . Ou . 




Method 


TBLASTX: Maize 


■j Lai U 


4 z. t O 








End 


4878 




none 








Score 


117 


Hi AUIlO 


4 97 R 4 764 


4 9ft o 


4 767 


4 7 R7 


.4870, 4760. .4870, 4762. .4878 


Con M/^ 


4 4 £>QQ 
4 4 D y y 








Seq. ID 


OJ000210_08 . 0307 . C12 


oene ino . 


Q4 04 6 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210JD8 


0307. 


C12.o4 . 


tm 


Method 


TBLASTX: Maize 


O Lai L 


R4 OQ 








End 


6904 




none 








Score 


159 






R4 OQ 

D 4 U _/ • 


^^4 0 
. D D 4 U , 


JllU. 


.5541, 6231. .6371, 6232. .6372, 




6M S 6S77 


6M 6 
OJ1U i 


6 c ift 4 


6^70 
Dj jU . 


.6595, 6596. .6667, 6623. .6697, 




6697 66RQ 


6ft S4 


6Q04 








O S CJ . IN O . 


4 4 RQQ 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


n,Tnoo9i o Oft 


0707 


PI 9 n9 


L o 


Method 


TBLASTX: Cress 


OLaiL 


S4 Q6 _ 

D 4 _? O 








End 


6697 




none 








Score 


119 


Exons 


S4 Q6 ^4 0 


£9 71 
DZ OX. 


677 1 


69 79 


.6372, 6515. .6577, 6516. .6584, 




6691 £671 
OOZJL. . DO / l; 


DDZ 0 . 


6 6Q7 








O cC| . INO . 


A A R QQ 
4 4 3 :? 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


d.tooo91 n nft 


0707 
UjU / . 




L S 


Method 


TBLASTX: Soybean 


OLai L 










End 


6697 


ri T 


none 








Score 


118 


LXOIlb 


6971 6771 


69 79 
DZ OZ . 


677 9 


6R1 R 


.6577, 6516.. 6584, 6527.. 6592, 




6691 CCfTC 


669 7 


66Q7 








O c LJ • IN O . 


4 4 RQQ 








Seq. ID 


OJ000210_08.0307.C12 




94046 








Strand 




o Lai L 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o4. 


np 


Method 


AAT/NAP 


Start 


6726 








End 


20324 


CI 


2129478 








Score 


236 


Exons 


6726. .6835, 


16102 


. .16275 


, 20068.. 20324 




ui UcbLIipi 


chitinase (EC 3.2 


.1.14) 


precursor - beet gi | 488731 | emb | CAA5588 




(X79301) chitinase [Beta 


vulgaris] gi | 


829258 |emb|CAA56946| 




(X81056) Chitinase [Beta 


vulgaris] 




Seq. No. 


44599 








Seq. ID 


OJ000210_08.0307.C12 


Gene No. 


94046 








Strand 




OLalL 


2449 








End 


20324- 


Name 


OJ000210 08. 


0307. 


C12.o3. 


gs 


Method 


GENSCAN 


Of 3r f 

Stall 


12580 








End. 


14763 


GI 


none 








Score 


.64 


Exons 


12580. . 12657, 12854 . . 12 969, 14 736. .147 63 


Seq. No. 


. 44599 








Seq. ID 


OJ000210_08 . 0307 . C12 


Gene No. 


94046 








Strand 




Start 


2449 








End 


20324 


Name 


OJ000210 08. 


0307. 


C12.o4 . 


gs 


Method 


GENS CAN 



45725 




Start 


15859 




End 


16794 


GI 


none 




Score 


. 99 


Exons 


15859 . . 16 / 94 








Seq. No. 


44600 




Seq. ID 


OJ000210 08.0307.C13 


Gene No. 


94047 




Strand 


- 


Start 


306 




End 


598 


Name 


OJOQOzlO 08 . 0307 . Clo . ol 


. gs 


Method 


GENSCAN 


Start 


306 




End 


598 


GI 


none 




Score 


. 53 


Exons 


306 . .371, 487 . . 598 








Seq. No. 


44601 




Seq. ID 


OJ000210 08.0307.C15 


Gene No. 


94048 




Strand 


+ 


Start 


1 




End 


3540 


Name 


OJ000210 08.0307.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3537 


GI.- 


1707015 




Score 


1069 


Exons 


1..111, 1005. .1179, 1735. .1940, 2982. 


. 3537 


GI Descrip. 


(U78721) putative protein phosphatase 


2C [Arabidopsis thaliana 


Seq. No. 


44601 




Seq. ID 


OJ000210_08.0307.C15 


Gene No. 


94048 




Strand 


+ 


Start 


1 




End 


3540 


Name 


OJ000210 08.0307.C15.ol 


. gp 


Method 


AAT/GAP 


Start 


137 




End 


1137 


GI 


none 




Score 


792 


Exons 


137.. 255, 715.. 887, 982 


. .1137 






Seq. No. 


44601 




Seq. ID 


OJ000210_08.0307.C15 


Gene No. 


94048 




Strand 


+ 


Start 


1 




End 


3540 


Name 


OJ000210 08.0307.C15.ol 


. gs 


Method 


GENSCAN 


Start 


168 




End 


3540 


GI 


none 




Score 


.78 


Exons . 


168. .255, .646. .731, 982 


. .1179 


, 1735. .1940, 2982. .3540 


Seq. No. 


44601 




Seq. ID 


OJ000210_08.0307.C15 


Gene No. 


94049 




Strand 




Start 


4221 




End 


5725 


Name 


OJ000210 08.0307.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1039 




End 


3438 


GI 


none 




Score 


111 


Exons 


1039. .1137, 1041. .1136, 


1156. 


.1182, 1733. .1750, 1734. .1865, 




1735. .1833, 1807. .1941, 


2949. 


.3146, 2976. .3212, 2977. .3438, 




3166.. 3348, 3288.. 3437 








:> ■ 

Seq. No. 


44601 




Seq. ID 


OJ000210_08.0307.C15 


Gene No. 


94049 




Strand 




Start 


4221 




End 


5725 


Name 


OJ000210 08.0307.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1882 




End 


3528 


GI 


none 




Score 


67 


Exons 


-1882. .1941, 2976.. 3182, 


2977. 


.3189, 2977. .3189, 3202. .3450, 




3217. .3432, 3297. .3449, 


3442. 


.3528 




Seq. No. 


44601 




Seq. ID 


OJ000210_08.0307.C15 



45726 



Gene No. 94049 
Start 4221 

Name OJ0002 10_08 . 0307 . C15 . ol . tc 

Start 2961 
GI none 

Exons ' . 2961. .3227,. 2977. .3462, 2977. 
3472. .3528 



Strand 
End 

Method 

End 

Score 



5725 

TBLASTX: Cress 

3528 

140 



,3462, 3279..3464, 3284. .3463, 



Seq. No. 


44601 








Seq. ID 


OJ000210_08.0307 


.C15 


Gene No. 


94049 








Strand 






Start 


4221 








End 


5725 




Name 


OJ000210__08 , 


. 0307 


. C15 . ol , 


. tw 


Method 


TBLASTX: Wheat 




Start 


3045 








End 


3372 




GI 


none 








Score 


384 




Exons 


3045. . 3212, 


304 6 


. . 3372, 


3121 . 


.3369, 3288.. 3371 




Seq. No. 


44601 








Seq. ID 


OJ000210_08.0307 


. C15 


Gene No. 


94049 








Strand 






Start 


4221 








End * 


5725 




Name 


OJ000210 08. 


,0307 


.C15.o2. 


.gs 


Method 


GENSCAN 




Start 


4221 








End 


5725 




GI 


none 








Score 


.78 




Exons 


4221. .4235, 


4282 


. .4494, 


5522. 


.5619, 5684. .5725 




Seq. No. 


44602 








Seq. ID 


OJ000210_08.0307 


.C16 


Gene No. 


94050 








Strand 






Start 


439 








End 


1409 




Name 


OJ000210 08, 


.0307 


.C16.ol. 


.gs 


Method 


GENSCAN 




Start 


439 








End 


1409 




GI 


none 








Score 


.8 




Exons 


439. .753, 1273.. 


1409 













Seq. No. 


44603 


Seq. ID 


OJ000250_06. 


0309. 


.C2 




Gene No. 


94051 


Strand 


+ 








Start 


6102 


End 


7937 






S. I 


Name 


OJ000250 06.0309.C2.o3.gs 


Method 


GENSCAN 








Start 


6102 


End 


7937 








GI 


none 


Score 


.48 






% x£ 


Exons 


6102. .6116, 6973. .7054, 7600. .7937 










Seq. No. 


44603 


Seq. ID 


OJ000250JD6. 


0309. 


.C2 




Gene No. 


94052 


Strand 










Start 


' 178 


End 


4238 








Name 


OJ000250 06.0309.C2.ol.gs 


Method 


GENSCAN 








Start 


178 


End 


3018 








GI 


none 


Score 


.62 








Exons 


178. .406, 958. .1155, 1190. 


.1342, 1884. 


.1909, 2869.. 


3018 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44603 
94052 
178 

OJ000250_06". 0309.C2.ol.np 
1307 
6689616 



4238 
AAT/NAP 
4189 
357 

1307. .1423, 3361. .3450, 3505. .3921, 4024. .4189 
(AJ012301) proline-rich protein [Zea mays] 



Seq. ID.. OJ000250_06.0309.C2 
Strand ' - 
End 

Method 
End 
Score 



45727 



Seq. No. 


44603 








Seq. ID 


OJ000250_ 


_06. 


0309 


.C2 


Gene No. 


94052 








Strand 










Start 


1 TO 
I/O 








T~i _ -J 

End 


4238 








Name 


OJU0U2o0 Ob 


0309 


. C2 . ol 


■ gp 


Method 


AAT/GAP 








Start 


311Q 








End 


3713 








GI 


O / DOOl / 








Score 


971 








Exons 


OTTO O T 1 "3 

ol /0 . . O /l O 


















beq. no. 










Seq. ID 


OJ000250J)6. 


0309 


C2 


Gene No. 


94052 








Strand 








Start 


178 








End 


4238 








Name 


OJ000250 06. 


0309 


.C2.o2 


gs 


Method 


GENSCAN 








Start 


3413 








End 


4174 








GI 


none 








Score 


1 








Exons 


3413, .3921, 


4024 


. .4174 















Seq. No. 44603 Seq. ID 

Gene No. 94052 Strand 

Start 178 End 

Name OJ000250_06 . 0309 . C2 . o2 . gp Method 

Start 3508 End 

GI 25600_5.R1084 Score 

Exons 3508.. 3681, 3704.. 3921, 4024.. 4238 

GI Descrip. • 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097 
[Arabidopsis thaliana] 1 



OJ000250 06. 0309. C2 



4238 
AAT/GAP 
4238 
741 



cytochrome P450 



Seq. No. 44603 

Gene No. 94053 

Start 6318 

Name OJ000250JD6 . 0309 . C2 . ol . tm 

Start 3590 

GI none 

Exons 3590.. 3634, 3657.. 3683, 3696. 

3816. .3923, 4007. .4084, 4023. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 06. 0309. C2 



7870 

TBLASTX: Maize 
4084 
36 

3800, 3707. .3799, 3815. .3922, 
4076 



Seq. No. 44603 

Gene No. 94 053 

Start 6318 

Name OJ000250_06 . 0309 . C2 . ol . tw 

Start 3695 

GI none 

Exons 3695.. 3799, 3699.. 3800, 3815. 

4021. .4062, 4022. .4084, 4023. 



Seq. ID 
Strand 
End 

Method 

End 

Score . 
.3916, 3816 
.4076 



OJ000250 06. 0309. C2 



7870 

TBLASTX : Wheat 
4084 
94 

3914, 3895. .3915, 



Seq. No. 44603 

Gene No. 94053 

Start 6318 

Name OJ0'00250_06 . 0309 . C2 . o2 . 

Start 6318 

GI 7304247 

Exons 6318.. 6350, 7552.. 7718, 
GI Descrip. (AE003842) CG11084 gene 

Seq. No. 44604 

Gene No. 94054 

Start 609 

Name OJ000250 06 . 0309 . C8 . ol . 



Seq. ID OJ000250_06.0309.C2 
Strand 

End 7870 

np Method AAT/NAP 

End 7 87 0' 

Score 18 
7776. .7870 

product [Drosophila melanogaster ] 

Seq. ID OJ000250_06.0309.C8 

Strand + 

End 778 

np Method AAT/NAP 



45728 



Start 
GI 

Exons 

GI Descff'ip. 

Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



603 End 778 

6689616 Score 98 
603. .778 

(AJ0.12301) proline-rich protein [Zea mays] 



44604 
94054 
609 

OJ000250_06.0309.C8.ol .gs 

609 

none 

609. .768 



Seq. ID OJ000250_06.0309.C8 

Strand + 

End 778 

Method GENSCAN 

End 7 68 

Score 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44605 
94055 
1 

OJ000250_06.0309.C9.ol .np 
1 

6689616 
1.-58, 498. .911, 1022. .1187 
(AJ012301) proline-rich protein [Zea mays] 



Seq. ID OJ000250_06.0309.C9 
Strand 

End 1187 

Method AAT/NAP 

End 1187 

Score 369 



44605 
94055 
1 

OJ000250_06.0309.C9.ol .gs 
403 
none 

403. .732, 746. .963, 1022. .1187 

44605 
94055 
1 

OJ000250_0 6.0309.C9.ol.gp 

740. 

2431531 

740. .911, 1022. .1164 



Seq. ID OJ000250_06.0309.C9 
Strand 

End 1187 

Method GENSCAN 

End 1187 

Score .66 



Seq. ID OJ000250_06.0309.C9 
Strand 

End 1187 

Method AAT/GAP 

End 1164 

Score 435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44605 
94056 
4378 

OJ000250JD6. 0309.C9.ol.tm 

580 

none 



Seq. ID OJ000250_06.0309.C9 
Strand 

End 8680 

Method TBLASTX : Maize 

End 1160 

Score 36 



580. .624, 647. .673, 686. .790, 697. .789, 805. .912, 806. .913, 
1020. .1160, 1020. .1082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



44605 
94056 
4378 

OJ000250_06.0309.C9.ol.tw 

685 

none 



Seq. ID' OJ000250_06.0309.C9 
Strand 

End 8680 

Method TBLASTX : Wheat 

End 1082 

Score 90 



68S..789, 689*.. 790, 805. .906, 806. .904, 1020. .1082 



44605 
94056 



Seq. ID OJ000250_06.0309.C9 
Strand 



45729 



Start 4378 End 

Name . OJ000250_06 . 0309 . C9 . o2 . np Method 

Start 4378 End 

GI *; 3.00210 Score 

Exons 4378. .4571, 5642.. 5722, 8642.. 8680 

GI Descrip. extensin precursor (clone Tom L-4) - 



extensin (class II) [Lycopersicon esculentum] 



8680 
AAT/NAP 
8680 
73 

tomato gi| 170444 (M76671) 



Seq. No. 


a a a n a 
4 4 bUo 








Seq. ID 


OJ000250 


Ub . 


(J3U 9 


. C1U 


Gene No. 


94057 








Strand 


+ 








Start 


1293 








End 


7493 








Name 


UJUUU^oU Ub 


.0309 


.ClO.ol 


gs 


Method 


GENS CAN 








Start 


i o n o 

12 93 








End 


6077 








GI 


none 








Score 


.57 








Exons 


129 3 . .1414, 


2593 


. .2614, 


2962. 


.3148, 5839. .6077 








Seq. No. 


4 4 606 








Seq. ID 


OJ000250 


06 . 


0309 


. C10 


Gene No. 


94 05 / 








Strand 










Start 


1293 * 








End 


74^3 








Name 


OJ000250_06 


.0309 


.ClO.ol 


np 


Method 


AAT/NAP 








Start 


DO 1 3 








End 


7493 








GI 


(~ c o c\ c o o 

6539588 








Score 


238 








Exons 


5813 . . 6145, 


7453 


. .7493 














GI Descrip. 


(AP000837 ) 


hypothetical 


protein [Oryza 


^sativa] 








Seq. No. 


4 4 606 








Seq. ID 


OJ000250_ 


06 . 


0309 


. C10 


Gene No. 


94058 








Strand 










Start 


4233 








End 


7143 








Name 


OJUUUzoU Ub 


.0309 


.C10.o2. 


np 


Method 


AAT/NAP 








Start 


A O O *D 

4233 








End 


7119 








GI 


6689616 








Score 


340 








Exons 


yi TOO /I O O /I 

4233 . . 4284 , 


5426 


. .5460, 


6456. 


.6850, 6954. .7119 








GI Descrip. 


( AJU123U1 ) 


proline-rich 


protein [Zea mays] 








Seq. No. 


44606 








Seq. ID 


OJ000250_ 


_06. 


0309 


.C10 


Gene No. 


94058 








Strand 










J3tart 


A O O O 

4233 








End 


7143 








.Name 


OJ000250 06 


.0309 


.C10.o2. 


gs 


Method 


GENSCAN 








Start 


6342 








End 


7143 








GI 


none 








Score 


.89 








Exons 


6342 . . 6850, 


6954 


. .7143 














beq. wo. 


A A Cf\£ 

4 4 bU b 








Seq. ID 


OJ000250_ 


_06. 


0309 


.C10 


Gene No. 


94058 








Strand 










Start 


4233 








End 


7143 








Name 


OJ000250 06 


.0309 


.ClO.ol. 


gp 


Method 


AAT/GAP 








Start 


6679 








End 


7103 








GI 


2431531 








Score 


412 








Exons 


667.9. . 6850, 


6954 


. .7103 














Seq. No. 


44606 








Seq. ID 


OJ000250_ 


_06. 


0309 


.C10 


Gene No. 


94059 








Strand 










Start 


10233 ■ > ■ 








End 


11493 








Name 


OJ000250 06 


.0309 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6519 








End 


7065 








GI 


none 








Score 


105 








Exons 


6519. . 6563, 


6636 


. .6728, 


6637. 


.6729, 6744. .6851, 


6745. .6852, 



45730 



6940. .7014, 6952. .7065 



Seq. No. 44606 

Gene No. 94059 

Start 10233 

Name OJ000250_06 . 0309 . CIO . ol . tw 

Start 6627 

GI none 

Exons 6627.. 6728, 6628.. 6729, 6744, 
6952. .7014 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_06. 0309. C10 
11493 

TBLASTX: Wheat 

7041 

90 



,6845, 6745. .6843, 6952. .7041, 



Seq. No. 44606 Seq. ID OJ000250_06 . 0309 . C10 

Gene No. 94059 Strand 

Start 10233 End 11493 

Name OJ000250_06 . 0309 . C10 . o2 . gp Method AAT/GAP 

Start 9488 End 9654 

GI 6756_1.R1084 Score 240 

Exons 9488.. 9654 

GI Descrip. f 1351357/sp | P48502 | UCR6_SOLTU 2.0e-24 UBIQUINOL-CYTOCHROME .C 

REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_633681_emb_CAA558 63_ 
(X7927 6) ubiquinol — cytochrome c reductase [Solanum tuberosum] 1 



Seq. No. 44606 

Gene No. 94059 

Start 10233 

Name OJ000250_06 . 0309 . C10 . o3 . gs 

Start 10233 

GI none 

Exons 10233. .10427,' 10897 .. 11025, 11131.. 11493 



Seq. ID OJ000250_06. 0309. C10 
Strand 

End 114 93. 

Method GENSCAN 

End. 11493 

Score . 63 



Seq. No. 44607 Seq. ID 

Gene No. 94060 Strand 

Start 1483 End 

Name OJ000250_06 . 0309 . C12 . ol . gs Method 

Start 1483 End 

GI none ' Score 

Exons 1483. . 1640 



OJ000250_06.0309.C12 
+ 

1640 
GENSCAN 
1640 
.5 



Seq. No. 44608 Seq. ID 

Gene No. 94062 Strand 

Start 1 End 

Name OJ000250_06 . 0309 .C13 . ol . np Method 

Start 1 End 

GI 7485245 Score 

Exons 1..35, 577.. 720, 1863.. 1883 

GI Descrip. hypothetical protein A_IG002P16 . 17 - 
gi | 2191178 | gb | AAB610,64 .1 1 (AF007270) 
proteins [Arabidopsis thaliana] 



OJ000250_06.0309.C13 

1883 
. AAT/NAP 
1883 
17 



Arabidopsis thaliana 
contains similarity to MIPP 



Seq. No. 44608 Seq. ID 

Gene No. 94062 Strand 

Start 1 End 

Name OJ000250_06 . 0309 . C13 . ol . gs Method 

Start . 409 End 

GI none Score 

Exons 409.. 732, 1002.. 1658 



OJ000250_06.0309.C13 
1883 

GENSCAN • 
1658 



45731 




Seq. No. 


44609 




Seq. ID 


OJ000250_06.0309 


.C14 


Gene No. 


94063 




Strand 






Start 


15 




End 


745 




Name* . 


OJ000250_06. 0309. CI 4 .ol 


.gs 


Method 


GENSCAN 




Start 


15 




End 


745 




GI 


none 




Score 


. 42 




Exons 


15. .41, 224. .374, 663.. 


745 








Seq. No. 


44610 




Seq. ID 


OJ000250 06.0309 


.C15 


Gene No. 


94064 




Strand 


- 




Start 


524 




End 


591 




Name 


OJ000250_06. 0309 .CI 5 . ol 


.gs 


Method 


GENSCAN 




Start 


524 




End 


591 




GI 


none 




Score 


. 75 




Exons 


524 . . 591 










Seq. No. 


44610 




Seq. ID 


OJ000250_06. 0309 


.C15 


Gene No. 


94065 




Strand 






Start 


632 




End 


690 




Name 


OJ000250 06.0309.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


632 




End 


690 




GI 


2312838 




Score 


72 




Exons 


632.. 690 










GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase < 


gene, 


intron 1, 


partial sequence 




Seq. No. 


44611 




Seq. ID 


OJ000250_06.0309 


.C16 


Gene No. 


94066 




Strand 


+ 




Start 


216 




End 


989 




Name 


OJ000250 06.0309.C16.ol 


.np 


Method 


AAT/NAP 




Start 


216 




End 


989 




GI 


6689616 




Score 


274 




Exons 


216. .733, 860. .989 










GI Descrip. 


(AJ012301) proline-rich 


protein [Zea mays] 




Seq. No. 


44611 




Seq. ID 


OJ000250_06.0309 


.C16 


Gene No. 


94066 




Strand 


+ 




Start 


216 




End 


989 




Name 


OJ000250 06.0309.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


377 




End 


989 




GI 


none 




Score 


43 




Exons 


377. .409, 390. .422, 414 


. .584, 


468. .509, 


491. .583,. 599. 


640, 




600. .638, 716. .748, 717 


. .749, 


723. .761, 


723. .749, 797..! 


371, 




818. .880, 821. .877, 821 


. .841, 


924. .965, 


942. .989 




Seq. No. 


44611 




Seq. ID 


OJ000250_06.0309 


.C16 


Gene No. 


94066 




Strand 


+ 




Start 


216 




End 


989 




Name 


OJ000250 06. 0309.C16.ol 


.gs 


Method 


GENSCAN 




Start 


382 




End 


852 




GI 


none 




Score 


.46 




Exons 


382. .852 










Seq. No. 


44611 




Seq. ID 


OJ000250_06.0309 


.CI6 


Gene No. 


94066 




Strand 


+ 




Start 


216 




End 


989 




Name 


OJ000250 06.0309.C16.ol 


. tw 


Method 


TBLASTX: Wheat 





" 4-57 32 - 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



386 End 604 

none Score 39 

386.. 409, 387. .410, 423. .584, 462. .512, 491. .604 



44611 Seq. ID OJ000250 

94066 Strand + 

216 End 989 

OJ000250_06.0309.C16.o2.np Method AAT/NAP 
459 End 989 

7472740 Score 95 

459. . 989 

hypothetical protein - Deinococcus radiodurans 
gil 6458143 | gb | AAF10038 . 1 |AE001904_14 (AE001904) 
protein [Deinococcus radiodurans] 



06.0309.C16 



{strain Rl) 
hypothetical 



Seq. No. 


44612 




Seq. ID 


OJ000250_06.0309 


.C17 


Gene No. 


94067 




Strand 


+ 




Start 


686 




End 


865 




Name 


OJ000250 06.0309. 


C17.ol.gs 


Method 


GENSCAN 




Start 


686 




End 


865 




GI 


none 




Score 


. 96 




Exons 


686. .865 










"Seq. No. 


44612 




Seq. ID 


OJ000250_06.0309 


X17 


Gene No. 


94068 




Strand 






Start 


1457 




End 


4008 




Name 


OJ000250 06.0309. 


C17 .ol.np 


Method 


AAT/NAP 




Start 


1457 




End 


3122 




GI 


7340860 




Score 


64 




Exons 


1457.. 1482, 2966. 


.3122 








GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 





Seq. No. 44612 Seq. ID 

Gene No. 94068 Strand 

Start 1457 End 

Name OJ000250_06 . 0309 . C17 . o2 . gs Method 

Start 2934 End 

GI none Score 

Exons 2934.. 3078, 3911.. 4008 



OJ000250_06.0309.C17 

4008 
GENSCAN 
4008 
. 82 



Seq. No. 


44613 


Seq. ID 


OJ000250_06.030 


Gene No. 


94069 


Strand 


+ 


Start 


1345 


End 


1847 


Name 


OJ000250 06. 0309. C18. ol.np 


Method 


AAT/NAP 


Start . 


1345 


End 


1847 


GI 


6587832 


Score 


184 


Exons 


1345. .1468, 1563. .1-847- 






GI Descrip. 


(AC006551) Similar to LeOPTl 


[Lycopersicon esculentum] 




[Arabidopsis thaliana] 







Seq. No. 44613 Seq. ID OJ000250_06 . 0309 . CIS 

Gene No. 94069 Strand + 

Start 1345 End 1847 

Name OJ000250_06 . 0309 . C18 . ol . gs Method GENSCAN 

Start 1357 End 1836 

GI none Score .93 



45733 




Exons 1357.. 1468, 1563.. 1836 



Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309.C19 


katiilc- IN \ J . * 


-7 *4 U / U 


Strand 


+ 


otart 


1 

1 


End 


774 


Name 


ujuuuzdu u o . uou y . ui y . oi . np 


Method 


AAT/NAP 


Of a r*-t- 
olai L 


X 


End 


771 


PT 


Djo / Ojj 


Score 


597 


Exons 


1 . . / / i 






GI Descrip. 


(AC006551) Similar to peptide 


transporter [Arabidopsis thalian. 


OCCJ • NO . 


A A £1 A 
H H D X ft 


Seq. ID 


OJ000250_06.0309.C19 


Gene No . 


y4 U / U 


Strand 


+ 


btart 


X 


End 


774 


Name 


uuuuuzou uo.ujuy.Liy.oi.gs 


Method 


GENSCAN 




p p 


End 


774 


P T 


none 


Score 


.47 


Exons 


OO . . / / H 






Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309.C19 


uene no . 


oa m i 
y 4 u / x 


Strand 


+ 


otart 




End 


8091 


Name 


ujuuuzou ub . u juy . uxy . oz . gs 


Method 


GENSCAN 


btart 


4 / O J 


End 


7636 


bl 


none 


Score 


.44' 


Exons 


4 / jj. ♦ 4oUl f 4o4o..oXUy, OflDU. 


6614, 6726.-6854, 6931.. 708-5, 




7196. .7501, 7524. .7636 






beq . no . 


A A £1 A 
H 4 OX4 


Seq. ID 


OJ000250_06.0309.C19 


Gene No . 


Qyl nil 

y 4 U / X 


Strand 


+ 


otart 


a n CL "3 


End 


8091 


Name 


ujuuuzdu ud . u jU? . y . ox . qp 


Method 


AAT/GAP 




/ o y o 


End 


8091 


P T 




Score 


928 


Exons 


/ j"u . . ouy x 






Seq. No. 


.44614 


Seq. ID 


OJ000250_06. 0309. CI 9 


Gene No. 


94072 


Strand 


-f 




14669 


End 


18224 


Name 


OJ000250 06.0309.C19.o2.gp 


Method 


AAT/GAP 


oiart 


14617 


End 


15554 


PT 


25600 2.R1084 


Score 


928 


Exons 


14617. .14843, 15134. .15554 






GI Descrip. 


'3402282/emb|CAA04449| 8.0e-12 (AJ000997) proline-rich protein 




[Solanum tuberosum] 1 






oeq . no . 


44614 


Seq. ID 


OJ000250_06.0309.C19 


Gene No . 


94072 


Strand 


+ 


btart 


14669 


End 


18224 


Name 


OJ000250 06.0309.C19.o4.gs 


Method 


GENSCAN 


Start 


14669 


End 


15775 


GI 


none 


Score 


.97 


Exons 


14 669. .14 843, 15134. .15410, 15412. .15775 


Seq. No. 


44614 


Seq.' ID 


OJ000250_06. 0309. C19 


Gene No. 


94072 


Strand 


+ 


Start 


14669 


End 


18224 



45734 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.- No. 
Gene No. 
Start " 
Name 
Start . 
GI 

Exons 

GI Descrip. 



OJ000250_06.0309.C19.o2.np Method AAT/NAP 
14678 End 18224 

6689616 Score 322 

14678. .14843, 15134 15598, 18166. .18224 
(AJ012301) proline-rich protein [Zea mays] 



44614 - Seq. ID 

94072 Strand 
14669 End 
OJ000250_06 . 0309 . C19 . o3 . np Method 
14705 End 
7484961 Score 
14705. .14759, 15344.. 15637 

extensin homolog T9E8.80 - Arabidopsis thaliana - 
gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi I 7268037 | emb | CAB7837 6 . 1 1 (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



OJ000250_06.0309.C19 
+ 

18224 
AAT/NAP 
15637 
71 



Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309. 


C19 


Gene No. 


94073 


Strand 








9373 


End 


12757 




Name 


OJ000250 06.0309.C19.o3.gs 


Method 


GENSCAN 






9373 


End 


12757 




H T 


none 


Score 


.93' 






9373. .94 01, 10242. .10416, 1114 6. .11358 


, 11437. . 1161,9, 






12593. .12757 








oeq. no. 


44614 


Seq. ID 


OJ000250_06.0309. 




Gene No. 


94074 


Strand 






Start 


14693 


End 


18459 




Name 


OJ000250 06.0309.C19.ol.tw 


Method 


TBLASTX: Wheat 




otart 


436 


End 


686 






none 


Score 


169 




Exons 


436. .627, 439. .570, 613. .669, 618. .686 






Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309. 


C19 


Gene No. 


94074 * 


Strand 






•Start 


14693 


End 


18459 




Name 


OJ000250 06.0309.C19.o4.np 


Method 


AAT/NAP 




Start 


14693 


End 


17477 




GI 


6539570 


Score 


186 




Exons 


14693. .14762, 15393 15839, 


17024. .17090, 17283. .17477 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309. 


C19 


Gene No. 


94074 


Strand 






Start 


14693 


End 


18459 




Name 


OJ000250 06.0309.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


15132 


End 


15640 




GI 


none 


Score 


129 




Exons 


15132. .15227, 15133. .15228, 


15274. .15339, 1527 9. .15338, 






15366. .15425, 15367. .15426, 


15539. .15619, 15539. .15610, 






15617. .15640 








Seq. No. 


44614 


Seq. ID 


OJ000250_06.0309. 


C19 


Gene No. 


94074 


Strand 






Start 


14693 


End 


18459 





45735 



Name 

Start 

GI 

Exons 



OJ000250_0 6 . 0309 . CI 9 . o3 . gp Method AAT/GAP 

15414 End 16002 

none Score 1044 
15414. .16002 



OJ000250 06.0309.C19 



Seq. No. 44614 Seq. ID 

Gene No. 94074 Strand 

Start 14693 End 18459 

Name OJ000250_06 . 0309 . C19 . o5 . gs Method GENSCAN 

Start 16301 End 18459 

GI none Score . 52 

Exons 16301. . 16375, 16712 .. 16910, 17024 17044 , 17287 .. 17421, 
18344. . 18459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



44614 Seq. ID OJ000250_06 . 0309 . CI 9 

94074 Strand 

14693 End 18459 

0 J000250_06 . 0309 . CI 9 . o5 . np Method AAT/NAP 

17614 End 17691 

6630699 Score 79 

17614. .17691 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



44615 Seq. ID 

94 075 Strand 

106 End 

OJ000250_06.0309.C20.ol. tm Method 

60 End 

none Score 
60. .314, 117. .311, 139. .336 

44615 Seq. ID 

94075 Strand 
106 End 
OJ000250_06.0309.C20.ol.gs Method . 
106 End 
none Score 
106. .258, 582. .953 

44616 Seq. ID 

94076 Strand 
1832 End 
OJ000250_06 . 0309 . C21 . ol . np Method 
1832 End 
7487180 Score 
1832. .2230 

hypothetical protein T19K4 
gi | 3036807 | emb | CAA184 97 . 1 | 



OJ000250_06.0309.C20 
+ 

953 

TBLASTX: Maize 

336 

106 



OJ000250_06.0309.C20 
+ 

953 

"GENSCAN 
953 



OJ000250_ 
+ 

2230 
AAT/NAP 
2230 
262 



06.0309.C21 



160 - Arabidopsis thaliana. 
(AL022373) putative protein 
[Arabidopsis thaliana] gi | 7270555 | emb | CAB81512 . 1 | (AL161588) 
putative protein [Arabidopsis thaliana] 



44616 Seq. ID 

94076 Strand 

1832 End 

OJ000250_0 6 . 030 9 . C2 1 . ol . gs Method 



OJ000250_06.0309.C21 
+ 

2230 
GENSCAN 



45736 




Start 


1853 


End 


2175 




GI 


none 


Score 


. 78 




Exons 


1853 . .2175 








Seq. No. 


44617 


Seq. ID 


OJ000210_06. 0306 


.C2 


Gene No. 


94077 


Strand 


+ 




Start 


1 


End 


3993 




Name 


OJ000210 06.0306.C2.ol.np. 


Method 


AAT/NAP 




Start 


1 


End 


2502 




GI 


6862956 


Score 


1682 




Exons 


1. .2502 








GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44617 


■ Seq. ID 


OJ000210 06.0306 


.C2 


Gene No. 


94077 


Strand 


+ ~~ 




Start 


1 


End 


3993 




Name 


OJ000210 06.0306.C2.ol.gs 


Method 


GENSCAN 




Start 


89 


End 


3993 




GI 


none 


Score 


. 42 




Exons 


89. .2007, 2452. .2567, 2866.. 


3166, 3976 


. . 3993 




Seq. No. 


44617 


Seq. ID 


OJ000210 06.0306 


C2 


Gene No. 


94078 


Strand 


+ ~ 




Start 


13656 


End 


14589 




Name 


OJ000210 06.0306.C2.o5.gs 


Method 


GENSCAN 




Start 


13656 


End 


14589 




GI 


none 


Score 


. 83 




Exons 


13656. . 14 096, 14 575. . 14 58 9 








Seq. No. 


44617 


Seq. ID 


OJ000210 06.0306 


C2 


Gene No. 


94079 


Strand 






Start 


4323 


End 


5046 




Name 


OJ000210 06.0306.C2.o2.gs 


Method 


GENSCAN 




Start 


4323 


End 


5046 




GI 


none 


Score 


. 55 




Exons 


4323. .4427, 5035. ..5046 








Seq. No. 


44617 


Seq. ID 


OJ000210JD6.0306. 


C2 


Gene No. 


94080 


Strand 






Start 


6533 


End 


7990 




Name 


OJ000210 06.0306.C2.o3.gs 


Method 


GENSCAN 




Start 


6533 


End 


7990 




GI 


none 


Score 


.96 




Exons 


6533. .7990 








Seq. No. 


44617 


Seq. ID 


OJ000210JD6.0306. 


C2 


Gene No. 


94081 


Strand 






Start 


13658 


End 


13978 




Name 


OJ000210 06.0306. C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


1413 


End 


1782 






none 


Score 


308 




Exons 


1413. .1661, 1414. .1782, 1447 


. .1698 






Seq. No. 


44617 . 


Seq. ID 


OJ000210_06.0306. 


C2 


Gene No. 


94081 


Strand 






Start 


13658 


End 


13978 




Name 


OJ000210 06.0306.C2.ol. ts 


Method 


TBLASTX: Soybean 





45737 




Start 


2019 






End 


2250 




GI 


none 






Score 


209 




Exons 


oai n v a a a a 

2019.. 2246, 2020 


a a c a 

. . 2250 










Seq. No. 


44617 






Seq. ID 


OJ000210_06.0306 


C2 


Gene No. 


94081 






Strand 






Start 


13658 






End 


139 /o 




'Name 


OJ000210 06.0306 


C2 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


2071 ■ 






End 


A A A O 

2328 




GI 


none 






Score 


A A A 

244 




Exons 


a a -j n a a a o a a o a 

207 1 . . 2328 , 2082 


O A A A 

.2324 










Seq. No. 


44617 






Seq. ID 


OJ000210_06.0306 


C2 


Gene No. 


94081 






Strand 






Start 


1 A /* C A 

13658 






End 


n a m o 

139 /o 




Name 


✓■\taaaata a /~ a a a s~ 

OJ000210_06 . 0306 


C2 . o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


2074 






End 


AAA/ 

2394 




GI 


none 






Score 


214 ' 




Exons 


2074 . . 2313, 207 6 


A A *7 A 

. 2270 , 


A A A O 

2308 


A A A A 

. . 2394 






Seq. No. 


44617 






Seq. ID 


OJ000210 06.0306 


C2 


Gene No. 


94081 






Strand 


- 




Start 


13658 






End 


13978 




Name 


OJ000210_06 . 0306 


C2 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2319 






End 


2502 




GI 


none 






Score 


73 




Exons 


2319 . .2459, 2320 


. 2502, 


2322 


. .24 98 






Seq. No. 


44617 






Seq. ID 


OJ000210_06.0306 


C2 


Gene No. 


94081 






Strand 






Start 


13658 






End 


13978 




Name 


OJ000210_06 . 0306 


C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


6962 






End 


9150 




GI 


none 






Score 


87 




Exons 


6962 . . 7069, 7094 


. 7327 , 


7223 


..7306, 9006.. 9149, 9024.. 9149, 




9097 . . 9150 












Seq. No. 


44617 






Seq. ID 


OJ000210_06.0306 


C2 


Gene No. 


94081 






Strand 






Start 


13658 






End 


13978 




Name 


OJ000210 06.0306. 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


13658 






End 


13978 




GI 


4309698 






Score 


125 




Exons 


13658. .13978 












GI Descrip. 


(AC006266) putative glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


44617 






Seq. ID 


OJ000210_06.0306 


C2 


Gene No. 


94081 






Strand 






Start 


13658 






End 


13978 




Name 


OJ000210 06.0306. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


13659 






End 


13907 




GI 


none 






Score 


164 




Exons 


13659. .13790, 13659 .. 13790, 


13660. .13806, 13803. .13907, 






13803... 13907 












Seq. No. 


44618 






Seq. ID 


OJ000210_06.0306 


C4 


Gene No. 


94082 






Strand 


+ 





45738 



Start 


874 


End 


1293 


Name 


OJ000210 06.0306.C4.ol.np 


Method 


7\ 7\ rp / vj 7\ t-> 

AA1 / NAP 


o tar c 


874 


End 




C T 
bl 


6721516 


Score 


olZ 


Exons 


874. .1121, 1194. .1293 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat lva ] 


OcC] . INO . 


44619 


Seq. ID 


r\ to nnoi n 


Gene No. 


94083 


Strand 


+ 


Start 


1 


End 


2770 


Name 


OJ000210 06.0306.C5.ol.np 


Method 


AA1 /NAr 


bt art 


1 


End 


Z 1 /u 




6721516 


Score 


TOO 

zzy 


Exons 


1..221, 2672. .2770 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat lva ] 


Seq. No. 


44619 


Seq. ID 


OJ000210 


Gene No. 


94083 


Strand 


+ 


otart 


1 


End 


Z f /U 


Name 


OJ000210 06.0306.C5.ol.gs 


Method 


bLNobAN 


otart 


62 


End 


o o o 
oZZ 


C T 

bl 


none 


Score 


. oZ 


Exons 


62. .187, 248.-322 






Seq. No. 


44619 


Seq. ID 


OJ000210 


Gene No. 


94084 


Strand 




otart 


1160 


End 


zd yu 


Name 


OJ000210 06.0306.C5.o2.gs 


Method 


GENSCAN 


bt art 


1160 


End 


Zd 9U 


bl 


none 


Score 


c 
. D 


Exons 


1160. .2590 






Seq. No. 


44620 


Seq. ID 


OJ000210_ 


Gene No. 


94085 


Strand 




o t art 


970 


End 


1 COT 

1 OZ / 


Name 


OJ000210 06.0306.C6.ol.tm 


Method 


I BLAb IX:: 


otart 


962. 


End 


loz / 


bl 


none 


Score 


0/1 


Exons 


962. .1627, 971. .1075, 976.. 


1626 




Seq. No. 


44620 


Seq. ID 


OJ000210_ 


Gene No. 


94085 


Strand 




otart 


970 


End 


1627 


Name 


OJ000210 06.0306.C6.ol.ts 


Method 


TBLASTX : „ 


otart 


964 


End 


1626 


C T 
bl 


none 


Score 


72 


Exons 


964. .1212, 1034. .1204, 1246 


..1617, 1246. .1626, 


Seq. No. 


44620 


Seq. ID 


OJ000210_ 


Gene No. 


94085 


Strand 




Start 


970 


End 


1627 


Name 


OJ000210 06.0306.C6.o2.gs 


Method 


GENSCAN 


Start 


970 


End 


1584 


GI 


none 


Score 


.8 


Exons 


970. . 1584 






Seq. No. 


44620 


Seq. ID 


OJ000210_ 



45739 






VJC11C LNU < 


94085 


Strand 








Start 


970 


End 


1627 






Name 


OJ000210 06.0306 


C6.ol.np Method 


AAT/NAP 






^1" 3 r-t- 
OUai I 


973 


End 


1627 






PT 


6630685 


Score 


940 






U 1 v /"NT"! O 


973. .1627 










P* X o /™» "V i r~\ 

ol IJcoC.ITJLp . 


(AP000969) Similar to copia-type pol 


polyprotein. (AF10571 






L^jryza sauiva j 










Seq. No. 


A A &0C\ 
fi 4 OZ U 


Seq. ID 


OJ000210_06.0306 


, LO 




Gene No. 


94085 


Strand 








O Lai L 


970 


End 


1627 






Name 


UuUUU^lU UD. UjUD. 


C6.ol.tc Method 


TBLASTX: Cress 






Cf 3 r-4- 


y y i 


End 


1449 






o JL 


none 


Score 


70 










1210, 1222. .1356, 1360. .1449 






Seq. No. 




Seq. ID 


OJ000210_06.0306 


. Co 




Gene No. 


Q /| A Q C 

y 41 U 0 D 


Strand 








jLal L 


970 


End 


1627 






Name 


OJ000210_06.0306. 


C6.ol.tw Method 


TBLASTX: Wheat 






o tar l 


i n "5 £ 


End 


1440 








none 


Score 


52 




C3 


Exons 


iUoo..lzlz, IUj / . 


.1156, 1231.. 1440, 1235.. 1336 




\j 


C art Ma 

d e q . jn o . 


4 4 1 


Seq. ID 


OJ000210_06.0306 


. c / 


tn 


Gene No. 


y 4 uo b 


Strand 


+ 




ru 


Start 


1 


End 


728 




u 


Name 


OJ000210_06.0306. 


C7.ol.np Method 


AAT/NAP 






otdil 


i 
l 


End 


728 






C T 


A A 1 C"5HO 
4 4 1 0 jU<£ 


Score 


591 






Exons 


1 TOO 








fl I 


ftl T o a t~ i r\ 
ul UcSCiip . 


[PitivD/io) copia- 


•type pol polyprotein 


[Zea mays] 




fj 


Seq. No. 


A A £9 1 


Seq. ID 


OJ000210_06.0306 


. C / 


~, . s 


Gene No. 


94086 


Strand 


■f 






O Lol L 


1 


End 


728 




!==; 


Name 


UUUUUZ1U UO.UjUD. 


C7.o2.tm Method 


TBLASTX :'Maize 






o Ldl L 




End ' 


306 




Pi 




none 


Score 


182 




o 


XT' von Q 


1 "7 1 QQ ylO IRQ 


47. .199, 208. .306, 212. .298, 260. .298 






Seq. No. 


A A CO 1 


Seq. ID 


OJ000210_06.0306 


. c / 




Gene No. 


94086 


Strand 


+ 






O Lai. U 


1 


End 


728 






Name 


OJ000210 06.0306. 


C7.ol.gs Method 


GENSCAN 






Of a y+- 


79 


End 


687 








none 


Score 


.42 






XT' v /~\ t"i o 


79. . 687.. 










i_J C • LN ^ . 


44621 


Seq. ID 


OJ000210J)6.0306 


C7 




Gene No. 


94086 


Strand 


+ 






Start 


1 


End 


728 






Name 


OJ000210 06.0306. 


C7.ol.tm Method 


TBLASTX: Maize 






Start 


356 


End 


684 






GI 


none 


Score 


299 






Exons 


356. .619, 365. .613, 391. .618, 608. .682, 608. .670, 610. .684 



45740 





Seq. No. 


44621 


Seq. ID 


OJ000210JD6. 0306.C7 




Gene No. 


94086 


Strand 








1 
± 


bna 


TOO 




Name 


UJUUUZlU UD.UjUD.L/.Ol.tS 


Metnoa 


TBLAbl X : Soybean 






JOD 


End 


TOT 




PT 


jDU yz du 


Score 


J 1 O 




VP T_r /-\ r~i 


"5 o^r ion A "7 Q £QO jl *7 O C 

joo. . 1 z 1 , 4 / y . . ooii, 4 y 0 . . /zo 








GI Descrip. 










Seq. No. 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94087 


Strand 


+ 




OldlL 


157 


End 


A 1 Q Q 

4 1 y y 




Name 


OJ000210 06.0306.C8.o2.np 


Method 


AAi / NAP 




o tail 


157 


End 


A 1 Q Q 

4 1 y y 




P T 


6721516 


Score 


coo 




XT \r y-\ r*l c? 


157. .178, 1878. .2119, 2530.. 


2842, 4168, 


y| 1 QQ 

. . 4 1 y y 




ui uescnp. 


(AP001072) hypothetical protein [Oryza 


sat iva ] 




c orr Mo 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94088 


Strand 


+ 




Start. 


4111 


End 


6490 




Name 


OJ000210 06.0306.C8.o2.gs 


Method 


GENSCAN 


C3 


Start 


4111 


End 


6490 




GI 


none 


Score 


.59 


f n 


Exons 


4111. .4140, 4677. .4882, 5237 


..5383, 5514. .5632, 5647. .5834; 






5909.. 6022, 6150.. 6311, 6413 


. .6490 





Seq. No. 


44622 


Seq. ID 


OJ000210_06, 


.0306, 


.C8 


Gene No. 


94089 


Strand 


+ 






Start 


8296 


End 


8693 






Name 


OJ000210 06.0306.C8.o4.gs 


Method 


GENSCAN 






Start 


8296 


End 


8693 






GI 


none 


Score 


.84 






Exons 


8296. .8553, 8646. .8693 










Seq.' No. 


44622 


Seq. ID 


OJ000210_06, 


.0306. 


.C8 


Gene No. 


94090 


Strand 








Start 


10595 


End 


13468 






Name 


OJ000210 06.0306.C8.o5.np 


Method 


AAT/NAP 






Start 


9671 


End 


13468 






GI 


4512698 


Score 


1375 






Exons 


9671.. 9737, 10935 .. 12360, 


13412. .13468 








GI Descrip. 


(AC006569) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


44622 


Seq. ID 


OJ000210_06. 


,0306. 


,C8 


Gene No. 


94090 


Strand 


-h 






Start 


10595 


End 


13468 






Name 


OJ000210 06.0306.C8.o5.gs 


Method 


GENSCAN 






Start 


10595 


End 


12370 






GI 


none. 


Score 


1 






Exons 


10595. .12370 










Seq. No. 


44622 


Seq. ID 


OJ000210_06. 


0306. 


C8 


Gene No. 


94091 


Strand 








Start 


53 


End 


8805 






Name 


OJ000210 06.0306.C8.ol.gs 


Method 


GENSCAN 







45741 





Start 


53 


End 


"3 C\ Q A 




GI 


none 


Score 


Q "3 




Exons 


53.. 1656, 2077.. 2224, 3039.. 3094 






Seq. No. 


44622 


Seq. ID 


OJ0002I0_06.0306.C8 




Gene No. 


94091 


Strand 






btart 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o2.tw 


Method 


TBLASTX : Wheat 




ni._v.i- 

btart 


1066 


End 


7477 




GI 


none 


Score 


81 




Exons 


1066.. 1389, 7124.. 7333, 7127.. 


,7477, 7332. .7469 . 




Seq. No. 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94091 


Strand 






Start 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


1066 


End 


7468 




GI 


none 


Score 


70 




Exons 


1066. .1398, 1462. .1584, 7079.. 


,7468, 7143. .7403 




Seq. No. 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94091 


Strand 






Start 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o3.tm 


Method 


TBLASTX: Maize 


u ^ 


Start 


1090 


End 


7403 




GI 


none 


Score 


126 


fi I 
: L; 


Exons 


1090. .1323, 7076. .7402, 7103.. 


,7351, 7143. .7403 


5: =5 


Seq. No. 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94091 


Strand 






Of -,v.f 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o4 .np 


Method 


AAT/NAP 




Start 


2497 


End 


7546 




o t 
hi 


7228446 


Score 


510 




Exons 


2497. .2526, 6946. .7546 








GI Descrip. 


(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 






F9013 genomic sequence, putative retroelement pol polyprotein. 






(AC006248) [Oryza sativa] 






f T 


beq. no. 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No . 


,94091 


Strand 






btart 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o3.np 


Method 


AAT/NAP 




Start 


4368 


End 


8805 




GI 


6069646 


Score 


132 




Exons 


4368.-4592, 8783. .8805 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP00112-9)' Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 






[Oryza sativa] 








Seq. No. . 


44622 


Seq. ID 


OJ000210_06.0306.C8 




Gene No. 


94091 


Strand 






Start 


53 


End 


8805 




Name 


OJ000210 06.0306.C8.o3.gs 


Method 


GENSCAN 




Start 


6827 


End 


8027 



45742 




GI none 

Exons 6827.. 7703, 7903.. 8027 

Seq. No. 44622 

Gene No. 94092 

Start 11030 

Name OJ0002 10_0 6 . 0306 . C8 . o3 . ts 

Start 11030 

GI none 

Exons 11030. .11314 



Score .89 



Seq. ID OJ000210_06.0306.C8 
Strand 

End 12187 

Method TBLASTX : Soybean 

End 11314 

Score 261 



Seq. No. 44622 
Gene No. 94 092 

Start 11030 

Name OJ000210_06 . 0306 . C8 . ol . tw 

Start 11057 
GI none 

Exons 11057. .11179/ 11066 .. 1114 9, 

11225. .11419, 11429. .11461, 
11456. .11503 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11077. . 11166, 11224 
11437. .11460, 11455 



OJ000210 06. 0306. C8 



12187 

TBLASTX: Wheat 
11505 
119 

11358, 
11505, 



Seq. No. 44622 Seq. ID 

Gene No. 94092 Strand 

Start 11030 ■ ' . End 

Name OJ000210J36 . 0306 . C8 . ol . tm Method 

Start 11158 End 

GI none Score 

Exons 11158. .11703, 11225.. 11701 

Seq. No. 44622 Seq. ID 

Gene No. 94092 Strand 

Start 11030 End 

Name OJ0002 10_0 6 . 0306 . C8 . o2 . tc Method 

Start 11314 End 

GI none Score 

Exons 11314 . .11526, 11315.. 11527 

Seq. No. 44622 ' ' Seq. ID 

Gene No. 94092 Strand 

Start 11030 End 

Name 0 JO 0021 0_0 6.0306.C8.o2.ts Me t hod 

Start 11351 End 

GI none Score 

Exons 11351. .11674, 11356.. 11670 

Seq. No. 44622 Seq. ID 

Gene No. 94092 Strand 

Start - 11030 End 

Name OJ000210_06 . 0306 . C8 . ol . tc Method 

Start 11534 End 

GI none Score 

Exons 11534. .11830, 1 1554 .. 11832, 11855. .119 

Seq. No. 44622 Seq. ID 

Gene No. 94092 . Strand 

Start 11030 End 

Name OJ000210 06 . 0306 . C8 . ol . ts Method 



OJ000210_06.0306.C8 

12187 - ' 

TBLASTX: Maize 
11703 
565 



OJ000210_06.0306.C8 
12187 

TBLASTX: Cress 

11527 

241 



OJ000210_06.0306.C8 
12187 

TBLASTX: Soybean 

11674 

348 



OJ000210_06.0306.C8 
12187 

TBLASTX: Cress 

11902 

327 



OJ000210J36.0306.C8 
12187 

TBLASTX : Soybean 



45743 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



11677 
none 



End 
Score 



12187 
168 



11677. .11832, 11678. .11830, 11819 12058, 1 1830 12012 , 
12041.. 12187 



44622 
94092 
11030 

OJ000210_06.0306.C8.o2.tm 

11777 

none 



Seq. ID OJ000210_06.0306.C8 
Strand 

End 12187 

Method TBLASTX : Mai ze 

End 12037 

Score 59 



11777. . 11830, 11830. . 12012, 11831.. 12037 



44623 
94093 
1 

OJ000210_06.0306.C9.ol.np 
1 

7106515 



Seq. ID OJ000210_06.0306.C9 
Strand + 
End 2875 
Method AAT/NAP 
End 2875 
Score 1302 
1..267, 349. .1977, 2796. .2875 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



44623 
94094 
5627 

OJ000210_06.0306.C9.o3.tm 

791 

none 



Seq. ID OJ000210_06.0306.C9 

Strand + 

End 64 68 

Method TBLASTX : Mai ze 

End 1160 

Score 307 



791. .1039, 792. .1160, 825. .1079 



44623 
94094 
5627 

OJ000210_06.0306.C9.o2.,ts 

1448 

none 

1448. .1621, 1449. .1628 

44623 
94094 
5627 

OJ000210_06.0306.C9.ol.tc 

1449 

none 

1449. .1706, 1460. .1702 

44623 
94094 
5627 

OJ000210J)6.0306.C9.o4 . tm 

1452 

none 



Seq. ID OJ000210_06.0306.C9 

Strand + 

End 6468 

Method TBLASTX : Soybean 

End 1628 

Score 207 



Seq-. ID OJ000210_06.0306.C9 

Strand + 

End 64 68 

Method TBLASTX : Cress 

End 1706 

Score 245 



Seq. ID OJ000210J36.0306.C9 

Strand + 

End 64 68 

Method TBLASTX : Mai ze 

End 1772 

Score 215 



1452. .1691, 1454. .1690, 1698. .1772 

44623 Seq. ID OJ000210_06 . 0306 . C9 



45744 



Gene No. 94094 

Start 5627 

Name OJ000210_06 . 0306. C9 . o3 . ts 

Start 1698 

GI none 

Exons 1698.. 1880, 1700.. 1879 

Seq. No. 44623 

Gene No. 94094 

Start 5627 

Name OJ0002 10_0 6 . 030 6 . C9 . 06 . tm 

Start 3880 

GI none 

Exons 3880.. 4323, 4026.. 4169 

Seq. No. 44623 

Gene No. 94094 

Start 5627 

Name OJ000210JD6 . 0306 . C9 . ol . tm 

Start 4336 

GI none 

Exons 4336.. 4461, 4468.. 4746, 4503. 



Strand + 

End 64 68 

Method TBLASTX : Soybean 

End 1880 

Score 199 



Seq. ID OJ000210_06.0306.C9 

Strand + 

End 64 68 

Method TBLASTX : Mai ze 

End 4323 

Score 205 



Seq. ID OJ000210_06.0306.C9 

Strand + 

End 64 68 

Method TBLASTX : Maize 

End 4839 

Score 95 

.4628, 4725. .4838, 4732. .4839 



Seq. No. • 44623 

Gene No. " 94094 

Start 5627 

Name OJ000210_06 . 0306 . C9 . o2 . tm 

Start 4966 

GI none 

Exons 4966.. 5346, 5012. .5470 



Seq.. I'D OJ000210_06..0306.C9 

Strand + 

End 6468 

Method TBLASTX: Maize 

End 5470 

Score 323 



Seq. No. 44623 Seq. ID 

Gene No. 94094 Strand 

Start 5627 End 

Name OJ000210_06 . 0306 . C9 . ol . ts Method 

Start 5084 End 

GI none Score 

Exons 5084.. 5410, 5495.. 5623 



OJ000210_06.0306.C9 
+ 

6468 

TBLASTX: Soybean 

5623 

189 



Seq. No. 44623 Seq. ID 

Gene No. 94094 Strand 

Start 5627 End 

Name OJ000210_06 . 0306 . C9 . ol . tw Method 

Start 5105 End 

GI none Score 

Exons 5105.. 5407, 5420.. 5545 



OJ000210_06.0306.C9 
+ 

6468 

TBLASTX: Wheat 

5545 

172 



Seq. No. 44623 Seq. ID 

Gene No. 94094 Strand 

Start 5627 End 

Name OJ000210_06 . 0306 . C9 . o2 . gs Method 

Start 5627 End 

GI none Score 

Exons . 5627.. 6352 



OJ000210_06.0306.C9 
+ 

6468 
GENS CAN 
6352 
.85 



Seq. No. 
Gene No. 



44623 
94094 



Seq. ID OJ000210_06.0306.C9 
Strand + 



45745 




0 4--! -w 4- 

otart 


DDZ / 






End 


6468 


Name 


OJUOOzlU 06.0J06. 


C9 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


C A O 1 






End 


6468 




none 






Score 


69 


Exons 


c a o 1 £ r\r\ a ^ a o o 

o9^1..o004, oUz3. 


/" A A /l 

. 6094 , 


f a m 

boy / . 


.6255, 6322. .6468 


Seq. No. 


4 4 oz4 






Seq. ID 


OJ000210J36.0306 


Cono NT <-\ 








Strand 




Start 


66 






End 


1423 


Name 


OJ000210 06.0306. 


ClO.ol 


. np 


Method 


AAT/NAP 


Start 


66 






End 


1423 


GI 


7485004 






Score 


626 


Exons 


66. .477, 643. .887 


, 968. 


.1046, 


1128. . 1423 


GI Descrip. 


helicase homolog 


F22013 


.8 - Arabidopsis 


thaliana 



gi | 306344 6 | gb | AAC14 034 . 1 1 (AC003981 ) F22013 . 8 [Arabidopsis 





thaliana] 






Seq. No. 


44624 


Seq. ID 


OJ0002'10_06. 0306. C10 


Gene No. 


94095 


Strand 




Start 


66 


End 


1423 


Name 


OJ000210 06.0306.C10.ol.gp 


Method 


AAT/GAP 


Start 


117 


End 


714 


GI 


LIB3431-005-P1-K1-F12 


Score 


789 


Exons 


117. .474, 643. .714 






GI Descrip. 


•3063446 3.0e-15 (AC003981) F22013.8 [Arabidopsis thaliana] 


Seq. No. 


44624 


Seq. ID 


OJ000210_06. 0306. C10 


Gene No. 


94095 


Strand 




Start 


66 


End 


1423 


Name 


OJ000210 06.0306.C10.ol.gs 


Method 


GENS CAN 


Start 


126 


End 


1046 


GI 


none 


Score* 


. 9 


Exons 


126. .474, 643. .887, 968. .1046 




Seq. No. 


4 4.624 


Seq. ID 


OJ000210_06. 0306. C10 


bene ino . 


94095 


Strand 




Start 


66 


End 


1423 *' 


Name 


OJ000210 06.0306.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


320 


End 


1337 


GI 


none 


Score 


41 


Exons 


320. .352, 324. .356, 358. .474, 


386. .475, 


642. . 755, 642. .785, 




764. .853, 768. .884, 770. .889, 


771. .890, 


963. .1052, 965. .106 




967. .1053, 1127. .1333, 1128.. 


1337 




Seq. No. 


44624 


Seq. ID 


OJ000210_06. 0306. C10 


Gene No. 


94095 


Strand 




Start 


66 


End 


1423 


Name. , . 


OJ000210 06,0306. C10. ol.t-s 


Method 


TBLASTX : Soybean 


Staff 


388 


End 


1337 


GI 


none 


Score 


76 


Exons 


388. .474, 392. .475, 783. .884, 


786. . 965, 


788. . 889, 963. .1049 




965. .1048, 1124. .1336, 1127.. 


1333, 1128 


. .1337 


Seq. No. 


44625 


Seq. ID 


OJ000210_06.0306.C11 


Gene No. 


94096 


Strand 




Start 


1724 


End 


5538 


Name 


OJ000210 06.0306.Cll.ol.np 


Method 


AAT/NAP 



45746 



# 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1724 End 5538 

4512698 Score 1048 

1724.. 1795, 3116.. 4329, 5513.. 5538 
(AC006569) unknown protein [Arabidopsis thaliana] 



44625 
94096 
1724 

OJ000210_06.0306.Cll.ol.gs 

2834 

none 

2834. .4333 



Seq. ID OJ000210_06.0306.C11 

Strand + 

End • " 5538 

Method GENSCAN 

End 4333 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000210_06.0306.C11 
Strand + 

5538 
AAT/GAP 
3998 
529 



44625 
94096 
1724 

OJ000210_06.0306.Cll.ol.gp 

3723 

LIB3434-026-P1-K1-G2 
3723. .3998 

1 2914698 2.0e-14 (AC003974) hypothetical protein [Arabidopsis 
thaliana] 1 



End 

Method 

End' 

Score 



44625 
94097 
6384 

OJ000210_06.0306.Cll.o3.ts 

3116 

none 



Seq. ID OJ000210_06.0306.C11 

Strand + 

End 8937 

Method TBLASTX : Soybean 

End 337 6 

Score- 120 



3116.. 3211, 3281.. 3376, 3286. .3375 



44625 
94097 
6384 

OJ000210_06.0306.Cll.ol.tw 

3122 

none 



Seq. ID OJ000210_06.0306.C11 

Strand + 

End 8937 

Method TBLASTX : Wheat 

End 3568 

Score 116- . 



3122. .3199, 3289. .3480, 3290 .. 3484 3488 3526, 3520. .3549, 
3521. .3568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44625 
94097 
6384 

OJ000210_06 . 0306 . Cll . ol . tm 

3281 

none 



Seq. ID OJ000210_06. 0306. Cll 

Strand + 

End 8937 

Method TBLASTX : Maize 

End 3720 

Score 430 



3281. .3715, 3283. .3375, 3463. .3549, 3596.'. 3694, 3622. .3720 



44625 
94097 
6384 

OJ000210_06. 0306.Cll.o2. ts 

3422 

none 

3422. .3715 



Seq. ID OJ000210_06. 0306. Cll 

Strand + 

End 8 937 

Method TBLASTX : Soybean 

End 3715 

Score 304 



Seq. No. 



44625 



Seq. ID OJ000210 06. 0306. Cll 



- 45747 



Gene No. 


94097 








Strand 


+ 






£ *5 Q A 








End 


8937 




Name 


OJUUUzlU Ub 


n 0 a ei 

. U0O0 


. Cll . ol 


. ts 


Method 


TBLASTX : Soybean 




b car t 


O / / Z 








End • 


4236 




C T 
bl 


none 








Score 


59 




Exons 


0-7-70 t 0 n -7 
0 / /z . . joU / , 


0 / /o 


. . OO 1 1 , 


*5 Q O "3 

00 yj . 


.4234, 3928. .4236 




Seq. No. 


44625 








Seq. ID 


OJ000210_06.0306 


.Cll 


Gene No. 


94097 








Strand 


+ 






boo 4 








End 


0 c\ 0 -7 

8 937 




Name 


OJUUUzlU Ub 


(\ "3 n c 
. UoUb 


. Cll . oz 


. tm 


Method 


TBLASTX: Maize 




otart 


O Q Q "3 

jo yo 








End 


4102 




bl 


none 








Score 


253 




Exons 


joyj . . 4 1 uz , 


oy iy 


. . 4 1 U 1 










Seq. No. 


44625 








Seq. ID 


OJ000210_06.0306 


.Cll 


Gene No. 


94097 








Strand 


+ 




biart 


boo 4 








End 


8937 




Name 


UJUUUzlU Ub 


none 
. UoU b 


Cll . Oz 


.gs 


Method 


GENSCAN- 




otart 


b oofl 








End 


8937 




bl 


none 








Score 


.52 




Exons 


boo 4 . . b4 0 y , 


0 /DO 


. byo / 










Seq. No. 


44626 








Seq. ID 


OJ000210_06.0306 


.C12 


Gene No. 


94098 








Strand 


+ 




btart 


jU 








End 


193 




Name 


UJUUUzlU Ub 


Anne 

U0U0 , 


Clz . ol 


.gs 


Method 


GENSCAN 




Start 


oU 








End 


193 




bl 


none 








Score 


1 




Exons 


en 1 no 

jU . . 1 yo 














Seq. No. 


44626 








Seq. ID 


OJ000210_06.0306 


.C12 


Gene No. 


94099 








Strand 


+ 




otart 


Z 1 0 / 








End 


4887 




Name 


OJUUUzlU Uo. 


none 

U0U0 . 


Clz . oz 


.gs 


Method 


GENSCAN 




b tart 


zlo / 








End 


4887 




bl 


none 








Score 


.9 




Exons 


zlo/. . z 1 / 1 , 


zz4 0 . 


. zooo, 


2433 . 


.2573, 3310. .4887 




beq. no. 


a a a 0 a 
4 4 bz b 








Seq. ID 


OJ000210_06.0306 


.C12 


Gene No. 


94099 








Strand 


+ 




Start 


2157 








End 


4887 




Name 


OJ000210 06. 


0306. 


C12.01 


.np 


Method 


AAT/NAP 




btart 


3554 








End 


4883 




C T 

bl 


4512698 








Score 


1057 




Exons 


3554 . .4883 














GI Descrip. 


(AC006569) unknown protein [Arabidopsis thaliana] 




Seq. No. 


44626 








Seq. ..ID 


OJ000210_06. 030.6 


.C12 


Gene No. 


94099 








Strand 


+ 




Start 


2157 








End 


4887 




Name 


OJ000210 06. 


0306. 


C12.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


3589 








End 


4113 




GI 


none 








Score 


80 




Exons 


3589. .3720, 


3772. 


.3882, 


3925. 


.4113 






Seq. No. 


44626 








Seq. ID 


OJ000210_06.0306 


.C12 



45748 



# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94099 
2157 

OJ000210_06. 

3597 

none 

3597. .3707, 
3984. .4034, 



0306.C12.ol.tw 



3598.. 3951, 3598. 
3985. .4032 



Strand + 

End 4887 

Method TBLASTX : Wheat 

End 4034 

Score 347 

.3939, 3940.. 3981, 3955.. 3990, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44626 
94099 
2157 

OJ000210_06. 

3688 

none 

3688. .3732, 
4057. .4191 



Seq. ID OJ000210_06.0306.C12 

Strand + 

End 4887 

Method TBLASTX : Mai ze 

End 4191 

Score 260 
3742. .4014, 3766. .4041, 3969. .4034, 4047. .4184, 



0306.C12.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44626 
94099 
2157 

OJ000210_06. 

3859 

none 

3859. .4053, 



0306.C12.o2.tc 



3868. .4005 



Seq. ID OJ000210_06.0306.C12 

Strand + 

End 4887 

Method TBLASTX : Cress 

End 4053 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44626 
94099 
2157 

OJ000210_06. 

4057 

none 

4057. .4191, 

44626 
94099 
2157 

OJ000210_06. 

4113 

none 

4113. .4163, 
4579. .4704 



0306.C12.ol.tc 



Seq. ID OJ000210_06.0306.C12 

Strand + 

End 4887 

Method TBLASTX : Cress 

End 4314 

Score 144 



4059. .4181, 4240. .4314, 4242. .4304 



0306.C12.ol.ts 



4240. .4323, 4245. 



Seq. ID OJ000210_06.0306.C12 

Strand + 

End 4887 

Method . TBLASTX : Soybean' 

End 4704 

Score 92 

.4325, 4354. .4566, 4392. .4553, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44626 
94099 
2157 

OJ000210_06. 

4354 

none 

4354. .4554, 



0306.C12.o2.tm 



4356. .4553 



Seq. ID' OJ000210_06.0306.C12 

Strand + 

End 4887 

Method TBLASTX :Maize 

End 4554 

Score 279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44627 
94100 
1102 

OJ000210_06. 

1102 

none 

1102. . 1354, 



0306.C13.ol.gs 



1432. .2370, 2454, 



Seq. ID OJ000210_06.0306.C13 

Strand + 

End 3035 

Method GENSCAN 

End 3035 



Score 
.3035 



,86 



45749 



# 



Seq. No. , 44627 Seq. ID 

Gene NO. 94101 Strand 

Start 4587, End 

Name OJ000210_06 . 0306 . C13 . ol . gp Method 

Start 4587 _ End 

GI none Score 

Exons 4587.. 4609, 4666.. 5092 



OJ000210_06.0306.C13 
+ 

5092 
AAT/GAP 
5092 
782 



Seq. No. 44627 Seq. ID 

Gene No. 94102 Strand 

Start 11493 End 

Name OJ000210_06 . 0306 . C13 . o3 . gs Method 

Start 11493 End 

GI none Score 
Exons 



OJ000210_06.0306.C13 
+ 

15093 
GENSCAN 
15093 
.53 



11493. 
14328. 



,11543, 11880. . 11938, 13545 .. 13738 , 13883 .. 14226, 
.14403, 14786. .15093 



Seq. No. 44627 

Gene No. 94103 

Start 3479 

Name OJ000210_06 . 0306 . C13 . ol . tc 

Start 1548 

GI none 
Exons 



Seq. ID OJ000210_06.0306.C13 
Strand 
End 

Method 
End 
Score 



10411 

TBLASTX: Cress 

2978 

255 



1548. .1631, 1549. .1743, 1653. .1715, 2064. .2177, 2080. .2178, 
2616.. 2663, 2787.. 2978, 2810.. 2968 



Seq. No. 44627 

Gene No. 94103 

Start 3479 

Name OJ000210_06 . 0306 . C13 . ol 

Start 1555 

GI none 

Exons 1555.. 1743, 1557.. 1718, 
2810. .2971 

Seq. No. 44627 

Gene No. 94103 

Start 3479 

Name OJ0002 10_06 . 0306 . C13 . o2 

Start 1555 

GI none 

Exons 1555.. 1743, 1557.. 1697, 
2805. .2978 



Seq. ID OJ000210_06.0306.C13 
Strand 

End 10411 

.ts Method TBLASTX : Soybean 

End 2 97 8 

Score 240 
2073.. 2153, 2080.. 2178, 2679.. 2978, 



Seq. ID OJ000210_06.0306.C13 
Strand 

End 10411 

.tm Method TBLASTX : Maize 

End 2978 

Score 224 
2067. .2153, 2080. .2178, 2801. .2977, 



Seq. No. 44627 Seq. ID OJ000210_06 . 0306 . C13 

Gene No. 94103 Strand 

Start 3479 End 10411 

Name OJ000210_06 .0306 . C13 . o2 . gs Method GENSCAN 

Start 3479 ' End 9136 

GI none Score . 92 

Exons 3479.. 3576, 3612.. 3777, 5618.. 5725, 6131.. 6274, 6355.. 6447, 

8099. .8191, 8256. .8357, 8520. .8678, 9116. .9136 

Seq. No. 44627 Seq. " ID OJ000210_06 . 0306 . C13 

Gene No. 94103 Strand 

Start 3479 End 10411 



45750 






Name 


OJ000210 06. 


0306 


■C13.ol.np 


Method 


AAT/NAP 




otan 


5273 






End 


9365 




bl 


6692261 






Score 


427 




Exons 


5273. .5353, 


5618 


. .5725, ^6131 


..6274, 6355.. 6441, 8186.. 8371, 






8515. .8678, 


9267 


. .9365 








GI Descrip. 


(AC010870) putative RNase H 


[Arabidopsis thaliana] 




beq. mo. 


44627 






Seq. ID 


OJ000210_06.0306.C13 




bene No. 


94103 






Strand 






Start 


3479 






End 


10411 




Name 


OJ000210_06. 


0306 


C13.ol.tm 


Method 


TBLASTX: Maize 




Of vf 

otart 


oolo 






End 


8350 




bl 


none 






Score 


110 




Exons 


5618. .5746, 


5618 


.5725, 6097 


..6273, 6128. .6274, 6144. .6275, 






6351. .6434, 


6352 


.6450, 6352 


..6447, 7440. .7553, 7448. .7555, 






7465. .7545, 


8252 


.8350, 8256 


..8345, 8260. .8346 




Seq. No. 


44627 






Seq. ID 


OJ000210_06.0306.C13 




Gene No. 


94103 






Strand 






btart 


34 79 






End 


10411 




Name 


OJ000210 06. 


0306 


C13.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5618 






End 


6411 




bl 


none 






Score 


94 




Exons 


5618. .5725, 


6128. 


.6268, 6150 


..6275, 6352.. 6411- 




Seq. No. 


44627 






Seq. ID 


OJ000210_06.0306.C13 


?\l 


Gene No. 


94103 






Strand 






otart 


3479 






End 


10411 


f ^ 


Name 


OJ000210 06. 


0306. 


C13.o2 .gp 


Method 


AAT/GAP 




Start 


6281 






End 


6701 




bl 


2428106 






Score 


834 


f i 1 


Exons 


6281. .6701 










s 


Seq. No. 


44627 






Seq. ID 


OJ000210_06.0306.C13 




Gene No. 


94103 






Strand 






btart 


347 9 






End 


10411". 


|_ 


Name 


OJ000210 06. 


0306. 


C13 . o3 . gp 


Method 


AAT/GAP 




start 


9245 






End 


10411 




bi 


none 






Score 


626 




Exons 


9245. .9378, 


10189. . 10411 








Seq. No. 


44627 






Seq.. ID 


OJ000210_06.0306.C13 




Gene No. 


94104 






Strand 






otart 


13926 






End 


14214 




Name 


OJ000210 06. 


0306. 


C13.ol.tw 


Method 


TBLASTX: Wheat 




Of vf 

btart 


13926 






End 


14214 




bl 


none ... 






Score 


191 




Exons 


13926. .14210 


, 13927. .14214 








Seq. No. 


44628 






Seq. ID 


OJ000350_00.0328.C5 




Gene No. 


94105 






Strand 






Start 


407 






End 


528 




Name 


OJ000350 00. 


0328. 


C5 . ol . gs 


Method 


GENSCAN 




Start 


407 




End 


528 




GI 


none 






Score 


.78 




Exons 


407. .528 











45751 




beq. NO. 


A A 9 Q 

h h oz y 








Seq. ID 


OJ000350_00. 0328. C10 


Gene No. 


94106 








Strand 


+ 


Start 


692 








End 


4784 


Name 


pi TAnn^ Rn on 


. (JoZ o 


. LIU . oi 


. gs 


Method 


GENSCAN 


b Lai L 


d yz 








End 


4416 




none 








Score 


.43 


Exons 


oyz . . ±zz y , 


1 OQQ 


. iDZO, 


i / y o . 


.1919, 2131. .2225, 2286. .2434, 




Z OOo . . z y Do / 


jU / D 


A HOQ 

. . ^uyy, 


a 9 n i 
3 Z UI 


. .4277, 4351. .4416 


beq. NO. 


A A C 9 Q 

fi 4i dz y 








Seq. ID 


OJ000350 00. 0328. C10 


Gene No. 


94106 








Strand 


+ 


Start 


692 








End 


4784 


Name 


OJ000350 00 


.0328 


.C10.o2 


.np 


Method 


AAT/NAP 


btart 


1315 








End 


4784 




1091678 








Score 


1522 


Exons 


1315. . 1551, 


2014 


. .3685, 


3740 


. .4114, 4658. .4784 


uescrip . 


activator-like transposable 


element [Pennisetum glaucum] 


Seq. No. 


44629 








Seq. ID 


OJ000350 00. 0328. C10 


Gene No. 


94 1U / 








Strand 


+ 




6498 








End 


16698 


Name 


OJ000350 00 


.0328 


.C10.o7 


. tm 


Method 


TBLASTX: Maize 


otart . 


2421 








End 


2608 


H T 


none 








Score 


49 


Exons 


2421. .2468, 


2444 


. .2602, 


2470 


..2607, 2471. .2608 


Seq. No. 


44629 








Seq. ID 


OJ000350_00. 0328. C10 


Gene No. 


9410/ 








Strand 


+ 


b tar l 


6498 








End 


16698 


Name 


OJ000350 00 


.0328 


.C10.o3 


. ts 


Method 


TBLASTX: Soybean 


brart 


2474 








End 


2880 




none 








Score 


103 


Exons 


2474. .2617, 


2474 


. .2536, 


2631 


..2753, 2650. .2880 


beq . no . 


44629 








Seq. ID 


OJ000350_00. 0328. C10 


Gene No . 


94107 








Strand 


+ 


Start 


6498 








End 


16698 


Name 


OJ000350 00 


."0328 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


b tar l 


2610 








End 


4113 


H T 


none 








Score 


273 


Exons 


2610. .2666, 


2668 


. .2919, 


2668 


..2841, 2927.. 3097, 2927.. 3097, 




2931. .3557, 


2932 


. .3672, 


3400 


..3567, 3788. .3856, 3879. .4094, 




3880. .4113 












Seq. No. 


44629 








Seq. ID 


OJ000350 00. 0328. C10 


Gene No. 


94107 








Strand 


+ 


oLdrt 


6498 








End 


16698 


Name 


OJ000350 00 


.0328 


.ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


otart 


2929 








End 


3584 


bi 


none 








Score 


117 


Exons 


2929. .3216, 


3244 


. .3582, 


3426 


. .3584 




Seq. No. 


44629 








Seq. ID 


OJ000350JD0. 0328. C10 


Gene No. 


94107 








Strand 


+ 


Start 


6498 








End 


16698 


Name 


OJ000350 00 


.0328 


.C10.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


2935 








End 


3225 



45752 



GI 

Exons 



none Score 200 

2935.. 3216, 2953.. 3006, 3079.. 3225 



Seq. No. 44629 Seq. ID 

Gene No. 94107 Strand 

Start 64 98 End . 

Name OJ000350_00 . 0328 . C10 . o2 . ts Method 

Start 3873 End 

GI none Score 

Exons ' 3873.. 4079, 3883.. 4101 



OJ000350_00. 0328 .C10 
+ 

16698 

TBLASTX: Soybean 

4101 

202 



Seq. No. 44629 Seq. ID 

Gene No. 94107 Strand 

Start 6498 End 

Name OJ000350_00 . 0328 . C10 . o2 . gs Method 

Start 6498 End 

GI none Score 

Exons' 6498.. 6549, 6845.. 6939, 7450 

9189. .9283, 9633. .10944, 11028 .. 13708 , 14253 .. 14396, 
14516. . 14628, 15191 .. 15305 , 15408 .. 15487 , 15575 .. 15695, 
15786. . 15946, 16020 .. 16248 , 16384 .. 16530, 16619.. 16698 



OJ000350_00. 0328. C10 
+ 

16698 
GENSCAN 
16698 
.45 



.7506, 8094. .8284, 8951. .9099, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



44629 . Seq. ID 

94107 * ' Strand 

64 98 End 

OJ000350_00 . 0328 .C10 . ol . gp Method 

7103 End 

15870_2.R1084 Score 
7103. .7294 

? 287 4 03/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



OJ000350_00. 0328. C10 
+ 

16698 
AAT/GAP 
7294 
270 



44629 
94107 
6498 

OJ000350_00. 0328. C10. o3.np 

9738 

7106515 



Seq. ID 
Strand 
End 

Method 
End 

Score . 

9738. .10944, 1104 0 .. 1164 3, 11914 .. 1224 9, 12331. .14033 
(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



OJ000350_00. 0328. C10 
+ 

16698 
AAT/NAP 
14033 
5450 



44629 
94107 
6498 

OJ000350J30. 0328 .C10. o2 . tm 

9879 

none 



Seq. ID OJ000350_00. 0328. C10 



Strand 
End 

Method 

End 

Score 



+ 

16698 

TBLASTX: Maize 

10688 

81 



9879. .9932, 9948. .10037, 10014 .. 10394 , 10034 .. 10135 , 
10193. . 10393, 10419. .10688, 10469. .10687 



Seq. No. 44629 Seq. ID 

Gene No. 94107 Strand 

Start 64 98 End 

Name OJ000350_00 . 0328 . C10 . ol . tw Method 

Start 10533 End 



OJ000350_00. 0328. C10 
+ 

16698 

TBLASTX: Wheat 
10910 



45753 




GI 


none 






Score 


271 




Exons 


10533. 


.10808, 10559. 


. 10834 , 


10833. .10910 




Seq. No. 


44629 






Seq. ID 


OJ000350_00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




Start 


6498 






End 


16698 




Name 


OJ000350 00. 0328. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10691 






End 


11086 




GI 


none 






Score 


82 




Exons 


10691. 


.10819, ■ 10691. 


. lOoiy, 


10695. .10820, 10821. .1094 3, 






10826. 


.10942, 11027. 


. llUd O 








Seq. No. 


44629 






Seq. ID 


•OJ000350 00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




btart 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


. 06 . tm 


Method 


TBLASTX: Maize 




o tart 


12155 






End 


12610 




GI 


none 






Score 


62 




Exons 


"12155. 


.12223, 12224. 


. 12 364 , 


12371. .12610, 124 87. .12609 




Seq. No. 


44629 






Seq. ID 


OJ000350 00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




Start 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


. oo . tm 


Method 


TBLASTX: Maize 




Start 


12753 






End 


13215 




GI 


none 






Score 


77 




Exons 


12753. 


.12950, 12755. 


. 13126, 


12755. .12868, 12772. .13011, 






12890. 


.13039, 13144. 


. 13215, 


13154. .13213 




Seq. No. 


44629 






Seq. ID 


OJ000350_00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




btart 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


13430 






End 


13750 




GI 


none 






Score 


170 




Exons 


13430. 


.13657, 13432. 


. 13650, 


13676. .13750 




Seq. No. 


44629 






Seq. ID' 


OJ000350_00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




ot art 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13676 






End 


13858 




GI 


none 






Score 


195 




Exons 


13676. 


.13858, 13676. 




13678. .13836 




Seq. No. 


44629 






Seq. ID 


OJ000350_00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




Start 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


14253 






End 


14632 




GI 


none 






Score 


119 




Exons 


14253. 


14399, 14477. 


14632 








Seq. No. 


44629 






Seq. ID 


OJ000350_00.0328 


.C10 


Gene No. 


94107 






Strand 


+ 




Start 


6498 






End 


16698 




Name 


OJ000350 00. 0328. C10 


o5. tm 


Method 


TBLASTX: Maize 





45754 



Start 
GI 

Exons 



15264 End 16263 

none Score 65 

15264. .15323, 15768. .15824, 15840. .15947, 16017. .16157, 

16018. .16143, 16144 . .162 63, 16152. .16262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44630 * Seq. ID 

94108 ' Strand 

108 End 
OJ000350_00 . 0328 . Cll . ol . gs Method 

108 End 

none Score 

108. .182, 963. .1051, 1325. .2235 



OJ000350_00. 0328. Cll 
+ 

2235 
GENSCAN 
2235 
.45 



Seq. No. 44630 

Gene No. 94109 

Start 7680 

Name OJ000350_00 . 0328 . Cll . o3 . gs 

Start 7680 

GI none 
Exons 



Seq. ID OJ000350JD0. 0328. Cll 
Strand 

End 12545 

Method GENSCAN 

End 12500 

Score .48 



7680. .8140, 8146. .8548, 8612. .8734, 8928. .9172, 9209. .9284, 
9372.. 9455, 11621.. 12500 





Seq. No. 


44630 


Seq. ID 


OJ000350_ 


_00 


. 0328 


.Cll 




Gene No. 


94109 


Strand 










B? 


Start 


7680 


End 


12545 








i : 


Name 


OJ000350_00 . 0328 .Cll.ol 


. np Method 


AAT/NAP 










Start 


7704 


End 


8820 










GI 


5042438 


Score 


295 








: 

ST 


Exons 


7704. .8820 














GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


44630 


Seq. ID 


OJ000350_ 


JD0 


.0328 


.Cll 




Gene No. 


94109 


Strand 












Start 


7680 


End 


12545 










Name 


OJ000350 00. 0328. Cll. o2 


. np Method 


AAT/NAP 








'4 


Start 


11600 


End 


12545 - 








:£= 


GI 


5042438 


Score 


298 - 








«=• 


Exons 


11600. .12545 












3 


GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 








3 


Seq. No. 


44631 


Seq. ID 


OJ000350_ 


_00 


0328 


.C12 




Gene No. 


94110 


Strand 


-f 










Start 


4859 


End 


5874 










Name 


OJ000350 00.0328.C12.ol 


. np Method 


AAT/NAP 










Start 


4859 


End 


5874 










GI 


5042443 


Score 


761 










Exons 


4859. .5874 














GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


44631 


Seq. ID 


OJ000350_ 


00. 


0328 


.C12 




Gene No. 


94111 


Strand 


+ 










Start 


11629 


End 


15894 










Name 


OJ000350 00.0328.C12.o3 


. gs Method 


GENSCAN 










Start 


11629 


End 


14408 










GI 


none 


Score 


.66 









Exons 11629. .11631, 118 94 .. 12116, 12201 .. 1238 6, 13427 .. 13671, 

13690. .13830, 1434 6. .14 4 08 



45755 




Seq. No. 


44631 


Seq. ID 


OJ000350_00.0328.C12 


Gene No. 


94111 


Strand 


+ 


Start 


11629 


End 


15894 


Name 


OJ000350 00.0328.C12.o2.np 


Method 


AAT/NAP 


Start 


12227 


End 


15894 


GI 


5042442 


Score 


289 


Exons 


12227. .12386, 12429 124 80, 


15874. .15894 


GI Descrip. 


(AC007789) putative CREB-binding protein [Oryza sativa] 


Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 


Gene No. 


94112 


Strand 


+ 


Start 


59 


End 


231 


Name 


OJ000350 00-0328. C13.ol.gp 


Method 


AAT/GAP 


Start 


59 


' End 


231 


GI 


10431 1.R1084 


Score 


303 


Exons 


59. .231 






GI Descrip. 


1 1256198/dbj | D63711 | RICTNR3 


4.0e-82 Rice transposon Tnr3 DNA, 




complete sequence ? ■■' 






Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 


Gene No. 


94113 


Strand 


+ 


Start 


399 


End 


5227 


Name 


OJ000350 00.0328.C13.ol.gs 


Method 


£ EN SCAN 


Start 


399 


End 


4 84 9 


GI 


none 


Score 


. 61 


Exons 


399. .445, 811. .950, 1605. .18 


38, 1995.. 


2135, 2211.. 2467, 




2562. .2726, 3115. .3274, 3348 


..3551, 3640. .4374, 4458. .4849 


Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 


Gene No. 


94113 


Strand 


+ 


Start 


399 


End 


5227 


Name 


OJ000350 00.0328.C13.ol.np 


Method 


AAT/NAP 


Start 


806 ~ 


End 


5227 


GI 


5852176 


Score 


2934 


Exons 


806.. 950, 1605.. 2135, 2211.. 


2432, 3348 


..3551, 3640. .3811, 




3866. .4166, 4458.-4623, 4721 


..4745, 5104. .5227 


GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 




Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 


Gene No. 


94114 


Strand 


+ 


Start 


10483 


End 


12514 


Name 


OJ000350 00.0328.C13.o3.gs 


Method 


GENSCAN 


Start 


10483 


End 


12514 


GI 


none 


Score 


.53 


Exons 


10483. .10528, 10597 10720, 


11810. .12514 


Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 


Gene No. 


94115 


Strand 






5615 


End 


9132 


Name 


OJ000350 00.0328.C13.o2.gs 


Method 


GENSCAN 


Start 


5615 


End 


9132 


GI 


none 


Score 


. 63 


Exons 


5615. .6272, 7242 .. 7375, 7381 


..7698, 7703. .8091, 8259. .8433, 




8977. .9132 






Seq. No. 


44632 


Seq. ID 


OJ000350_00.0328.C13 



45756 



Gene No. 94116 

Start 10301 

Name OJ000350_00 . 0328 . C13 . ol . tc 

Start .1508 

GI none 

Exons 1508.. 1621, 2207.. 2434, 2571. 
3642. .3839 



Strand 
End 

Method 

End 

Score 



12533 

TBLASTX: Cress 

3839 ' 

88 



,2798, 2573. .2740, 2836.-3282, 



Seq. No. 44632 

Gene No. 94116 

Start 10301 

Name OJ000350_00 . 0328 . C13 . ol . ts 

Start 3627 

GI none 
Exons 



Seq. ID OJ000350_00.0328.C13 
Strand 
End 

Method 
End 
Score 



12533 

TBLASTX: Soybean 

3839 

150 



3627. .3752, 3630. .3743, 3725. .3754, 3759. .3839 



Seq. No. 44632 Seq. ID 

Gene No. 94116 Strand 

Start 10301 End ■ 

Name OJ000350_00 . 0328 . C13 . o2 . tm Method 

Start 3642 End 

GI none Score 

Exons 3642.. 3839 



OJ000350_00.0328.C13 
12533 

TBLASTX: Maize 

3839 

185 



Seq. No. 


44632 




Seq. ID 


OJ000350_00.0328 


.C13 


Gene No. 


94116 




Strand 






Start 


10301 




End 


12533 




Name 


OJ000350 00.0328.C13.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3642 




End 


3881 




GI 


none 




Score 


221 




Exons 


3642.. 3881, 3642.. 3770, 


3644 . 


.3778 






Seq. No. 


44632 




Seq. ID 


OJ000350_00.0328 


-C13 


Gene No. 


94116 




Strand 






Start 


10301 




End 


12533 




Name 


OJ000350 00.0328.C13.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


4664 




End 


4840 




GI 


none 




Score 


197 




Exons 


4664. .4840, 4670. .4702, 


4726. 


.4827, 48 


11. .4837 




Seq. No. 


44632 




Seq. ID 


OJ000350_00.0328 


.C13 


Gene No. 


94116 




Strand 






Start : 


10301 




End 


12533 




Name 


QJ000350 00.0328.C13.o2, 


,np 


Method 


AAT/NAP 




Start 


10301 




End 


12533 




GI 


5042438 




Score 


171 




Exons 


10301. .10344, 11662. .12533 ' 








GI Descrip. 


(AC00778 9) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44633 




Seq. ID 


OJ000350J30.0328 


.C14 


Gene No. 


94117 




Strand 


+ 




Start 


1 




End 


3020 




Name 


OJ000350 00.0328.C14.o2. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


2741 




GI 


5441880 




Score 


433 





Exons 1..137, 2346.. 2400, 2507.. 2741 

GI Descrip. (AP000367) EST C28952 (C62 945 ) corresponds to a reqion of the 



45757 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44633 
94117 
1 

OJ000350_00.0328 .C14 .ol.gs 
8 

none 

8. .240, 343. .392, 551. .732 



Seq. ID OJ000350_00.0328.C14 

Strand + 

End 3020 

Method GENSCAN 

End 732 

Score .56 



44633 
94117 
1 

OJ000350_00.0328.C14 .ol.gp 
1279 

7406_1.R1084 
1279. .1429 

1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. ID OJ000350_00.0328.C14 

Strand + 

End 3020 

Method AAT/GAP 

End 1429 

Score 228 



Seq. ID OJ000350_00. 0328 .C14 

Strand . + 

End ' 3020 

Method AAT/NAP 

End 2353 

Score ' 760. 



44633 
94117 
1 

OJ000350_00. 0328.C14 .ol.np 
1881 
7228442 
1881. .2353 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



44633 
94117 
1 

OJ000350_00 . 0328 . C14 . o3 . np 
1881 
7228442 
1881. .2353 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ000350_00.0328.C14 

Strand + 

End 3020 

Method AAT/NAP 

v End . 2353 ■ 

Score 754 



44633 
94117 
1 

OJ000350_00.0328.C14 .o2..gs 

1881 

none 



Seq. ID OJ000350_00.0328.C14 

Strand + 

End 3020 

Method GENSCAN 

End 3020 

Score .,42 



1881. .2353, 2455. .2502, 2507. .2709, 2860. .3020 



44633 
94117 
1 

OJ000350_00.0328 .CI 4 . o4 . np 

1968 

7228438 



Seq. ID OJ000350_00.0328.C14 

Strand + 

End 3020 

Method AAT/NAP 

End 2353 

Score 626 



45758 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1968. .2353 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar' to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



44633 . Seq. ID 

94118 Strand 

324 7 End 
OJ000350_00 . 0328 . C14 . o3 . gs Method 

3247 End 

none Score 

3247. .3249, 3432. .3590 



OJ000350_00.0328.C14 
+ 

3590 
GENSCAN 
3590 
.77 



OJ000350 00.0328.C14 



44633 Seq. ID 

94119 Strand ■ - 
2845 End 3205 
OJ000350_00 . 0328 . C14 . o2 . gp Method AAT/GAP 
2845 . End 3205 
LIB3431-045-P1-N1-A10 Score 621 
2845. .3205 

1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA,' chromosome 2, clone : P0437H03 (contig b) • 

44634 Seq. ID OJ000350_00 . 0328 . C15 

94120 Strand + 

1 End 450 

OJ000350_00 . 0328 . C15 . ol . np * Method AAT/NAP 
1 End 271 

7228438 Score 472 

1..271 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



44634 Seq. ID 

94120 Strand 

1 End 
OJ000350_00.0328 .C15. ol.gs Method 

2 6 End 
none Score 
26. .211, 292. .450 



OJ000350_00.0328.C15 
+ 

450 

GENSCAN 
450 
. 94 



Seq. Np. 44634 Seq. ID 

Gene No. 94121 Strand 

Start 2989 End 

Name OJ000350_00 . 0328 . CI 5 . o3 . gs Method 

Start 2 98.9 End 

GI none Score 

Exons 2989.. 3390 



OJ000350_00.0328.C15 
+ 

6784 
GENSCAN 
3390 
.68 



Seq. No. 44634 Seq. ID 

Gene No. 94121 Strand 

Start 2989 End 

Name OJ000350_00 . 0328 . C15 . o3 . np Method 

Start 3015 End 

GI 4680203 Score 

Exons 3015.. 3031, 4289.. 4909 



OJ000350_00.0328.C15 
+ 

6784 
AAT/NAP 
4909 
552 



45759 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 


44634 




Seq. ID 


OJ000350 00 


.0328. C15 


Gene No. 


94121 




Strand 


+ 




otart 


OQQQ 

zyoy 




End 


6784 




Name 


UJUUUjjU UU.UoZo.LIO.Oj 


• gp 


Method 


AAT/GAP 




otart ' 


Jo U J 




End 


4428 




C T 

bl 


ZjIUZjo 




Score 


293 




Exons 


^p/n yiOQQ 
joUj. . jo^U, 4 Zo y . . 4 4 z o 










GI Descrip. 


jojZIoz/ emD | ladjo^zu . i i 


y . ue- 


13 (AL117265) zhb0012 


. 1 [Oryza 




sativa] 










beq. no. 






Seq. ID 


OJ000350_00 


UjZo .LlO 


Gene No . 


y 4 i z i 




Strand 


+ 




ot art: 


z y o y 




End 


6784 




Name 


UJUUUjjU UU. UjZo.L1j.04 


. gs 


Method 


GENSCAN 




otart 


A O D Q 

4 z o y 




End 


6784 




GI 


none 




Score 


. 75 




Exons 


/lOQQ /1T/IQ CQC/ ocil 

4Zoy..4/4o, joj4 . . DZj / , 


obUZ . 


.6784 






Seq. No. 


44634 




Seq. ID 


OJ000350_00 


0328. C15 


Gene No. 


Q A 1 O O 

y 4 izz 




Strand 






Start 


1 




End 


1125 




Name 


OJUUUjjU UU.UjZo.C1o.oz 


. np 


Method 


AAT/NAP 




btart 


i 
1 




End 


1125 




GI 


o /zl j4o 




Score 


87 




Exons 


i..oz, yyb..iizj 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44634 




Seq. ID 


OJ000350_00. 


0328. C15 


Gene No. 


94122 




Strand 






Start 


1 




End 


1125 




Name 


OJ000350 00.0328.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


650 




End 


766 




GI 


LIB3431-04 5-P1-N1-A10 




Score 


201 




Exons 


650. .766 











GI Descrip. r • 54 4 1876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza .sativa genomic 
• DNA, chromosome 2, clone : P0437H03 (contig b) 



Seq. No. 44634 

Gene No. 94122 

Start 1 

Name OJ000350_00 . 0328 . C15 . o2 . gp 

Start 709 

GI 7406_1.R1084 

Exons 709.. 1111 

GI Descrip. 1 1122315/emb | CAA63901-I 7 . Oe- 
[Pennisetum glaucum] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_00.0328.C15 

1125 
AAT/GAP 
1111 
657 



10 (X94191) heat shock protein 17.0 



Seq. No. 44634 Seq. ID 

Gene No. 94123 Strand 

Start - 1061 End 

Name OJ000350_00 . 0328 . C15 . o2 . gs Method 

Start ' 1061 End 

GI none Score 
Exons 



OJ000350_00.0328.C15 

2507 
GENSCAN 
2507 
.46 



1061. .1153, 1976. .2032, 2177. .2380, 2487. .2507 



45760 



Seq. No. 


44634 






Seq. ID 


OJ000350 


Gene No. 


94124 






Strand . 




Start 


7592 






End 


7705 


Name 


OJ000350_00 


. 0328 . C15 . ol 


. tw 


Method 


TBLASTX : 


Start 


4 595 






End 


4915 


GI 


none 






Score 


97 


Exons 


A C f\C A T A "7 

4 595 . . 4 /4 /, 


4 /3U . . 4 915, 


A 1 1 O 

4738 


. .4911 




Seq. No. 


44634 






Seq. ID 


OJ000350 


Gene No. 


94124 






Strand^ ' 




Start 


/592 






End 


i /05 


Name 


/-\ Tn Art i c ^ r\ f\ 

OJ000350 00 


Anon />i r r- 

. 0328 . C15 . o5 


.gs 


Method 


GENSCAN 


Start 


7592 






End 


7705 


GI 


none 






Score 


. 73 


Exons 


7592 . . 7705 










Seq. No. 


4 4 635 






Seq. ID 


OJ000350 


Gene No. 


94125 






Strand 




Start 


5451 






End 


9255 


Name 


OJU00J5U uu 


.0328.C16.o2 


.np 


Method 


AAT/NAP 


Start 


5451 






End 


9255 


GI 


6721547 






Score 


81 


Exons ■ 


5451 . . 5535, 


9234. .9255 








GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib 


Seq. No. 


44635 






Seq. ID 


OJ000350_ 


Gene No. 


94126 






Strand 


+ 


Start 


13700 






End 


14587 


Name 


OJ000350 00 


.0328.C16.o4 


.gs 


Method 


GENSCAN 


Start 


13700 






End 


14587 


GI 


none 






Score 


.96 


Exons 


13700. .14 4 92, 14571. .14587 






Seq. No. 


44635 






Seq. ID 


OJ000350_ 


Gene No. 


94127 






Strand 




Start 


1 






End 


3169 


Name 


OJ000350 00 


.0328.C16.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


3169 


GI 


5042438 






Score 


350 


Exons 


1..47, 714. 


.1772, 3150. 


.3169 






GI Descrip. 


(AC007789) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


44635 






Seq. ID 


OJ000350_ 


Gene No. 


94127 






Strand 




Start 


1 






End 


3169 


Name 


OJ000350 00 


.0328.C16.ol 


.gs 


Method 


GENSCAN 


Start 


714 






End 


2572 


GI 


none 






Score 


.74 


Exons 


714 . ..1853, 


2008. .2091, 


2330. 


.2473, 2509.. 2572 


Seq. No. 


44635 






Seq. ID 


OJ000350 


Gene No.. 


94128 






Strand 




Start 


6603 






End 


7999 


Name 


OJ000350 00 


.0328.C16.o3 


.np 


Method 


AAT/NAP 


Start 


5237 






End 


7999 


GI 


5042438 






Score 


348 


Exons 


5237. .5288, 


6613. .7999 









45761 



GI Descrip. (AC007789) hypothetical protein [Oryza sativa] 



Seq. No. 44635 Seq. ID 

Gene No. 94128 Strand 

Start 6603" End 

Name OJ000350_00 . 0328 . CI 6 . o2 . gs Method 

Start . 6603 End . 

GI none Score 

Exons 6603.. 7715 



OJ000350_00.0328.C16 

7999 
GENSCAN 
7715 
.88 



Seq. No. 


44635 


Seq. ID 


OJ000350_00.0328 


.CI 6 


Gene No. 


94129 


Strand . 






Start 


9658 


End 


11245 




Name 


OJ000350 00.0328.C16.o3.gs 


Method 


GENSCAN 




Start 


9658 


End 


11245 




GI 


none 


Score 


.59 




Exons 


9658. .9674, 104 65 .. 10624 , 


10686. .10931, 


11189. .11245 




Seq. No. 


44635 


Seq. ID 


OJ000350_00.0328 


.C16 


Gene No. 


94130 


Strand 






Start 


15432 


End 


18623 




Name 


OJ000350 00.0328.C16.o5.gs 


Method 


GENSCAN 




Start 


15432 


End 


18623 




GI - - 


none 


Score 


.65 




Exons 


15432. .15548, 15698-. . 15824 


, 15945. .16091, 16630. .18027, 





18553. .18623 





Seq. No. 


44635 


Seq. ID 


OJ000350_ 


00. 


.0328 


.C16 




Gene No. 


94130 


Strand 












Start 


15432 


End 


18623 








\ ~ 


Name 


OJ000350 00.0328.C16.o4.np 


Method 


AAT/NAP 










Start 


15703 


End 


18382 










GI 


5042438 


Score 


2766 










Exons 


15703. .15824, 15945 .. 1 6069, 


16312. .16354, 16630. 


. IE 


3042, 




kJ 




18264. .18382 












"~4 


GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 










Seq. No. 


44635 


Seq. ID 


OJ000350_ 


00. 


,0328 


.C16 


r ™ 


Gene No. 


94131 


Strand 












Start 


19886 


End 


21010 










Name 


OJ000350 00.0328.C16.o6.gs 


Method 


GENSCAN 










Start 


19886 


End 


20727 










GI 


none 


Score 


.96 










Exons 


19886. .19911, 20367. .20482, 


20603. .20727 









Seq. No. 44635 

Gene No. 94131 

Start 19886 

Name OJ000350_00 . 0328 . C16 . o5 . 

Start ' 19889 

GI 5042438 

Exons 19889. .19911, 20367.. 204 
GI Descrip. (AC007789) hypothetical 

Seq. No. 44636 

Gene No. 94132 

Start 1682 



Seq. ID OJ000350_00.0328.C16 
Strand 

End " 21010 
np Method AAT/NAP 

End 21010 

Score 399 
82, 20603. .20727, 20971. .21010 
protein [Oryza sativa] 

Seq. ID OJ000350_00.0328.C17 
Strand + 
End 2984 



45762 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000350_00 . 0328 . C17 . o2 . gs 
1682 
none 

1682.. 1903, 2331 



Method GENSCAN 
End 2947 
Score .61 
2436, 2451.. 2511, 2602.. 2947 



44636 Seq. ID 

94132 Strand 

1682 End 

OJ000350_00 . 0328 . C17 . o2 . np Method 

1682 End 

5042439 Score 



OJ000350_00.0328.C17 
+ 

2984 
AAT/NAP 
2984 
1088 



1682.. 1903, 2451.. 2511, 2602.. 2984 

(AC007789) putative DNA-binding protein [Oryza sativa] 



Seq. No. 44636 

Gene No. 94133 

Start 3666 

Name OJ000350_00 . 0328 . C17 . o3 . gs 

Start 3666 

GI none 
Exons 



Seq. ID OJ000350 00.0328.C17 



Strand' 
End 

Method 

End 

Score 



+ 

6088 
GENSCAN 
6088 
.62 



3666. .3814, 4474. .4520, 4878. .5169, 6070. .6088 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44636 Seq. ID 

94133. Strand 

3666 End 

OJ000350_00 . 0328 . C17 . o3 . np Method 

3666 End 

5042440 Score 



OJ000350_00.0328.C17 
+ 

6088 
AAT/NAP 
5248 
921 



3666. .3814, 4474. .4520, 4878.-5248 

(AC007789) hypothetical protein [Oryza sativa] 



—3 



Seq. No. 


44636 


Seq. ID 


OJ000350JD0, 


.0328. 


C17 


Gene No. 


94134 . 


Strand 


+ 






Start 


7581 


End 


7958 






Name 


OJ000350 00.0328.C17.o4.gs 


Method 


GENSCAN 






Start 


7581 


End 


7958 






GI 


none 


Score 


,83 - 






Exons 


7581. .7796, 7899. .7958' 










Seq. No. 


44636 


Seq. ID 


OJ000350_00, 


.0328. 


C17 


Gene No. 


94134 


Strand 


+ 






Start 


7581 


End 


7958 






Name 


OJ000350 00.0328.C17.o4.np 


Method 


AAT/NAP 






Start 


7581 


End 


7955 






GI 


5042441 


Score 


447 






Exons 


7581. .7796, 7899. .7955 










GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44636 


Seq. ID 


OJ000350_00, 


.0328. 


C17 


Gene No. 


94135 


Strand 


+ 






Start 


18122 


End 


18442 






Name 


OJ000350 00.0328.C17.o2.gp 


Method 


AAT/GAP 






Start 


18122 


End 


18442 






GI 


2569 2.R1084 


Score 


414 






Exons 


18122. .18442 










GI Descrip. 


'504 24 37/gb|AC00778 9. 1IAC007789 1.0e-7S 


> Oryza sativa BAC 


T49B20 



genomic sequence, complete sequence 1 



45763 



Seq. No. 


44636 


Seq. ID 


OJ000350 


Gene No. 


94136 


Strand 


+ 


C -t- -j yj- 


1 QOQC. 




z u o o y 


Name 


UJUUU jjU UU.UjZO.LI / .OD. 


np JYteunoa 


7\ 7\ T / M Zi D 




i y o y o 


tna 


zUoby 


C T 


jU^ c. H H 3 


Score 


Z 1 OZ 


Exons 


iy jjj . . zuooy 






GI Descrip. 


(aluu / / ay) nypotneuicai 


protein [Oryza 


sat lva J 


Seq. No. 


44636 


Seq. ID 


OJ000350 


Gene No. 


94137 


Strand 


+ 


Start 


22671 


End 


23394 


Name 


OJ000350 00.0328.C17.o3. 


gp Method 


AAT/GAP 


Start 


22671 


End 


23244 


GI 


2798600 


Score 


586 



Exons 22671. .22839, 22933 .. 23101 , 23193.. 23244 

GI Descrip. 2407268/gb | AF017357 | AF017357 1.0e-142 Oryza sativa low molecular 
early light-inducible protein mRNA, complete cds 



Seq. No. 44636 Seq. ID 

Gene No. 94137 Strand 

Start 22671 End 

Name - OJ0'00350_00 . 0328 . C17 . o7 . np Method 

Start ' 22696 End 

GI 5042444 Score 

Exons 22696. .22839, 22933.. 23394 

GI Descrip. (AC007789) putative low molecular early light-inducible protein 
[Oryza sativa] 



OJ000350_00.0328.C17 
+ 

23394 
AAT/NAP 
23394 
966 



Seq. No. 


44636 


Seq. ID 


OJ000350 


Gene No. 


94138 


Strand 




Start 


1 


End 


1342 


Name 


OJ000350 


00.0328.C17.ol.np Method 


AAT/NAP 


Start 


1 


End 


1342 


. GI 


5042438 


Score 


1130 


Exons- 


1. .563, 


1107. .-1186, 1298. .1342 




GI Descrip. 


(AC00778 


9) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44636 


Seq. ID 


OJ000350 


Gene No. 


94138 


Strand 




Start 


1 


End 


1342 


Name 


OJ000350 


00.0328.C17.ol.gs Method 


GENSCAN 


Start 


92 


End 


1342 


GI 


none 


Score 


.78 


Exons 


92. .563, 


1107. .1186, 1298. .1342 





Seq. No. 44636 Seq. ID OJ000350JD0 . 0328 . C17 

Gene No. 94139 Strand 

Start 8084 End 18788 

Name OJ000350_00 . 0328 . C17 . ol . gp Method AAT/GAP 

Start 8084 End 8735 

GI 21362_1.R1084 Score 999 

Exons 8084.. 8565, 8684. .8735 

GI Descrip. 1 5042437/gb | AC007789. 1 1 AC007789 0.0e+00 Oryza sativa BAC T49B20 

genomic sequence, complete sequence* 



45764 



Seq. No. 44636 

Gene No. 94139 

Start 8084 

Name OJ000350_00 . 0328 . C17 . o5 . gs 

Start 8558 

GI none 

Exons 8558..8S65, 8684.. 8823, 9648 



OJ000350 00.0328.C17 



10387, 
12512, 
14894 , 



Seq. ID 
Strand 

End 18788 
Method GENSCAN 
End. 18788 
Score . 65 

9703, 9788..9866, 1014 4 .. 10283, 
10672, 10752. . 10894, 10997 .. 11197, 12152 .. 124 27 , 
12787, 13053. .13924, 14 14 1 .. 14323, 14407 .. 14 626, 
15002, .15311. .15490, 16637 .. 16875, 17530 .. 17552, 



17974. .18095, 18125. .18250, 18416. .18 695, 18725. .18788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44636 
94139 
8084 

OJ000350_00 . 0328 . C17 . o5 . np 

8634 

5042442 

8634.. 8823, 9648.. 9703, 9788 
10752. .10894, 10997 .. Ill 97 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
..9866, 10144 
11315. .11443, 



OJ000350 00.0328.C17 



18788 
AAT/NAP 
14300 
4998 

.10283, 10387, 
12152. .12427, 



12512. .12787, 13053 .. 14 098 , 14141. .14300 

(AC007789) putative CREB-binding protein [Oryza sativa] 



,10672, 



44636 
94140 
23094 

OJ000350_00. 0328.C17.o2.tm 

8860 

none 



Seq.' ID OJ000350_00.0328.C17 
Strand 
End 

Method 
End 
Score 

8860. .8907, 8867. .8905, 9359. .9679, 9360. .9623, 9361. .9699, 
9397. .9699, 9766. .9864, 9768. .9854, 9779. .9865, 9779. .9865, 
9789.-9869, 10142 .. 10234 , 10143 .. 10259, 10147. .10260 



23500 

TBLASTX: Maize 

10260 

62 



Seq. No. 44636 

Gene No. 94140 

Start 23094 

-Name . OJ000350_00 . 0328 . C17 . o4 . ts 

Start . 9407 

GI none 
Exons 



Seq. ID OJ000350_00.0328.C17 
Strand 
End 

Method 
End 
Score 



23500 

TBLASTX : Soybean 

10569 

101 



9407. .9532, 9520. .9609, 9527.-9679, 9779. .9865, 101 14 .. 1028 4 , 
10143. .10286, 10456. .10569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44636 
94140 
23094 

OJ000350_00.0328.C17.ol. ts 

10576 

none 

10576. .10614, 10577. 
10758. . 10895, 10994. 



11150. . 11200, 11306. 



10672, 
11104, 
11437, 



Seq. ID OJ000350_00.0328.C17 
Strand 

End 23500 

Method TBLASTX : Soybean 

End 12289 
-Score 4 4 - 
10736. . 10894, 10740 .. 10895, 
10998. .11096, 11102. .11149, 
11313. .114 38, 1214 9. .1228 9 



Seq. No. 44636 Seq. ID 

Gene No. 94140 Strand 

Start 23094 End 

Name OJ000350_00 . 0328 . C17 . ol . tm Method 

Start 10799 End 



OJ000350_00.0328.C17 
23500 

TBLASTX: Maize 
12394 



45765 






GI 


none 




Score 


132 






Exons 


10799. . 10894, 10800. 


. 10895, 


10800. .10895, 10801. .10896, 








10994 .. 11200, 10998. 


. 11198, 


10999. . 11238, 11306. .11443, 








11310. . 11444, 11313. 


; 11444, 


12147. .12389, 1214 8 .. 12390 , 








12149. . 12394, 12227. 


. 12394 










Seq. No. 


44636 




Seq. ID 


OJ000350_00.0328 


.C17 




Gene No. 


94140 




Strand 








Start 


23094 




End 


23500 






Name 


OJ000350_00 . 0328 . C17 


. o2 . tc 


Method 


TBLASTX: Cress 






Start 


11054 




End 


12439 






GI 


none 




Score 


101 






Exons 


11054 . . 11200, 11055 . 


. 11198, 


11135. . 11224, 11309. . 11443, 








11310. . 11444, 12149. 


. 12346, 


12365. .12439, 12372.. 12437 






Seq. No. 


44636 




Seq. ID 


OJ000350J30.0328 


.C17 




Gene No. 


94140 




Strand 








Start 


23094 




End ■ ■ 


23500 






Name 


OJ000350 00.0328.C17 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


18545 




End 


18839 






GI 


none 




Score 


148 






Exons 


18545. . 18628, 18619. 


. 18780, 


18636. . 18776, 18702. . 18809, 








18770. . 18829, ' 18783. - 


. 18839 










Seq. No. 


44636' . 




■ Seq. ID 


OJ000350_00.0328 


.C17 




Gene No. 


• 94140 




Strand 






ru 


Start 


23094 




End 


23500 




S ! 


Name 


OJ000350 00.0328.C17, 


.o2. ts 


Method 


TBLASTX: Soybean 






Start 


18559 




End. 


18873 




I : 3 
- ™ 


GI 


none 




Score 


218 






Exons 


18559. .18624, 18633. , 


. 18833, 


18643. .18837, 18829. .18873 




rU 


Seq. No. 


44636 




Seq. ID 


OJ000350_00.0328 


.C17 


r ™s 


Gene No. 


94140 




Strand 






r. = 


Start 


23094 




End 


23500 






Name 


OJ000350 00.0328.C17, 


.ol. tc 


Method 


TBLASTX: Cress 




: - 
~ -5. 


Start 


18619 




End 


18837 




- " 


GI 


none 




Score 


188 




□ 


Exons 


18619. . 18837, 18636. , 


. 18836 








is! 


Seq. No. 


44636 




Seq. ID 


OJ000350_00.0328 


.C17 




Gene No. 


94140 




Strand 








Start 


23094 




End 


23500 






Name 


OJ000350 00.0328.C17. 


,o3.tc 


Method 


TBLASTX: Cress 






Start 


23061 




End 


23388 






GI 


none 




Score 


152 






Exons 


23061. .23159, 23062. . 


,23178, 


23244 . .23387, 23257. .23388 






Seq. No. 


44636 




Seq. ID 


OJ0'00350_00. 0328 


.C17 




Gene No. 


94140 




Strand 








Start 


23094 




End 


23500 






Name 


OJ000350 00.0328.C17. 


, o3 . ts 


Method 


TBLASTX: Soybean 






Start 


23061 




End 


23388 






GI 


none 




Score 


160 






Exons 


23061, .23174, 23062. . 


,23178, 


23247. .23375, 23257. .23388 






Seq. No. 


44636 




Seq. ID 


OJ000350_00.0328 


.C17 



45766 




Gene No. 


94140 




Strand 










End 


23500 


Name 


ATnnmRn nn moo n n 
UJUUUJDU UU . UjZO ,L1 / 


.o3 . tm 


Method 


TBLASTX: Maize 


Of a y-4- 


ZJUo J 




End 


23397 




none 




Score 


332 


Exons 


ijUOj. .ijl / C), i JUtJo . 


. z j j y u , 


23089.. 23397 


oeq . JNO . 


4 4 DO D 




Seq. ID 


OJ000350_00 . 0328 . C17 




Z7 fi 1 H U 




Strand 




Start 


23094 




End 


23500 -V ■' 


Name 


OJ000350 00.0328.C17 


. o4 . gp 


Method 


AAT/GAP 




Z 0 U ;7*i 




End 


23500 




ul,— osncypi /onu^Di 




Score 


747 


Exons 










\j± uescrip. 




.1IAC007789 7 5.0e- 


■32 (AC007789) putative 




low iuoiecuidr eany 


light-inducible protein [Oryza sativa] 1 


Seq. No. 


44637 




Seq. ID 


OJ000350_00.0328.C21 


Gene No. 


94141 




Strand 


+ 


OtdlL 


1 TO 

± / Z 




End 


706 


Name 


UJUUU jjU UU.UoZo.UZl 


. ol . gs 


Method 


GENSCAN 


o tar l 


1 TO 

1 /z 




End . 


706 




none 




Score 


.52 


Exons' 


179 "300 A A Q 


621. .706 






oeq . ino . 


yl /I (TOO 

41 4 0 JO 




Seq. ID 


OJ000210_05.0321.C1 


UCilC IN (J. 






Strand 




Start 


341 




End 


1584 


Name 


OJ000210 05. 0321. CI. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


320 




End 


1583 


GI 


none 




Score 


201 


Exons 


320.. 568, 348.. 572, 


640. .768 


, 645. .773, 


645. .776, 652. .777, 




862. .930, 863. .931, 


1027. .1113, 1028. .1120, 1206. .1274, 



; & 1208. .1279, 1209. .1280, 1217. .1294, 1365. .1433, 1369. .1422, 

U 1380. .1427, 1535. .1582, 1539. .1583 

fa I 

• ^= 



Seq. No. 


.44638 


Seq. ID 


OJ000210JD5..0321.C1 


Gene No. 


94142 


Strand ' 




Start 


341 


End 


1584 


Name 


OJ000210 05.0321.Cl.ol.np 


Method 


AAT/NAP 


Start 


341 


End 


1584 


GI 


3643611 


Score 


847 


Exons 


341. .568, 636. .774, 863. .929, 


1027. .1121, 1209. .1280, 




1366. .1421, 1544. .1584 






GI Descrip. 


(AC005395) putative casein kinase I [Arabidopsis thaliana] 


Seq. No. 


44638 


Seq. ID 


OJO.00210_05.0321.C1 


Gene No. 


94142 


Strand 




Start 


341 


End 


1584 .. 


Name • 


OJ000210 05.0321.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


346 


End 


1582 


GI 


none 


Score 


74 


Exons 


346. .570, 347. .568, 348. .572, 


626. .760, 


628. .762, 644. .760, 




645. .767, 645. .776, 652. .777, 


862. .930, 


1027. . 1113, 1028 . .1 




1028. .1120, 1188. .1271, 1199. 


.1279, 1208. .1279, 1356. .1433, 




1357. .1419, 1380. .1421, 1535. 


.1582 





45767 



Seq. No. 44638 Seq. ID OJ000210JD5 . 0321 . CI 

Gene No. 94142 Strand 

Start 341 End 1584 

Name' OJ000210_05 . 0321 . CI. ol . gp Method AAT/GAP 

Start 350 End 911 

GI 9562_1.R1084 Score 707 

Exons 350.. 568, 645.-774, 863.. 911 

GI Descrip. ' 6006848 /gb I AAF00624 . 1 | AC009540_1 1.0e-179 (AC009540) unknown 
protein, 5 fl partial [Arabidopsis thaliana] ' 



Seq. No. 


44638 


Seq. ID 


OJ000210_05.0321 


.CI 


Gene No . 


94142 


Strand 






Start 


341 


End 


T C O A 

loo 4 




Name 


OJ000210 05.0321.Cl.ol.gs 


Method 


GENSCAN 




Start 


350 


End 


IZo U 




GI 


none 


Score 


. / 




Exons 


350. .516, 1027. .1121, 1209. .1280 






Seq. No. 


4 4 638 


Seq. ID 


OJ0UU210 Oo.OJzl 


. CI 


Gene No. 


94142 


Strand 






Start 


o4 1 


End 


1584 




Name 


OJ000210 05.0321.Cl.ol.tw 


Method 


1 BLAo i x : Wneat 




Start 


350 


End 


b Id 




GI 


none 


Score 


o i f 




Exons 


350. .568/ 351. .569, 351. .569, 


352. .570, 


A d A CH /~ /"/I'D 

4b4..o/6, 64 i . . 


f f f~ 
ODD, 




645. .674, 646. .675 








Seq. No. 


44638 


Seq. ID 


OJ000210_05.0321 


.CI 


Gene No. 


O A T A O 


Strand 






Start 


341 


End 


1584 




Name 


OJ000210 05.0321-. CI. ol.tc 


Method 


TBLASTX: Cress 




Start 


393 


End 


1106 




bl 


none 


Score 


213 




Exons 


393..S69, 395. .568, 402. .569, 


404. .571, 


643. .765, 645.. 






645. .782, 646. .783, 765. .875, 


862. . 930, 


863.. 931, 1022. 


. 11U 




1041. .1106 








Seq. No. 


44638 


Seq. ID 


OJ000210JD5.0321 


. CI 


Gene No . 


94142 


Strand 






Start 


341 


End 


1584 




Name 


OJ000210 05.0321.Cl.o2. tc 


Method 


TBLASTX: Cress 




Start 


1208 


End 


1582 




GI 


none 


Score 


60 




Exons 


1208. .1279, 1365. .1433, 1380. 


.1433, 1535. .1582 




Seq. No. 


44639 


Seq. ID 


OJ000210_05.0321 


,C2 


Gene No. 


94143 


Strand 


+ 




Start 


4539 


End ' 


5601 




Name 


OJ000210 05.0321.C2.o3.gs 


Method 


GENSCAN 




Start 


4539 


End 


5601 




GI 


none 


Score 


.81 




Exons 


4539. .4571, 5260. .5601 








Seq. No. 


44639 


Seq. ID 


OJ000210_05.0321 


.C2 


Gene No. 


94144 


Strand 






Start 


947 


End 


1277 




Name 


OJ000210 05.0321.C2.ol.gp 


Method 


AAT/GAP 





45768 



Start 
GI 

Exons' 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



947 End 1277 

54100_1.R1084 Score 646 

947. .1277 

1 3643611 3.0e-24 (AC005395) putaFive casein kinase [Arabidopsis 
thaliana] ' 



44639 Seq. ID 

94144 Strand 

94 7 End 

OJ000210_05 . 0321 . C2 . ol . gs Method 

950 End 

none Score 
950. .1129 



OJ000210_05.0321.C2 

1277 
GENS CAN 
1129 
.92 



Seq. No. 44639 Seq. ID 

Gene No. 94145 Strand 

Start 2519 End 

Name OJ000210_05 . 0321 . C2 . o2 . gs Method 

Start. 2519 End 

GI none Score 

Exons 2519.. 3145 



OJ000210_05.0321.C2 

3145 
GENS CAN 
3145 
1 



Seq.' No. 44639 Seq. ID OJ000210_05 . 0321 . C2 

Gene No. 94146 Strand 

Start 3902 End ' 3999 

Name OJ000210_05 . 0321 . C2 . o2 . gp Method AAT/GAP 

Start 3902 End 3999 

GI LIB3477-003-P1-K1-E9 Score ' 152 

Exons 3902.. 3999 

GI Descrip. ? 24 98586/sp | Q40638 | MP01_ORYSA 2 . Oe-24 ■ MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


44639 




Seq. ID 


OJ000210 


_05 


.0321 


.C2 


Gene No. 


94147 




Strand 










Start 


6406 




End 


8397 








Name 


OJ000210 05.0321.C2.o4 . 


gs 


Method 


GENSCAN 








Start 


6406 




End 


8397 








GI 


none 




Score 


.79 








Exons 


6406. .6545, 7702. .7873, 


8160. 


.8271, 8 


322. .8397 








Seq. No. 


44640 




Seq. ID 


OJ000210 


_05 


.0321 


.C3 


Gene No. 


94148 




Strand 










Start 


385 




End 


778 








Name 


OJ000210 05.0321.C3.ol. 


gs 


Method 


GENSCAN 








Start 


385 




End 


778 








GI 


none 




Score 


.93 








Exons 


385.-539, 745. .778 














Seq. No. 


44641 




Seq. ID 


OJ000210_ 


_05 


.0321 


.C5 


Gene No. 


94149 




Strand 


+ 








Start 


4639 




End 


5043 








Name 


OJ000210 05.0321.C5.ol. 


gp 


Method 


AAT/GAP 








Start 


4639 




End 


5043 








GI 


none 




Score 


794 








Exons 


4639. .5043 















45769 



Seq. No. 


44 641 


Seq. ID 


OJ000210 


05 


. 0321 


,C5 


Gene No. 


94150 


Strand 










Start 


1 


End 


1468 








Name 


OJ000210 05,0321. C5.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


14 68 








GI 


6983857- 


Score 


1209 








Exons 


1..70, 102.. 560, 730. .1290 


, 1353.. 1468 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq. No. 


44641 


Seq. ID 


OJ000210 


05 


. 0321 


. C5 


Gene No. 


94 1 d 1 


Strand 










Start 


2146 


End 


3156 








Name 


OJ000210 05.0321.C5.o2.np 


Method 


7\ 7\ T* /M7\n 








Start 


2146 


End 


3156 








GI 


4680186 


Score 


179 








Exons 


2146. .2565, 3093. .3156 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


44 64i 


Seq. ID 


OJ000210_ 


05 


0321 


.C5 


Gene No. 


94152 


Strand 










Start 


'4967 


End 


com 

5297 








Name 


OJ000210 05.0321.C5.o2.gs 


Method 


GEN SCAN 








Start 


4967 


End 


5297 








GI 


none 


Score 


. 7 








Exons 


4967.. 5297 












Seq. No. 


44 642 


Seq. ID 


OJ000210_ 


05 


0321 


.C6 


Gene No. 


94153 


• Strand 


+ 








Start 


64 


End 


745 








Name 


OJ000210 05.0321.C6.ol.gs 


Method 


GENSCAN 








Start 


64 


End 


745 








GI 


none 


Score 


. 61 








Exons 


64. .179, 521. .745 












Seq. No. 


44642 


Seq. ID 


OJ000210_ 


05 


0321 


.C6 


Gene No. 


94154 


Strand 










Start 


i * 


End 


8 9 








Name 


OJ000210 05.0321.C6.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


89 








GI 


5038610 


Score 


170 








Exons 


1. .89 












Seq. No. 


44643 


Seq. ID 


OJ000210 


05 . 


0321 


. C9 


Gene No . 


94155 


Strand 


+ 








Start 


1 


End 


83 








Name 


OJ000210 05.0321.C9.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


83 








GI 


LIB34 31-010-P1-N1-F11 


Score 


127 








Exons 


1..83 












GI Descrip. 


' 287403/dbj | D10838 | RICSBE1 


1.0e-lll Rice gene for starch 




branching enzyme 1 












Seq. No. 


4 4 643 


Seq.- ID 


OJ000210_ 


05. 


0321 


.C9 


Gene No. 


94156 


Strand 


+ 








Start 


831 


End 


933 








Name 


OJ000210 05.0321.C9.o2.gp 


Method 


AAT/GAP 








Start 


831 


End 


933 









45770 



GI LIB3477-003-P1-K1-E9 Score 167 

Exons 831.. 933 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 44644 

Gene No. 94157 

Start - 2265 

Name OJ000210_05 . 0321 . CIO . ol . gs 

Start 2265 

GI none 

Exons 2265.. 2401 



Seq. ID OJ000210_05. 0321. CIO 

Strand + 

End 2401 

Method GENSCAN 

End 2401 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44644 Seq. ID OJ000210_05 . 0321 . C10 

94158 Strand 

1 End 105 

OJ000210_05 . 0321 . C10 . ol . gp Method AAT/GAP 

1 End . 105 

LIB3477-003-P1-K1-E9 Score 153 

1..105 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name ' . 
Start 
GI 

Exons 

GI Descrip. 



44645 
94159 
3082 

OJ000210_05 . 0321 . Cll . ol . tm 

3082 

none 



Seq. ID OJ000210_05. 0321. Cll 
Strand 

End 3388 

Method TBLASTX : Mai ze 

End 3388 

Score 186 



3082. .3216, 3083. .3217, 3272. .3316, 3314. .3388 



Seq. ID 

Strand 

End 

Method 

End 

Score 



05.0321.C12 



44646 
94160 
2195 

OJ000210_05.0321.C12.ol.np 
2195 
6630699 
2195. .2272 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ000210_ 
+ 

2272 
AAT/NAP 
2272 
86 



Seq. No. 44646 

Gene No. 94161 

Start 4663 

Name OJ000210_05 . 0321 . C12 . o2 . gs 

Start 4663 

GI none 

Exons 4663.. 5237, 
7896. .8552 



Seq. ID OJ000210_05.0321.C12 

Strand + 

End 9709 

Method -GENSCAN 

End 8552 

Score .58 

5299. .5324, 6664. .6729, 7196. .7363, 7387. .7742, 



Seq. No. 4 4 646 --^ ; Seq. ID 

Gene No. 94161 Strand 

Start 4663 End 

Name OJ000210_05 . 0321 . C12 . o2 . np Method 



OJ000210_05.0321.C12 
+ 

9709 
AAT/NAP 



45771 



Start 
GI 

Exons 

GI Descrip. 



7401 
7488397 

7401. .8417, 9648. 



End 
Score 



,9709 



transport protein homolog YUP8H12R.2 
gi I 315257 6| gb | AAC17057.il (AC00298 6) 



9709 
596 

- Arabiciopsis thaliana 
Similar to liver-specific 







transport protein gb|L27651 


from Rattus norviegicus. 








[Arabidopsis thaliana] 










Seq. No. 


44646 


Seq. ID 


OJ000210_05. 0321 


.C12 




Gene No. 


94162 


Strand 


+ 






Start 


9673 


End 


11482 






Name 


OJ000210 05.0321.C12.o3.np 


Method 


AAT/NAP 






Start 


9673 


End 


11482 






GI 


6983864 


Score 


80 






Exons 


9673.-9762, 11412. .11482 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Seq. No. 


.44646 


Seq. ID 


OJ000210_05.0321 


.C12 




Gene No. 


"94162 


Strand 


+ 






Start 


9673 


End 


11482 






Name 


OJ000210 05.0321.C12.ol.gp 


Method 


AAT/GAP 






Start 


10174 


End 


10835 






GI 


39067 1.R1084 


Score 


1191 






Exons 


10174 . . 10835- 








^ a? 


GI Descrip. 


r 2801536 3.0e-22 (AF039531) 


lysophospholipase homolog [Oryza 


: : 




sativa] ? 








? y 
£3 


Seq. No. 


44646 


Seq. ID 


OJ000210_05.0321 


.C12 




Gene No. 


94163 


Strand 








Start 


10495 


End 


13492 






Name 


OJ000210 05 . 0321 .C12 .o2 . tc 


Method 


TBLASTX: Cress 




i y 


Start 


7473 


End 


7820 




s 


GI 


none 


Score 


212 




f n 


Exons 


7473. .7820 








J 

z „ 


Seq. No. 


44646 


Seq. ID 


OJ000210_05.0321 


C12 




Gene No. 


94163 


Strand 








Start 


10495 


End 


13492 






Name' 


OJ000210 05.0321.C12.o2.ts 


' Method 


TBLASTX : Soybean 






Start 


7539 


End 


7973 






GI 


none 


Score 


117 






Exons 


7539. .7814, 7821. .7973, 7823 


. .7972 








Seq. No. 


44646 


Seq. ID 


OJ000210_05.0321 


C12 




Gene No. 


94163 


Strand 








Start 


10495 


End 


13492 






Name 


OJ000210 05.0321.C12.o4.np 


Method 


AAT/NAP 






Start 


10495 


End . 


13492 






GI .. 


7489494 


Score 


698 






Exons 


104 95. .10911, 11397. .114 89, 


11725. . 11816, 118 95. .11959, 








12529. .12599, 12720 .. 12757 , 


13420. .13492 






GI Descrip. 


lysophospholipase homolog - 


rice gi|2801536|gb|AAB97366. 


11 






( AF039531 ) lysophospholipase 


homolog [Oryza sativa] 






Seq. No. 


44646 


Seq. ID 


OJ0002iO_05.0321. 


C12 




Gene No. 


94163 


Strand 








Start 


10495 


End 


13492 





45772 




Name 


n.T0009in n5 m9i n o 


0 1 4- 0 
. 01 . us 


Method 


rp nT 7\ O T 1 V . O y-« « .1— _ 

1 biiAb 1a : ooycean 


o Lai l 


i 051 ^ ~~ 




FnH 


luy^u 


(IT 
ox 


n on o 




Score 


^ft 1 


p von 


1051^ i09?o 10,597 


1 DQ1 5 






Seq. No. 


44646 




Seq. ID 


OJ000210_05.0321.C12 


Gene No. 


94163 




Strand 




Start 


10495 




FnH 


1 -5 A Q9 


Name 


n.7nno?i o 05 0791 n 9 


ol -t- 0 




iDMoiA.Lress 


O Lai L 


1 DM 9 ~ 

X U .J X .7 




FnH 


lUODl 


(IT 

O X 


n on o 




Score 


9 n £ 


F von 


i o 51 9 1 0ft fin 1 ns^Q 


1 Oft 61 






Seq. No. 


44646 




Seq. ID 


OJ000210_05.0321.C12 


Gene No. 


94163 




Strand 






1 04 95 




FnH 


1 -J/1QO 

x 0 ft y t. 


LM ClilLtJ 


n.T0009io 05 0791 n 9 


1 4- 

, 0 1 . tm 


LYie t noa 


i dxiAo 1 a . ixiai ze 




10595 _ 

X \J J Z J 




FnH 


1 PIP9Q 


O -L 


n 0 n ^ 




Score 


1 51 
x 0 X 


F von q 


1 0595 1 0P197 105A7 

lUJtJ. * 1UOZ / , 1U JO J • 


1 DP9P 








4 4 64 




Seq. ID 


OJ000210_05.0321.C12 


Gene No . 


94163 




Strand 




Start 


10495' 




End 


13492 


Name 


OJ000210 05.0321.C12 


o2 . gp 


Method 


AAT/GAP 


Cfarf 


10740 




End 


11813 


OT 
O X 


2428226 




Score 


565 




10740. .10911, 11397. 


11489, 


11725. .11813 




2801536 3.0e-22 (AF039531) 


lysophospholipase homolog [Oryza 




sativa] 








Ccirr Mo 


44646 




Seq. ID 


OJ000210_05.0321.C12 


Gene No. 


94163 




Strand 




Start 


10495 




End 


13492 


Name 


.. OJ000210 05.0321.C12. 


ol . tw 


Method 


TBLASTX: Wheat 


Qf^ rt- 


10774 




End 


11516 




none 




Score . 


161 


F von c 


10774. .10920, 10775.. 


10933, 


"11396. .11515, 11397. .11516, 




11398. .11511 








Seq. No. 


44646 




Seq. ID 


OJ000210_05.0321-.C12 


ricvnpi Mo 


94163 




Strand 




Start 


10495 




End 


13492 


Name 


OJ000210 05.0321.C12. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


11593 




End 


11954 


\J X 


none 




Score 


39 


F von c 


11593. .11628, 11593.. 


11625, 


11652. .11711, 11660. .11692, 




11720. .11740, 11728.. 


11817, 


11741. .11818, 11742. .11831, 




11886. .11954, 11889.. 


11954 






Seq. No. 


44647 




Seq. ID 


OJ000210 05.0321.C13 


Gene No. 


94164 




Strand 


+ 


Start 


1 




End 


8413 


Name 


OJ000210 05.0321.C13. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


8413 


GI 


81286 




Score 


243 



Exons 1..46, 3960. .4289, 4351. .4402, 7025. .7067, 7224. .7462, 



4577-3 



8355.. 8413 

GI Descrip. extensin - Volvox carteri (fragment) gi I 21 992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 44647 

Gene No. 94165 

Start 8512< • 

Name OJ000210_05 . 0321 . C13 . o4 . gs 

Start 8512 

GI none 

Exons 8512.. 8665 



Seq. ID OJ000210_05.0321.C13 

Strand + 

End 8665 

Method GENSCAN 

End 8665 

Score .88 



Seq. No. 44647 Seq. ID 

Gene No. 94166 Strand 

Start 6860 End 

Name OJ000210_05 . 0321 . C13 . o3 . gs Method 

Start 6860 End 

GI none Score 

Exons 6860.. 7474 



OJ000210_05.0321.C13 

7474 
GENSCAN 
7474 
1 





Seq. No. 


44647 






Seq. ID 


OJ000210 


JDS. 0321 


.C13 




Gene No. 


94166 






Strand 










Start 


6860 






End 


7474 






^~ 


Name 


. OJ000210 05.0321 


.C13.ol 


. tc 


Method 


TBLASTX: 


Cress 






Start 


' 6863 






End 


7226 






in 


GI 


none 






Score 


64 








Exons 


6863.. 6910, 6864 


. .6914, 


6959 


..7036, 6984. .7037, 


7097. .7225, 


n 




7179. .7226 
















Seq. No. 


44648 






Seq. ID 


OJ000210 


JDS. 0321 


.C14 




Gene No. 


94167 






Strand 










Start 


112 






End 


1798 








Name 


OJ000210 05.0321 


.C14.ol 


. gs 


Method 


GENSCAN 








Start 


112 






End 


1798 






LJj 


GI 


none 






Score 


.88 






* ^ 
s - 


Exons 


112. .904, 1759.. 


1798 














Seq. No. 


44649 






Seq. ID 


OJ000210 


JDS. 0321 


.C17 


f 


Gene No. 


94168 






Strand 


+ 








Start 


1192 






End 


2061 








Name 


OJ000210 05.0321 


.C17.ol 


.gs 


Method 


GENSCAN 








Start 


1192 




End 


2061 








GI 


none 






Score 


.82 








Exons 


1192. .1537, 1808 


. .2061 














Seq. No. 


44649 






Seq. ID 


OJ000210 


_05.0321 


.C17 




Gene- No. 


94169 






Strand 










Start 


925 






End 


2127 








Name 


OJ000210 05.0321 


.C17.ol 


.np 


Method 


AAT/NAP 








Start 


925 




End 


2127 








GI 


7339707 






Score 


96 








Exons 


925. .1047, 1397. 


.1549, 


1649. . 


1715, 1792 


. .2127 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44649 






Seq. ID 


OJ000210 


JDS. 0321 


.C17 




Gene No. 


94169 






Strand 










Start 


925 






End 


2127 







45774 



Name 

Start 

GI 

Exons 



OJ000210_05 . 0321 . C17 . ol . gp Method AAT/GAP 

1806 End 2046 

3763033 Score 398 
1806.. 2046 



Seq. No. 44650 

Gene No. 94170 

Start 517 

Name OJ000210_05 . 0321 . CI 9 . ol . gs 

Start 517 

GI none 

Exons 517 . . 638 



Seq. ID OJ000210_05.0321.C19 

Strand 

End 638 

Method GENSCAN 

End 638 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44651 
94171 
1 

OJ000210_05.0321.C20.ol.np 
1 

3687225 



Seq. ID OJ000210_05.0321.C20 
Strand 

End 4119 

Method AAT/NAP 

End 2199 

Score 195 



1..80, 547. .730, 1815. .1944, 2131. .2199 

(AC005169) hypothetical protein [Arabidopsis thaliana] 



44651 
94171 
1 

OJ000210_05.0321.C20.o2.np 

1 

7486419 



Seq. ID OJ000210__05.0321.C20 
Strand 

End 4119 

Method AAT/NAP 

End 4119 

Score 62 



1..34, 2176. .2393, 3484. .3529, 3937. .4119 
hypothetical protein F4D11.90 - Arabidopsis thaliana 
gi|3063699|emb|CAA18590.1| (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270175 | emb | CAB79988 . 1 | (AL161581) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


44651 


Seq. ID 


OJ000210_05.0321. 


C20 


Gene No. 


941-71 


Strand 






Start 


1 


End 


4119 




Name 


OJ0002-10 05.0321.C20.ol.gs 


Method 


GENSCAN . 




Start 


547 


End 


3754 




GI 


none 


Score 


. 66 




Exons 


547. .730, 1068. .1151, 1815. 


.1986, 2131 


..2405, 2445. .2576, 




2620.. 2792, 3478.-3754 








Seq. No. 


44652 


Seq. ID 


OJ000210_04 .0323. 


CI 


Gene No. 


94172 


Strand 






Start 


1 


End 


1308 




Name 


OJ000210 04.0323.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1308 




GI 


7291668' 


Score 


92 




Exons 


1..79, 360. .432, 974. .1021, 


1127. .1308 






GI Descrip. 


(AE003462) CG5602 gene product [Drosophila melanogaster ] 




Seq. No. 


44652 . 


Seq. ID 


OJ000210_04 .0323. 


CI 


Gene No. 


94172 


Strand 






Start 


1 


End 


1308 




Name 


OJ000210 04.0323.Cl.ol.gp 


Method 


AAT/GAP 




Start 


360 


End 


1238 





45775 



GI 70647_1.R1084 Score 426 

Exons 360.. 409, 939.. 1046, 1149.. 1238 

GI Descrip. ' 24 94 165/sp I Q42572 | DNLI_ARATH 3.0e-17 DNA LIGASE 

(POLYDEOXYRIBONUCLEOTIDE SYNTHASE [ATP] ) >gi_2 129574_pir S71278 

DNA ligase - Arabidopsis thaliana >gi_13594 95_emb_CAA66599_ 
(X97924) DNA ligase [Arabidopsis thaliana] ' 



Seq. No. 44652 

Gene No. 94172 

Start 1 

Name OJ000210_04 . 0323 . CI . ol . gs 

Start 360 

GI none 

Exons 360.. 409, 1149.. 1308 



Seq. ID OJ000210_04 .0323. CI 
Strand 

End 1308 

Method GENSCAN 

End 1308 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44653 
94173 
1 

OJ000210JD4 .0323.C2.ol.np 
1 

6754544 

1..139, 366. .468, 844. .925, 



Seq. ID OJ000210_04.0323.C2 
Strand 
End 

Method 
End 
Score 
1030. .1147, 



2880 
AAT/NAP 
2880 
120 
2847. .2880 



ligase I, DNA, ATP-dependent gi | 1352290 | sp | P37913 | DNLl_MOUSE DNA 
LIGASE I >.( POLYDEOXYRIBONUCLEOTIDE SYNTHASE [ATP] ) 
gi | 2118373 Ipir | | 148921 DNA ligase (ATP) (EC 6.5.1.1) I - mouse 
gi I 641912 (U19604) DNA ligase I [Mus musculus] gi | 905354 





(U04674) DNA ligase I [Mus 


musculus] 






Seq. No. 


44653 




Seq. ID 


OJ000210_04.0323 


.C2 


Gene No. 


94173 




Strand 






Start 


1 




End 


2880 




Name 


OJ000210 04.0323.C2.ol.gs 




Method 


GENSCAN 




Start 


43 




End 


2724 




GI 


none 




Score 


. 77 




Exons 


43. .139, 740. .778, 12,24. .2724 








Seq. No. 


44653 




Seq. ID 


OJ000210_04.0323 


.C2 


Gene No. 


94173 




Strand 






Start 


1 




End 


2880 




Name 


OJ000210 04.0323.C2.o2.np 




Method 


AAT/NAP 




Start 


2328 




End 


2880 




GI 


7485634 




Score 


154 




Exons 


2328.. 2880. 










GI Descrip. 


hypothetical protein F17K2 


.23 


- Arabidopsis thaliana 






gi | 338 6625 | gb | AAC28555 . 1 | 


(AC004665) hypothetical protein 




[Arabidopsis thaliana] 










Seq. No. 


44654 




Seq. ID 


OJ000210_04 .0323 


.C4 


Gene No. 


94174 




Strand 


+ 




Start 


180 




End 


2086 




Name 


OJ000210 04.0323.C4.ol.gs 




Method 


GENSCAN 




Start 


■ 180 




End 


734 




GI 


none 




Score 


. 99 




Exons 


180. .734 










Seq. No. 


44654 




Seq. ID 


OJ000210_04 .0323 


,C4 


Gene No. 


94174 




Strand 


+ 





45776 



Start 180 End 2086 

Name OJ000210_04 . 0323 . C4 . ol . np Method AAT/NAP 

Start 180 End 2086 

GI 114420 Score 974 

Exons 180. .656, 1535. .1610, 1713. .1801, 1945. .2086 

GI Descrip. ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL PRECURSOR 

gi 1 100882 Ipir | | S11491 Hi—transporting ATP synthase (EC 3.6.1.34) 
beta chain, mitochondrial - maize gi | 22 173 | emb | CAA3814 0 | 
(X54233) ATPase Fl subunit protein [Zea mays] gi 1897618 (M36087) 
F-l-ATPase subunit 2 [Zea mays] 



Seq. No. 44654 

Gene No. 94175 

Start 1493 

Name OJ000210_04 . 0323 . C4 . ol . tc 

Start 386 

GI none 
Exons 



Seq. ID OJ000210_04.0323.C4 
Strand 
End 

Method 
End 
Score 



2081 

TBLASTX: Cress 

2081 

106 



386. .487, 399. .488, 485. .658, 486. .659, 1534. .1614, 1535. .1609, 
1537. .1611, 1715. .1804, 1726. .1803, 1942. .2064, 1942. .2073, 
1953. .2066, 2015. .2074, 2016. .2081 



Seq. No. 44654 
Gene No. . 94175 
Start 1493 

Name OJ000210_04 . 0323 . C4 . ol . tm 

Start 389 
GI none 

Exons 389.. 658, 390.. 659, 393.. 698, 

1714. .1803, 1715. .1804, 1942. 
2016. .2081 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1534 



OJ000210 04. 0323. C4 



2081 

TBLASTX: Maize 
2081 
446 

1614, 1535. .1630, 



2064, 1942. .2073, 1944. .2066, 



Seq. No. 44654 
Gene No. 94175 
Start 1493 

Name OJ000210_04,. 0323 . C4 . ol . ts 
Start 392 

GI ■ none 

Exons 392. .658, 393. .659, 1534. .1614, 1535. . 1612, 1715. .1804, 

1726. .1803, 1942. .'2064, 1942. .2073, 2016. .2081 



Seq. ID OJ000210_04.0323.C4 
Strand 

End 2081 

Method TBLASTX : Soybean 

End 2081 

Score 404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44654 
94175 
1493 

OJ000210_04 . 0323 .C4 . ol . tw 

627 

none 



Seq. ID OJ000210_04.0323.C4 
Strand 

End 2081 

Method TBLASTX: Wheat 

End 2016 

Score 54 

627. .659, 1534. .1620, 1535. .1630, 1705. .1803, 1715. .1804, 
1942. .2016, 1943. .2014 



Seq. No. 44654 

Gene No. 94175 

Start 1493 

Name OJ000210_04 . 0323 . C4 . o2 . gs 

Start 1493 

GI none 

Exons 1493. .1586, 1698. .1766, 1910. 



Seq. ID OJ000210_04.0323.C4 
Strand 

End. 2081 

Method GEN SCAN 

End 2061 - - 

Score . 69 
.2061 



45777 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start/ 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000210_04 , 
+ 

1107 
AAT/NAP 
111 
156 



44655 ~ Seq. ID OJ000210 04. 0323. C5 

94176 Strand 
641 End 
OJ000210_04.0323.C5.ol.np Method 
641 End 
'231587 Score 
641. .777 

ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL PRECURSOR 
gi I 283001 Ipir | IS25304 H+-transporting ATP synthase 
beta chain precursor, mitochondrial - rice 

gi|218147|dbj IBAA01372.il (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] 



(EC 3.6.1.34) 



OJ000210_04 .0323.C5 
+ 

1107 
AAT/GAP 
1107 
824 



44655 Seq. ID 

94176 Strand 
641 End 
OJ000210_04 .0323.C5.ol.gp Method 
664 End 
7710_1,R1084 Score 
664. .1107 

' 231587/sp|Q01859|ATP2_ORYSA 0.0e+00 ATP SYNTHASE BETA CHAIN, 

MITOCHONDRIAL PRECURSOR >gi_283001_pir S25304 H+-transporting 

ATP synthase (EC 3.6.1.34) beta chain precursor, mitochondrial 
rice >gi_218147_dbj_BAA01372_ (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] ' 



44655 Seq. ID 

94176 Strand 

641 End 

OJ000210_04 .0323.C5.ol.gs Method 

667 End 

none Score 
667. .780 



OJ000210_04 .0323.C5 
+ 

1107 
GENS CAN 
780 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44655 
94177 
2354 

OJ000210_04 .0323.C5.o2.gs 

2354 

none 

2354. .2425, 2531. .2737, 3341, 
4513. .4664, 4755. .4842, 4960, 
5609. .5919, 7933. .8250, 8565, 

44655 
94177 
2354 

OJ000210_04 .0323.C5.o2.np 

2546 

7329694 

2546. .2728, 3341. .3589, 3720. 
4513. .4664, 4755. .4842, 4960. 
5618. .5976 



Seq. ID OJ000210_04.0323.C5 

Strand + 

End 9167 

Method GENSCAN 

End 9167 

Score .58 

.3589, 3720.. 3929, 4260.. 4419, 
.5036, 5120. .5194, 5284. .5518, 
.9167' 



Seq. ID 

Strand 
End 

Method 

End 

Score 
.3929, 
.5036, 



OJ000210_04.0323.C5 
+ 



9167 
AAT/NAP 
5976 
996 
4007. .4162, 
5120. .5194, 



4260. 
5284. 



,4419, 
,5518, 



GI Descrip. (AL162295) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



44655 
94177 



Seq. ID OJ000210_04.0323.C5 
Strand + 



45778 



Start 2354 

Name OJ000210_04 . 0323 . C5 . o2 . gp 

Start 5369 - 

GI LIB3434-04 6-P1-K1-H12 

Exons 5369.. 5518, 5609.. 5860 

GI Descrip. ' 435946. 8 . 0e-68 (U04297) DNA- 
sativa].' 



End 9167 

Method AAT/GAP 

End 58 60 

Score. 748 

binding factor of bZIP class [Oryza 



Seq. No. 44655 

Gene No. 94178 

Start 10768 

Name OJ000210_04 . 0323 . C5 . o4 . tm 

Start 664 

GI none 

Exons 664.-738, 664.. 726, 666.. 779, 
845. .895, 848. .895, 849. .896, 



Seq. ID OJ000210_04.0323.C5 
Strand 

End 11077 
Method TBLASTX : Mai ze 
End 97 9 

Score 129 

666. .779, 779. .826, 795. .827, 
890. .979, 891. .971 



Seq. No. 44655 

Gene No. 94178 

Start 10768 

Name OJ000210_04 . 0323 . C5 . o2 . ts 

Start 2513 

GI none 

Exons 2513.. 2740, 2528.. 2737 



Seq. ID. OJ000210_04.0323.C5 

Strand - ' - 

End 11077 

Method TBLASTX : Soybean 

End 2740 

Score 243 



Seq. No. 44655 

Gene No. 94178 

Start 10768 

Name OJ000210_04 . 0323 . C5 . ol . tm 

Start 3382 

GI none 

Exons 3382.. 3588, 3386.. 3589, 3392. 
3717. .3920 



Seq. ID OJ000210_04.0323.C5 
Strand 

End 11077 

Method TBLASTX: Maize 

End 3920 

Score 288 

.3625, 3706. .3918, 3717. .3920, 



Seq. No. 44655 

Gene No. 9417.8.,. 

Start 10768 

Name OJ000210_04 . 0323 . C5 . ol .ts 

Start 3515 

GI none 

Exons 3515.. 3589, 3717.. 3857, 4004. 

4491. .4667, 4511. .4618, 4560. 



Seq. ID OJ000210_04.0323.C5 
Strand 

End 11077 

Method < TBLASTX : Soybean 

End 4 667 

Score 83 

.4156, 4277. .4393, 4293. .4427, 
.4667 



Seq. No. 44655 

Gene No. 94178 

Start 10768 

Name OJ000210_04 . 0323 . C5 . ol-. tc 

Start 4293 

GI none 

Exons 4293. .4421, 4494. .4664, 4511, 
4755. .4850 



Seq. ID OJ000210_04.0323.C5 
Strand 

End 11077 
Method TBLASTX: Cress 
End • 4850 
Score., 100 

.4 618, ' 4569. .4 661, 4 754. .484 9, 



Seq. No. 44655 

Gene No. 94178 

Start 10768 

Name OJ000210_04 . 0323 . C5 . o2 . tm 

Start 4332 



Seq. ID OJ000210J34.0323.C5 
Strand 

End 11077 

Method TBLASTX: Maize 

End 5196 



45779 



GI 

Exons 



Seq.. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4332, 

4509. 

4755, 

4957. 

5119. 



Score 



96 



.4412, 4347. .4400, 4365. .4439, 4368. .4412, 4505. .4576, 

,4577, 4509. .4664, 4533.-4664, 4585. .4665, 4754. .4798, 

.4805, 4780. .4836, 4781. .4837, 4781. .4849, 4803. .4850, 

.5016, 4957. .5016, 4958. .5020, 4959. .5018, 5016. .5054, 

.5196, 5124. .5195, ■ 5125. .5196 



44655 Seq. ID 

94178 Strand 

10768 End 

OJ000210__04 .0323.C5.o3.tm Method 

5283 End 

none Score 



OJ000210_04.0323.C5 
11077 

TBLASTX: Maize 

5672 

235 



5283. .5522, 5334. .5522, 5610. .5660, 5610. .5672, 5611. .5670 





Seq. No. 


A A C C C 

4 4 boo 


Seq. ID 


OJUOUzlU 04.0323 


. Co 




Gene No. 


94178 


Strand 








Start 


10768 


End 


11077 






Name 


OJ000210 04.0323.C5.o5.tm 


Method 


TBLASTX : Maize 






Start 


5673 


End 


coon 

oo o 9 






GI 


none 


Score 








Exons 


5673. .5888, 5674. .5889 








f =1 


C ^ « XT *-i 

Seq. No. 


44655 


Seq. ID' 


OJ000210 04.0323. 


. C5 


*. ^ 


Gene No. 


' 94178 


Strand 






rn 


Start 


10768 


End 


11077 




f jj 


Name 


OJ000210 04 .0323.C5.o3.gs 


Method 


GEN SCAN 




;= Si 


Start 


10768 


End 


11U / / 






GI 


none 


Score 


. 66 




: _ ; 
~~ ^ 


Exons 


10768. .10839, 10988. .11077 








'%J 

T I I 


Seq. No. 


44656 


Seq. ID 


OJ0U0210 04.0323. 


. C6 




tjene wo . 


94179 


Strand 


+ 






Start 


293 


End 


1796 




f 3 


Name 


OJ000210 04.0323.C6.ol.gs 


Method 


GENSCAN 




. - 


Start 


293 


End 


1796 






GI 


none 


Score 


.56 




% J 


Exons 


293. .356, 388. .515, 1598. .1796 






T ~i 


Seq. No. 


44657 


Seq. ID 


OJ000210_04.0323, 


.C10 


r i 


Gene No. 


94180 


Strand 


+ 






Start 


194 


End 


1597 






Name 


OJ000210 04.0323.C10.ol.gs 


Method 


GENSCAN 






Start 


194 


End 


1597 






GI 


none 


Score 


.55 






Exons 


194. .389, 1458. .1597 










Seq. No. 


44657 


Seq. -ID 


; OJ000210J)4.0323, 


.C10 




Gene No. 


94181 


Strand 








Start 


1488 ' ' 


End 


5298 






Name 


OJ000210 04.0323.C10.o2.np 


Method 


AAT/NAP 






Start 


1488 


End 


5298 






GI 


7303287 


Score 


1407 






Exons 


1488. .1520, 2961. .5120, 524'8.. 


5298 







GI Descrip. (AE003817) CG6197 gene product [Drosophila melanogaster ] 



Seq. No. 44657 Seq. ID OJ000210_04 . 0323 . C10 

45780 




1.=. 



Gene No. 


94181 








Strand 




O Lai L 


1 4 ft ft 








End 


5298 


Name 


n.innn? 1 n n4 




LIU . OZ 


. gs 


Method 


GENSCAN 


OtdXL 


9ft 4 ^ ~~ 






End 


5171 


pT 


none 








Score 


.58 


TT 1 von q 


934^ ^9fift 




. jjDj / 


JJ3U. 


.4032, 4079. .5171 


Seq. No. 


44657 








Seq. ID 


OJ000210_04. 0323. C10 


Gene No. 


94181 








Strand 






1 4 ft ft 

X *i O O 








End 


5298 


Name 


0 Tnnn? l n 04 

UOUUU-ilU U4 




pi n ^9 

LIU . OZ . 


LIU 


Method 


TBLASTX: Maize 




OQC.Q _ 








End 


3497 


pt 
o J. 


none 








Score 


73 








"^n "37 


jU JZ , 


.3087, 3175.. 3306, 3330.. 3497 


Seq. No. 


44657 








Seq. ID 


OJ000210_04 .0323. C10 


Gene No. 


94181 








Strand 




O Lai. L 


l 4 ft ft 








End 


5298 


Name 




n ^9 


LIU . Ol . 


IS 


Method 


TBLASTX: Soybean 




Jl / j 








End 


3452 


P T 
LX 


none 








Score 


88 


17* V /"\ T"\ o 




jjjU. 


. 0 4 OZ 








Seq. No. 


44657 








Seq. ID 


OJ000210_04. 0323. C10 


Gene No. 


94181 








Strand 




oLdl L 


1 4 ft ft 
x 4 0 0 








End 


5298 


Name 


n Tnnn9i n n4 

UUUUUilU U4 




LJ.U .Ol . 


tc 


Method 


TBLASTX: Cress 




^447 

J 4 4 / 








End 


3829 


pT 
X 


none 








Score 


85 


Exons 


^447 "*^r 1 


^4 m 

04 3 X . 


. 3D f y f 


^ ^ ft 1 


.3733, 3657. .3707, 3758. .3829 




4 4 £ S7 

41DJ / 








Seq. ID 


OJ000210_04. 0323. C10 


Gene No. 


94181 








Strand 




Start 


1488 








End 


5298 


Name 


o.Tnnn^i n n4 


n^9 ^ 


P10 hi 
LIU . OX . 


LIU 


Method 


TBLASTX: Maize 


C 4- -j v-f- 
O Ldl L 


^(^ft _ 
jOjo 








End 


4163 


LjX 


none 








Score 


46 


Exons 


^^ftft 


"3£7 4 


. J / jj, 


JO / J • 


.3707, 3758.. 3961, 3777.. 3962, 




-30-I-3 ^ft £Q 


~*Q£9 
DZ . 


4 n Q Q 
. 4 U y ? , 


JJ/J. 


.4119, 3988. .4158, 4104. .4163 


Seq. No. 


44657 








Seq. ID 


OJ000210_04. 0323. C10 


Gene No. 


94181 








Strand 




OLdX L 


1 4 ft ft 
± 4 0 0 








End 


5298 


Name 


n inn n 9 1 n n 4 

UUUUUZ1U U4 


n "39 ^ 


pi n 

LIU. OZ . 


tc 


Method 


TBLASTX: Cress 


OLdiL 


j y / 0 








End 


4119 


pr 

OX 


none 








Score 


94 


L 1 >^ <—i 


IQTO / 1 1 Q 

jy / j, .4ix!?/ 


"5 Q7 A 


. 4 u y y 








k_J V3 \J * LN ^ • 


44658 








Seq. ID 


OJ000210JD4 .0323.C14 


Gene No. 


94182 








Strand 


+ 


Start 


9200 








End 


15417 


Name 


OJ000210 04 


.0323. 


C14 .o3. 


np 


Method 


AAT/NAP 


Start 


9200 








End 


15417 


GI 


6063557 








Score 


187 


Exons 


9200. .9241, 


12410 


. . 12527 


, 12777. .12977 


, 15286. .15417 



GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



45781 






beq. no. 


A A tZ Q Q 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94183 


Strand 






Start 


1 


End 


2781 




'-*Name 


OJ000210 04.0323.C14.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


2781 




bl 


4760710 


Score 


387 




Exons 


1..23, 359. .562, 1185. .1317, 


2502. .2643, 2707. .2781 




bi uescrip. 


(AB012867) SLL2-S9-protein [Brassica rapa] 




Seq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94183 


Strand 






otart 


1 


End 


2781 




Name 


OJ000210 04.0323.C14.ol.gs 


Method 


GENSCAN 




start 


349 


End 


2781 






none 


Score 


.56 




Exons 


349. .506, 1185. .1313, 2124.. 


2251, 2483 


. .2781 




beq. no. 


44658 


Seq. ID 


. OJ000210_04.0323.C14 




Gene No. 


■94184 


Strand 






Start 


5701 


End 


11663 




XT _ _ 

Name 


OJ000210 04 .0323.C14.o2.np 


Method 


AAT/NAP 




Start 


5701 


End 


11663 




bl 


7380882 


Score 


721 


f i 

•5! =? 


Exons 


5701. .6029, 10491. .11663 






X 1ST 
-ft 


GI Descrip. 


(AB033758) limonoid UDP-glucosyltransf erase [Citrus unshiu] 


fit 


C a /-» XT _ 

Seq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94185 


Strand 




Z_ _3 


Start 


14956 


End 


15417 




Name 


OJ000210 04.0323.C14.o3.tm 


Method 


TBLASTX: Maize 




bt art 


367 


End 


1220 


i y 


bl 


none 


Score 


114 


2 


Exons 


367. .519, 369. .491, 371. .505 


, 510. .563 


, 511. .561, 518. .562, 


^ J 




1182. .1220, 1184. .1219 






-_ 3 


beq. no. 


44658 


Seq. ID 


OJ000210_04 .0323.C14 




Gene No. 


94185 


Strand 






' Start 


14956 


End 


15417 


I J 


Name 


OJ000210 04.0323.C14.o2.tw 


Method 


TBLASTX: Wheat 




Of Tvf 

btart 


2554 


End 


11332 




C T 

bl 


none 


Score 


113 




Exons 


2554. .2646, 2576. .2647, 2711 


..2782, 2746. .2781, 11041. .1112 






11207. .11224, 11234. .11332 








beq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94185 


Strand 






Start 


14956 


End 


15417 




Name 


OJ000210 04.0323.C14 .ol..ts 


Method 


TBLASTX : Soybean 




btart 


5.84 4 


End 


11269 




bl 


none 


Score 


85 




Exons 


5844. .5909, 6024.. 6221, 6069 


..6209, 6070. .6222, 6252. .6419, 






6274. .6408, 6486. .6575, 1051 9 .. 10683, 


10524. .10685, 






. 10743. .10895, 10753 .. 10812, 


10914. .11102, 11210. .11269 




Seq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94185 


Strand 






Start 


14956 


End 


15417 



45782 






Name 


OJ000210 04.0323.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


5881 


End 


11414 




GI 


none 


Score 


36 




Exons 


5881.. 6000, 6021.. 6215, 6057. 


.6215, 6073. .6222, 6273. .6410, 






6480.. 6557, 6771.. 6968, 10358 


. .10462, 


10454. .10492, 






10518. .10685, 10519. .10686, 10737. .11018, 11214. .11414 




Seq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 




Gene No. 


94185 


Strand 






Start 


14956 


End 


15417 




Name 


OJ000210 04.0323.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


5967 


End 


10808 




GI 


none 


Score 


155 




Exons 


5967. .6221, 6070. .6222, 6249. 


.6338, 6333. .6419, 10466.. 1049; 






10530. . 10658, 10530. .10685, 10531 10659, 10731. .10808 




Seq. No. 


44658 


Seq. ID 


OJ000210_04 .0323.C14 




Gene No. 


94185 


Strand 






Start 


14 956 


End 


15417 




Name 


OJ000210 04.0323.C14.ol\tw 


Method 


TBLASTX: Wheat 




Start 


6030 


End 


10880 




GI 


none 


Score 


107 




Exons 


6030. .6209, 6030. .6236, 6070. 


.6237, 6262. .6405, 6270. .6410, 


.5: ss. 
2 c 




10513. .10686, 10530. .10754, 1074 6 .. 10880, 10750.. 10869 


fn 


Seq. No. 


44658 


Seq. ID 


OJ000210_04 .0323.C14 




Gene No. 


94185 


Strand 






Start 


14956 


End 


-15417 




Name 


OJ000210 04.0323.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


6765 


End 


11642 




GI 


none 


Score 


109 




Exons 


6765. .6941, 6765. .6974, 11208, 


. .11396, 


11214 . .11396, 


E Is? 




11215. .11451, 11454. .11546, 11535 .. 11642 , 11548 .. 11613, 


iu 




11598. .11642 








Seq. No. 


44658 


Seq. ID 


OJ000210_04.0323.C14 


Li: 


Gene No. 


94185 


Strand 






Start 


14956 * 


End 


15417 




Name 


OJ000210 04.0323.C14.o2.gp 


Method 


AAT/GAP 




Start 


14956 


End 


15417 


It J 


GI 


none 


Score 


872 




Exons 


14956. .15417 








Seq. No. 


44659 


Seq. ID 


OJ000350_09.0323.C1 




Gene No. 


94186 


Strand 


+ 




Start 


306 


End 


852 




Name 


OJ000350 09.0323.Cl.ol.gs 


Method 


GENSCAN 




Start 


306 


End 


852 




GI., 


none 


Score 


.53 




~Exons 


306. .368, 543. .702, 752. .852 








Seq. No. 


44660 


Seq. ID 


OJ000350_09.0323.C3 




Gene No. 


94187 


Strand 






Start 


1917 


End 


2072" . 




Name 


OJ000350 09.0323.C3.ol.gs 


Method 


GENSCAN 




Start 


1917 


End 


2072 




GI 


none 


Score 


.49 



45783 




Exons 1917.. 2072 





Seq. No. 


A A £1 C 1 

44661 








Seq. ID 


/ATAAAACA 

OJ000350 


A A AAA") 

09 . 0323 


. C4 




Gene No. 


94188 








Strand 


+ 








Start 


645 








End 


732 








Name 


f~\ tAAAOC A A A 

OJ000350 09 


AAA") 

. 0323 . 


C4 . ol . 


gs 


Method 


GENSCAN 








Start 


64 d 








bna 


1 "5 O 








GI 


none 








Score 


. 56 








Exons 


645. .732 


















Seq. No. 


a a r r i 

4 4 661 








Seq. ID 


/"\ T A A A O C A 

OJ00U350 


A A A A A A 

09 . 0323 


. C4 




Gene No. 


94189 








Strand 


+ 








Start 


1963 








End 


2142 








Name 


OJ000350 09. 


. 0323 . 


C4 . o2 . 


gs 


Method 


GENSCAN 








Start 


"i a f a 

1963 








End 


214^ 








GI 


none 








Score 


. 8 9 








Exons 


1963. .2008, 


2126. 


.2142 














Seq. No. 


4 4 661 








Seq. ID 


/~\ T A A A A C A 

OJ000350 


A A A A A O 

09 . 0323 


. C4 




Gene No. 


94 190 








Strand 


+ 








Start 


5282 








End 


5458 








Name 


OJ000350 09, 


. 0323 . 


C4 . o3 . 


gs 


Method 


GENSCAN 








Start 


5282 








End . 


54 58 









GI 


none 








Score 


. 57 








Exons 


5282. .5458 
















f ni 

ft : 


Seq. No. 


4 4 661 








Seq. ID 


y-\ -r r\ O A A [T A 

OJ000350_ 


A A A A A A 

_09 . 0323 


. C4 




Gene No. 


94191 








Strand 










Start 


6280 








End 


6651 








Name 


/~\ t a a a a c a a a 

OJ000350_09 , 


, 0323 . 


C4 . o4 . 


gs 


Method 


GENSCAN 






-- J 


Start 


coon 








End 


6651 








GI 


none 








Score 


. 64 








Exons 


6280. . 6651 


















Seq. No. 


4 4 661 








Seq. ID 


r-^. -r O A A A IT A 

OJ000350_ 


A A A A A A 

_09 . 0323 


. C4 


'■' 


Gene No. 


94 192 








Strand 










Start 


7199 








End 


7725 








Name 


/"\TAAAACA a a 

OJ000350_09 . 


0323 . 


C4 . o5 . 


gs 


Method 


GENSCAN 






fl 


Start 


"7 1 A A 

7199 








End 


7725 








GI 


none 








Score 


.88 






r=: 


Exons 


1 "1 A A "~7 A /l A 

7199. .7343, 


7421 . 


.7725 














Seq. No. 


44661 








Seq. ID 


OJ000350_ 


_09.0323 


.C4 




Gene No. 


A /I 1 A A 

94 193 








Strand 










Start 


9611 








End 


10672 








Name 


OJ000350 09. 


0323 . 


C4 . ol . 


tm 


Method 


TBLASTX : Maize 






Start 


6342 








End 


6612 








GI 


none 








Score 


151 








Exons 


6342. . 6461, 


6344 . 


. 6466, 


6346. 


.6483, 6350. .6475, 


6491. . 6526, 






6571. . 6612 


















Seq. No. 


44661 








Seq. ID 


OJ000350_ 


_09.0323, 


.C4 




Gene No. 


94193 








Strand 










Start 


9611 








End 


10672 








Name 


OJ000350 09. 


0323. 


C4.o6. 


gs 


Method 


GENSCAN 








Start 


9611 








End 


10672 








GI 


none 








Score 


.72 







45784 











C p> pr KJo 




oeq. iu 


UJUUU jjU Uy . Uj^Ij .Lj 


Gpnp No 


94194 


Strand 


+ ~~ 


Start 


2217 


End 


10351 


Name 


OJ000350 09.0323.C5.ol.np 


Method 


AAT/NAP 


Start 


221 7 


End 


4574 




66^9^6 

D O »J O ^. O U 


Score 


197 


F" vor> «5 

Hi -A. W 1 i O 


9917 ??70 *}Q6R 4R74 










receptor-like protein EIR 




[LNitULldUa LaUaL Hill J 






O C ^ • LN KJ . 


4 4 669 


Seq. ID 


OJ000350_09.0323.C5 


flpnp No 


94194 


Strand 


+ 


Start 


2217 


End 


10351 


Name 


OJ000350 09.0323.C5.o3.np 


Method 


AAT/NAP 


Start 


3973 


End 


8237 


GI 


7486284 


Score 


327 




3973. .4097, 6557. .6682, 6784. 


.6892, 7663. .7748, 7997. .8237 




hypothetical protein F28A23.170 - Arabidopsis thaliana 




gi 12911055 lemb ICAA17565.il (AL021961) 


putative protein 




[Arabidopsis thaliana] gi | 7270356 | emb 


CAB80124.il (AL161584 




putative protein [Arabidopsis 


thaliana] 


UCl-J • LNVJ • 


44662 


Seq. ID 


OJ000350_09.0323..C5 


Gene No. 


94194 


Strand 


+ 


Start 


2217 


End 


10351 


LN dltLC 


OJ000350 09.0323.C5.o4.np 


Method 


AAT/NAP 


Of a v-f- 


8017 


End 


10351 


rir 


7297242 


Score 


158 


Cj A. 1 o 


8017. .8110, 9472. .9643, 9847. 


10027, 10122.. 10351 


Ul Lv'CoOXX^J. 


(AE003617) CG5149 gene product [Drosophila melanogaster ] 


O " • LN {J . 


44662 


Seq. ID 


OJ000350_09.0323.C5 




94195 


Strand 




Start 


4874 


End 


4963 


Name 


. OJ000350 09.0323.C5.ol.tc 


Method \ 


TBLASTX: Cress 


Start 


4109 


End 


4550 


rir 

\J X 


none 


Score 


65 




4109. .4264, 4112. .4264, 4112.. 


4264, 4112.. 4258, 4169.. 4264, 




4266. .4496, 4266. .4550, 4272.. 


4550, 4272. .4496, 4272. .4550, 




4317. .4427. 






O C ^ • LN (J . 


44662 


Seq. ID 


OJ000350_09.0323.C5 


UC11C LN (J • 


94195 


Strand 




Start 


4874 


End 


4963 


Name 


OJ000350. 09.0323.C5.-o2.np 


Method 


AAT/NAP 


O Lai L 


4874 " ■ ' 


End 


4963 




1352605 


Score 


. 118 


Exons 


4874. .4963 






GI Descrip. 


NADH-UBIQUINONE OXIDOREDUCTASE 


, 18 KD SUBUNIT (COMPLEX I-18KI 




(CI-18KD) 






Seq. No. 


44662 


Seq. ID 


OJ000350_09.0323.C5 


Gene No. 


94196 


Strand 




Start 


4868 


End 


5069 


Name 


OJ000350 09.0323.C5.o3.tm 


Method 


TBLASTX: Maize 



45785 





Of ivf 

btart 


A Q CQ 
4 O DO 


End 


5069 






bl 


none 


Score 


161 






Exons 


4oDo . . ^yyo, 4ooi..4yy4, 4 yob . 


.5068, 4989.. 5069 






beq. no. 




Seq. ID 


OJ000350_09. 0*323 


.C5 




Gene No. 


94197 


Strand 








Start 


6814 


End 


8238 






Name 


OTnnn^^n no n^9^ ^9 i-m 

UJUUUjjU Uy.UjZj.Lj.OZ.tm 


Method . 


TBLASTX: Maize 








DO 1 4 


End 


8238 






bl 


none 


Score 


95 






Exons 


£(31/1 £Q*7C £(31/1 £ Q *7 Q 1 £ 
D014..00/0, O0l4..DO/y / / ODj . 


.7749, 7664. .7744, 7989. .8237, 






"7G.Q./1 QOO^ IQQC Q O "5 n 7QQC 


.8238 








Seq. No. 


44662 


Seq. ID 


AT^nmRn no n-3o*3 

ujuuujou (jy.uo^o 


. Co 




Gene No. 


94197 


Strand 










DO 14 


End 


o Zoo 






Name 


ujuuuoou uy.ujzo.bD.oi.uw 


Method 


l BLAbTX : Wheat 






otart 


/ y o o 


End 


o o n a 
*ozU4 






C T 
bl 


none 


Score 


z o y 






Exons 


TQQQ QOn/l TQQ/I OOm TQQC 

/yoJ..ozu4, /yy4..ozuo, /yyo. 


.8204 








beq. no. 


44662 


Seq. ID 


OJ000350JD9.0323 


.C5 




Gene No. 


94198 


Strand 






. ^ 


Start 


9845 


End 








Name 


OJ000350 09.0323.C5.ol.tm 


Method 


TBLASTX : Mai ze 






btar t 


9845 


End 


i n o c i 
1U 351 






bl 


none , 


Score 


O O 

Z3o 






Exons 


9845. .10027, 9847. .10026, 10115. .10138 


, lUllo . . 1034 9, 




IJ 




10116. .10349, 10193. .10351 










beq. No. 


44662 


Seq. ID 


OJ000350JD9.0323 


.C5 


f u 


Gene No. 


94198 


Strand 








Start 


9845 


End 


lU3b 1 






'ST 


Name 


OJ000350 09.0323.C5.ol.ts 


Method 


TBLASTX : Soybean 






otart 


9916 


End 


i moo 

i uj j y 






bl 


none 


Score 


ITT 

1 /l 






Exons .. ■ 


9916. .10026, 9917. .10027,. 10116. .10328 


, 10125.. 10331, 








10196. .10339 








- — 


beq. no. 


44663 


Seq. ID 


OJ000350_09.0323 


.C6 




Gene No. 


94199 


Strand 


+ 






Start 


4530 


End 


7251 






Name 


OJ000350 09.0323.C6.ol.np 


Method 


AAT/NAP 






b tart 


4530 


End 


7251 






bl 


6721516 


Score 


327 






Exons 


4530. .4719, 6563. .6801, 7218. 


.7251 








GI Descrip. 


.(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


44663 


Seq. ID 


OJ000350_09.0323 


.C6 




Gene No. 


94200 


Strand 








Start 


6774 


End 


6891 






Name 


OJ000350 09.0323.C6.o2.gs 


Method 


GENSCAN 






Start 


6774. 


End 


6891 






GI 


none 


Score 


.95 






Exons 


6774. .6891 









Seq. No. 



44664 



Seq. ID OJ000350 09. 0323. C7 



45786 






Gene No. 


94201 


Strand 


+ 




Start 


75 


End 


757 




Name 


OJ000350 09 . 0323 . C7 . 01 . gs 


Method 


GENSCAN 




Start 


75 


End 


757 




GI 


none 


Score 


. 4 4 




Exons 


75 . .17 6, 635 . . 757 








Seq. No. 


44665 


Seq. ID 


OJ000350_09.0323.C8 




Gene No. 


94202 


Strand 


+ 




Start 


4 65 


End 


i 0 0 0. 
1889 




Name 


OJ000350 09 . 0323 . Co . ol . gs 


Method 


GENSCAN 




Start 


465 


End 


1889 




GI 


none 


Score 


. 7 




Exons 


465. .517, 1073. .1174/ 1836.. 


1889 






Seq. No. 


44665 


Seq. ID 


OJ000350_09.0323.C8 




Gene No. 


94203 


Strand 


+ 




Start 


2557 


End 


3175 




Name 


OJ000350 09 . 0323 . C8 . o2 . gs 


Method 


GENSCAN 




Start 


2557 


End 


3175 




GI 


none 


Score 


. 9 




Exons 


2557 . . 3175 






r ^ 

S? 


Seq. No. 


44 665 


Seq. ID 


OJ000350 09. 0323 . C8 




Gene No . 


94203 


Strand 


+ 




Start 


2557 


End 


3175 


r i 5 


Name 


OJ000350 09.0323.C8.ol.np 


Method 


AAT/NAP 




Start 


2599 


End 


,3068 




GI 


4678220 


Score 


404 




Exons 


2599. .3068 








GI Descrip. 


(AC007135) putative RAV2-like DNA-binding protein [Arabidopsis 






thaliana] 






s 


Seq. No. 


44665 


Seq. ID 


OJ000350_09.0323.C8 


4=1 


Gene No. 


94203 


Strand 


+ 




Start 


2557 


End 


3175 




Name 


OJ000350 09.0323.C8.ol.tc - 


Method 


TBLASTX: Cress 


*. ~5 


Start 


2652 


End 


2937 


f 1 


GI 


none 


Score 


357 




Exons 


26S2..2744, 2662. .2937, 2802 


. .2915 






Seq. No. 


44665 


Seq. ID 


OJ000350_09.0323.C8 




Gene No. 


94203 


Strand 


+ 




Start 


2557 


End 


3175 




Name 


OJ000350 09.0323.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2652 


End 


2937 




GI 


none 


Score 


134 




Exons 


2652. .2744, 2662. .2754, 2743 


..2937, 2802. .2915 




Seq. No. 


44665 


Seq. ID 


OJ000350_09.0323.C8 




Gene No. 


94203 


Strand 


+ 




Start 


2557 


End 


3175 




Name 


OJ000350 09.0323.C8.ol.gp 


Method 


AAT/GAP 




Start 


2665 


End 


2869 




GI 


427942 


Score 


378 




Exons 


2665. .2869 








GI Descrip. 


4510361/gb| AAD214 4 9. 1 | 9.0e- 


19 (AC007017) putative DNA-binding 



45787 




protein RAV2 [Arabidopsis thaliana] 

>gi_4678220_gb_AAD26965. 1_AC007135_1 (AC007135) putative DNA 
binding protein RAV2 [Arabidopsis thaliana] 



Seq. No. 


A A C C C 

4 4 bob 






Seq. ID 


OJ000350_09.0323 


. C8 


Gene No . 








Strand 


+ 




Start 


Zoo 1 






End 


3175 . 




Name 


ojuuujou uy. 


0323.C8.ol.tm 




Method 


TBLASTX: Maize 




Start 


2725 






End 


2937 




GI 


none 






Score 


77 




Exons 


z f zo . . z / y y , 


2805. .2891, 2806. 


.2937, 2808.. 2915 




Seq. No. 


A A a c c 
4 4 ODD 






Seq. ID 


OJ000350_09.0323 


. C9 


Gene No . 


Ci A O f\ A 

y4 zU4 






Strand 


+ 




Start 


x y jo 






End 


2333 




Name 


ojuuujou uy. 


0323.C9.ol.gs 




Method 


GENSCAN 




Start 


1938 






End 


2333 




GI 


none 






Score 


.8 


■* / 


Exons 




2155. .2333 










Seq. No. 


4 4 667 






Seq. ID 


OJ000350_09.0323 


. Cll 


Gene No. 


A /I O A c 

94^05 






Strand 


+ 




Start 


9858 






End 


11626 




Name 


OJ000350 09. 


0323.Cll.o3.gs 




Method - 


GENSCAN 




Start 


9858 






End 


10355 






none 






Score 


1 




Exons 


9858. .10355 












Seq. No. 


44667 






Seq. ID 


OJ000350_09.0323 


.Cll 


Gene No. 


94205 






Strand 


+ 




Start 


9858 






End 


11626 




Name 


OJ000350 09. 


0323.Cll.o2.np 




Method 


AAT/NAP 




Start 


9918 






End 


11626 






7487830 






Score 


105 




Exons 


9918. .10349, 


11580. -,11626 










GI Descrip. 


hypothetical 


protein T805. 1 


80 


- Arabidopsis thaliana 






gi : | 2894 575 | emb | CAA17164 . 1 1 


(AL021890) 


putative protein 






[Arabidopsis 


thaliana] 










Seq. No. 


44667 






Seq. ID 


OJ000350_09.0323, 


.Cll 


Gene No. 


94206 






Strand 






Start 


673 






End 


3485 




Name 


OJ000350 09. 


0323.Cll.ol.gs 




Method 


GENSCAN 




Start 


673 






End 


3485 




GI 


none 






Score 


.44 




Exons 


673. .748, 926. .1040, 1210.. 


1326, 2299. 


.3046, 3262. .3485 




Seq. No. 


44667 






Seq. ID 


OJ000350_09.0323. 


.Cll 


Gene No. 


94207 






Strand 






Start 


4673 






End 


8182 




Name 


OJ000350 09. 


0323.Cll.o2.gs 




Method 


GENSCAN 




Start 


4673 






End 


8182 




GI 


none 






Score 


. .56 




Exons 


4673. .5032, 


5522.. 6584, 7085.. 


.7442, 7539. .7950, 8123. .8182 


Seq. No. 


44667 






Seq. ID 


OJ000350__09.0323. 


.Cll 


Gene No. 


94207 






Strand 







45788 




Start 


.4673 






End 


8182 


Name 


OJ000350 09. 


0323.Cll.ol 


. np 


.Method 


AAT/NAP 


Start 


6295 






End 


7932 


GI 


13518 ; 65 ■ . 






Score 


90 


Exons 


6295. ". 6415, 


6456. '. 6539, 


7740. 


.7932 





GI Descrip. ACROSIN PRECURSOR gi 1 10854 68 | pir || S47538 acrosin (EC 3.4.21.10) 
precursor - rabbit gi 1451842 (U05204) preproacrosin [Oryctolagus* 
cuniculus] gi | 1090525 | prf | | 2019255A prepro-acrosin [Oryctolagus 
cuniculus] 



Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


y 4 ^Uo 








Strand 


+ 


Start 


1707 








End 


5488 


Name 


OJ000350 09 


.0323. 


C12.ol 


.gs 


Method 


GENSCAN 


Start 


1707 








End * 


4833 


GI 


none 








Score 


.47 


Exons 


1707 . .1837, 


2853. 


.3042, 


3292. 


.3394, 3952.. 4833 


Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


94208 








Strand 


+ 


Start 


1707 








End 


5488 


Name 


OJ000350_09 


.0323. 


C12.ol 


.np 


Method 


AAT/NAP 


Start 


3953 








End 


5488 


GI 


4 99634 9 








Score 


417 


Exons 


3953 . . 4372, 


4427. 


.4597, 


5381. 


.5488 




GI Descrip. 


(AB021178) , 


NAC-domain protein 


[Nicotiana tabacum] 


Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


94209 








Strand 




Start 


r r o a 

6684 








End 


8365 


Name 


OJ000350_09 


.0323. 


C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3943 








End 


4507 


GI 


none 








Score 


320 


Exons 


.394 3 . . 4 080, 


39.65. 


.4240, 


4114. 


.4251, 4286. .4366, 4288. .4362, 




4 4 51. . 4 507 












Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


94209 








Strand 




Start 


6684 








End 


8365 


Name 


OJ000350 09 


.0323. 


C12.ol 


. ts 


Method 


TBLASTX: Soybean 












End 


4509 


GI 


none 








Score 


106 


Exons 


3967. .4041, 


3968. 


.4042, 


4039. , 


.4263, 4052. .4264, 4256. .4369, 




4279. .4368, 


4442. 


.4507, 


4480. , 


.4509 




Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


94209 








Strand 




Start 


6684 








End 


8365 


Name 


OJ000350 09 


.0323. 


C12.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


3968 








End 


4366 


GI 


none 








Score 


89 


Exons 


3968. .4048, 


4145. 


.4258, 


4147. . 


,4236, 4282. .4365, 4283. .4366 


Seq. No. 


44668 








Seq. ID 


OJ000350_09.0323.C12 


Gene No. 


94209 . 








Strand 




Start 


6684 








End 


8365 


Name 


OJ000350 09 


.0323. 


C12.o2, 


■ gs 


Method 


GENSCAN 



45789 



Start 
GI 

Exons . 



6684 End 8365 

none Score .6 

6684. .6785, 6919. .6955, 8179. .8365 



Seq. No. 44669 

Gene No. 94210 

Start 1711 

Name OJ000350_09 . 0323 . C13 . o3 . np 

Start' 1711 

GI 4582447 

Exons 1711.. 1759, 3256.. 6704, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6747. .7245, 



OJ000350_09.0323.C13 
+ 

9450 
AAT/NAP 
7543 
1654 
7464. .7543 



(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


44669 








Seq. ID 


OJ000350_09.0323.C13 


Gene No. 


94210 








Strand 


+ 


Start 


1711 








End 


9450 


Name 


OJ000350 09. 


0323. 


C13.o2. 


np 


Method 


AAT/NAP 


Start 


3173 








End 


8315 


GI 


2583130 








Score 


1755 


Exons 


3173. . 6781, 


6840. 


.7168, 


8253 


. .8315 




GI Descrip. 


(AC002387) putative non- 


■LTR 


retroelement reverse transcript 




[Arabidopsis 


thaliana] 








Seq. No. 


44669 








Seq. , ID 


OJ000350_09.0323'.'C13 


Gene No. 


94210 








Strand 


+ 


Start 


1711' 








End 


9450 


Name 


OJ000350 09. 


0323. 


C13.o5. 


tw 


Method 


TBLASTX: Wheat 


Start " 


3346 








End 


3664 


GI 


none 








Score 


80 


Exons 


3346. .3375, 


3347. 


.3469, 


3457 


..3624, 3458. .3664 


Seq. No. 


44669 








Seq. ID 


OJ000350_09.0323.C13 


Gene No. 


94210 . 








Strand 


+ 


Start 


1711 








End 


9450 


Name 


OJ000350 09. 


0323. 


C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4718 








End 


5356 


GI 


none 








Score 


97 


Exons 


4718. .4882, 


4864 . 


.5046, 


4865 


..5182, 5077. .5133, 5210. .5356 


Seq. No. 


44669 








Seq. ID 


OJ000350_09.0323.C13 


Gene No. 


94210 








Strand 


+ 


Start 


1711 








End 


9450 


Name 


OJ000350 09. 


0323. 


C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4763 








End 


5143 


GI 


none 








Score 


253 


Exons 


4763. .4981, 


4765. 


.4977, 


4898 


..4984, 4948. .5067, 4962. .5126, 




4969. .5142, 


4976. 


.5143 








Seq. No. 


44669 








Seq. ID 


OJ000350_09.0323.C13 


Gene No. 


94210 








Strand 


+ 


Start 


1711 








End 


9450 


Name 


OJ000350 09. 


0323. 


C13.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4907 








End 


5194 


GI 


none 








Score 


186 


Exons 


4907. .5194 













45790 



# 



Seq. "No. 44669 Seq. ID 

Gene No. 94210 Strand 

Start 1711 End 

Name OJ000350_09 . 0323 . C13 . o2 . tw Method 

Start 5314 End 

GI none Score 

Exons 5314.. 5697, 5315.. 5698 



OJ000350_09.0323.C13 
+ 

9450 

TBLASTX: Wheat. 

5698 

367 



Seq. No. 44669 Seq. ID 

Gene No. 94210 Strand 

Start 1711 End 

Name OJ000350_09 . 0323 . C13 . ol . ts Method 

Start 5435 End 

GI none Score 

Exons 5435.. 5635, 5639.. 5854 



OJ000350_09.0323.C13 
+ 

9450 

TBLASTX: Soybean 

5854 

127 



Seq. No. 44669 Seq. ID 

Gene No. 94210 Strand 

Start 1711 End 

Name OJ000350__09 . 0323. CI 3. ol. tm Method 

Start 5510 End 

GI none Score 

Exons 5510.. 5860, 5545.. 5859 



OJ000350_09.0323.C13 
+ 

9450 

TBLASTX: Maize 

5860 

301 



III 



Seq. No. 44669 ' 

Gene No. 94210 

Start 1711 

Name OJ000350_09 . 0323 . C13 . o4 . tw 

Start --5699 

GI none 

Exons 5699.. 5920, 5699.. 5896, 5704.. 5919 



Seq. ID OJ000350_09.0323.C13 

Strand + 

End 9450 

Method TBLASTX : Wheat 

End 5920 

Score 240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44669 Seq. ID 

94210 Strand 

1711 End 
OJ000350_09. 0323.C13.o3.tw Method 

6311 End 

none Score 

6311.. 6514, 6325.. 6696, 6560.. 6718 



OJ000350_09.0323.C13 
+ 

9450 

TBLASTX: Wheat 

6718 

173 



44669 
94210 
1711 

OJ000350_09.0323.C13.ol.gp 
8042 
435945 

8042. .8429, 8558. .8635, 
435946 8.0e-68 (U04297) 
sativa] 



Seq. ID OJ000350_09.0323.C13 
Strand + 
End 9450 
Method AAT/GAP 
End 9450 
Score 2055 
8746. .8811, 8906. .9450 

DNA-binding factor of bZIP class [Oryza 



Seq. No. 44669 

Gene No. 94210 

Start 1711 

Name OJ000350_09 . 0323 . C13 . o5 . np 

Start 8088 

GI 7489477 
Exons 



Seq. ID OJ000350_09.0323.C13 

Strand + 

End 9450 

Method AAT/NAP 

End 9001 

Score 833 



8088. .8429, 8558. .8635, 8746. .8811, 8906. .9001 



45791 




GI Descrip. G-box binding factor 2B - rice gi | 435946 |gb IAAC49558 . 1 | (U04297) 
DNA-binding factor of bZIP class [Oryza sativa] 



Seq. No. 


A A (1 "7 A 

'•44670 


Seq. ID 


OJ000350 09 


. 0323 


.C14 


Gene No. 


O A O 1 1 

94211 


Strand 


+ 






Start 


1 A O 

303 


End 


1005 






Name 


n Tinmen on nooo r* 1 a ^ i ~ „ 

OJUOOobU 09 . 0323 . C14 . ol . gs 


Method 


GENSCAN 






Start 


303 


End 


1005 






GI 


none 


Score 


.57 






Exons 


303. .477, 860. .1005 










Seq. No. 


4 4 671 


Seq. ID 


OJ000350_09 


. 0323 


.C20 


Gene No. 


94212 


Strand 


+ 






Start 


40 


End 


582 






Name 


OJ000350_09 . 0323 .C20 . ol . gs 


Method 


GENSCAN 






Start 


A A 

4 0 


End 


582 






GI 


none 


Score 


.71 






Exons 


/in ' 1 "3 ~7 / T ;1 COO 

4 0. . 1 j / , 4/4.. bo2 










Seq. No. 


44672 


Seq. ID 


OJ000350_09 


.0323. 


.C21 


Gene No. 


94 213 


Strand 


+ 






Start 


1 


End 


2942 






Name 


OJ000350_09 . 0323 . C21 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End.. 


'1772 






GI' 


28300_1 . R1084 


Score 


885 






Exons 


1..88, 213. .253, 369. .418, 


1030 . . 1174 , 


1504 . . 1560, 


1654, 


. .1772 


GI Descrip. 


f 3169719 1.0e-55 (AF007109) 


similar to 


yeast dcpl 


[Arabidopsis 




thaliana] 










Seq. No. 


44672 


Seq. ID 


OJ000350_09 


.0323. 


X21 


Gene No. 


94213 


Strand 


+ 






Start 


1 


End 


2942 






Name 


OJ000350_09 . 0323 . C21 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


2600 






GI 


31697 19 


Score 


621 






Exons 


1..88, 213. .253, 369. .418, 


1030. .1174, 


1504. :1560, 


1654. 


. .1755, 




1957. .2465, 2547. .2600 - 










GI Descrip. 


(AF007109) similar to yeast 


dcpl [Arabidopsis thaliana] 




Seq. No. 


44672 


Seq. ID 


OJ000350_09 


.0323. 


.C21 


Gene No. 


94213 


Strand 


+ 






Start 


1 


End 


2942 






Name 


OJ000350 09.0323.C21.ol.gs 


Method 


GENSCAN 






Start 


213 


End 


2770 






GI 


none 


Score 


.89 






Exons 


213. .258, 369. .418, 1030. .1174, 1654.. 


1777, 2004. .2465, 






2678. .2770 










Seq. No. 


44672 J; 


Seq. ID 


OJ000350_09, 


.0323. 


C21 


Gene No. 


94213 ' 


Strand 


+ 






Start 


1 


End 


2942 






Name 


OJ000350 09.0323.C21.o2.gp 


Method 


AAT/GAP 






Start 


2026 


End 


2580 






GI 


none 


Score 


748 






Exons 


2026. .2465, 2547. .2580 










Seq. No. 


44672 


Seq. ID 


OJ000350_09. 


.0323. 


C21 



45792 




Gene No. 


94213 


Strand 


+ 


btart 


1 


End 


2942 


Name " . 


y\ to o o c o o o o o o ^ a 1 - ^ 

OJ000350_0 9 . 0323 . C2l . o3 . gp 


Method 


AAT/GAP 


Start 


2517 


End 


2942 




3 1 604 51 


Score 


724 


Exons 


Zol 1 . . zy4z 






Seq. No. 


/I A £ T O 

4 4 D 1 Z 


Seq. ID 


OJ000350_0 9 . 0323 . C21 


Gene No. 


94214 


Strand 


+ 


Start 


5512 


End 


5592 


Name 


ujuuuoou uy . u oZo . i . oo . np 


Method 


AAT/NAP 


Start 


55 1Z 


End 


5592 


GI 


c o c o n o vi 


Score 


69 


Exons 


bolz . . ooyz 






GI Descrip. 


(ALll/2o4) zwn0007.1 [Oryza 


sativa] 




Seq. No. 


44672 


Seq. ID 


OJ000350_09.0323.C21 


Gene No. 


94 215c-:' - 


Strand 


+ 


otart 


y o i / 


End 


1 A O A 

10682 


Name 


OJ000350__09 . 0323 . C21 . o3 . gs 


Method 


GENSCAN 


Start 


n o i "7 

9817 


End 


10682 


GI 


none 


Score 


. 75 


Exons 


9817. .9899, 10559. .10682 






Seq. No. 


4 4 672 


Seq. ID 


OJ000350_09 . 0323 . C21 


Gene No. 


94216 


Strand 




Start 


3712 


End 


4701 


Name 


OJ000350_09.0323.C21.ol.tc 


Method 


TBLASTX: Cress 


Start 


Z 


End 


2591 


GI 


none 


Score 


126 


Exons 


2. .88, 4. .87, 212. .253, 213. 


.254, 340. 


.417, 1026. .1175, 




1026. .1169, 1651. .1719, 1652 


..1726, 2280. .2339, 2415. .2465, 




2544. .2591 






Seq. No. 


A A *n o 

4 4 6/2 


Seq. ID 


OJ000350_09.0323.C21 


Gene No. 


94216 


Strand 




Start 


3712 


End 


4701 


Name 


OJ000350 09 . 0323 . C21 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


2 


End 


1203 


GI 


none 


Score 


124 


Exons 


2. .88, 4..87, 213. .254, 339. 


.440, 340. 


.417, 1026. .1175, 




. 1030.. 1167, 1032. .1175, 1033 


. .1203 




Seq. No. 


4 4 672 


Seq. ID 


OJ000350_09.0323.C21 


Gene No. 


94216 


Strand 




Start 


O T "I O 

3712 


End 


4701 


Name 


OJ000350 09 . 0323 . C21 . ol . tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


2628 


GI .. 


none 


Score 


149 


Exons 


O OO Jl r"i •—) All A >l A A -1 A 

2. .88, 4. .87, 211. .243, 212. 


.253, 213. 


.254, 340. .417, 349. .4 




366. .440, 1026. .1175, 1029.. 


1175, 1030 


. .1176, 1458. .1559, 




1460. .1558, 1501. .1560, 1638 


..1706, 1651. .1776, 1652. .1777, 




1983. .2219, 1997. .2338, 2004 


..2216, 2096. .2338, 2321. .2464, 




2335.. 2475, 2395. .2463, 2529 


. .2606, -2545. .2628, 2546. .2605 


Seq. No. 


44672 


Seq. ID 


OJ000350_09.0323.C21 


Gene No. 


94216 - 


Strand 





45793 



# • 





Start 


3712 


End 


4701 




Name 


ojuuujdu 09.032j.c21.oi.tw 


Method 


TBLASTX: Wheat 




Start 


102 y 


End 


1729 




GI 


none 


Score 


241 - 




Exons 


1029. .1175, 1029. .1175, 1030. 


.1176, 1481. .1558, 1501. .1560, 






loUJ.-looy, 1651. .1728, 1652. 


.1729 






Seq. No. 


A A C "7 O 

4 4 6 /2 


Seq. ID 


OJ000350_09.0323.C21 




Gene No. 


94216 


Strand 






Start 


3712 


End 


4701 




Name 


OJ000350 09.0323.C21.o2.np 


Method 


AAT/NAP 




Start 


3706 


End 


4671 




GI 


4678221 


Score 


344 




Exons 


3706. .4418, 4461. .4671 








GI Descrip. 


(AC007135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44672 


Seq. ID 


OJ000350_09. 0323.C21 




Gene No. 


94216 


Strand 






Start 


3712 


End 


4701 




Name 


OJ000350 09.0323.C21.o2.gs 


Method 


GENSCAN 




Start 


3712 


End 


4701 




GI 


none 


Score 


.51 


f'~t 


Exons 


3712. .4701 






%J 


Seq. No. 


44673 


Seq. ID 


OJ000350_09 . 0323 . C22 


cn 


Gene No. 


94217 


Strand 


+ 


i y 


Start 


14439 


End 


16283 




Name 


OJ000350 09.0323.C22.o2.gs 


Method 


GENSCAN 


Lii 


Start 


14439 


End 


16283 




GI 


none 


Score 


.75 




Exons 


14 4 39. .14 4 8 6, 14 637 .. 14785, 14945. .151 


49, 16206.. 16283 




Seq. No. 


44673 


Seq. ID 


OJ000350_09.0323.C22 


I:hJ 


Gene No. 


94218 


Strand 






btcirt 


1 


End 


9279 




Name 


OJ000350 09.0323.C22.ol.np 


Method 


AAT/NAP 




Start 


1 ' 


End 


7402 


^ K~ 


GI 


7228438 " 


Score 


3256 


L — H 


Exons 


1..65, 533. .953, 2301. .2451, 


2544. .2805, 2890. .3188, 3269. .3682, 






3768. .3863, 5421. .7402 








GI Descrip. 


(AP001366) EST C28 952 (C62945 ) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA protein 






isolog (AC003981) [Oryza sativa] 






Seq. No. 


44673 


Seq. ID 


OJ000350_09.0323.C22 




Gene No. 


94218 


Strand 






Start 


1 


End 


9279 




Name 


OJ000350 09.0323.C22.ol.gs 


Method 


GENSCAN 




Start 


420 


End 


9279 




GI 


none 


Score 


.43 




IT 1 V /~\ T"1 c 


420. .446, 532. .852, 932. .1176, 1277. .1494, 1536. .1927, 






2196. .2297, 2344. .2451, 2544. 


.2772, 28 


90. .3188, 3269. .3387, 






3421. .3682, 3787. .3956, 3980. 


.4134, 4210. .4363, 4527. .4653, 






4956..6348, 6502. .7154, 7286. 


.7491, 7618. .7660, 7750. .7823, 






9156.. 9279 








Seq. No. 


44673 


Seq. ID 


OJ000350_09.0323.C22 



45794 



Gene No. 94218 Strand 

Start 1 End , 9279 

Name OJ000350_09 . 0323 . C22 . ol .gp Method AAT/GAP 

Start 1865 ' " " End 4095 

GI LIB3433-020-P1-K1-A6 Score 778 

Exons 1865.. 2251, 4053.. 4095 

GI Descrip. • 5670155/gb | AF161269 AFl'61269 2 . Oe-35 Oryza. sativa siibsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 44673 

Gene No. 94219 

Start' 16342 

Name OJ000350_09 . 0323 . C22 . o2 . tw 

Start 3861 

GI none 
Exons 



Seq. ID OJ000350_09.0323.C22 
Strand 
End 

Method 
End 
Score 



20114 

TBLASTX: Wheat 

4043 

104 



3861. .3980, 3862. .3981, 3979. .4029, 3990. .4043 



Seq. No. 44673 

Gene No. 94 219 ' 

Start 16342 

Name OJ000350_09 . 0323 . C22 . ol . tw 

Start 5784 

GI none 
Exons 



Seq. ID OJ000350_09.0323.C22 
Strand 
End 

Method 
End 
Score 



20114 

TBLASTX: Wheat 

6159 

66 



5784. .5957, 5795. .5935, 5890. .5958, 5982. .6158, 6007. .6159 



Seq. No. 44673 Seq. ID 

Gene No. 94219 Strand 

Start 16342 End 

Name OJ000350_09 . 0323 . C22 . ol . tm Method 

Start 5859 End 

GI none Score 

Exons 5859. .5930, 5977. .6417, 5988. .6455 



OJ000350_09.0323.C22 
20114 

TBLASTX: Maize 

6455 

214 



Seq. No. 44673 

Gene No. 94219 

Start 16342 

Name OJ000350_09 . 0323 . C22 . o2 . np 

Start 16342 

GI 4836944 

Exons 16342. .16403, 16673 16740, 

17526. .17670, 20085. .20114 

GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_09.0323.C22 

20114 
AAT/NAP 
20114 
269 



17055. .17138, 17236. .17424, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44673 

94219 

16342 

OJ000350 

17052 

none 



09.0323.C22.o3.gs 



Seq. ID OJ000350_09.0323.C22 



Strand 
End 

Method 

End 

Score 



20114 
GENSCAN 
17603 
. 93 



17 052. .17138, 17 236. .17 424, 17526. .17 603 



Seq. No. 44673 Seq. ID 

Gene No. 94219 Strand 

Start 16342 End 

Name OJ000350_09 . 0323 . C22 . o2 . tm Method 

Start 17077' End 

GI none Score 



OJ000350_09.0323.C22 
20114 

TBLASTX: Maize 

17669 

63 



45795 



Exons 



17077. .17139, 17088. .17138, 17236 17427 , 17237 .. 17425, 
17526. .17594, 17526 .. 17 64 8, 17530 17649, 17622 .. 17 669, 
17626.. 17661 



Seq. ID OJ000350_09.0323.C22 
Strand 

End ' 20114 
Method TBLASTX : Soybean 
End 17669 
Score 86 

17088. .17138, 17236. .17427, 17526 .. 17669, 17530. .17649 



Seq. No. 44673 

Gene No. 94219 

Start 16342 

Name OJ000350J39 . 0323 . C22 . ol . ts 

Start 17088 
GI " none 
Exons 



Seq. No. 44674 Seq. ID 

Gene No. 94220 Strand 

Start 1640 End 

Name 0 J000350_09 . 0323 . C23 . ol . np Method 

Start 1421 End 

GI 7413539 Score 

Exons 1421.. 1823, 3063.. 3281, 4490.. 4845, 
GI Descrip. 



OJ000350_09.0323.C23 
+ 

8089 
AAT/NAP 
8089 
1866 

5519:. 5750, 7527. .8089 



(AL162972) amino acid transport-like protein [Arabidopsis 
thaliana] 



Seq. No. ^ 44 674 

Gene .No. 94220 

Start 1640 

Name OJ000350_09 . 0323 . C23 . ol . gs 

Start 1640 

GI none 
Exons 



Seq. ID OJ000350_09.0323.C23 

Strand + 

End " 8089 

Method GENSCAN 

End 6317 

Score .72 



1640. .1823, 3063. .3285, 4494. .4845, 5519. .5750, 6292. .6317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44674 Seq. ID 

94221 Strand 
3685 End 
OJ000350_09 . 0323 . C23 . ol ..gp Method 
3685 End 
5455354 Score 
3685: .3768 .. ... 

6016845/dbj IAP000570. 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ000350_09.0323.C23 

3768 
AAT/GAP 
3768 
108 



Seq. No. 44674 Seq. ID 

Gene No. 94222 Strand 

Start 7427 End 

Name OJ000350_09 . 0323 . C23 . ol . ts Method 

Start 1472 End 

GI none Score 

Exons 1472.. 1828, 1543.. 1830 



OJ000350_09.0323.C23 
9343 

TBLASTX: Soybean 

1830 

277 



Seq. No. 44674 Seq. ID 

Gene No. 94222 Strand 

Start 7427 End 

Name OJ000350_09 . 0323 . C23 . o3 . tm Method 

Start 1475 End 

GI none Score 

Exons 1475.. 1843, 1666.. 1827 



OJ000350_09.0323.C23 
9343 

TBLASTX: Maize 

1843 

213 



Seq. No. 



44674 



Seq. ID OJ000350 09.0323.C23 



45796 



Gene No. 


94222 




Strand 


- 




Start 


7427 




End 


9343 . 




Name 


OJ000350_09. 0323 .C23.ol . 


tc 


Method 


TBLASTX : Cress 




Start- 


1481 




End 


1842 




GI 


none 




Score 


217 




Exons 


14ol..lo2o, Ioo3..1o42 










Seq. No. 


44674 




Seq. ID 


OJ000350 09.0323 


C23 


Gene No. 


94222 




Strand 


- 




Start 


74 27 




End 


934 3 




Name 


OJ000350 09 . 0323 . C23 . o2 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


3058 




End 


3232 




GI 


none 




Score 


254 




Exons 


3058.. 3231, 3059.. 3232 










Seq. No. 


44674 




Seq. ID 


OJ000350_09.0323 


C23 


Gene No. 


94222 




Strand 






Start 


7427 




End 


9343 




Name 


OJ000350_09 . 0323.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5527 




End 


5752 




GI 


none 




Score 


109 




Exons 


ccot cc^o c/^nc 

5527. .5604, 552B..5605, 


5606 


..5752, 5608. .5751 




Seq. No. 


44674 




Seq. ID 


OJ000350_09.0323 


C23 


Gene No. 


94222 




Strand 






Start 


7427 




End 


9343 




Name 


OJ000350 09. 0323.C23.o2 . 


gs 


Method 


GENSCAN 




Start 


7427 




End 


9343 




GI 


none 




Score 


.95 




Exons 


7427. .8079, 9265. .9343 










Seq. No. 


44674 




Seq. ID 


OJ000350JD9.0323 


C23 


Gene No. 


94222 




Strand 






Start 


7427 




End 


9343 




Name 


OJ000350 09 . 0323 . C23 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7855 




End 


■8017 




GI 


none 




Score 


197 




Exons 


7855. .7974, 7856. .8017 










Seq. No. 


44675 




Seq. ID 


OJ000350 09.0323 


C24 


Gene No. 


94223 




Strand 


+ 




Start 


574 




End 


1882 




Name 


OJ000350 09.0323.C24.ol. 


np 


Method 


AAT/NAP 




Start 


574 




End 


1882 




GI 


129860 




Score 


195 




Exons 


574. .685, 1078. .1197, 1641.. 


1882 






GI Descrip. 


CYTOCHROME B6-F COMPLEX 


SUBUNIT 4 (17 


KD POLYPEPTIDE) 






gi I 81300 | pir | | S05340 plastoquinol--plastocyani'n reductase (EC 




1.10.99.1) 17K protein - 


green alga KS3/2 chloroplast 




Seq. No. 


44675 




Seq. ID 


OJ000350_09.0323 


C24 


Gene No. 


94224 




Strand 


+ 




Start 


2339 




End 


4125 




Name 


OJ000350 09.0323.C24 .ol. 


ts 


Method 


. TBLASTX: Soybean 




Start 


619 




'End 


1864 




GI 


none 




Score 


93 




Exons 


619. .684, 641. .685, 1669 


. .18 


63, 1673.. 


1864, 1694. .1864 





45797' 




Seq. No. 


44675 


Seq. ID 


OJ000350_09.0323.C24 


Gene No. 


94224 


Strand 


+ 


btarx 




End 


4125 ■ 


Name 


piinnn^cin nQ c\ r xo r \ c*oa r\0 
ujuuu jju uy . u j . bZ4 . oz . np 


Method 


AAT/NAP 


C4- -i -v- -f- 

otart 


z jjy 


End 


4125 


bl 


/ 4 1 JD4 U 


Score 


517 


Exons 


9^^Q 0"37n o 4 q q /HOC: 

zjjy . . zj> / u , j^yy. . 4 izo 






GI Descrip. 


(Aiiiozy/z; putative protein 


[Arabidopsis thaliana] 


Seq. No. 


44675 


Seq. ID 


OJ000350_09.0323.C24 


Gene No . 


Q A 0 O A 
y4 ZZ4 


Strand 


+ 


Start 


z Joy 


End 


4125 


Name 


ujuuuoou uy . ujz o . bZ4 . oi . tw 


Method 


TBLASTX: Wheat 


btart 


J4 y 4 


End 


4125 


bl 


none 


Score 


121 


Exons 


*5 / Q /i oti c "3C31 TQO/i oroo 
o4 y 4 . . O / ID , ODJl. . JOJ4, JDJ^ 


..3964, 3963. .4109, 3970. .4125 


Seq. No. 


44675 


Seq. ID 


OJ000350_09.0323.C24 


Gene No . 


OA 00 A 

y 4 ZZ4 


Strand 


+ 


Start 


z o o y 


End 


4125 


Name 


ujuuuodu uy . UoZo . bZ4 . OZ . t S 


Method 


TBLASTX: Soybean 


Start 


JOUU 


End 


4125 


bl 


none 


Score 


145 


Exons 


^cinri oocn ocon qtqo ttqc 
oOUU..oo3U, OD^U. . j/yj/ o/oO 


.'.3970, 3970. .4125, 3984. .4097 


Seq. No. 


44675 


Seq. ID 


OJ000350_09.0323.C24 


Gene No . 


y4ZZ4 


• Strand 


+ 


b tart 


z j j y 


End 


4125 


Name 


ujuuuoou u y . u jz j . bZ4 . oi . tm 


Method 


TBLASTX: Maize 


Start 


"5 c; c *7 


End 


4125 


bl 


none 


Score 


193 


Exons 




..3894, 3860. .3955, 3973. .4125 


oeq . no . 


4 4 O / O 


Seq. ID 


OJ991208_20.0406.C1 


Gene No. 


■ 94225 


Strand 




Start 


1 


End 


770 


Name 


ujyyizuo zu . U4 uo . bi . oi . gp 


Method 


AAT/GAP 


0 4- -> -v- 4- 

otart 


l 


End 


770 


bl 


b / D b J 1 . K1U84 


Score 


743 


Exons 


i ^ ^ "7 "5 1 nn 

1 . . JJO; /J1..//U 






bi uescrip. 


4 O 1 U O 0 X / y D \ HH1JZ 1 4 D y . 1 | j , Uc 


-14 (AC007017) unknown protein 




[Arabidopsis thaliana] 1 






Seq. No. 


44676 


Seq. ID 


OJ991208_20.0406.C1 


Gene No . 


QA o o t; 

y 4 zzo 


Strand 




btart 


1 


End 


770 


Name 


ujyyizuo zu.U4UD.bi.oi.gs 


Method 


GENSCAN 


C4- v+- 

btart 


Q 
O 


End 


358 


GI 


none 


. Score 


. 64 


Exons 


8. .128, 158. .358 






Seq. No. 


4 4 676 


Seq. ID 


OJ991208_20.0406.C1 


Gene No. 


94225 


Strand 




Start 


1 


End 


770 " 


Name 


OJ991208 20. 0406. CI. ol. tni 


Method 


TBLASTX: Maize 


Start 


40 


End 


769 



45798 




GI 


none 


Score 


131 


Exons 


40. .252, 43. .126, 45. .251, 54 


..260, 157. .252, 238. .324, 




306. .362, 313. .363, 314. .361, 


729 . .7 64 


, 731 ..769 


Seq. No. 


44677 


Seq. ID 


OJy9120o 20. 0406. Ci 


Gene No. 


94226 


Strands- 


+ 


Start 


1 


End 


933 


Name 


OJ991208 20.0406.C3.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


7 91 


GI 


4175 1.R1084 


Score 


1375 


Exons 


1..91, 174. .791 






GI Descrip. 


'2435519 4.0e-37 (AF024504) similar to 


mouse MEM3 (GB:U4702 




S. cerevisiae vacuolar sorting protein 


35 (SW/P34110) 




[Arabidopsis thaliana] 1 






Seq. No. 


44677 


Seq. ID 


OJ991208_20.0406.C3 


Gene No. 


94226 


Strand 


+ 


Start 


1 


End 


933 


Name 


OJ991208 20.0406.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


381 


GI 


6721117 


Score 


273 


Exons 


1..91, 174. .381 






GI Descrip. 


(AC007396) T4012.8 [Arabidopsis thaliana] 


Seq. No. 


44677 


Seq. ID 


OJ991208_20.0406.C3 


Gene No. 


94226 


Strand 


+ 


Start 


1 


End 


933 


Name 


OJ991208 20.0406.C3.ol.gs 


Method 


GENSCAN 


Start 


174 


End 


933 


GI 


none 


Score 


.79 


Exons 


174. .343, 896. .933 






Seq. No. 


44677 


Seq. ID 


OJ991208_20.0406.C3 


Gene No. 


94227 


Strand 


+ 


Start 


5489 


End 


9130 


Name 


OJ991208 20.0406.C3.o3.gs 


Method 


GENSCAN 


Start 


5489 , ' % 


End 


9093 


GI 


none 


Score 


.83 


Exons 


5489. .5635, 5759. .5819, 5896. 


.5932, 6393..6S23, 6603.. 6746, 




6842. .6932, 7129. .7262, 7390. 


.7521, 8632. .8758, 8846. .8900, 




8982. .9093 






Seq. No. 


44677 


Seq. ID ' 


OJ991208_20.0406.C3 


Gene No. 


94227 


Strand 


+ 


Start 


5489 


End 


9130 


Name 


OJ991208 20.0406.C3.o2.np 


Method 


AAT/NAP 


Start 


5526 


End 


9130 


GI 


4567275 


Score 


432 


Exons 


5526. .5635, 5759. .5819, 5896. 


.5932, 6393.-6885, 7127.. 7262, 




7390. .7529, 8532. .8582, 8676. 


.8758, 8846. .8900, 8982. .9130 


GI Descrip. 


(AC006841) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


44677 


Seq. ID 


OJ991208_20.0406.C3 


Gene No. 


94228 


Strand 




Start 


1649 


End 


4125 


Name 


OJ991208 20.0406.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


384 



45799 






GI 


none 




Score 


121 






Exons 


2. . 94, 3. . 92, 9. 


.104, 163. .384, 171.. 


368 






Seq. No. 


44677 




Seq. ID 


OJ991208_20.0406 


.C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


. 4125 






Name 


OJ991208 20.0406 


.C3.o2.tm 


Methoci 


TBLASTX: Maize 






Start 


2 




End 


663 






GI 


none 




Score 


127 






Exons 


2. .94, 3. .92, 6. 


.101, 163. .384, 171.. 


389, 458 . . 493, 499 


. . 61 






499. .600, 603. .647, 640. .663 










Seq. No. 


44677 




Seq. ID 


OJ991208_20.0406 


.C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


4125 






Name 


OJ991208 20.0406 


.C3.ol. tc 


Method 


TBLASTX: Cress 






Start 


23 




End 


378 






GI 


none 




Score 


84 






Exons 


23. .109, 24. .89, 


163. .378, 171. .374 








Seq. No. 


44677 




Seq. ID 


OJ991208_20.0406 


.C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


4125 




hsS 


Name 


OJ991208 20.0406 


.C3.o2.gs 


Method 


GENSCAN 




%J 


Start 


1649 




End 


4125 




V. 1 


GI 


none 




Score 


.85 




T I S 

: U 


Exons 


1649.. 2142, 2233 


..2408, 2513. 


.2648, 2887. .3050, 4058. .4125 


fl 


Seq. No. 


44677 




Seq. ID 


OJ991208_20.0406 


.C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


4125 




i y 


Name 


OJ991208 20.0406 


■C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


1650 




End 


2030 






GI 


none 




Score 


42 




: 5 


Exons 


1650. .1670, 1672 


..2028, 1673. 


.2029, 1680.. 2030 






Se'q. No. 


44677 




Seq. ID 


OJ991208_20.0406 


• G3 




Gene No. 


94228 




Strand 






5 ==. 


Start 


1649 




End 


4125 






Name 


OJ991208 20.0406 


.C3.o2.tc 


Method 


TBLASTX: Cress 




■= SB- 


Start 


1775 




End 


2006 






GI 


none 




Score 


169 






Exons 


1775. .2005, 1806 


. . 2006 










Seq. No. 


44677 




Seq. ID 


OJ991208_20.0406 


.C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


4125 






Name 


OJ991208 20.0406 


C3.o2.ts 


Method 


TBLASTX: Soybean 






Start 


1878 




End 


2125 






GI 


none 




Score 


117 






Exons 


1878.. 1997, 1889 


.2125 










Seq. No. ' 


44677 




Seq. ID 


OJ991208_20.0406 


C3 




Gene No. 


94228 




Strand 








Start 


1649 




End 


4125 






Name 


OJ991208 20.0406 


C3.o3.tm 


Method 


TBLASTX: Maize 






Start 


2030 




End 


2574 





45800 



GI 

Exons 



none Score 53 

2030. .2119, 2031. .2114, 2031. .2120, 2032. .2115, 2114. .2152, 

2115.. 2144, 2231.. 2284, 2231.. 2287, 2232.. 2288, 2288.. 2410, 

2289. .2414, 2507. .2572, 2512 .. 2574 2513 .. 2572 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



44677 
94229 
5470 

OJ991208_20. 0406.C3.o5.tm 
5470 



Seq. ID 

Strand 

End 

Method 
End 
Score 



none 
5470 
5759 

6393. .6491, 6393. .6512, 6394. .6513 



OJ991208_-20.0406.C3 
6513 

TBLASTX: Maize 

6513 

57 



5508, 5474. .5509, 5579. .5644, 5581. .5643, 5756. .5818, 
5821, 5761. .5820, 5883. .5921, 5883. .5933, 5894. .5956, 



Seq. No. 44677 

Gene No. 94230 

Start 7386 

Name OJ991208_20 . 0406. C3 . o4 .tin 

Start 7386 

GI none 

Exons 7386.. 7520, 7387.. 7521, 7388, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_20.0406.C3 
9083 

TBLASTX: Maize 

8735 

143 



,7522, 7389.. 7523, 8529.. 8582, 



8531. .8581, 8676..8735, 8676. .8732 



.Seq. No. 446.77 Seq. ID 

Gene No. 94230 Strand 

Start 7386 End 

Name OJ991208_20 . 04 06 . C3 . o3 . tc Method 

Start 8529 End 

GI none Score 
Exons 



OJ991208_20.0406.C3 
9083 

TBLASTX: Cress 
9083 
72 

8529. .8582, 8673. .8759, 8853. .8915, 8981. .9082, 8982. .9083 



OJ991208_20. 0406. C6 
712 

AAT/NAP 

712,.; 
121^ 



Seq. No. 44678 Seq. ID 

Gene No. 94231 Strand 

Start 1 • End 

Name ' ; OJ991208_20 . 04 06 . C6 . ol . np Method 

Start 1 End 

GI 2149640 Score 

Exons 1..63, 488.-594, 666. .712 

GI Descrip. (U91995) Argonaute protein [Arabidopsis thaliana] 

gi|5733867|gb|AAD49755.1|AC007932_3 (AC007932) Identical to 
gb | U91995 Argonaute protein from Arabidopsis thaliana. ESTs 
gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this 
gene . 



Seq. No. 


44679 








Seq. ID 


OJ991208 


Gene No. 


94232 








. Strand 


+ 


Start 


5101 








End 


5833 


Name 


OJ991208 20. 


,0406. 


C7 . q2 . 


■ gs 


Method 


GENSCAN 


Start 


5101 








End 


5833 


GI 


none 








Score 


. 64 


Exons 


5101. .5195, 


5428. 


.5833 








Seq. No. 


44679 








Seq. ID 


OJ991208 


Gene No. 


94233 








Strand 




Start 


1 








End 


3547 


Name 


OJ991208 20. 


.0406. 


C7.ol, 


,np 


Method 


AAT/NAP 



45801 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 3547 

4510428 Score 385 

1. .35,. 127. .276, 365.. 570, 2852.. 2979, 3132.. 3547 

(AC006929) Argonaute (AGOl) -like protein [Arabidopsis' thaliana] 



44679 
94233 
1 

OJ991208_20.04 06.C7.ol.gs 
99 

none 



Seq. ID OJ991208_20.0406.C7 
Strand 

End 3547 

Method GENSCAN 

End 3547 

Score .81 



99. .276, 365. .570, 2753. .2806, 2852. .3547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44679 
94233 
1 

OJ991208_20.04 06.C7.ol.tc 

'124 
''none 



Seq. ID OJ991208_20.0406.C7 
Strand 

End 3547 

Method TBLASTX: Cress 

End 2978 

Score 83 

124. .279, 132. .278, 368. .484, 382. .570, 407. .487, 2846. .2977, 
2847. .2978 



Seq. No. 44679 

Gene No. 94233 

Start 1 

Name OJ991208_20 . 0406 . C7 . ol . ts 

Start 124 

GI none 
Exons 



Seq. ID OJ991208_20. 0406.C7 
Strand 

End • 3547 

Method TBLASTX : Soybean 

End 571 

Score 87 



124. .279, 132. .278, 379. .570, 407. .571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44679 
94233 
1 

OJ991208_20.0406.C7 .ol . tm 

165 

none 



Seq. ID OJ991208_20. 0406.C7 
Strand 

End 3547 

Method TBLASTX : Mai ze 

End 558 

Score 80 



165. .272, 175. .273, 182. .298, 382. .558, 401. .487 



44680 
94234 
1177 

OJ991208_20.04 06.C8.ol.gs 

1177 

none 



Seq. ID OJ991208_20. 0-406. C8 

Strand + 

End 2642 

Method GENSCAN 

End 264 2 

Score .45 



1177. .1520, 1835. .2000, 2497. .2642 



Seq. No. 44680 

Gene No.' 94235 

Start 2964 

Name OJ991208_20 . 04 06 . C8 . o2 . gs 

Start 2964 

GI none 

Exons 2964.. 4286 



Seq. ID OJ991208_20.0406.C8 
Strand 

End 4387 

Method GENSCAN 

End 4286 

Score .97 



Seq. No. 
Gene No. 
Start 



44680 
94235 
2964 



Seq. ID OJ991208_20.0406.C8 
Strand 

End 4387 



45802 



Name 


OJ991208 20 . 0406 . C8 . ol . gp 


Method 


AAT/GAP 




Start 


3853 


End 


4387 




GI 


. none 


Score 


1026 




Exons 


3oo3 . .4 387 








beq. No. 


/i /i £ o n 
4 4 boU 


Seq. ID 


OJ991208 20.0406 


. C8 


uene ino . 


Q /l 9 ^ £ 


otrana 






btart 


34 U D 


End 


7831 




Name 


OJ991208 20.0406.C8.ol.np 


Method 


AAT/NAP 




Start 


5406 


End 


7831 




GI 


/ 4 o / 9oU 


Score 


711 




Exons 


5406. .5820, 7580. .7831 








GI Descrip. 


multidrug export protein 


homolog T8K22 


11 - Arabidopsis 


thaliana 




■ | T 1 O A A A 1 l_ t 7\ 7\ /""< 1 A A A ^7 ~\ 1 

gi | 318 428 0 [ gb | AAC18 927 . 1 | 


(AC004136) putative transport 


protein 




[Arabidopsis thaliana] 








Seq. No. 


44680 


Seq. , ID 


OJ991208_20.0406 


.C8 


Gene No. 


94237; 


Strand 






Start 


n o ez o. 

/o by 


End 


8285 




Name 


/-> t A A 1 AAA OA A/IA/~ ^ A — o 

OJ991208 20 . 0406 . Co . o2 . gp 


Method 


AAT/GAP 




Start 


78 69 


End 


8285 




GI 


A A A A A A A 

2428002 


Score 


746 




Exons ' 


7869. . 8285 








Seq. No. 


44680 


Seq. ID 


OJ991208_20.0406 


.C8 


Gene No. 


94 238 


Strand 






Start 


8 638 


End 


10765 




Name 


OJ991208 20.0406.C8.o3.gp 


Method 


AAT/GAP 




Start 


8638 


End 


10765 




GI 


5/441 1 . R1084 


Score 


1309 




Exons 


O A A OAT/" T A A A A T A vl A A 

8638..8976, 10298 10420, 


10524. . 10765 






GI Descrip. 


IA1AATCA/— -l — l | r~< IT A 1 A A C A 

2129752/pir | | S58123 5.0e- 


-28 thioredoxin - Arabidopsis thaliana 




\ ~ j n n o n r ^ i_ ai7\7\o>i/"ia 

>gi 992964 emb CAA84612 


(Z35475) thioredoxin [Arabidop 


sis 




thaliana] 








Seq. No. 


A A £ O A 

4 4 boU 


Seq. ID. 


OJ991208_20.0406, 


.C8 


Gene No. 


o. a o a o 


Strand 






Start 


8638 . 


End " 


10765. . 




Name 


OJ991208 20.0406.C8.o2.np 


Method 


AAT/NAP 




Start 


8848 


End 


10673 




GI 


2129752 


Score 


248 




Exons 


8848. .8976, 10298. .10420, 


10524 . .10673 






GI Descrip. 


thioredoxin - Arabidopsis 


thaliana gi | 992964 | emb | CAA8 4 612 | 




(Z35475) thioredoxin [Arabidopsis thaliana] 




Seq. No. 


44680 


Seq. ID 


OJ991208_20.0406 


.C8 


Gene No. 


94239 


Strand 






Start 


11108 


End 


14075 




Name 


OJ991208 20.0406.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3731 


End 


10643 




GI 


none 


Score 


82 




Exons 


3731. .3832, 10298. .10375, 


10298. .10429, 


10302. . 10421, 






10521. .10643 








Seq. No. 


44680 


Seq. ID 


OJ991208_20.0406 


.C8 


Gene No. 


94239 


Strand 






Start 


11108 


End 


14075 





45803 




Name 


OJ991208 20.0406.C8.ol.tm 


Method 


TBLASTX: Maize 


btart: 


8834 


End 


10682 




bl 


none 


Score 


159 




Exons 


8834. .8977, 8836. .8982, 8837. .8977, 10298 .. 104 17 , 


lUZyo . . I04^y , 




i n^n9 in/191 insm in^^R 

!UOU^..lUfi£l, 1U3U1..1UOOO, 


10521.. 10682 




Seq. No. 


yl A £ Q O 
41 H DO U 


Seq. ID 


OJ991208_20 


.0406.C8 


Gene No. 


y 4i z j y 


Strand 






Qt- ar f 
jLait 


1 ii no 
1 1 1 U o 


End 


14075 




Name 


ATQQi OHO. OH C\AC\£ r*Q /-re? 

ujyyizuo zu . u 4 u o . bo . 04 . gs 


Method 


GENSCAN 




C -4- -t -v-^ 

btart 


111 HQ 
1 1 lUO 


End 


13417 




bl 


none 


Score 


.69 




Exons 


11108. .11263, 11701. .11843, 


13411. .13417 




beq. no. 


44680 


Seq. ID 


OJ991208_20 


.0406.C8 


bene jno . 


94239 


Strand 






o tart. 


11108 


End 


14075 




Name 


OJ991208 20.0406.C8.o4 . gp 


Method 


AAT/GAP 




Start 


11318 


End 


13049 




bl 


31068 1.R1084 


Score 


1240 




Exons 


11318. .11843, 12919. .13049 








GI Descrip. 


'5453694/ref |NP 006328 . 1 | pICP22BP | 4.0e-14 cell cycle-regulated 




factor (78 kDa) >gi_3201964 


(AF068007) 


i cell cycle- 


regulated 




factor p78 [Homo sapiens] 1 








beq. no. 


44 680 


Seq. ID 


OJ991208_20 


.0406. C8 


Gene No. 


94239 


Strand 






Start 


11108 


End 


14075 




Name 


OJ991208 20 . 0406 . C8 . o3 . np 


Method 


AAT/NAP 




btart 


11766 


End 


14075 






7288013 


Score 


117 




Exons 


11766. .11843, 12919. .13047, 


14053. .14075 




GI Descrip. 


(AL132971) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


44681 


Seq. ID 


OJ991208_20 


.0406. C10 


Gene No. 


94240 


Strand 






oTzart 


253 


End 


326 




Name 


OJ991208 20.0406.C10.ol.gs 


Method 


GENSCAN 




Cf i -r- +- 

btart 


253 


End 


326 




bl 


none 


Score 


. 62 




Exons 


253. .326 








beq. jno. 


44682 


Seq. ID 


OJ991208_20 


.0406. C13 


bene ino . 


94241 ' 


Strand 


+ 




Start 


18215 


End 


18610 




Name 


OJ991208 20.0406.C13.o4.gp 


Method 


AAT/GAP 




otart 


18215 


End 


18610 




bl 


uC-osflcypl34f lOal 


Score 


742 




; Exons 


18215. .18610 








GI Descrip. 


•4063746 1.0e-36 (AC005851) 


nodulin-like protein [Arabidopsis 




thaliana] 1 








Seq. No. 


44682 


Seq. ID 


OJ991208_20 


.0406'.C13 


Gene No. 


94242 


Strand 






Start 


1 


End 


4298 




Name 


OJ991208 20.0406.C13.ol.gp 


Method . 


AAT/GAP 




Start 


1 


• End 


591 





45804 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20200_1.R1084 Score 456 

1..206, 494. .591 

•4204304 4.0e-34 (AC003027) lcl_prt_seq No definition line found 
[Arabidopsis thaliana] ' • - 



44682 
94242 
1 

OJ991208_20. 04 06.C13.ol.np 



4204304 
1..206, 494 
2241. .2312, 



, .778, 1199. . 1294, 
2840.. 2936, 3793. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1852 



OJ991208 20.0406.C13 



4298 
AAT/NAP 
4295 
1061 
1992, 2085. 



.2147, 



3884, 3990.. 4295 
(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



o e q • in o . 


A A £Q 0 
H f± D 0 Z 




Seq. ID 


OJ991208_ 


on n a c\a f i *3 
ZU . U4Ub . LI 3 


pono NT <*>, 






Strand 






Cfari- 
OLalL 


± 




End 


4298 




Nanie 


H TQQ1 OHQ on f\ A f\C 


.C13.ol.gs 


Method 


GENSCAN 




Start 


48 




End 


4298 . 




GI 


none 




Score 


.76 




Exons 


48. .206, 494. .77* 


3, 1199. .1294, 


1852. . 


1992, 2241. 


.2312, 




2840.. 2936, 3793, 


..3884, 3990.. 


4298 






Seq. No. 


44682 




Seq. ID 


OJ991208_ 


20.0406.C13 


Gene No. 


94243 




Strand 






Start 


6296 




End 


8239 




Name 


OJ991208 20.0406. 


.C13.o2.gp 


Method 


AAT/GAP 




Start 


6065 


End 


6726 




GI 


33713 1.R1084 




Score 


1249 




Exons 


6065. .6726 










GI Descrip. 


M063746 1.0e-36 


(AC005851) nodulin-like protein 


[Arabidops: 




thaliana] 1 










Seq. No. 


44682 




Seq. ID 


OJ991208_ 


20.0406.C13 


Gene No. 


94243 




Strand 






Start 


6296 




End 


8239 




Name 


OJ991208 20.0406. 


.C13.o2.gs 


Method 


GENSCAN 




Start 


6296 




End 


8182 




GI 


none 




Score 


1 




Exons 


6296. .8182 











Seq. No. 44682 Seq. ID 

Gene No. 94243 Strand 

Start 6296 End 

Name OJ991208_20 . 04 06 . CI 3 . o2 . np Method 

Start 6296 . End 

GI 7487051 Score 

Exons 6296.. 7483, 7523.. 8138 

GI Descrip. hypothetical protein T16B24.15 - Arabidopsis 
gi|3402684 I gb | AAC28 987 . 1 | (AC004697) nodulin 
[Arabidopsis thaliana] 



OJ991208_20.0406.C13 

8239 
AAT/NAP 
8138 
1678 



thaliana 
■like protein 



Seq. No. 
Gene No. 
Start 



44682 
94243 
6296 



Seq. ID 

Strand 

End 



OJ991208 20.0406.C13 



8239 



45805 






Name 


OJ991208 20.0406.C13.o3 


.gp 


Method 


AAT/GAP 




Start 


7730 




End 


8239 




GI 


4715379 




Score 


955 




Exons 


7730.. 8239 










GI Descrip. 


4063746 1.0e-36 (AC005851) nodulin-like protein [Arabidopsi 






thaliana] 










Seq. No. 


44682 




Seq. ID 


OJ991208_20.0406.C13 




Gene No. 


94244 




Strand 






Start 


10951 




End 


33875 




Name 


OJ991208 20.0406.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


96 




End 


1987 




GI 


none 




Score 


113 




Exons 


96. .209, 96. .209, 98. .226, 116. .220, 


474. .779, 486. .677, 






487. .780, 488. .781, 488 


. .781, 


1184. .1297, 1198. .1296, 






1848. .1985, 1851. .1985, 


1852 . 


.1986, 1853. .1987 




Seq. No. 


a a f a o 

4 4 682 




Seq. ID 


OJ991208_20.0406.C13 




Gene No. 


94244 




Strand 






Start 


10951 




End 


33875 




Name 


OJ991208_20.0406.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 87 




End 


656 




GI 


none 




Score 


223 


£3 


Exons 


487. .654, 488.. 655, 495 


. . 656 








Seq. No. 


44682 




Seq. ID 


OJ991208_20.0406.C13 


FLJ 


Gene No. 


94244 




Strand 




r ^ 


Start 


10951 




End 


33875 


s . 3 


Name 


OJ991208 20.0406.C13.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


587 




End 


781 


. =| 


GI 


none 




Score 


168 


= ^ 


Exons 


587. .781, 594. .779, 605 


. . 781 






f ^ 


Seq. No. 


44682 




■Seq. ID 


OJ991208_20.0406.C13 




Gene No. 


94244 




Strand 




~ '■;>§ 


Start 


10951 ■ 




End 


33875 




Name 


ojyyizoo . 04 06 . ci3 . oi 


. tc 


Method 


TBLASTX: Cress 


=i 


Start 


6440 




End 


7100 




GI 


none 




Score 


87 


r ^ 


Exons 


6440. .6550, 6560. .6946, 


6672. 


.6938, 6941. .7099, 6957. .7100 




Seq. No. 


44682 




Seq. ID 


OJ991208_20.0406.C13 




Gene No. 


94244 




Strand 






Start 


10951 




End 


33875 




Name 


OJ991208 20.0406.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6446 




End 


6832 




GI 


none 




Score 


42 




Exons 


6446. .6484, 6450'.. 6485, 


.6488. 


.6580, 6489. .6590, 6543.. 6830, 






6545. .6832 










Seq. No. 


44682 




Seq. ID 


OJ991208_20.0406.C13 




Gene No. 


94244 




Strand 






Start 


10951 




End 


33875 




Name 


OJ991208 20.-0406.C13.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


6614 




End 


7004 




GI 


none 




Score 


276 




Exons 


6614 . .7000, 6651. .7004 









45806 




Seq. No. 


44682 


Seq. ID 


OJ991208 


_20.0406 


.C13 


Gene No. 


94244 


Strand 








Start 


10951 


■ End 


33875 






Name 


OJ991208 20.0406.C13.o4 . tm 


Method 


TBLASTX: 


Maize 




btart 


6851 


End 


7304 






bl ■ 


none 


Score 


309 






Exons 


6851. .7123, 6858. .7112, 7036. .7131, 7251. .7304 






Seq. No. 


44682 


Seq. ID 


OJ991208 


_20.0406 


.C13 


Gene No. 


94244 


Strand 








Start 


10951 


End 


33875 






Name 


OJ991208 20.0406.C13.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


7529 


End 


7913 






bl 


none 


Score 


237 






Exons 


7529. .7912, 7530. .7811, 7835.-7888, 7878. .7913 






Seq. No. 


44682 


Seq. ID 


OJ 991208 


_20.0406 


.C13 


Gene No . 


94244 


Strand 








Start 


10951 


End 


33875 






Name 


OJ991208 20.0406.C13.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


7616 


End 


8080 






GI 


none 


Score 


113 






Exons 


7616.:8080, 7644. .7817, 7911. .7967 








Seq. No. 


44682 


Seq. ID 


OJ991208 


_20.0406 


.C13 


Gene No . 


94244 


Strand 








Start 


10951 


End 


33875 






Name .. 


OJ991208 20.0406.C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


7640 


End 


8113 






GI 


none 


Score 


500 






Exons 


7640. .8113, 7647. .8096 










Seq. No. 


44682 . 


Seq. ID 


OJ991208 


_20.0406 


.C13 


Gene No. 


94244 


Strand 








Start 


10951 . 


End 


33875 






Name 


• OJ991208 20.0406.C13.o5.ts 


Method 


TBLASTX: 


Soybean 




Start 


7913 


End 


8095 




bl 


none 


Score 


140 






Exons 


7913. .8095, 7914. .8093 










Seq. No. 


44682 


Seq. ID 


OJ991208 


OA A A A /~ 

20.04 06 


. C13 


Gene No . 


94244 


Strand 








Start 


10951 


End . 


33875 






Name 


OJ991208 20.0406.C13.o3.gs 


Method 


GENSCAN 






Start 


10951 


End 


33875 






GI 


none 


Score 


.56 






Exons 


10951. .11042, 12786. .12946, 


15260. .15333, 17633 


. . 17772, 






18 682. .18752, 19358. .194 77, 


20116. .20236, 20318 


. .20390, 






21098. .21220, 214 14 .. 21514 , 


21635. .21829, 22162 


. . 22213, 






23328.-23645, 25033 .. 25313, 


25586. .2602 


8, 27817 


. .28097, 






29132. .29409, 30407 .. 30599, 


30718. .30792, 31009 


. .31116, 






31237. .31437, 317 34. .31811, 


32372. .32455, 33098 


. .33189, 






33284 . .33875 










Seq. No. 


44682 


Seq. ID 


OJ991208 


_20.0406. 


C13 


Gene No. 


94244 


Strand 









45807 



Start 


10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. o3 . np 


Method 


AAT/NAP 






Start 


18416 






End 


21823 






GI ■ - 


4678948 




Score 


614 






Exons 


18416. 


.18607, 18682. 


1 O 1 c o 

. 18752, 


19358. . 19477, 20116 


. .20236, 






20318. 


.20390, 20487. 


.20586, 


20868. .20959, 21098 


. .21239, 






21420. 


.21494, 21618. 


. 21823 










GI Descrip. 


(AL049711) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


44682 






Seq. ID 


OJ991208 


_20.0406 


-C13 


Gene No. 


94244 






Strand 








Start 


10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. o 5 . gp 


Method 


AAT/GAP 






Start 


19097 






End 


19364 






GI 


none 






Score 


449 






Exons 


19097. 


.19364 












Seq. No. 


44682 






Seq. ID 


OJ991208 


_20.0406 


.C13 


Gene No. 


94244 






Strand 








Start 


-10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. o7 . tm 


Method 


TBLASTX : 


yiaize 




Start 


19438 






End 


21194 






GI 


none 






Score 


153 






Exons 


19438. 


.19488, 20105". 


. 20209, 


20109. .20237, 20110 


. .20253, 






20110. 


.20250, 20316. 


rt rt rt rt 

. 20390, 


20316. .20390, 20317 


. .20391, 






20317. 


.20391, 20455. 


.20589, 


20457. .20588, 20485 


. .20589, 






20862. 


.20960, 20862. 


. 20960, 


20870. .20962, 20870 


. .20962, 






20887. 


.20964, 21078. 


.21185, 


21096. .21194, 21098 


. .21190 




Seq. No. 


44682 






Seq. ID 


OJ991208 


_20.0406 


C13 


Gene No. 


94244 






Strand 








Start 


10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


20532 






End 


21493 






GI 


none 






Score 


71 






Exons 


20532. 


.20588, 20533. 


. 20592, 


20862. .20960, 20873 


. .20959, 






,21080. 


.21259, 21419. 


.214 93 










Seq. No. 


44682 






Seq. ID 


OJ991208 


_20.0406 


C13 


Gene No. 


94244 






Strand 








Start 


10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. 06 . tm 


Method 


TBLASTX: 


^Iaize 




Start 


30198 






End 


30793 






GI 


none 






Score 


116 






Exons 


30198. 


.30275, 30205. 


*\ /"\ rt rt rt, 

. 30282, 


30206. .30280, 30210 


. .30290, 






30378. 


.30599, 30399. 


. 30446, 


30400. .30600, 30401 


. .30601, 






30416. 


.30601, 30486. 


. 30605, 


30716. .30787, 30717 


. .30785, 






30718. 


.30792, 30719. 


. 30793 










Seq. No. 


44682 






Seq. ID 


OJ991208_ 


_20.0406. 


C13 


Gene No. 


94244 






Strand 








Start 


10951 






End 


33875 






Name 


OJ991208 20.0406.C13 


. o4 . np 


Method 


AAT/NAP 






Start 


30718 






End 


33656 . 






GI 


129021 






Score 


289 






Exons 


30718. 


.30792, 31009. 


.31116, 


31237. .31437, 31734 


. .31811, 






33053. 


.33211, 33319. 


.33509, 


33600. .33656 







45808 



GI Descrip. SPOOB-ASSOCIATED GTP-BINDING PROTEIN gi | 98326 | pir | | B32804 
GTP-binding protein, spoOB 3' -region - Bacillus subtilis 
gi 1 508979 (M24537) GTP-binding protein [Bacillus subtilis] 
gi I 2635257 |emb|CAB14752| (Z99118) GTPase activity [Bacillus 
subtilis] 



Seq. No. 44682 

Gene No. 94244 

Start 10951 

Name OJ991208_20 . 04 06 . C13 . 06 . ts 

Start 30724 

GI none 

Exons 30724. .30795, 31009 .. 31119, 
31241. .31297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_20.0406.C13 
33875 

TBLASTX: Soybean 

31332 

92 



31009. .31119, 31231. .31332, 



Seq. No. 44682 

Gene No. 94244 

Start 10951 

Name OJ991208_20 . 0406 . C13 . o5 . tm 

Start 33326 

GI none 

Exons 33326. .33397, 33327 .. 33422 , 
33522. .33662, 33559.. 33663 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991208_20.0406.C13 
33875 

TBLASTX: Maize 

33663 

60 



33327. .33515, 33382 . 33513, 



Seq. No. 44682 Seq. ID 

Gene No. 94244 Strand 

Start 10951 End 

Name OJ991208_20 . 0406 . C13 . o3 . ts Method 

Start 33330 End 

GI none Score 
Exons 



OJ991208_20.0406.C13 
33875 

TBLASTX: Soybean 

33750 

37 



33330. .33512, 33353 33391 , 33451 .. 33513, 33594 .. 33683, 
33598. .33669, 33700.. 33750 



Seq. No. 44683 Seq. ID 

Gene No.. 94245 Strand 

.Start 218 End 

Name - OJ991208_20 . 04 06 . C14 . ol . gp Method 

Start 218 End 

GI none Score 

Exons 218.. 602 



OJ991208_20.04 06.C14 
+ 

602 

AAT/GAP 

602 

662 



Seq. No. 


44683 




Seq. ID 


OJ991208 


_20.0406 


Gene No. 


94246 




Strand 






Start 


301 




End 


2613 




Name 


OJ991208 


20.0406.C14 


.ol.gs Method 


GENSCAN 




Start • 


301 




End 


2603 




GI 


none 




Score 


.64 




Exons 


301. .466, 


577. .599, - 


885. .1020, 1517.. 


1585, 2255 


. .2603 


Seq. No. 


44683 




Seq. ID 


OJ991208_ 


_20.0406 


Gene No. 


94246 




Strand 






Start 


301 




End 


2613 




Name 


OJ991208 


20.0406.C14 


.ol.np Method 


AAT/NAP 




Start 


576 




End 


2603 




GI 


629783 




Score 


656 




Exons 


576. .602, 


885. . 1020, 


1517. .1585, 2255 


. .2603 





GI Descrip. ES43 protein - barley gi 1 134 5528 | emb | CAA54 682 | (X77575) ES43 



45809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Hordeum vulgare] 

44683 
94246 
301 

OJ991-208_20.0406.C14 .ol.tm 

882 

none 



Seq. ID OJ991208_20.0406.C14 
Strand 

End 2613 

Method TBLASTX : Maize 

End 2610 

Score 143 



882. .1019, 883. .1032, 887. .1021, 1504. .1599, 1514. .1606, 
1515. .1583, 1516. .1584, 2252. .2605, 2254. .2610, 2255. .2602 



44683 
94246 
301 

OJ991208_20.04 06.C14.ol.ts 

1516 

none 

1516. .1584, 1517. .1582, 2252. 
2254. .2511, 2494. .2610, 2531, 



Seq. ID OJ991208_20.0406.C14 
Strand 

End 2613 

Method TBLASTX : Soybean 

End 2611 

Score 59 

.2506, 2252. .2488, 2253. .2489, 
.2611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

ExonSs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44683 
94246 
301 

OJ991208_20.0406.C14 . o2 . gp 
2254 

46243JL.R1084 
2254. .2603 

1 629783/pir| IS44281 3.0e-58 ES43 protein - barley 

>gi_134 5528_emb_CAA54 682_ (X77575) ES43 [Hordeum vulgare] ' 



Seq. ID OJ991208_20.0406.C14 
Strand 

End 2613 

Method AAT/GAP 

End 2603 

Score 622 



44683 
94246 
301 

OJ991208_20.0406.C14.ol.tc 

2329 

none 



Seq. ID OJ991208_20.0406.C14 
Strand 

End 2613 

Method TBLASTX : Cress 

End 2613 

Score 113 



2329. .2520, 2329. .2589, 2330. .2563, 2530 .. 2 613, ■ 2531 .. 2 605 



44684 
94247 
1821 

OJ991208_20.0406.C15.ol.gp 
1821 

46243_1.R1084 
1821. .2061 

'629783/pirl IS44281 3.0e-58 ES43 protein - barley 
>gi_1345528_emb_CAA54682_ (X77575) ES43 [Hordeum vulgare] 1 



Seq. ID OJ991208_20.0406.C15 

Strand + 

End 2061 

Method AAT/GAP 

End 2061 

Score 428 



44684 
94248 
5788 

OJ991208_20.0406.C15.o2.gs 

5788 

none 

5788. .6122, 7126. .7744 



Seq. ID OJ991208_20.0406.C15 

Strand + 

End 7744 

Method GENSCAN 

End 7744 

Score . 64 



Seq. No. 



44684 



Seq. ID OJ991208_20.0406.C15 



45810 




Gene No. 


94248 






Strand 


+ 




Start 


5788 






End 


7744 




Naine 


D.TQQ1 90 


.0406 


.C15.o2.np 


.Method 


AAT/NAP 




otart 


JOUj 






End 


6269 




PT 
bl 


D / U Dfi 1 0 






Score 


81 




Exons 


JOUj . . OUZO/ 


6212 


. .6269 










f AT.l "3^94ff ^ 

V MIj 1 J JltO ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


44684 






Seq. ID 


OJ991208_20.0406 


.C15 


Gene No. 


94249 






Strand 








603 






End 


4134 




Name 


OJ991208 20 


.0406 


.C15.ol.gs 


Method 


GENSCAN 




Of n v+- 

otart 


603 






End 


4101 




PT 


none 






Score 


.74 




Exons 


603.. 820, 1831.. 


1930, 3519.. 


3728, 3868 


. .4101 




oeq . no . 


44684 






Seq.' ID 


OJ991208_20.0406. 


C15 


Gene No. . 


94249 






Strand 






Start 


603 






End 


4134 




Name 


n tqqi one on 
Uu yyizUo z(J 


.0406 


. C 1 5 . o 1 . np 


Method 


AAT/NAP 




Of y- -f- 


3351 






End 


4134 




p t 


6562256 






Score 


628 




Exons 


3351. .3707, 


3800 


. .4134 








bi uescnp . 


(AL132980) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


44684 






Seq. ID 


OJ991208_20.0406. 


C15 


Gene No. 


94250 






Strand 






Cf 3 y+- 


8981 






End " 


9160 




Name 




.0406 


.C15.o2. tm 


Method 


TBLASTX: Maize 




Q -f- o 


3340 






End 


3558 




PT 


none 






Score 


264 




Exons 


3340. .3558, 


3340 


..3546, 3366 


. .3557 






Cert M/-s 

oeq. wo. 


44684 






Seq. ID 


OJ991208_20.0406. 


CIS 


Gene No. 


94250 






Strand 






Start 


8981 






End 


9160 




Name 


OJ991208 20 


.0406 


C15.ol.ts 


Method 


TBLASTX: Soybean 




Q -|- -a v--f- 


334 8 






End 


4104 




PT 
bl 


none 






Score 


68 




T7* v /"\ r*» e? 


3348. .3566, 


3349 


.3567, 3363 


..3566, 358 


38.. 3695, 3595.. 3696, 




3868. .4104, 


3893 


.4084, 3903 


. .4103 






C Art M/-\ 
ocCJ. In O . 


44684 






Seq. ID 


OJ991208_20.0406. 


C15 


Gene No. 


94250 






Strand 






Start 


8981 






End 


9160 




Name 


OJ991208 20 


.0406. 


C15.ol.tm 


Method 


TBLASTX: Maize 




Q +- -a r- 4- 
OLalL 


3558 






End 


4102 




PT 
bl 


none 






Score 


2'27 




Exons 


3558. .3731, 


3559. 


.3729, 3.650 


..3730, 3868. .4101, 3878. .4102, 




3878. .4102 










Seq. No. 


44684 






Seq. ID 


OJ991208_20.0406. 


C15 


Gene No. 


94250 






Strand 






Start 


8981 






End 


9160 




Name 


OJ991208 20 


.0406. 


C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


3931 






End 


4111 




GI 


none 






Score 


144 





45811 



Exons 



3931. .4071, 3932. .4111 



Seq. No. 44684 

Gene No. 94250 

Start 8981 

Name OJ991208_20 . 0406 . C15 . o3 . gs 

Start 8981 

GI none 

Exons 8981.. 9160 



Seq. ID OJ991208_20.0406.C15 
Strand 

End 9160 

Method GEN SCAN 

End 9160 

Score .78 



Seq. No. 44685 
Gene No. 94251 
Start 1 

Name OJ991208_20 . 04 06 . CI 6 . ol . np 

Start 1 
GI 5882740 
Exons 1..205, 281. .512, 612.. 907 

GI Descrip. (AC008263) F25A4.20 [Arabidopsis thaliana] 

gi | 6646781 |gb| AAFZ1093..1 1 AC013258_31 (AC013258) hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ991208_20.0406.C16 
Strand 

End 907 

Method AAT/NAP 

End 907 

Score 222 



Seq. No. 44685 

Gene No. 94251 

Start 1 

Name OJ991208_20 . 0406 . C16 . ol . gs 

Start 4 

GI none 

Exons 4.. 786 



Seq. ID OJ991208_20.0406.C16 
Strand 

End 9.07 

Method GENSCAN 

End 786 

Score .93 



Seq. No. 44685 

Gene No. 94251 

Start 1 

Name OJ991208_20 . 0406 . C16 . ol . tc 

Start 22 

GI none 

Exons 22.. 192, 6£0..897, 680.. 898 



Seq. ID OJ991208_20.0406.C16 
Strand 

End 907 

Method TBLASTX : Cress 

End 898 

Score 138 



Seq. No. " 44685 

Gene No. 94251 

Start 1 

Name OJ991208_20 . 0406 . C16 . ol . ts 

Start 616 

GI none 

Exons 616.. 894, 617.. 895, 61E 



Seq. ID OJ991208_20.0406.C16 
Strand 

End 907 

Method TBLASTX : Soybean 

End 897 

Score 180 
396, 712. .897 



Seq. No. 44685 

Gene No. 94251 

Start 1 

Name OJ991208_20 . 04.06 . C16 . ol . tm 

Start 658 

GI none 

Exons 658.. 906, 683.. 898 



Seq. ID OJ991208_20.0406.C16 
Strand 

End 907 

Method TBLASTX : Mai ze 

End 906 

Score 111 



Seq. No. 44686 

Gene No. 94252 

Start 5081 

Name OJ991208_20 . 04 06 . C17 . o2 . np 



Seq. ID OJ991208_20.0406.C17 

Strand + 

End 12049 

Method AAT/NAP 



45812 



Start 5081 End 11795 

GI 7489011 Score 167 

Exons 5081.. 5170, 7209.. 7302, 9552.. 9746, 10523 .. 10669, 11697.. 11795 

GI Descrip. glycine-rich protein Tfm5 - tomato gi 1 1166450 | emb | CAA64559 . 1 1 
(X95262) Tfm5 [Lycopersicon esculentum] 





beg . ino . 


A A £?l £ 
H ft DO O 


beg. id 






Gene No . 




btrana 


+ 




Start 


5081 


End 


12049 




Name 


OJ991208_20.04 06.C17.o2.gs 


Method 


GENSCAN 




OLall. 


o / JO 


End 


9839 






none 


Score 


.51 




Exons 


QT3Q R 7 >1 "3 Qyl C") Q R *3 Q 
O / JO . .0 1 H 3 f yHDj. . y O J y 








beg. no. 


/l / a R £ 


Seq. ID 


OJ991208_20.0406.C17 




Gene No . 


Q A 0 R 0 

y *i z dz 


Strand 


+ 




b tar z 


DUol 


End 


12049 




Name 


UU-/-?JLZUO . U4UD . LI / • Oj • gs 


Method 


GENSCAN 




b tar t 


10445 


End 


12049 




GI 


none 


Score 


.52 




Exons 


10445. .10899, 11704 .. 11838 , 


11864.. 12049 




Seg. No. 


44686 


Seg. ID 


OJ991208_20.0406.C17 


- « 


Gene No . 


94253 


Strand 




% J 


btart 


1 


End 


6983 


f rs 


Name 


OJ991208 20.0406.C17.ol.gp 


Method 


AAT/GAP 


fjj 


Start 


1 


End 


226 




GI 


25300 T.R1084 


Score 


248 


fl 

rr= 


Exons 


1..80, 151. .226 






■= ■» 


ui uescrip. 


•2435519 1.0e-123 (AF024504) 


similar to mouse MEM3 (GB:U47024 






and S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 


f u 




[Arabidopsis thaliana] 1 








beg. no. 


44686 


Seg. ID 


OJ991208_20.0406.C17 


f 1 


Gene No . 


94253 


Strand 






b rar r 


1 


End. 


6983 


f ™ 


Name 


OJ991208 20.0406.C17.ol.np 


Method 


AAT/NAP " 




C "I- •= tr. 4- ' 


1 


End 


3541 




n t 


6598811 


Score 


1116 




Exons 


1..80, 151. .225, 788. .910, 989. .1078, 


1165. .1221, 1460. .1547, 






2111.. 2296, 3045.. 3171, 3267 


..3363, 3449. .3541 




GI Descrip. 


(AF024504) putative vacuolar 


sorting-associated protein 






[Arabidopsis thaliana] 








Sea No 


44686 


Seg. ID 


OJ991208_20.0406.C17 




Gene No. 


9425,3 


Strand 






Start 


1 


End 


6983 




Name 


OJ991208 20.0406.C17.ol.gs 


Method 


GENSCAN 




Start 


21., 


End 


6983 




GI 


none 


Score 


.79 




Exons 


21. .80, 151. .225, 989. .1078, 


1460. .1547, 2111. .2296, 3045. .31' 






3267.. 3363, 3449.. 3812, 6309 


. .6460, 6768. . 6983 




Seg. No. 


44686 


Seq. ID 


OJ991208_20.0406.C17 ' 




Gene No."- 


94253 


Strand 






Start 


1 


End 


6983 




Name 


OJ991208 20.0406.C17.o2.gp 


Method 


AAT/GAP 



45813 



Start 


3083 


End 


3596 




GI 


426219 


Score 


592 




Exons 


3083.. 3171, 3267.. 3363, 3449. 


3596 






GI Descrip. 


2435519- 5. Oe-34 (AF024504) similar to 


mouse ' MEM3 (GB: U4 7024 




S. cerevisiae vacuolar sorting protein 


35 (SW;P34110) 






[Arabidopsis thaliana] 








Seq. No. 


44686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No. 


94253 


Strand 






Start 


1 


End 


6983 




Name 


OJ991208 20.0406.C17.o3.gp 


Method 


AAT/GAP 




Start 


5938 


End 


6942 




GI 


62018 1.R1084 


Score 


926 




Exons 


5938.. 6108, 6309.. 6460, 6768.. 


6942 






GI Descrip. 


'2435519 5. Oe-34 (AF024504) similar to 


mouse MEM3 (GB:U4702 




S. cerevisiae vacuolar sorting protein 


35 (SW;P34110) 






[Arabidopsis thaliana] ' 








Seq. No. 


44 686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No. 


94254 


Strand 






Start 


11056 


End 


11153 




Name 


OJ991208 20.0406.C17.o4.np 


Method 


AAT/NAP 




Start 


11056 


End 


11153 




GI 


5777617 


Score 


74 * 




Exons 


11056 . . 11153 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


44686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No . 


94255 


Strand 






Start 


11816 


End 


12225 




Name 


OJ991208 20.0406.C17.o3.tm 


Method 


TBLASTX: Maize 




Start 


13 


End 


926 




GI 


none 


Score 


100 




Exons 


13. .81, 18. .83, 148. .228, 149. 


.226, 149. .229, 151. .228, 






788. .913, 790. .921, 792. .923, 


798. . 926 






Seq. .No. 


44686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No. 


94255 


Strand 






Start 


11816 


End 


12225 




Name 


OJ991208 20.0406.C17.o2.ts 


Method 


TBLASTX: Soybean 




Start 


48 


End 


2295 




GI 


none 


Score 


61 




Exons 


48. .83, 52. .90, 181. .237, 182. 


.229, 777. .914, 782. .913, 






787. .915, 980. .1078, 981. .1112 


, 1162.. 


1224, 1460. .1546, 






1467. .1538, 1967. .2083, 2113.. 


2295, 2183. .2293 




Seq. No. 


44686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No. 


94255 


Strand 






Start 


11816 


End 


12.225 




Name 


OJ991208 20.0406.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


' 1460 


End 


2293 




GI 


none 


Score 


104 




Exons 


1460. .1546, 1460. .1546, 1461.. 


1547, 2107.. 2286, 2110.. 22 


86, 




2126.. 2287, 2183.. 2293 








Seq. No. 


44686 


Seq. ID 


OJ991208_20.0406. 


C17 


Gene No. 


94255 


Strand 







45814 






Start 


11816 




End 


12225 




Name 


atqqi ono on n a n c i n ^ i 

ujyyizuo zv . U4 uo . ci / . oi 


. tc 


Method 


TBLASTX: Cress 




Start 


214 6 




End 


3526 ■ 




GI 


none 




Score 


92 




Exohs 


zl4o..zzyo, zlDD. .zjOo, 


O 1 C A 

Z 1 o4 . 


.2280, 2183.. 2293, 3029.. 3130, 






ti m n /"Q OO/TQ 1 ')'7 O 

olU / ... olby, o z o o . . 3 o / z , 


3Z 1 Z . 


.3364, 3449.-3526, 3449.-3526 




Seq. No. 


A A CO C 

4 4 DO O 




Seq. ID 


OJ991208_20.0406.C17 




Gene No. 


94255 




Strand 






Start 


11816 




End 


12225 




Name 


ujyyizuo zu.u^UD.oi/.oi, 


. ts 


Method 


TBLASTX: Soybean 




Start 


3Uz y 




End 


3529 




GI 


none 




Score 


73 




Exons 


3Uzy..313U, 3U41..31IO, 


o r\ "7 o 
3U 1 Z . 


.3146, 3107. .3169, 3254. .3364, 






3Z00..3J/1, JZ00..33/Z, 


"3 A A "7 


.3479, 3449.. 3529, 3458.. 3529 




Seq. No. 


A A CO C 

44 bob 




Seq. ID 


OJ991208_20.0406.C17 




Gene No. 


94 zoo . 




Strand 






Start 


11816 




End 


12225 " 




Name 


OJ991208_20.04 06.C17.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


o r\ /i a 
3U4 4 




End 


3694 




GI 


none 




Score 


184 




Exons 


3044. .3169, 3045. .3170, 


O a r a 

3059 . 


.3172, 3268.. 3372, 3272.-3364, 


ass. 




3Z76..3371, 3447. .3485, 


3449. 


.3547, 3449.. 3550, 3.585.-3677, 






i c c c c c\ a i jti i "D/rnyi 

jdd5. . Jd94, 36/1. .3694 








in 
f Ll 


Seq. No. 


44686 




Seq. ID 


OJ991208_20.0406.C17 


~ =~ 


^ _ _ _ XT _ 

bene No. 


94255 




• Strand 








11816 




End 


12225 


L J 


Name 


OJ991208 20.0406.C17.o5. 


.np 


Method 


AAT/NAP 




Start 


11816 




End 


12225 


FLJ 


GI 


6815062 




Score 


288 




Exons 


11816. . 11875, 12068. .12225 






E 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 






sativa] 








§=~ 


Seq. No. 


44687 




Seq. ID 


OJ991208_20.0406.C18 


£3 


Gene No. 


94256 




Strand 






ot art 


1 




End 


8008 




Name 


OJ991208 20.0406.C18.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


5840 




GI 


6815062 




Score 


5900 




Exons 


1..24, 1447. .1786, 1864. 


.1962, 2044. .2394, 2438. .2643, 






2736. .2927, 3004. .3391, 


3485. 


.3765, 4038. .4110, 4329. .5840 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA 


like protein (AC004 ; 5.61) [Oryza 






sativa] 










beq . no . 


44687 




Seq. ID 


OJ991208_20.0406.C18 




Gene No. 


94256 




Strand 






Start 


1 




End 


8008 




Name 


OJ991208 20.0406.C18.ol. 


gs 


Method 


GENSCAN 




Start 


765 




End ■ - 


■ 8008 




GI 


none 




Score 


.53 




Exons 


765. .983, 1059. .1176, 1437. .1786, 1864 


..1962, 2044. .2147, 



2240. .2394, 2438. .2643, 2736. .2927, 3004. .3264, 3327. .3400, 



45815 



3495. .3765, 4038. .4110, 4329. .4571, 4909. .7129, 7664. .7774, 
7853. .8008 



Seq. No. 4 4 687 

Gene No. 94256 

Start 1 

Name OJ991208_20. 0406.C18.o2. tm 
Start ' 1703 

GI none 
Exons 



Seq. ID OJ991208_20.0406.C18 

Strand - 

End 8008 

Method TBLASTX: Maize 

End 3172 

Score 67 



1703. .1801, 2044. .2169, 2199. .2345, 2437. .2463, 2470. .2637, 
2470. .2637, 2718. .2795, 2868. .2939, 3001. .3171, 3008. .3172 



Seq. ID OJ991208_20.0406.C18 
Strand 

End 8008 

Method TBLASTX : Mai ze 

End 3657 

Score * 145 

3175. .3270, 3280. .3309, 3304. .3387, 3472.. 3657, 3479. .3655 



Seq. No. 44687 

Gene No. 94256 

Start 1 

Name OJ991208_20 . 0406 . C18 . o3 . tm 

Start 3175 

GI none 
Exons 



Seq. ID OJ991208_20.0406.C18 
Strand 

End 8008 

Method TBLASTX : Maize 

End 5799 

Score 39 

5256. .5621, 5276. .5299, 5332. .5622, 5640. .5795, 5674. .5799 



Seq. No. 44687 

Gene No. 94256 

Start 1 

Name OJ991208_20 . 0406 . Cl,8 . ol . tm 

Start 5256 

GI none 
Exons 



Seq. No. 44688 
Gene No. 94257 
Start 232 

Name OJ991208_20 . 0406 . CI 9 . ol . gp 

Start 232 

GI LIB3477-003-P1-K1-E9 
Exons 232.. 339 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
SI PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza . 
sativa] 1 



Seq. ID OJ991208_20.0406.C19 

Strand + 

End 339 

Method AAT/GAP 

End 339 

Score 164 



Seq. No. 


44688 






Seq. ID 


OJ991208_20 


Gene No. 


94258 






Strand 


+ 


Start 


4431 






End 


6774 


Name 


OJ991208 20 


.0406. 


C19.ol.np 


Method 


AAT/NAP 


Start 


4320 






End 


6774 


GI 


7288013 - 






Score 


247 


Exons 


4320. .4508, 


5629. 


.5950, 6659 


. . 6774 




GI Descrip. 


(AL132971) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


44688 






Seq. ID 


OJ991208_20 


Gene No. 


94258 






Strand 


+ 


Start 


4431 






End 


6774 


Name 


OJ991208 .20 


.0406. 


C19.o3/gp 


Method 


AAT/GAP 


Start 


4430 






End 


5933 


GI 


5002875 






. Score 


748 


Exons 


4430. .4508, 


5629. 


.5933 







Seq. No. 



44688 



Seq. ID OJ991208_20.0406.C19 

45816 



Gene No. 94258 Strand + 

Start 4431 End 6774 

Name OJ991208_20 . 0406 . C19 . o2 . gs Method GENSCAN 

Start 4431 * End 6706 

GI none " Score .59 

Exons 4431.. 4508, 5629.. 6706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44688 Seq. ID 

94259 Strand 

95 End 

OJ991208_20.0406.C19.ol.gs Method 

95 End 

none Score 



OJ991208_20.0406.C19 

3958 
GENSCAN 
3958 
.47 



95. .155, 1328. .1426, 1755. .1981, 2126. .2168, 2269. .2367, 
2456. .2518, 2751. .2848, 3565. .3633, 3899. .3958 



Seq. No. 


44688 








Seq. ID 


OJ991208 


_20.0406.C19 


Gene No. 


94259 








Strand 






Start 


95 








End 


3958 




Name 


OJ991208 20 


.0406 


.C19.o2 


.gp 


Method 


AAT/GAP 




Start 


1176 








End 


2487 




GI 


none 








Score 


1391 




Exons 


1176. .1426, 


1733 


.2045, 


2126. 


.2193, 2269.. 2367, 


2456. .2487 


Seq. No. 


44688 








Seq. ID 


OJ991208 


_20.0406.CI9 


Gene No. 


94260 








Strand 






Start 


4451 








End 


5913 




Name 


OJ991208 20 


.0406 


C19.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4451 








End 


5913 




GI 


none 








Score 


77 




Exons 


4451. .4507, 


4455 


.4508, 


5580. 


.5807, 5627. .5797, 


5631. .5807, 




5632. .5808, 


5808 


.5912, 


5808. 


.5912, 5809. .5913, 


5809. .5913 



Seq. No. 44688 

Gene No. 94261 

Start 6454 

Name OJ v 991208_20 . 0406 . C19 . o2 . tm 

Start 6454 

GI none 

Exons 6454.. 6609, 6455.. 6610, 6456. 

6649. .6729, 6652. .6759, 6671. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6611, 6457 
.6763 



OJ991208 20.0406.C19 



6763 

TBLASTX: Maize 
6763 
132 

6612, 6621.. 6755, 



Seq. No. 44689 

Gene No. 94262 

Start 1 

Name OJ991208_20 . 04 06 . C21 . ol . gp 

Start 1 

GI 20200_1.R1084 

Exons 1 . . 76 

GI Descrip. ■ 4204304 4.0e-34 (AC003027) 
[Arabidopsis thaliana] 1 



Seq. ID OJ991208_20.0406.C21 

Strand + 

End 1084 

Method AAT/GAP 

End 7 6 

Score 115 

lcl_prt_seq No definition line found 



Seq. No. 44689 Seq. ID OJ991208__20 . 04 06 . C21 

Gene No. 94262 Strand. + 

Start 1 End 1084 

Name OJ991208_20 . 0406 . C21 . ol . np Method AAT/NAP 

Start 1 End 1080 



45817 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4204304 Score 755 

1..88, 613. .879, 964. .1080 

(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



44689 
94262 
1 

OJ991208_20.04 06.C21.ol.ts 
14 

none 



Seq. ID OJ991208_20.0406.C21 

Strand + 

End" ' 1084 

Method TBLASTX : Soybean 

End 1062 

Score 116 



14. .91, 16. .90, 606. .887, 607. .879, 964. .1062, 966. .1040 



44689 
94262 
1 

OJ991208_20.04 06.C21.ol.gs 

32 

none 

32. .88, 613. .879, 964 . .1083 

44689 
94262 
1 

OJ991208_20.04 06.C21.ol.tm 
612 
none 

612. .803, 615. .848, 616. .849, 727. .849 



Seq. ID OJ991208_20.0406.C21 

Strand + 

End 1084 

Method GENSCAN 

End 1083 

Score .92 



Seq. ID OJ991208_20.0406.C21 

Strand + 

End . 1084. 

Method TBLASTX : Maize 

End 849 

Score 203 



44689 
94262 
1 

OJ991208_20.0406.C21.o2.tm 

850 

none 



Seq. ID OJ991208_20.0406.C21 

Strand + 

End 1084 

Method TBLASTX : Mai ze 

End 1084 

Score 60 



850. .879, 855. .887, 963. .1043, 964. .1062, 965. .1084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4-4 690 , 
94263 
1 

OJ991208_20.0406.C22.ol.np 
1 

2149640 

1..164, 996. .1027, 1122 
1721. .1784, 1864. .1926, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 20.0406.C22 



2797 
AAT/NAP 
2797 
975 

.1216, 1313. .1386, 1490. .1625, 
2006. .2145, 2333. .2473, 2593. .2797 
(U91995) Argonaute protein [Arabidopsis thaliana] 
gi I 5733867 |gb|AAD49755.1|AC007932_3 (AC007932) Identical to 
gb|U91995 Argonaute protein from Arabidopsis thaliana. ESTs 
gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this, 
gene. 



44690 Seq. ID 

94263 Strand 

1 End ■ 

OJ991208_20.0406.C22.ol.gs Method 

4 9 End 

none Score 



OJ991208_20.0406.C22 

2797 
GENSCAN 
2651 
.87 



45818 



Exons 



49. .164, 435. .515, 996. .1027, 1122. .1216, 1313. .1438, 
1721".. 1784, 1864.. 1926, 2006.. 2145, 2291. .2501, 2593. .2651 



Seq. No. 44690 
Gene No. ' 94263 
Start 1 

Name " OJ991208_20 . 0406 . C22 . ol . ts 

Start 85 
GI none 
Exons 85.. 159, 86, 

1121:. 1231, 

1491. .1631, 



Seq. 'ID 

Strand 

End 

Method 

End 

Score 



OJ991208_20.0406.C22 
2797 

TBLASTX: Soybean 

2420 

80 



.154, 109. .165, 997. .1029, 1098. .1220, 1119. .1217, 
1311.. 1367, 1313.. 1387, 1314.. 1388, 1488.. 1628, 
1546. .1632, 1721. .1798, 1722. .1787, 1863. .1928, 



2006. .2146, 2029. .2145, 2333. .2419, 2334. .2420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44690 
94263 
1 

OJ991208_20.0406.C22 .ol.tc 

109 

none 



Seq. ID OJ991208_20.0406.C22 
Strand 

End 2797 

Method TBLASTX : Cress 

End 2715 

Score 102 

1231, 1313.. 1387, 



109. .165, 997. .1029, 1119. .1220, 1121 
1317. .1388, 1488. .1628, 1489. .1632, 1549. .1629, 1721. .1798, 
1728. .1787, 1863. .1928, 1864. .1926, 2003. .2146, 2014. .2145, 
2333..242S, 2334.. 2468, 2432.. 2476, 2590 .. 2715 , .2591 .. 2695 



Seq. No. 44690 

Gene No. 94263 

Start 1 

Name OJ991208_20 . 0406 . C22 . ol . tm 

Start 997 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991208 20.0406.C22 



2797 

TBLASTX: Maize 
1926 
40 

997. .1029, 998. .1030, 1095. .1220, 1121. .1231, 1122. .1220, 
1313. .1387, 1317. .1388, 1478. .1627, 1488. .1631, 1488. .1628, 
1489. .1656, 1711. .1779, 1721. .1798, 1722. .1787, I860;. 1919, 
1863. .1925, 1864. .1926 



Seq. No. -.'44690' 

Gene No. 94263 

Start 1 

Name OJ991208_20 . 04 06 . C22 . ol . tw 

Start 2333 

GI none 

Exons 2333.. 2425, 2334.. 2468, 2432. 

Seq. No. 44690 

Gene No. 94263 

Start 1 

Name OJ991208_20 . 0406 . C22 . o2 . tm 

Start 2343 

GI none 

Exons 2343. .2474, 2345. .2497, 2345. 

2587.. 2712, 2590.. 2715, 2591. 



Seq; ID OJ991208_20.0406.C22 
Strand 

End 2797 

Method TBLASTX: Wheat 

End 2716 

Score 88 
.2476, 2590. .2715, 2591. .2716 

Seq. ID OJ991208_20.0406.C22 
Strand 

End 2797 

Method TBLASTX: Maize 

End 2716 

Score 188 
.2476, 2377. .2484, 2586. .2711, 
.2716 



Seq. No. 44691 

Gene No. 94264 

Start 244 

Name OJ991108_12 . 04 04 . C2 . ol . gp 



Seq. ID OJ991108_12.0404.-C2 

Strand + 

End 815 

Method AAT/GAP 



45819 



Start 244 End 815 

GI 24037JL.R1084 Score 346 

Exons 244.. 296, 673.. 815 

GI Descrip. '3702338 1.0e-38 (AC005397) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 44691 Seq. ID 

Gene No. 94265 Strand 

Start 5995 End 

Name OJ991108_12 . 0404 . C2 . o2 . gs Method 

Start 5995 End 

GI none Score 
Exons 



OJ991108_12.0404.C2 
+ 

10694 
GENSCAN 
10694 
.85 



5995. .6126, 6574. .7343, 8079. .8183, 8275. .8397, 9233. .9403, 
9488. .9617, 9697. .9750, 9999. .10087, 10586. .10694 



s 

St =1 



Seq. No. 


44691 


Seq. ID 


OJ991108_ 


12.0404. 


C2 


Gene No. 


94265 


Strand 


+ 






Start 


5995 


End 


10694 






Name 


OJ991108 12.0404.C2.o2. 


np Method 


AAT/NAP 






Start 


6667 


End 


10020 






GI 


2505874 


Score 


1323 






Exons 


6667. .6835, 6949. .7343, 


8079. .8183, 8275. .8397, 


9233. .9403, 




9488. .9617, 9697. .10020 










GI Descrip. 


(Y12776) putative kinase [Arabidopsis 


thaliana] 






Seq. No. 


44691 


Seq. ID 


OJ991108_ 


12.0404. 


C2 


Gene No. 


94265 


Strand 


+ 






Start 


5995 


End 


10694 






Name 


OJ991108 12.0404.C2.o3. 


gp Method 


AAT/GAP 






Start 


8304 


End 


9813 






GI 


20801 1.R1084 


Score 


924 






Exons 


8304. .8397, 9233. .9403, 


9488. .9617, 9697. .9813 






GI Descrip. 


' 2505874 /emb|CAA73303| 


1.0e-75 (Y12776 


) putative 


kinase 






[Arabidopsis thaliana] 1 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991108 12. 0404. C2 



44691 
94266 
2685 

OJ991108_12.04 04 .C2.o2.gp 
2273 

8022_1.R1084 
2273. .2517 

f 5091496/dbj IAB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3707 
AAT/GAP 
2517 
322 



Seq. No. 


44691 








Seq. ID 


OJ991108_12.0404 


.C2 


Gene No. 


94266 








Strand 






Start 


2685 








End 


37 07 




Name 


OJ991108 12, 


.0404. 


C2.ol. 


gs 


Method 


GENSCAN 




Start 


2685 








End 


3707 




GI 


none 








Score 


.66 




Exons 


2685. .2794, 


3021. 


.3179, 


3321. 


.3475, 3652.. 3707 




Seq. No. 


44691 








Seq. ID 


OJ991108JL2.0404 


.C2 


Gene No. 


94267 








Strand 






Start 


11539 








End 


12387 




Name 


OJ991108 12. 


.0404. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 





45820 




Start 


/ u yy 








End 


i o c n 

7350 




GI 


none 








Score 


268 




Exons 


/uyo . . / iyb, 


71 OQ 

/ L3o . 


. . / 3 4 4 , 


7 1 QO 

/ 1 yz . 


. / 3du 






Seq. No. 


4 4 byi 








Seq. ID 


OJ991108 


1 O ft/tftyl /ift 

_12 . 0404 . C2 


Gene No. 


94267 








Strand 






Start 


11539 








End 


12387 




Name 


uj yyiiuo i z , 


r\ a r\ a 
. U4 U4 , 


. CZ . oz . 


+- Tit 

tm 


Method 


TBLASTX : 


Maize 


C* 4- v~ 4- 

btart 


Ti 1 ft 

/ 1 10 








End 


8184 






none 








Score 


56 




Exons 


/ 11U . . /ID/, 


71 OO 

/ IZ J . 


71 en 

. . / loo , 


71 CJI 

/lb4 . 


.7337, 7170. .7205, 


7171. .7344, 




"71QC toco 
/loo. . / 303, 


/ ZZo . 




ft ft 7 C 

oU / b . 


.8183, 8077. .8184, 


oniT 010/ 

8077 . .8184 


Seq. No. 


44691 








Seq. ID 


OJ991108 


_12.0404 .C2 


Gene No. 


94267 








Strand 






Of -a v-4- 

o tart 


i i con 








End 


12387 




Name 


OTQQ1 1 no 1 o 

uj y yi luo iz . 


n a n a 
U4 U4 . 


cz . OZ . 


ts 


Method- 


TBLASTX: 


Soybean 


O 4 > vl- 

otart 


7171 

/ 1 / 1 








End 


7341 


H T 
CI 


none 








Score 


223 




Exons 


7171 70/i 1 
/l/l. . / j41 














beq. no. 


4 4 by 1 








Seq. ID 


OJ991108 


1 ft ft A ft A r*\ ft 

12 .04 04. C2 


Gene No. 


Q/i OCT 

y 4 z b / 








Strand 






btart 


1 1 C O ft 








End 


12387 




Name 


OJ991108 12. 


0404. 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8044 








End 


9896 


CI 


none 








Score 


192 




Exons 


O f\ A A 01 O >l 

o04 4 . . olo4 , 


o n *7 c 
bU / 6 . 


O 1 o o 

. olo 3, 


o o t n 

oz 7 0 . 


.8389, 8271. .8390, 


ft ft T ft n J 1 1 

8273 . .8413, 




yz J4 . . 94 1U , 


n o o /i 
9zo4 . 


n a n i 
. 9401, 


n o o c ■ 
. 9z 3d . 


.9438, 9260.. 9409, 


a / a /■ ft i - f r\ 

9486 . . 9569, 




y4 o o . . y bzz , 


n a o n 


ft/"Oft 

. 9620 , 


n ^ o c 

968 5 . 


.9759, 9694. .9771, 


c\ /~ r\ s~ ftftftft 

9696 . .9890, 




y / o y . . yobj, 


Q Q a n 

y o 4 U . 


. 9o 9b 










beq. no. 


4 4 by i 








Seq. ID 


OJ991108 


ift r\ a r\ a /"ift 

12 . 0404 . C2 


Gene No. 


94267 








Strand 






Start 


11539 








End 


12387 




Name 


r\TQQi 1 no 1 o 

uj yy nub iz . 


n A C\ A 

U4U4 . 


CZ . Ol . 


tc 


Method 


TBLASTX: 


Cress 


OA 1 v +- 

bt art 


o U / b 








End 


. 9410 




CI 


none 








Score 


181 




Exons 


QC\H C 01 77 
oU/b. .01/ / , 


o m i 


O 1 O A 

. o 1 o 4 , 


OZ /0 . 


.8395, 82 


71. .8360, 


8273. .8413, 




y z j4 . . y 4 1 u / 


yz bu . 


. y4uy 










beq. no. 


A A C Q 1 

4 4 by 1 








Seq. ID 


OJ991108 


_12.0404.C2 


Gene No. 


y 4 Z b / 








Strand 






bt art 


1 1 COQ 








End 


12387 




Name 


ATQQ1 1 HQ 1 O 

uj y yiiuo iz . 


C\ A c\ a 

04 04 . 


CZ . Ol . 


tm 


Method 


TBLASTX: Maize 


btart 


oz / 9 








End 


10190 




GI 


none 








Score 


217 




Exons 


• -8279. .8413, 


8279. 


.8413, 


9231. 


.9338, 9232. .9345, 


9234. .9356, 




9Z bU . . yjob, 


93 35 . 


. 9406, 


9335. 


..9409, 9342. .9410, 


9489. . 9620, 




A/i on n /~ o n 

9489. . 9620, 


n a n n 

94 90 . 


.9621, 


9491. 


.'9622, 9689. .9742, 


9694. . 9789, 




9694 . . 97 62 , 


n /* n /" 

9696 . 


.97 97, 


9759. 


.9905, 9762. .9890, 


9772. .9906, 




9775. .9924, 


9999. 


.10019, 10022. .10084, 


10023. .10091, 




10125. .10190 


, 101 


26. .10170 








Seq. No. 


44691 








Seq. ID 


OJ991108 


_12.0404.C2 


Gene No. 


94267 








Strand 






Start 


11539 








End 


12387 





45821 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991108_12 . 0404 . C2 . ol . tw Method TBLASTX: Wheat 

9234 End 9620 

none Score 175 

9234. .9410, 9240. .9338, 9260. .9403, 9489. .9620, 9497. .9592 



44691 
94267 
11539 

OJ991108_12.0404 .C2.o2.tc 

9500 

none 



Seq. ID OJ991108_12.0404.C2 
Strand 

End 12387 

Method TBLASTX : Gress 

End 9908 

Score 164 



9500. .9616, 9501. .9617, 9694. .9771, 9699. .9770, 9759. .9905, 
9788. .9859, 9792. .9908, 9829. .9906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44691 
94267 
11539 

OJ991108_12. 04 04 .C2.o3.gs 

11539 

none 



Seq. ID OJ991108_12.0404 .C2 
Strand 

End 12387 

Method GENSCAN 

End 12387 

Score .93 



11539. .11710, 118 65. .11954, 12185. .12387 



4 4692 
94 2 68 
68 

OJ991108_12. 04 04 .C3.ol.gs 
68 

none 

68-. .99, 814.. 892 

44692 
94269 
1988 

OJ991108_12.04 04.C3.ol.gp 

1988 

2428749 

1988.. 2045- 



Seq. ID OJ991108_12.0404.C3 

Strand + 

End 892 

Method GENSCAN 

End 8 92 

Score . 67 



Seq. ID OJ991108_12.0404.C3 
Strand 

End 2045 

Method AAT/GAP 

End 2045 

Score 71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44693 Seq. ID 

94270 Strand 

10036 End 

OJ991108_12 . 04 04 . C4 . o2 . gp Method 

9938 • End 

3061057 Score 
9938.. 10183, 10268.. 10356 

4263821/gb | AAD154 64 | 2.0e-16 (AC006067) hypothetical protein 
[Arabidopsis thaliana] • 



OJ991108_12.0404.C4 
+ 

11867 
AAT/GAP 
10356 
544 



44693 
94270 
10036 

OJ991108_12.04 04 ,C4 ,o2.np 

10006 

4263821 

10006. .10183, 10247. .1034 4, 
11831. .11867 



Seq. ID OJ991108_12.0404.C4 

Strand + 

End 11867 

Method AAT/NAP 

End 11867 

Score 388 
10433. . 10516, 10607. .10720, 



GI Descrip. (AC006067) hypothetical protein [Arabidopsis thaliana] 



45822 



Seq. No. 


44693 


Seq. ID 


OJ991108_12.0404 


.C4 


Gene No. 


94270 


. Strand 


+ 




btart 


100 Jo 


End 


11867 




Name 


OJ991108_12 .0404.C4.o2.gs 


Method 


GENSCAN 




Start 


10036 


End 


11490 


- 


GI 


none 


Score 


.73 




Exons 


1 A A "O 1 A 1 O *D T A A A O 1 AO /I ^ 

1003d .. 10183, 10223 .. 1034 4 , 


10394. .10516, 10607. .10720, 






114 04. .114 90 








Seq. No. 


44693 


Seq. ID 


OJ991108_12.0404 


.C4 


Gene No. 


94271 


Strand 






Start 


1 


End 


4160 




Name 


OJ991108 12.0404.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


422 




GI 


uC-osflcypl73b03bl 


Score 


807 




Exons 


1. .422 








GI Descrip. 


*4263821/gb|AAD15464 | 2.0e-16 (AC006067) hypothetical prot 




[Arabidopsis thaliana] 1 








Seq. No. 


44693 


Seq. ID 


OJ991108_12.0404 


,C4 


Gene No. 


94271 


Strand 






Start 


1 


End 


4160 




Name . 


OJ991108 12.0404.C4.ol.np 


Method 


AAT/NAP 




Start 


1. 


End 


4160 




GI 


7106508 


Score 


117 




Exons 


1..135, 1924. .2052, 2129. .2226, 2280.. 


2578, 4133. .4160 




GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


44693 


Seq. ID 


OJ991108_12.0404 


,C4 


Gene No. 


94272 


Strand 






Start 


10002 


End 


11496 




Name 


OJ991108 12.0404.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10002 


End 


11496 




GI 


none 


Score 


108 




Exons 


10002. .10163, 10003. . 10182, 


10278. .10343, 10282. .1034 4, 






10430. .10558, 10432. . 10515, 


10592. .10699, . 10694 . .10723, 






11386. .11496 








Seq. No. 


44693 


Seq. ID 


OJ991108__12.0404 


C4 


Gene No. 


94272 


Strand 






Start 


10002 


End 


11496 




Name 


OJ991108 12.0404.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


10083 


End 


10651 




GI 


none 


Score 


65 




Exons 


10083. .10118, 10083. . 10181, 


10129. .10182, 10269. .10292, 






10269. .10343, 10282 .. 10344 , 


10430. .10558, 104 32. .10557, 






" 10592. .10651, 10593. .10646, 


10598.'. 10651 




OcCJ. IN O • 


44694 


Seq. ID 


OJ991108_12.0404. 


C5 


Gene No. 


94273 


Strand 


+ 




Start 


1 


End 


3250 




Name 


OJ991108 12.0404.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


k : End 


3250 




GI 


4263821 


Score 


125 




Exons 


1..41, 777. .850, 2799. .2992, 


3169. .3250 




GI Descrip. 


(AC006067) hypothetical protein [Arabidopsis thaliana] 





45823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44694 
94273 
1 

OJ991108_12.04 04.C5.ol.gp 
777 

LIB34 32-012-P1-K1-G5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

777. .850, 2799. .2992, 3082. .3187 

' 42 638 21 /gb | AAD154 64 | 2.0e-16 (AC006067) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ991108__12.0404.C5 
+ 

3250 
AAT/GAP 
3187 
660- ' 



Seq. No. 44694 Seq. ID 

Gene No. 94273 Strand 

Start 1 End 

Name OJ991 108_12 . 0404 . C5 . ol . gs Method 

Start 1325 End 

GI none Score 

Exons 1325.. 2020 



OJ991108_12.0404 .C5 
+ 

3250 
GENSCAN 
2020 
.85 



Seq. No. 
Gene No. 
Start 
Name -. 
Start'"" 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44694 
94274 
2680 

OJ991108_12.0404 .C5.ol.tm 

734 * 

none 

734. .850, 776. .850, 777. .851, 
2796. .2909, 2797. .2943, 2944. 
3103. .3177, 3108. .3179, 3156. 

44694 
94274 
2680 

OJ991108__12. 04 04 .C5.o2.gs 

2680 

none 

2680. .2829 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991108 12. 0404. C5 



3244 

TBLASTX: Maize 
3244 
96 

780. .851, 781. .858, 2796. .2909, 
2997, 3101.. 3160, 3101.. 3175, 
3224, 3158.. 3244, 3159. .3227 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991108_12.0404.C5 

3244 
GENSCAN 
2829 
.87 . 



Seq. No. 44695 Seq. ID 

Gene No. 94275 Strand 

Start 185 End 

Name OJ991108_12 . 0404 . C6 . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185. .261, 344. .596, 811. .828 

Seq. No. 44695 Seq. ID 

Gene No. 94276 Strand 

Start 2023 End 

Name OJ991108JL2 . 0404 .C6.62. gs Method 

Start 2023 End 

GI none Score 

Exons 2023.. 2403, 2429.. 2890 

Seq. No. 4 4 695 * Seq. ID 

Gene No. 94277 Strand 

Start 3550 End 

Name OJ991108 12 . 0404 . C6 . ol . gp Method 



OJ991108_12.0404.C6 
+ 

828 

GENSCAN 

828 

.79 



OJ991108_12.0404 .C6 
+ 

2890 
GENSCAN 
2890 
.84 



OJ991108_12.0404 ,C6 
+ 

3967 
AAT/GAP 



45824 



Start 


"3 C C Pt 






bna 


b / 


GI 


none 






Score 


/Of 


Exons 


Joou . . jyb / 










Seq. No. 


44695 






beq. iiJ 


1 OP 1 O C\AC\A C £ 


Gene No . 


94278 






Q+- ranH 


i 


Start 


12271 






End 


12532 


Name 


OJ991108 12. 


0404 .C6.o3. 


gp 


Method 


AAT/GAP 


btarc 


12271 






Cjiia 




GI 


uC-osflcypl32g04al 




Score 


DZ 4 


Exons 


12271. .12532 








GI Descrip. 


'2505877/emb 


ICAA73306I 


/ . ue- 


JO \ I 1Z / f O) 


dehydrogenase 




[Arabidopsis 


thaliana] 1 








Seq. No. 


44695 






Seq. ID 


OJ991108_12.0404.C6 


Gene No. 


94279 






Strand 




Start 


3475 






rjna 




Name 


OJ991108 12. 


0404 .C6. 62. 


tm 


Method 


i D.b/\o i a . LYiai ze 


Start 


207 






hjna 


c Q-7 

o y / 


GI 


none 






Score 


o z 


Exons 


207. .263, 212. .262, 288 


c; *3 a 

. . J JO 






Seq. No. 


44695 






Seq. ID 


OJ991108_12.0404.C6 


Gene No . 


94279 






Strand 




Start 


3475 






End 


12358 


Name 


OJ991108 12. 


0404 .C6.o3. 


gs 


Method 


GENSCAN 


Start 


3475 






End 


12358 


GI 


none 






Score 


.77 


Exons 


3475. .3623, 


3845. .3890, 


4457 


..4591, 4919. .5037, 5466. .5556, 




6027. .6215, 


7570. .7653, 


7800 


..7961, 8050. .8193, 8451. .8568, 




8694. .8724, 


10145. .10382, 11319. .114 65, 


12287. .12358 


Seq. No. 


44695 






Seq. ID 


OJ991108_12.0404.C6 


Gene No. 


94279 






Strand 




ouarx. 


3475 






End 


12358 


Name 


OJ991108 12. 


0404.C6.ol. 


np 


Method 


AAT/NAP 


Start 


4439 






End 


10406 




.1389768 






Score 


980 


Exons 


4439. .4591, 


4919. .5037, 


5265 


..5324, 5466. .5556, 6027. .6215, 




7570. .7653, 


7800. .7961, 


8050 


..8198, 10369. .10406 


GI Descrip. 


(U58942) phosphoribosylanthranilate transferase [Arabidopsis 




thaliana] 










Seq. No. 


44695 






Seq. ID 


OJ991108_12.0404.C6 


Gene No. 


94279 






Strand 




Start 


3475 






End 


12358 


Name 


OJ991108 12. 


0404 .C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4458 






End 


7618 


GI 


none 






Score 


82 


Exons 


4458. .4523, 


4466. .4525, 


4548 


..4592, 4548. .4589, 4917. .5042, 




4917. .5042, 


4919. .5044, 


4919 


..5044, 4922. .5059, 4922. .5056, 




4923. .5057, 


4924. .5064, 


4979 


..5059, 5264. .5338, 5264. .5317, 




5266. .5337, 


5464 . .5556, 


5464 


..5556, 5465. .5557, 6027. .6218, 




6031. .6111, 


6032. .6217, 


6033 


..6218, 7564. .7614, 7570. .7614, 




7571. .7618 










Seq. - No. 


44695 






Seq. ID 


OJ991108_12.0404.C6 



45825 



Gene No. 94279 Strand 

Start 3475 End 

Name OJ991108_12 . 0404 . C6 . o2 . gp Method 

Start "4470 ■ End 

GI ' LIB3434-026-P1-K1-E6 Score 

Exons 4470.. 4591, 4919.. 5037, 5265.. 5324 

GI Descrip. '1389768 1.0e-34 (U58942) 
[Arabidopsis thaliana].' 



12358 
AAT/GAP 
5543 
658 
5466. .5543 
phosphor ibosylanthrani late transferase 



Seq. No. 44695 Seq. ID 

Gene No. 94279 ■ Strand 

Start 3475 End 

Name OJ991108_12 . 0404 . C6 . ol . ts Method 

Start 7565 End 

GI none Score 
Exons 



OJ991108_12.0404.C6 
12358 

TBLASTX : Soybean 

8088 

85 



7565. .7654, 7833. .7964, 8047. .8088 



Seq. No. 


4 4 695 


Seq. ID 


OJ991108_12.0404 .C6 


Gene No. 


94279 


■ Strand 




Start 


3475 


End 


12358 


Name 


OJ991108_12.04 04.C6.o3.tm 


Method 


TBLASTX: Maize 


Start . . . 


- 7836 


End 


8196 


..GI-' • - 


.none / .. ; . . . 


. Scor.e 


104 




■ 7 8.3 6 . 7964, . .7 8 9. 0 . ; 7 9 6 4 , . -.,8.0 2-9 


>-:; 8.103; =8.04-7:4^8091,'' 8158 ... 81-96, 


" " - 7 ' 


■8161 . ; 8.196 






Seq. No. 


44 696 


Seq. ID 


OJ991108_12.0404.C7 • 


Gene No. 


94280 


Strand 


+ 


Start 


647 


End 


1153 


Name 


OJ991108 12.0404.C7.o2.gp 


Method 


AAT/GAP 


Start 


647 


End 


1153 


GI 


uC-osf lM202096g03bl 


Score 


964 


Exons 


647 . . 1153 






GI Descrip. 


■ 25058 77 /emb | CAA73306 | 6. Oe- 


14 (Y12776) 


dehydrogenase 




[Arabidopsis thaliana] ' 






Seq. No. 


44696 


Seq. ID- 


OJ991108_12.0404.C7 


Gene No. 


94281 • 


Strand 


+ 


Start 


12407 


End 


14100 


Name 


OJ991108 12".0404 .C7.o4 .gs 


Method 


GEN SCAN 


Start 


12407 


End 


14100 


GI 


none 


Score 


.46 


Exons 


12407. .12472, 13088. .13376, 


13673. .13839, 13936. .14100 


Seq. No. 


44696 


Seq. ID 


OJ991108_12.0404.C7 


Gene No. 


94282 


Strand 


+ 


Start 


16300 


End 


17110 


Name 


OJ991108 12.0404:C7.65.gp 


Method 


AAT/GAP 


Start 


16300 


End 


17029 


GI 


uC-osflM20204 6b02bl 


Score 


829 


Exons 


16300. .16477, 16668. .16743, 


16840. .17029 


GI Descrip. 


? 1922242/emb|CAA71173| 5.0e- 


13 (Y10084) 


hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


44696 


Seq. ID 


OJ991108_12.0404.C7 


Gene No. 


94282 


Strand 


+ 


Start 


16300 


End 


17110 



45826 



Name 


OJ991108_12 . 04 04 .01 .06 . gs 


Method 


GEN SCAN 






Start 


16618 


End 


17100 






GI 


none 


Score 


. 94 






Exons 


16618,. .16623, 16668. .17100 










Seq. No. 


44696 


Seq. ID 


OJ991108 12 


.04 04. 


C7 


Gene No. 


94282 


Strand 


+ 






Start 


16300 


End 


17110 






Name 


OJ991108 12.0404.C7.o2.np 


Method 


AAT/NAP 






Start 


16662 


End 


17110 






GI 


1922242 


Score 


259 






Exons 


16662. .16743, 16840. .17110 










GI Descrip. 


(Y10084) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


44696 


Seq. ID 


OJ991108_12 


.0404. 


C7 


Gene No. 


94283 


Strand 








Start 


1 


End 


10443 






Name 


OJ991108 12.0404.C7..ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


661 






GI 


uC-osf Icypl32g04al 


Score 


199 






Exons 


1..26, 415. .462, 579. .661 










GI Descrip. 


'2505877/emb|CAA73306| 7 . Oe 


-36 (Y12776) 


dehydrogenase 






[Arabidopsis thaliana] 1 . 










■SeqCNo""!- 


. V- -V ". ■*'.*. .*• ■ ' 
&"4T6-?e" '-v.. ; : ;■ / ; •• 


•. ""S£q.- l6; 


■'OJ99ll'0.8_12 


.0404; 


CI 


Gene No. 


94283 


Strand 








Start 


1 


End 


10443 






Name 


OJ991108 12.0404.C7.ol.gs 


Method 


GENSCAN 






Start 


415 


End 


2077 






GI 


none 


Score 


.92 






Exons 


415. .462, 579. .1367, 1782. . 


1912, 2035.. 


2077 






Seq. No. 


44696 


Seq. ID 


OJ991108_12 


.0404. 


CI 


Gene No. 


94283 


Strand 








Start 


i 


End 


10443 






Name 


OJ991108 12.0404.C7.ol.np 


Method 


AAT/NAP 






Start 


415 


End 


10443 






GI 


. 2505877 


Score 


1534 






Exons 


'415. .462, 579. .1367, 1782.. 


1912, 2035.. 


2200, 3220. 


.3765, 






10384. .10443 










GI Descrip. 


(Y12776) dehydrogenase [Arabidopsis thaliana] 






Seq. No. 


44696 


Seq. ID 


OJ991108_12 


.0404 . 


CI 


Gene No. 


94283 


Strand 








Start 


1 


End 


10443 






Name 


OJ991108 12.0404 .C7.o2.gs 


Method 


GENSCAN 






Start 


3187 


End 


9152 






GI 


none 


Score 


.4 






Exons 


3187. .3894, 3995. .4088, 4685. .4713, 57S 


5. .5990, 7071. .7183 




8782. .9152 










Seq. No. 


44696 


Seq. ID 


OJ991108_12 


.0404. 


CI 


Gene No. 


94283 


Strand 








Start 


1 


End 


10443 






Name 


OJ991108 12.0404 .C7.o3.gp 


Method 


AAT/GAP 






Start 


4611 


End 


4911 






GI 


1944311 ' 


Score 


574 







45827 



Exons 



4611. .4911 



Seq. No. 44696 Seq. ID OJ991108_12 . 0404 . C7 

Gene No. 94283 Strand 

Start 1 End 10443 

Name OJ991108_12 . 0404 . C7 . o4 . gp Method AAT/GAP 

Start 5141 End 6582 

GI 64797_1.R1084 Score 847 

Exons 5141. .5214, 5356. .5586, 5785. .5949, 6553. .6582 

GI Descrip. ' 2632252/emb | CAA73067 | 4.0e-18 (Y12464) serine/threonine kinase 
[Sorghum bicolor] 1 



Seq. No. 44696 Seq. ID 

Gene No. 94284 Strand 

Start 16019 End 

Name OJ991108_12 . 0404 . C7 . ol . tm Method 

Start 682 End 

GI none Score 

Exons 682.. 900, 684.. '911 



OJ991108_12.0404 .C7 
16510 

TBLASTX: Maize 

911 

264 



Seq. No. 
Gene No. 
Start 
Name 
v&tart / . 
GI 

Exons 



44696 
94284 
16019 

OJ99] ii 108__12'. 04 04 . C7 . o2 . ts 

858 ;: - s ■* ' 
none 



Seq. ID OJ991108_12.0404 .C7 

Strand 
. End. 

Method 
■ End 

Score 



16510 

TBLASTX : Soybean. 

137.3 ' 

57 



858. .905, 859. .900, 936. .1058, 1242. .1373, 1242. .1367 



Seq. No. 44696 
Gene No. 94284 
Start 16019 

Name OJ991108_12 . 0404 .C7.o2.tm 

Start 1053 
GI none 

Exons 1053.. 1178, 1057.. 1173, 1181. 

1242. .1373, 1776. .1913, 1776. 
2034.. 2099 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1360, 
.1913, 



OJ991108 12. 0404. C7 



16510 

TBLASTX: Maize 
2099 
74 

1216. .1371, 1228. 
1777. .1914, 2033. 



.1371, 
.2098, 



Seq. No. 44696 

Gene No. 94284 

Start 16019 

Name OJ991108_12 . 04 04 . C7 . ol . tc 

Start 1776 

GI none 

Exons 1776.. 1913, 1779.. 1901, 1780. 

2034. .2171, 2034. .2171, 3209. 

.. 3427. .3510, 3451. .3501 



Seq. ID OJ991108_12.0404.C7 
Strand 

End 16510 
Method TBLASTX: Cress 
End 3510 
Score 124 

.1914, 2023. .2151, 2033. .2170, 
.3460, 3232. .3408, 3395. .3484, 



Seq. No. 44696 

Gene No. 94284 

Start 16019 

Name OJ991 108_12 . 0404 . C7 . o3 . tc 

Start 3544 

GI none 

Exons 3544.. 3597, 3598.. 3765 



Seq. ID OJ991108_12.0404.C7 
Strand 

End 16510 

Method TBLASTX : Cress 

End 3765 

Score 151 



Seq. No. 



44696 



Seq. ID OJ991108_12.0404.C7 



45828 





Gene No . 


94284 




Strand 








Start 


16019 




End 


16510 






Name 


. OJ991108 12. 0404. C7 . 


o4 . tm 


Method 


TBLASTX: 


Maize 




start 


* 5779 




End 


8744 






GI 


none 




Score 


79 






Exons 


5779. .5835, 5782. .5841, 5854. .5970, 5861. .5944, 


cc/io c n r\ -\ 

ob4 0 . . 6601 , 






6553. .6606, 6554. .6613, 7069. .7200, 7069. .7200, 


/4 oz . . /532 , 






7456. .7533, 7849. .7908, 7853. .7909, 8694. .8744 






Seq. No. 


44696 




Seq. ID 


OJ991108 


_12.0404.C7 




Gene No. 


C\ A O O A 

94284 




Strand 








otart 


16019 




End 


16510 






Name 


OJ991108 12. 0404. C7. 


o5 . gs 


Method 


GENSCAN 






Start 


16019 




End 


16510 








none 




Score 


. 9 






Exons 


16019. .16213, 16367. 


.16510 










Seq. No. 


44696 




Seq. ID 


OJ991108 


12 . 04 04 . C7 




Gene No. 


94285 




. Strand 








Start 


16662 




End 


16966 






Name 


OJ991108 12. 0404. CI. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


16662 




End 


16931 






GI 


none 




Score 


108 






Exons 


16662. .16745, 16663. 


. 16722, 


16667. . 16747, 16796 








■ 16824. .16931 • 










LI! 

ss : : 

§ Li 


Seq. No. 


44696 




Seq. ID 


OJ991108 


12 . 0404 . C7 




Gene No. 


94285 




Strand 








Start 


i f r c 0 

16662 




End 


16966 






Name 


OJ991108 12. 0404. C7. 


o2. tc 


Method 


TBLASTX: 


Cress 


T! ST 


btart 


16662 




End 


16931 




!r 1 3 




none 




Score 


99 




5 br 


Exons 


16662. .16745, 16667. 


.16747, 


16824 .. 16931, 16838 


. . 16924 , 


S 

r_ _J 




16839. .16931 










t : 


beq. wo. 


44696 




Seq. ID' 


OJ991108 


12.04 04 . C7 


l& 


Gene No. 


94285 




Strand 






CS 


Start 


16662 " 




End 


16966 






Name 


OJ991108 12. 0404. C7. 


o3 . tm 


Method 


TBLASTX: 


Nlaize 


•a =r 


C" -1 i -v~ 4- 

btart 


16663 




End 


16966 








none 




Score 


101 






Exons 


16663. . 16743, 16665. 


.16757, 


16667. . 16747, 16824 


. . 16961 , 






16838. .16957, 16840. 


.16965, 


16871. .16966 






beq . no . 


44696 




Seq. ID 


OJ991108 


12 . 04 U4 . C / 




Gene No . 


94285 




Strand 








Start 


16662 




End 


16966 






• Name 


OJ991108 12. 0404. C7. 


ol . tw 


Method 


TBLASTX: 


Wheat 




b tar l 


16665 




End 


16961 








none 




Score 


111 






Exons 


16665. . 16745, 16666. 


.16743, 


16667. . 16747, 16824 


. . 16883, 






16840. .16881, 16883. 


. 16930, 


16884. . 169.31, 16885 


. .16932, 






16886. .16936, 16929. 


.16961 










Seq. No. 


44697 




Seq. ID 


OJ991108 


JL2.0404 .C8 




Gene No. 


94286 




Strand 








Start 


20 




End 


5839 





45829 



Name 


OJ991108 12 


.0404. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


20 








End 


5839 




GI 


none 








Score 


.81 




Exons 


20. .145, 918. .975, 2081 


. . . 2157 


, 2296.. 2370, 2661 


. . 2777, 




3015. .3125, 


3239. 


.3361, 


3514 . 


.3603, 3690.. 3815, 


4357 . . 4464 , 




A AH O A 

4 ODo . .4 /z4 , 


A Q "3 a 

4 o ob . 


. 4 y 4 D, 


C C O T 

5627 . 








Seq. No. 


A A a Q~l 








Seq. ID 


OJ9911Q8 


_12.0404.C8 


Gene No. 


o a o o a 
y4 b 








Strand 






Start 


20 








End 


C O O t~\ 

5839 




Name 


OJ991108 12 


.04 04. 


C8 . ol . 


gp 


Method 


AAT/GAP 




Start 


1642 








End 


1817 




GI 


2317413 








Score 


317 




Exons 


1642. .1817 














Seq. No. 


44697 








Seq. ID 


OJ991108 


_12 . 0404 . C8 


Gene No. 


94286 








Strand 






Start 


20 








End 


5839 




Name 


OJ991108 12, 


. 0404 . 


C8.o2. 


gp 


Method 


AAT/GAP 




Start 


1884 








End 


2530 




GI 


2317412 








Score 


749 




Exons 


1884. .2157, 


2296. 


.2370, 


24 69. 


.2530 






GI . Descrip . 


2632252/emb|CAA73067 | 4 


. Oe-18 


(Y12464) 


serine/threonine kinase 




[Sorghum bicolor] 












Seq. No. 


44697 








Seq. ID 


OJ991108 


_12.0404.C8 


Gene No. 


94286 








Strand 






Start 


20 








End 


5839 




Name 


OJ991I08 12. 


.0404. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


2083 








End 


5818 




GI 


6715641 








Score 


1341 




Exons 


2083. .2157, 


2284. 


.2370, 


2469. 


.2525, 2661. .2774, 


3015. .3125, 




3239. .3361, 


3514 . 


.3605, 


3686. 


.3815, 3897.. 3950, 


4185. .4265, 




4357. .4464, 


4653. 


.4724, 


4836. 


.4898, 5627. .5818 




GI Descrip. 


(AC007323) T25K16 


i.13 [Arabidopsis thaliana] ■ 




Seq. No. 


4 4 697 








Seq. ID 


. OJ991108 


_12.0404.C8 


Gene No. 


94287 








Strand 






Start 


6596 








End 


7180 




Name 


OJ991108 12. 


.0404 . 


C8.o2. 


tm 


Method 


TBLASTX : i 


Maize 


Start 


1996 








End 


5899 




GI 


none 








Score 


36 




Exons 


1996. .2016, 


2076. 


.2156, 


2077 . 


.2157, 2098. .2160, 


2284. .2373, 




2295. .2402, 


2296. 


.2376, 


2297. 


.2398, 2457.. 2528, 


2461. .2526, 




2658. .2777, 


2662. 


.2784, 


2665. 


.2778, 2946. .3059, 


3013. .3060, . 




3016. .3060, 


4183. 


.4266, 


4185. 


.4271, 4357. .4464, 


4357. .4464, 




4648. .4725, 


4650. 


.4727, 


4830. 


.4901, 4834. .4899, 


4834. .4902, 




5613. .5789, 


5618. 


.5788, 


5849. 


.5899 






beq. no. 


44697 








Seq. ID 


OJ991108 


_12.0404.C8 


Gene No. 


94287 








Strand 






Start 


6596 








End 


7180 




Name 


OJ991108 12. 


,0404 . 


C8.o2. 


ts 


Method 


TBLASTX:; 


Soybean 


Start 


2297 








End 


2778 




GI 


none 








Score 


97 




Exons 


2297. .2371, 


2299. 


.2376, 


2457. 


.2528, 2461.. 2526, 


2658. .2777, 



2662. .2778 



45830 



Seq. No. 44697 Seq. ID 

Gene No. 94287 Strand 

Start 6596 End 

Name OJ991108_12 . 0404 . C8 . ol . tw Method 

Start 2658 End 

GI none Score 
Exons 



OJ991108_12.0404 .C8 
7180 

TBLASTX: Wheat 

3344 

48 



2658. .2693, 2658.-2696, 2666. .2773, 2674. .2784, 2688. .2777, 
2946. .3128, 3013. .3144, 3016. .3126, 3236. .3334, 3237. .3344 



Seq. No. 44697 
Gene No. 94287 
Start 6596 

Name OJ991108_12 . 0404 . C8 . ol . ts 

Start 3021 
GI none 

Exons 3021.. 3128, 3022.. 3102, 3239, 

3700. .3774, 3888. .3950, 38 95. 
4357. .4464, 4358.-4426, 4648, 
4830. .4901, 4834'.. 4899, 4834, 



Seq. ID OJ991108_12.0404 ,C8 
Strand 

End 7180 

Method TBLASTX : Soybean 

End 5786 

Score 74 

.3361, 3514. .3624, 3684. .3821, 
.3951, 4183. .4266, 4185. .4271, 
.4725, 4650. U727, 4651. .4725, 
.4902, 5618. .5773, 5628. .5786 



Seq. No. 44697 
Gene No. 94287 
Start 6596 

Name OJ991108_12 . 04 04 . C8 . ol . tm : . 

Start 3061 
GI none 

Exons ' 3061.. 3159, 3233.. 3361, 3236. 

3509. .3649, 3514. .3624, 3687. 
3692. .3829, 3888. .3938, 3894. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991108 12. 0404. C8 



7180 ■■ - 
TBLASTX: Maize 
3942 
162 

,3358, 3237.. 3362, 3237. 
,3824, 3690.. 3824, 3691. 
,3941, 3898. .3942' 



,3362, 
3828, 



Seq. No. 44697 

Gene No. 94287 

Start 6596 

Name OJ991108_12 . 04 04 . C8 . ol . tc 

Start 3509 

GI none 

Exons 3509.. 3634, 3514.. 3624, 3687. 

3895. .3969, 4197. .4271, 4204. 



Seq. ID OJ991108_12.0404.C8 
Strand 

End 7180 

Method TBLASTX : Cress 

End 4396 

Score 69 

.3821, 3703.. 3777, 3891.. 3968, 
.4272, 4340. .4396, 4357. '.4395 



Seq. No. 44697 

Gene No. 94287 

Start 6596 

Name OJ991108_12 . 0404 . C8 . o2 . tc 

Start 4656 

GI none 

Exons 4656.. 4727, 4657.. 4725, 4830, 
5625. .5783 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_12.0404.C8 
7180 

TBLASTX: Cress 

5783 

66 



,4901, 4834. .4896, 5618. .5776, 



Seq. No. 44697 Seq. ID 

Gene No. 94287 Strand 

Start 6596 End 

Name OJ991108_12 . 04 04 . C8 . o2 . tw Method 

Start 5652 End 

GI none Score . 

Exons 5652.. 5786, 5654.. 5785 



OJ991108_12.0404 .C8 
7180 

TBLASTX: Wheat 

5786 

156 



45831 




Seq. No. 


44697 






Seq. ID 


OJ991108 12.0404 


.C8 


Gene No. 


94287 






Strand 


- 




Start 


6596 






End 


7180 




Name 


OJ991108_12 . 


0404 .C8.o2.gs 


Method 


GENSCAN 




Start 


6596 






End 


7180 




GI 


none 






Score 


. 58 




Exons 


6596 . . 6784 , 


6911 


. . 7180 








Seq. No. 


44698 






Seq. ID 


OJ991108 12.0404 


.C9 


Gene No. 


94288 






Strand 


- 




Start 


45 




- 


End 


1640 




Name 


OJ991108 12. 


0404 


. C9 . ol . gs 


Method 


GENSCAN 




Start 


45 






End 


1640 




GI 


none 






Score 


. 42 




Exons 


45. .424, 736. .921 


3 ~\ A C A 1 f~ A A 

if 14 54 .. 1 640 








Seq. No. 


44698 






Seq. ID 


OJ991108 12.0404 


.C9 


Gene No. 


94289 






Strand 


- 




Start 


3294 






End 


57 96 




Name 


OJ991108 12. 


0404 


. C9 . o2 . gs 


Method 


GENSCAN 




Start 


3294 






End 


5796 




GI 


none 






Score 


. 75 




Exons 


3294. .3404, 


5061, 


.'.5231, 5707.. 


5796 






Seq. No. 


4 4 698 






Seq. ID 


OJ991108_12.0404 


.C9 


Gene No. 


94290 






Strand 






Start 


8029 






End 


11632 




Name 


OJ991108 12. 


0404 , 


. C9 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


4152 






End 


5239 




GI 


none 






Score 


151 




Exons 


4152. .4238, 


4177, 


..4263, 5065.. 


5214, 5070. .5216, 5071. .5223, 




5114. .5239 












Seq. No. 


44698 






Seq. ID 


OJ991108_12.0404 


.C9 


Gene No. 


94290 






Strand 






Start 


8029 






End 


11632 




Name 


OJ991108 12. 


0404 . 


, C9 . o2 . tm 


Method : 


-TBLASTX: Maize 




Start 


4185 






End 


5224 




GI 


none 






Score 


62 




Exons 


4185. .4238, 


4192. 


. . 4236, 5061 . . 


5213, 5063.. 5224, 5068.. 5223 


Seq. No. 


44698 






Seq. ID 


OJ991108_12.0404 


.C9 


Gene No. 


94290 






Strand 






Start 


8029 






End 


11632 




Name 


OJ991108 12. 


0404 . 


.C9.o3.gs 


Method 


GENSCAN 




Start 


8029 






End 


11632 




GI 


none 






Score . ' 


.78 




Exons 


8029. .8703, 


9864. 


,.10135, 10233 


1. .10357, 


11529. .11632 




Seq. No. 


44698 






Seq. ID 


OJ991108_12.0404 


.C9 


Gene No . 


94290 






Strand 






Start 


8029 






End 


11632 




Name 


OJ991108 12. 


0404 . 


,C9.ol.np 


Method 


AAT/NAP 




Start 


8047 






End 


10398 




GI 


7486036 






Score 


746 




Exons 


8047. .8703, 


9864. 


,.10135, 10233 


1. .10398 






GI Descrip. 


hypothetical 


protein F23E13.50 


i - Arabidopsis thaliana 





45832 




gi I 2961375 I emb I CAA18122.il (AL022141) NAM like protein 
[Arabidopsis thaliana] gi | 7270568 | emb | CAB81525 . 1 | (AL161588) NAM 
like protein [Arabidopsis thaliana] 



Seq. No. 


h 4 d y O 




Seq. ID 


OJ9911Uo lz.0404.C9 


Gene No . 


y 4 z yu 




Strand 




CM 1 v-4- 

btart 






hna 


I 1 coo 

I I b JZ 


Name 


n TQQ1 1 AQ 1 O 

uj y y i xUo ±z , 


U4 U4 . cy . Ol . tm 


Method 


TBLASTX : Maize 


Start 


9865 




End 


10389 


GI 


none 




Score 


161 


Exons 


y o bo . . y y o 4 f 


yo/o..iuiub, yy /4 


i m r\ i 


lUzlb . . iU Joy 


beq. No. 


A A C Q O 

4 4 byy 




Seq. ID 


OJ99110o lz.0404.C9 


Gene No . 


Q A O QH 

y 4 z yu 




Strand 




btart 


o uz y 




hna 


I 1 c o o 

II D dZ 


Name 


ATQQ1 1 AQ 1 O 

uj y y iiucs iz . 


U4 U4 . cy . Ol . tw 


Method 


TBLASTX : Wheat 


Start 


9879 




End 


10124 


GI 


none 




Score 


142 


Exons 


yts/y. . ± u±z 4 , 


9898. .10101 






Seq. No. 


4 4 by© 




Seq. ID 


OJ991108 12. 0404. C9 


Gene No. 


y4zyu 




Strand 




Start 


ouz y 




End 


11632 


Name 


ojy yiiUo iz . 


0404 .C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


noon 

yoo y 




End 


" 10381' 


GI 


none 




Score 


194 


Exons 


9889. .10104, 


9891. .10109, 10225. . 10374 


, 10298. . 10381 


Seq. No. 


44698 




Seq. ' ID 


OJ991108_12.0404 ,C9 


Gene No . 


94290 




Strand 




Start 


8029 




End 


11632 


Name 


OJ991108 12. 


0404.C9.ol.tc 


Method 


TBLASTX: Cress 


btart 


9903 




End 


10384 


GI 


none 




Score 


64 


Exons 


9903. .9974, 


9903.. 9977, 9904. 


.9975, 9993. .10139, 10000 .. 10125, 




10234. .10380, 10238.. 10384 






beq . jno . 


44699 




Seq. ID 


OJ991108_12.0404.C11 •. 


Gene No . 


94291 




Strand 


+ 


C-l , v-t- 

b tar l 


550 




End 


3325 


Name 


OJ991108 12. 


0404-Cll.ol.gs 


Method 


GENSCAN 


b car z 


550 




End 


3325 


GI 


none 




Score 


.59 


Exons 


550. .679, 1211. .1307, 2464. .2541, 3021 


..3051, 3308.. 3325 


Seq. No. 


44699 




Seq. ID 


OJ991108_12.0404.C11 


Gene No . 


94292 




Strand 


+ 


Start 


' ' 4205 




End 


13811 


Name 


OJ991108 12. 


0404.Cll.o2.gs 


Method 


GENSCAN ' : 


Start 


4205 




End 


13770 


GI 


none 




Score 


.49 


Exons 


4205. .4275, 


4336. .4450, 4629. 


.4670, 5133. .5260, 6137. .6235, 




8746. .8875, 


9002.. 9103, 12141 


. . 12317, 


12611. .13542, 13695. .137 


Seq. No. 


44699 




Seq. ID 


OJ991108JL2.0404 .Cll 


Gene No. 


94292 




Strand 


+ 


Start 


4205 




End 


13811 



45833 



Name OJ991108_12 . 04 04 . Cll . ol . np Method AAT/NAP 

Start 11430 End 13811 

GI 7487840 Score 286 

Exons 11430. .11472, 12271. .12407, 13053 .. 13543, 13678. .13811 

GI Descrip. hypothetical protein T9A14.180 - Arabidopsis thaliana 
gi I 4490342 iemb | CAB38624.il (AL035656) putative protein 
[Arabidopsis thaliana] gi | 7270873 | emb | CAB80553 . 1 | (AL161594) 
putative protein [Arabidopsis thaliana] 



Seq. No. 44700 Seq. ID 

Gene No. 94293 Strand 

Start 1 End 

Name OJ991108_12 . 0404 . C12 . ol . np Method 

Start 1 End 

GI 7487840 ' Score 

Exons 1..211, 1043.. 1260 

GI Descrip. hypothetical protein T9A14.180 
gi 144 90342 | emb | CAB38624 . 1 | 



OJ991108_12.0404 .C12 
+ 

1526 
AAT/NAP 
1260 
139 



Arabidopsis thaliana 
(AL035656) putative protein 
[Arabidopsis thaliana] gi | 7270873 | emb | CAB80553 . 1 | (AL161594) 
putative protein [Arabidopsis thaliana] 



Seq. No. 44700 Seq. ID 

Gene No. 94293 Strand 

Start 1 End 

Name OJ991108_12 . 0404 . C12 . ol* gs * Method 

Start 127 End 

GI none Score 

Exons 127.. 211, 1043.. 1263 



OJ991108_12.0404 .C12 

+ • 

1526 
GENSCAN 
1263 
.99 



Seq. No. 44700 

Gene No. 94293 

Start 1 

Name OJ991108_12 . 0404 . C12 . ol . gp 

Start 1027 

GI 57972_1.R1084 

Exons 1027.. 1526 

GI Descrip. ' 2632252/emb I CAA73067 | 4.0e-18 
[Sorghum bicolor] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_ 
+ 

1526 
AAT/GAP 
1526 
941 



12.0404.C12 



(Y124 64) serine/threonine kinase 



Seq. No. 44700 
Gene No. 94294 
Start 1774 

Name OJ991108_12 . 0404 . C12 . o2 . tm 

Start 1720 
GI none 
Exons 1720. 

1932. 

2074. 



,1845, 1780. .1887, 
. 1997, 1945. .2022, 
,2271, 2078.. 2323,- 



1859, 
1945. 

2103; 



Seq. ID OJ991108_12.0404 ,C12' 
Strand 

End 4532 

Method TBLASTX : Mai ze 

End 2388 

Score 42 

.1888, 1886. .1948, 1888. .1953, 
.2025, 1946.. 2038, 2074.. 2271, 
.2321, 2296.. 2388' 



Seq. No. 44700 

Gene No. 94294 

Start 1774 

Name OJ991108_12 . 0404 . C12 . o2 . gs 

Start 1774 

GI none 

Exons 1774.. 2908, 
3735. .3936 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_12.04 04 .C12 

4 532 
GENSCAN 
3936 
. 98 



3010.. 3131, 3258.. 3317, 3427.. 3525, 3600.. 3650, 



45834 



Seq. No. 


44700 






Seq. ID 


OJ991108_12.0404 .C12 


Gene No. 


94294 






Strand 




Start 


1774 






End - 


4532 


Name 


OJ991108_12 


.0404 .C12.o2. 


np 


Method 


AAT/NAP 


Start 


1783 






End 


2898 


GI 


2583109 






Score 


308 


Exons 


1783 . . 1871, 


1899. .2203, 


2285. 


.2898 




GI Descrip. 


(AC002387) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


44700 






Seq. ID 


OJ991108_12.0404.C12 


Gene No. 


94294 






Strand 




Start 


1774 






End 


4532 


Name 


OJ991108 12 


.0404.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2414 






End 


4532 


GI 


none 






Score 


95 


Exons 


2414. .2593, 


2422. .2637, 


2425. 


.2691, 2608. .2718, 2608. .2718, 




2639 . . 2719, 


2640. .2723, 


2736. 


.2909, 2737.. 2910, 2758.. 2910, 




2985 . .3134, 


3010. .3132, 


3420; 


.3524, 3427.. 3525, 3427.-3525, 




3428 . . 3529, 


3432. .3542, 


3596. 


.3655, 3597.. 3659, 3598.-3654, 




3599 . . 3694 , 


3733. .3942, 


3734. 


.3943, 3735. .3998, 4475. .4531, 




4476. . 4532 










Seq. No. 


44700 






Seq. ID 


OJ991108_12.0404 .C12 


Gene No. 


94294 






Strand 




Start 


1774 






End 


4532 


Name 


OJ991108 12 


.0404 ,C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2758 






End 


2910 


GI 


none 






Score 


130 


Exons 


2758 . . 2910, 


2765. .2908 








Seq. No. 


44701 






Seq. ID 


OJ991108_12.0404.C13 


Gene No. 


94295 






Strand 


+ 


Start 


4473 






End 


8823 


Name 


OJ991108 12 


.0404 .C13.o2. 


np 


Method 


AAT/NAP 


Start 


4362 






End 


8410 


GI 


6967099 






Score 


281 


Exons 


4362 . . 4399, 


6370. . 6644, 


6672. 


.721 : 4, 8381.. 84 10 


GI Descrip. 


(AL132953 ) 


receptor- like 


protein kinase [Arabidopsis thaliana 


Seq. No. 


44701 






Seq. ID 


OJ991108_12.0404.C13 


Gene No. 


94295 






Strand 


+ 


Start 


4473 






End 


8823 


Name 


OJ991108 12 


.0404 .C13.o3. 


gs 


Method 


GENSCAN 


Start 


4473 






End 


8823 


GI 


none 






Score 


.'73 


Exons 


4473 . . 5653, 


5742. .7152, 


74 68. 


.7486, 7857. .8114, 8154. .8392, 




8788 . . 8823 










beq. no. 


4 <t / (J 1 






Seq. ID 


OJ991108_12.0404.C13 


Gene No. 


94295 






Strand 


+ 


Start 


4473 






End 


8823 


Name 


OJ991108 12 


.0404 .C13.ol. 


np 


Method 


AAT/NAP 


Start 


4491 






End 


8137 


GI 


57 34 642 






Score 


892 


Exons 


4491. .7297, 


8040. .8137 








GI Descrip. 


(AP000391) 


ESTs C22657 (S0014) , C22656 (S0014 ) correspond to a 



45835 



region of the predicted gene.; Similar to receptor protein 
kinase, E RECTA (AC004484) [Oryza sativa] 
gi| 6006357 |dbj IBAA84787. 1 | (AP000559) ESTs 
C22657 (S0014) , C22656 (S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] 



Seq. ID OJ991108_12.0404.C13 



Seq. No. 44701 

Gene No. 94296 Strand 

Start 24 • End 1313 

Name OJ991108_12 . 0404 .C13 . ol . gs Method GENSCAN 

Start 24 End 1313 

GI none Score .72 

Exons 24.. 178, 229.. 312, 554.. 665, 1086.. 1313 



Seq. No. 44701 Seq. ID 

Gene No. 94297 . Strand 

Start 3219 End 

Name OJ991108_12 . 0404 . C13 . o2 . gs Method 

Start 3219 End 

GI none Score 

Exons 3219.. 3368, 3641.. 3829, 3864.. 3989 



OJ991108_12.0404.C13 

3989 
GENSCAN 
3989 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44701 
94298 
9870 

OJ991108_12.04 04.C13.o4.tm 

23 

none 



Seq. ID OJ991108_12.0404.C13 
Strand 
End 

Method 
End 
Score 



12869 

TBLASTX : Maize 

313 

121 



23. .130, 24. .116, 25. .117, 223. .309, 224. .313, 230. .313 



Seq. No. 44701 
Gene No. 94298 
Start 9870 

Name OJ991108_12 . 0404 . C13 . o3 . ts 

Start 4 68 6 

GI none 

Exons 4686. .4838, 4701. .4835, 4845. 

4992. .5522, 5001. .5327, 5001. 
5529. .5678, 5529. .5678, 5529. 
5743. .5997, 5743. .5925, 5746. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4973, " 4845 
.5195, 5043 



OJ991108 12.0404.C13 



12869 

TBLASTX: Soybean 
6044 
93 

4973, 4854. .4973, 
5111, 5418. .5522, 



,5720, 5535.. 5669, 5743.. 5994, 
.5994, 5899.'. 5994, 5928.. 6044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44701 
94298 
9870 

OJ991108_12. 
4800 - 
none 

4800. .4979, 
4845. .4973, 
4974. .5327, 
5016. .5522, 
5529. .5621, 
5893. .5997, 
6897. .6920, 



0404.C13.ol.tc 



4836. .4979, 4842. 

4845.. 4964, 4854. 

4989. .5327, 4992. 

5082. .5471, 5190. 

5529.. 5624, 5535. 

6376.. 6645, 6681. 

6928.. 7038, 6966. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991108 12.0404.C13 



12869 

TBLASTX: Cress 
7212 
79 

5006, 4842. .4973, 4845. .4979, 
4973, 4854. .4973, 4950. .5228, 
5261, 4992.. 5327, 5013.. 5522, 
5444, 5262.. 5678, 5355.. 5522, 
5630, 5743.. 6033, 5761.. 5994, 
6851, 6682.. 6852, 6874.. 6921,- 
7037, 7093. .7212 



Seq. No. 



44701 



Seq. ID OJ991108_12.0404 .C13 



45836 




Gene No. 


n a o a o 

94 2 98 








Strand 






Start 


n o ^ a 

98 /0 








End 


12869 




Name 


oj 99 nob 12 . 


A A A A 

U4 04 


. C13 . ol . 


tm 


Method 


TBLASTX : 


Maize 


.Start 


A O A C 

4o4 5 








End 


6717 




GI 


none 








Score 


86 




Exons 


4845. .4-973, 


4854 


. .4964, 


5001. 


.5117, 5001.. 5327, 


5064. .5399, 




5163.*. 5474, 


5292 


. .5522, 


5312. 


.5473, 5364.. 5522, 


5424. .5522, 




552 9. .00/0/ 


5565 


. . 5654 , 


C c CQ 

55 by . 


.5669, 5570.. 5605, 


c c o c C/C^o 

5585 . . 5668 , 




5742 . . 6080, 


C 1 A O 

5743 


. . 6036, 


C "7 /I *D 

5743 . 


.6081, 6096.. 6194, 


A A "7 r 1 AO 

6097 . . 6192 , 




61 69 . . 6204 , 


£L O >l ~1 

bZnl 


coin 

. .62/9, 


<c o /r a 

6260 . 


.6562, 6275. .6544, 


/" O O C /~ c /~ o 

6285 . .6563, 




628 6 . . D JD4 , 


653y 


. . 66 / J , 


654 0. 


.6692, 6541. .6693, 


6682 . . 6717 , 




668 4. .6/16 














Seq. No. 


44 /Ol 








Seq. ID 


OJ991108 


_12 .04 04 . C13 


Gene No. 


94298 








Strand 






Start 


9870 








End 


12869 




Name 


/~\TAA11AO 1 O 

ojyyiiUo 12 . 


A A A /I 

04 04 


. C13 . Ol . 


ts 


Method 


TBLASTX: 


Soybean 


.Start 


O O O 








.End 


6813 




.GI 


none 








Score 


227 




Exons 


628 8 . . 6605 , 


62yy 


. .6641, 


/T O O A 

6289 . 


.6642, 6550. .6675, 


/" /T £T O /" O A O 

6663 . .68 03, 




6682 . . 6o lo , 


/"/TOO 

66yy 


. .6810 










Seq. No. 


44701 








Seq. ID 


OJ991108 


_12.0404 .C13 


Gene No. 


94298 • 








Strand. 






Start 


a o t a 

yy /o 








End 


12869 




Name 


✓"\TAA11AO io 

0J 991108 12. 


0404 


. C13 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


64 93 








End 


6915 




GI 


none 








Score 


106 




Exons 


64 93. . 6651, 


/"/"/" T 

6661 


r o o i 

. . 6837 , 


r o o a 

6880 . 


.6915 






Seq. No. 


44701 








Seq. ID 


OJ991108 


_12.0404 .C13 


Gene No. 


94298 








Strand 






Start 


a o t a 

yy /u 








End 


12869 




Name 


OJ991108 12. 


A >l A yl 

0404 


. C13 . oz . 


tm 


Method 


TBLASTX: 


Maize 


Start 


a i o n 
6720 








End 


7250 






none 








Score 


761 




Exons 


£ "7 O A T O C A 

6 /20 . . /250 , 


6/21 


. . i z 4 y 








- 


Seq. No. 


44701 








Seq. ID 


OJ991108 


_12.0404 .C13 


Gene No. 


94298 








Strand 






Start 


A O "7 A 

yy fu 








End 


12869 




Name 


/-\ t A A 1 1 AO IO 

ojyyiioy 12. 


04 04 


. C13 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


/" O "7 /** 

6876 








End 


7227 




GI 


none 








Score 


151 




Exons 


/'OT/T /" A O A 

6y / 6 . . 6920 , 


ZT O T T 

68 / / 


"7 A 1 T 

. . 7011, 


6916. 


.7011, 7017. .7226, 


7018 .. 7227 


Seq. No. 


4 4 701 








Seq. ID 


OJ991108 


12 . 0404 . C13 


Gene No. 


94298- 








Strand 






Start 


■ 9870 








End 


12869 




Name 


/-\ -r A A "J 1 AO 1 O 

OJ991108 12. 


0404 


.C13.o4. 


gs 


Method 


GENSCAN 




Start 


9870 






End 


12811 




GI 


- none 








Score 


.9 




Exons 


9870. .9875, 


11136. .11231 


, 11652. .11840, 


12101. . 


12196, 




12752. .12811 














Seq. No. 


44701 








Seq. ID 


OJ991108 


_12.0404.C13 


Gene No. 


94298 








Strand 







45837 






Start 


yy /u 


End 


12869 




Name 


OJ991108_12 .0404.C13.ol.gp 


Method 


AAT/GAP 




Start 


i n o c f\ 

10260 


End 


10545 




GI 


none 


Score 


568 




Exons 


10260 . . 10545 








Seq. No. 


A A T C\ 1 

44701 


Seq. ID 


OJ991108__12.0404 .C13 




Gene No. 


y42yy 


Strand 






otart 


9870 


End 


12869 




Name 


OJ991108 12.0404.C13.o3.np 


Method 


AAT/NAP 




Start 


10767 


End 


12869 




GI 


4191789 


Score 


578 




Exons 


10767. .10846, 1114 1 .. 11231 , 


11315. .11359, 11479. .11556, 






11652. .11840, 12089. .12196, 


12752. .12869 




GI Descrip. 


(AC005917) putative potassium/proton antiporter [Arabidopsis 






thaliana] 








Seq. No. 


44701 


Seq. ID 


OJ991108_12 .04 04 .C13-. 




Gene No. 


94298 


Strand 


— 




Start 


9870 


End 


12869 




Name 


OJ991108_12. 04 04 .C13.o2. tc 


Method 


TBLASTX: Cress 




Start 


11137 


End 


11557 




GI 


none 


Score 


78 


Exons 


11137-. .11232, 11139. .11231, 


11313. .113 


60, 11326. .11361, 






11462. .11557, 11482.. 11556 






r ! i 


Seq. No. 


44701 


Seq. ID 


OJ991108_12.0404.C13 


? ^ 


Gene No. 


94298 


Strand 




~i 


Start 


9870 


End 


12869 ' : " 


S , ; 


Name 


OJ991108 12.0404.C13.o3.tm 


Method 


TBLASTX: Maize 


*_ ~3 


Start 


11172 


End 


11578 


I y 


GI 


none 


Score 


89 




Exons 


11172. .11228, 11172. .11231, 


11183. .112 


36, 11303. . 11356, 


£ 




11311. .11355, 11313. .11360, 


11313. .113 


60, 11462. .11578, 


~™, 




11479. .11550 








Seq. No. 


44702- • 


Seq. ID 


OJ991108_12.0404.C14 




Gene No . 


94299 


Strand 






Start 


1 


End 


782 




Name 


OJ991108 12.0404.C14.ol.np 


Method 


AAT/NAP 




C4- v-4- 

btart 


1 


End 


782 




GI 


4191789 


Score 


110 




Exons 


1..316, 440. .528, 704. .782 








GI Descrip. 


(AC005917) putative potassium/proton antiporter [Arabidopsis 






thaliana] 








Seq. No:- 


44702 


Seq. ID 


OJ991108_12.0404.C14 




Gene No. 


94299 


Strand 






Start 


1 


End 


782 




Name 


OJ991108 12.0404.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


219 


End 


558 




GI 


none 


Score 


76 




Exons 


219. .254, 220. .333, 227. .337 


, 228. .314 


, 229. .315, 437. .535, 






438. .536, 439. .558, 440. .529 








Seq. No. 


44703 


Seq. ID 


OJ991108_12.0404.C16 




Gene No. 


94300 


Strand 


+ 



45838 





Start 


1 A 1 Q 

14 lo 




End 


loll 






Name 


ojyyiiuo 12 . 04 u4 . cio . oi 


.gs 


Method 


f~* T"> XI O /"! 7\ XT 

GENSCAN 






Start 


1 A 1 O 

14 lo 




End 


1 O 1 1 

loll 






GI 


none 




Score 


. o9 






Exons 


1 / 1 Q 1 CQC 1 /TTQ 1 Q1 1 

141o..lDOO, lD/o . . loll 












Seq. No. 


44703 




Seq. ID 


OJ991108_12.0404 


.C16 




Gene No. 


94301 




Strand 


+ 






Start 






End 


4 D 1 O 






Name 


ojyyiiuo iz.U4U4.cio.oi 


.gp 


Method 


AAT/GAP 






Start 


O T *7 O 

2 / to 




End 


o i n c 

3105 






GI 


none 




Score 


595 






Exons 


OTTO 11 

2 / /o . . J1UO 












Seq. No. 


44703 




Seq. ID 


OJ991108_12.0404 


.C16 




Gene No. 


94301 




Strand 


+ 






o tart 


ZooD 




hna 


A C 1 C 

4 D 1 b 






Name 


ojyyiiuo 12 . U4 04 . ci o . 02 


.gs- 


Method 


GENSCAN 






Start 


20 00 




End 


4516 






GI 


none 




Score 


o o 

. 92 






Exons 


2ooo..4036, 4297. .4516 












Seq. No. 


» /i t n o 

44 /03 




Seq. ID 


OJ991108_12 .04 04 


. C16 


.= ==. 


Gene No . ■ 


94301 




C +- v « ^ 

btrand 


+ 




i 


Start 


2886 




End 


4 516 




sss. 
~ i a 


Name 


OJ991108 12.0404.C16.ol, 


.np 


Method 


AAT/NAP 




f i 1 


Start 


2889 




End 


A 1 O O 

4 132 






GI 


7329700 




Score 


809 






Exons 


2889. .4132 












GI Descrip. 


(AL162295) endosperm specific 


protein- 


like [Arabidopsis 








thaliana] 










; Li 


Seq. No. 


44703 




Seq. ID 


OJ991108 12.0404, 


. C16 




Gene No . 


94301 




Strand 


+ 




□ 


Start 


2886 




End 


4516 






Name - 


OJ991108 12.0404 .C16.o2. 


• gp 


Method 


AAT/GAP 






Start 


3072 




.End 


3571 






GI 


LIB34 31-030-P1-K2-E7 




: Score " 


926 




^ cJ 


Exons 


3072. .3571 












GI Descrip. 


'2583108 4.0e-33 (AC002387) putative surface protein 








[Arabidopsis thaliana] 1 












Seq. 'No- 


44703 




Seq. ID 


OJ991108_12.0404 . 


X16 




Gene No. 


94302 




Strand 








Start 


3852 




End 


4314 






Name 


OJ991108 12.0404 .C16.o3. 


gp 


Method 


AAT/GAP 






Start 


3852 




End 


4314 






GI 


none 




Score 


918 ' 






Exons 


3852. .4314 












beq . ino . 


• 44703 




Seq. ID 


OJ991108_12.0404 . 


. Llo 




Gene No. 


94303 




Strand 








Start 


5963 




End 


11352 






Name 


OJ991108 12.0404.C16.o7. 


tc 


Method 


TBLASTX: Cress 






Start 


2960 




End 


3239 






GI 


none 




Score 


141 






Exons 


2960. .3100, 2961. .3107, 


3129. , 


.3239, 3138.. 3185 





45839 



Seq. No. 44703 

Gene No. 94303 

-Start- 5963 

Name OJ991108_12 . 0404 . C16 . o2 . ts 

Start 2967 ' 

GI hone 
Exons 



Seq. ID OJ991108_12.0404.C16 
Strand 

End 11352 

Method TBLASTX : Soybean 

End 3878 

Score 116 

2967.. 3110, 3087.. 3410, 3110.. 3190, 3252.. 3323, 3435.. 3578, 
3594.. 3878 



Seq. No. 44703 

Gene No. 94303 

Start 5963 

Name OJ991108_12 . 04 04 .CI 6 . ol . tc 

Start 3246 

GI none 

Exons 3246.. 3440, 3438.. 3881, 3452, 



Seq. ID OJ991108_12.0404 .C16 
Strand 

End 11352 

Method TBLASTX : Cress 

End 3881 

Score 146 
.3880 



Seq. No. 44703 

Gene No. 94303 

Start 5963 

Name OJ991108_12 . 04 04 .C16.o4 . tm 

Start 3312 

GI none ■ 
Exons 



Seq. ID OJ991108_12.0404 .C16 
Strand 

End 11352 

Method TBLASTX : Mai ze 

End 3685 

Score 119 



3312. .3449, 3314. .3352, 3438. .3524, 3468. .3647, 3509. .3646, 
3638. .3685, 3648. .3683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44703 
94303 
5963 

OJ991108_12.0404 .C16.o4.gp 
5709 

5324 1.R1084 



Seq. ID OJ991108_12.0404.C16 
Strand 

End 11352 

Method AAT/GAP 

End 6696 

Score 1419 



5709. .6217, 6300. .6485, 6623. .6696 

f 4836907/gb|AAD30609.1|AC007153_l 1.0e-48 (AC007153) Highly 
similar to putative callose synthase catalytic subunit 
[Arabidopsis thaliana] 1 



44703 
94303 
5963 

OJ991108_12.0404 .C16.o2.tc 

5954 

none 



Seq. ID OJ991108_12.0404.C16 
Strand 

End 11352' 

Method TBLASTX : Cress 

End 6431 

Score 175 



5954. .6217, 6033. .6218, 6270. .6431, 6297. .6368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44703 
94303 
5963 

OJ991108_12.04 04 .C16.ol.tm 

5963 

none 



Seq. ID OJ9.91108_12.0404.C16 
Strand 

End 11352 

Method TBLASTX : Mai ze 

End 7358 

Score 271 



5963. .5998, 5972. .6217, 5994. .6221, 6011. .6223, 6256. .6492, 
6297. .6563, 6304. .6486, 6305. .6487, 6622. .6678, 6623. .6673-, 
6625. .6675, 6784. .7356, 6796. .7356, 6798. .7358, 6798. .7358 



Seq. No. 



44703 



Seq. ID OJ991108_12.0404.C16 



45840 



bene ino. 










Strand 






Start 


5963 








End 


11352 




Name 


OJ991108 12 


.0404 


.C16.o3 


v gs 


Method 


GENSCAN 






5963 






End 


11208 






none 








Score 


.81 




Exons 


5963. .6249, 


6623 


. . OD / O , 


do u y . 


.7084, 7262. .7451, 


7798., 8027, 




8212. .8324, 


8847 


. . 0 y DZ , 


y u 0 / . 


.9186, 10050. .10197, 10775 10961, 




11151. .11208 












oeq. in o . 


44703 








Seq. ID 


OJ991108 


_12.0404 .C16 


uene lno . 


94303 








Strand 








5963 








End 


11352 




Name 


OJ991108 12 


.0404 


.C16.o2 


,np 


Method 


AAT/NAP 




Start 


5972 








End 


11352 




GI 


4836907 








Score 


2678 




Exons 


5972. . 6217, 


6300 


. .6485, 


6623. 


.6684, 6806. .7595, 


7798. .8027, 




8266. .8324, 


8644 


. .8727, 


8847. 


.8962, 9067. .9186, 


10050. .10197, 




10775. .10961, 11151.. 11352 










(AC007153) 


Highly similar to 


putative 


callose synthase catalytic 




subunit [Arabidopsis thaliana 


] 






Octj. IN O . 


44703 








Seq. ID 


OJ991108 


12 . 0404 . C16 


Gene No. 


94303 








Strand 






Start 


5963 








End 


11352 




Name 


OJ991108 12 


.0404 


,C16.o3. 


. ts 


Method 


TBLASTX: 


Soybean 


Of -3 >-+- 


5975 








End 


6930 




C T 


none 








Score 


62 






ccm; coo a 


0 y yo 


ci no 
. . OLUZ f 


dUz / . 


.6218, 6297. .6500, 


6304 . .6486, 




6811. . 6924, 


6819 


. . 6929, 


6820. 


.6930 






Seq. No. 


44703 








Seq. ID 


OJ991108 


_12.0404.C16 


Gene No. 


94303 








Strand 








5963 








End 


11352 




Name 


OJ991108 12 


.0404 


.C16.o2. 


, tw 


Method 


TBLASTX: 


Wheat 


0 car c 


5990 








End 


6467 






none 








Score 


124 




TT v /™\ t~i 0 


5990. . 6226, 


6023 


. .6223, 


6027. 


. 6227, . 6297. . 6467, 


6310.. 6465 


Seq, No. 


44703 








Seq. ID 


OJ991108 


_12.0404 .C16 


Gene No. 


94303 








Strand 






O Ldl. U 


5963 








End 


11352 




Name 


OJ991108 12 


.0404, 


.CI6.06. 


tc 


Method 


TBLASTX: 


Cress 




6862 








End 


7190 




PT 


none 








Score 


44 




Exons 


6862. .6930, 


6912, 


. .7157, 


6919. 


.7113, 6933.. 7190, 


7022. .7171 


C c <t NT r\ 

0 eq . lno . 


44703 








Seq. ID 


OJ991108 


_12.0404.C16 


Gene No; 


94303 








Strand 






Start 


5963 








End 


11352 




Name 


OJ991108 12 


.0404, 


.C16.o4. 


ts 


Method 


TBLASTX: 


Soybean 


otart 


6933 








End 


9190 


GI 


none 








Score 


85 




Exons 


6933. .6995, 


8210. 


. .8326, 


8658. 


.8729, 8662. .8730, 


8667. .8732, 




8831. .8962, 


8847, 


. .8900, 


8849. 


.8980, 9067. .9189, 


9071.. 9190 . 


Seq, No. 


44703 








Seq. ID 


OJ991108 


_12.0404.C16 


Gene No. 


94303 








Strand 







45841 






bt art 


0 juj 








End 


11352 




Name 


M TQQ1 1 HQ 1 O 

ujyyiiuo iz 


C\ A C\ A 
. U 4 U4 


. bib . oi 


. t s 


Method 


TBLASTX: Soybean 




btart 


by y d 








End 


8020 




/""* T 

bl 


none 








Score 


453 




Exons 


oy y o . . / o y z , 


7 n i r 
/ U 1 0 


7C1 c 
. . / 0 1 0 , 


/ / bz . 


.7-887, 7780.. 8019, 7799.. 8020 




Seq. No. 


44703' 








Seq. ID 


OJ991108 12.0404.C16 




Gene No. 


94303 








Strand 


- 




Dtait 


3 y do 








End 


11352 




Name 


r\ tqg i i n q 1 o 
uj yy l iuo iz 


. U4 U4 


r»i a is i 
. bib . oi 


4- t T 

. tw 


Method 


TBLASTX: Wheat 




Of -i vf 


7177 
/ 1 / / 








End 


7502 






none 








Score 


290 




Exons 


71 77 7/1Q7 

/i//../4y/, 


71 QC 

/loo 


"7 R n o 










Seq. No. 


44703 








Seq. ID 


OJ991108_12.0404.C16 




Gene No. 


94303 








Strand 








o y do 








End 


11352 




Name 


Pi 7QQ1 1 HQ 19 

uuyyiiuo it , 




PI £ y-v7 

. b L b * oo 


. tc 


Method 


TBLASTX: Cress 




b LdlL 


7 0Q7 

/ z y / 








End 


7618 






none 








Score 


157 




Exons 


7 9 Q7 7/1Q7 

/ z y / . . /yy/, 


7 0 Q7 

/ z y / , 


7 A Q R 
. . / 4 O 0 , 


7 9 QQ 

/z yy . 


.7592, 7525.. 7617, 7526.. 7618 




Seq. No. 


44703 








Seq. ID 


OJ991108_12.0404.C16 


r ~i 


Gene No. 


94303 








Strand 




%1 


btdlL 










End 


11352 


in 


Name 


a tqqi 1 no TO 

uu y y i iuo iz , 


, U4U4 , 


. b'l b . o o 


. tm 


Method 


TBLASTX: Maize 


T ! : 


bt art 


/ Joy 








End 


7517 


H =£ 


bl 


none 








Score 


129 




Exons 


7 7 c; Q 7C1 7 

/ jd y . . / Di / , 


7 7 C £ 


7/1 Q7 

, . / 4 y / 








VJ 


Seq. No. 


44703 








Seq. ID 


OJ991108_12.0404.C16 


T : : 


Gene No. 


94303 








Strand 






bt art 


o y d o 








End 


11352 


.s si 


Name 


u j yynuo iz . 


Ayi A/i 
, U4U4 . 


P1 ^ -7 

, bl b . oo 


. tw 


Method 


TBLASTX: Wheat 


S : 


O 4 i -K- -f- 


7 R O 1 
/ Oz 1 








End 


7932 




r* t 

bl 


none 








Score 


128 


jp ™ 


Exons 


7croi 7 R Q9 

/ oz i . . / o y z , 


/ / by . 


7Q1 o 

. . / y i o , 


7 7 q n 
/ / o u . 


.7932 




. = TI 


beq . jno . 


/I /I 7 A O 








Seq. ID 


OJ991108_12.0404.C16 




Gene No. 


94303 








Strand 






Start 


5963 








End 


11352 




Name 


n tq q 1 1 np 19 
buyyiiuo . 


0 4 0 4 
U 4 U 4 . 


bib. oz 


. LIU 


Method 


TBLASTX: Maize 




b t art 


7 R o 0 
/ OZ z 








End 


8284 




PT 
bl 


none 








Score 


107 




Exons 


7 C O O 7CQQ 

/ oz z . . / o y y , 


7 R 9 7 
/ OZ O . 


7 a n n 
. / bu U / 


7 R o yi 
/ Oz 4 . 


.7595, 7766. .8029, 7780. .8028, 






77QQ QflOQ 

/ / y y . . o uz y , 


7QC Q 

/ yo y . 


0 H 7 7 


oi n 
o z 1 U . 


.8281, 8210.. 8284 




Seq. No. 


44703 








Seq. ID 


OJ991108_12.0404.C16 




Gene No. 


'94303 








Strand 






b t art 


c; Q C 7 
0 y bo 








End 


11352 




Name 


f\TQQ1 1 no TO 

uj y y i iuo iz . 


U 4 U4 . 


bib. 04 , 


. tc 


Method 


TBLASTX: Cress 




Start 


7766 








End 


8269 




GI 


none 








Score 


131 




Exons 


7766. .7966, 


7780. 


.7968, 


7960. 


.8028, 7.964.. 8029, 8210.. 8269 




Seq. No. 


44703 








Seq. ID 


OJ991108 12.0404.C16 




Gene No. 


94303 








Strand 





45842 



Start 
Name 
Start 
GI 

Exons 



5963 End 

OJ991108_12.0404.C16.o3.tm Method 

8285 End 

none Score 



11352 

TBLASTX: Maize 

11229 

71 



8285. .8326, 8658. .8729, 8668. .8730, 8831. .8962, 8849. .8980, 
8914. .8964, 9067. .9183, 9071. .9187, 9071. -.9187, 10780 .. 10962 , 
11152. .11229 



Seq. No. 44703 

Gene No. 94303 

Start 5963 

Name OJ991108_12 . 0404 . CI 6 . o5 . tc 

Start 8849 

GI none 

Exons 8849.-8899, 8850.. 8900, 8900. 
9061. .9177 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8965, 



OJ991108 12.0404.C16 



11352 

TBLASTX: Cress 
9177 
50 

8900. .8962, 9059. . 9175, 



Fjj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44704 
94304 
1 

OJ991108_12.0404.C17.ol.np 
1 

4836907 . * 



OJ991108 12.0404.C17 



Seq. ID 
. Strand 
End 8969 
Method AAT/NAP 
End 8 969 

Score • 1813 

1..183, 309. .464, -,612. .663, 1175. .1283, 1746. .1869, 1992. .2152, 
2238. .2322, 2408. .2505, 2603. .2737, 3704. .3790, 3951. .4000, 
4068. .4152, 6195. .6553, 6796. .6910, 7068. .7181, 7262. .7358, 
7422. .7498, 7587. .7723,. 8936. .8969 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 

44704 Seq. ID OJ991108_12 . 0404 . C17 

94304 Strand 

1 End 8 969 

OJ991108_12.0404 .C17.ol.gp Method AAT/GAP 

72 End 162 

LIB3474-005-P1-K1-C3 Score 135 

72. .162 

M588012/gb|AAD25952.1|AF085717_l 3.0e-17 (AF0.85717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 

44704 Seq. ID OJ991108_12 . 0404 . C17 

94304 Strand 

1 End 8969 

OJ991108_12 . 0404 .C17 . o2 . ts Method TBLASTX : Soybean 

72 End 4 61 

none Score 79 

72. .185, 73. .177, 73. .234, 308. .460, 309. .461 



44704 Seq. ID 

94304 ' Strand 

1 End 

OJ991108__12 . 0404 . C17 . ol . gs Method 

74 End 

none Score 



OJ991108_12.0404.C17 

8969 
GENSCAN 
7.724 
.77 



74. .183, 309. .460, 575. .747, 1395. .1413, 1746. .1869, 1992. .2152, 
2238. .2322, 2408. .2505, 3704. .3790, 3951. .4000, 4068. .4149, 
6219. .6337, 6796. .6910, 7068. .7181, 7268.-7358, 7422. .7498, 



45843 



7587. .7724 



Seq. No. 44704 
Gene No. 94304 
Start 1 

Name .... OJ991108_12 .04 04. C17 . o3 . tm 

Start ' 345 

GI none 
Exons 



Seq. ID OJ991108_12.0404.C17 
Strand 

End 8969 

Method • TBLASTX: Maize 

End 1244 

Score 112 



345. .467, 345. .461, 347. .463, 572. .625, 576. .626, 623. .721, 
1194. .1244 



Seq. No. 44704 

Gene No. 94304 

Start 1 

Name OJ991108_12 . 04 04 . C17 . ol . tm 

Start 1831 

GI none 
Exons 



Seq. ID OJ991108_12.0404.C17 
Strand 

End 8969 

Method TBLASTX : Maize 

End 3789 

Score 53 



1831.. 1872, 1836.. 1871, 1982.. 2152, 1991.. 2.155, 2232.. 2330, 
2233.. .2322; 2235.. 2327, 2407.. 2538, 2408.. 2500, 2603.. 2740, 
2607. .2750, 3693. .3779, 3701. .3781, 3705. .3779, 3706. .3789 



Seq. No. 44704 

Gene No. 94304 

Start 1 

Name OJ991108_12 . 04 04 . C17 . o2 . tm 

Start 6282 

GI none 
Exons 



Seq. ID OJ991108_12.0404.C17 
Strand 

End 8969 

Method TBLASTX : Maize 

End 6926 

Score 117 

6282.. 6536, 6283.. 6531, 6301.. 6555, 6327.. 6545, 6779.. 6913, 
6782. .6895, 6816. .6926 



Seq. No. 44704 

Gene No. 94304 

Start 1 

Name OJ991108_12 . 04 04 . C17 . ol . ts 

Start 7301 

GI none 
Exons 



Seq. ID OJ991108__12.0404 .C17 
Strand 

End 8969 

Method TBLASTX : Soybean 

End 7 68 9 

Score 7 6 

7301. .7357, 7302. .7367, 7303. .736*5, 7419. .7499, 7420. .7506, 
7421. .7501, 7617. .7688, 7618. .7689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI 

Exons 



44705 
94305 
1 

OJ991108_12.04 04 .C18 .ol.np 
1 

4836907 



Seq. ID OJ991108_12.0404.C18 
Strand 

End 3140 

Method AAT/NAP 

End 3140 

Score 708 



1..30, 793. .1030, 1187. .1279, 1405. .1521, 1603. .1713, 
1846. .1939, 2010. .2134, 2559.-2659, 2964. .3140 

(AC007153) Highly similar "to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



44705 
94305 
1 

OJ991108__12.04 04 .C18 .ol.gs 

935 

none 



Seq. ID OJ991108_12.0404.C18 
Strand 

End 3140 

Method GENSCAN 

End 2659 

Score . 68 



935. .1030, 1453. .1521, 1846. .1939, 2010. .2134, 2559. .2659 



45844 



Seq. No. 


44705 


Seq. ID 


OJ991108_12.0404 .C18 


Gene No. 


94305 


Strand 




Start 


1 


EncP . 


3140 


Name 


OJyyilOo 12 . 0404 . Clo . ol . tc 


Method 


TBLASTX: Cress 


Start 


1241 


End 


1698 " ' 


GI 


none 


Score 


37 


Exons 


1 O /I 1 1000 IOjIO 1 O "7 *7 1 OTO 

1241. .lzoo, 1242. .1277, 1373. 


.1432, 1382. .1528, 1405. .1521, 




15oo..lo9o, lo01..169o 






Seq. No. 


44705 


Seq. ID 


OJ991108_12.0404.C18 


Gene No. 


94305 


Strand 




Start 


1 


End 


3140 


Name 


OJ991108 12 . 0404 . Clo . ol . ts 


Method 


TBLASTX: Soybean 


Start 


1241 


End 


2093 


GI 


none 


Score 


36 


Exons 


1241. .1294, 1242. .1280, 1402. 


.1524, 1405. .1524,. 1600. .1713, 




1843. .1938, 1877. .1933, 2018. 


.2092, 2037.. 2093 


beq. wo. 


44706 


Seq. ID 


OJ991108_12.0404 .C19 


Gene No. 


94306 


Strand 


+ 


Start 


1 


End 


848 


Name 


OJ991108 12.0404.C19.ol.np- , 


Method 


AAT/NAP 


Start 


1 


End 


848 


GI 


4191789 


Score 


201 


Exons 


1..118, 522. .593, 708. .848 






GI Descrip. 


(AC005917) putative potassium/proton antiporter [Arabidopsis 




thaliana] 






Seq. No. 


44706 


Seq. ID 


OJ991108_12.0404.C19 


Gene No . 


94306 


Strand 


+ 


Start 


1 


End 


848 


Name 


OJ991108 12.0404.C19.ol.gs 


Method 


GENSCAN 


Start 


44 


End 


791 


GI 


none 


Score 


.59 


Exons 


44. .118, 522. .593, . 708. .791 






beq. wo. 


44707 


Seq. ID 


"V 

OJ991108_11.0316.C3 


Gene No . 


94307 


Strand 


+■ 


Start 


1866 


End 


2036 


Name 


OJ991108 11.0316.C3.ol.np 


Method 


AAT/NAP 


Start 


1866 


End 


2036 


Gi 


7228442 


Score 


192 


Exons 


1866. .2036 






GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot 




isolog. (AC003981) [Oryza sativa] 




Seq. ..No. 


44708 


Seq. ID 


OJ991108_11.0316.C4 




94308 


Strand 


+ 


Start 


230 


End 


399 


Name 


OJ991108 11.0316.C4.ol.gs 


Method 


GENSCAN 


Start 


230 


End 


399 


GI 


none 


Score 


.61 


Exons 


230. .269, 293. .399 






Seq. No. 


44709 


Seq. ID 


OJ991108_11.0316.C5 



45845 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94309 Strand + 

342 End 14299 

OJ991108_11 . 0316 . C5 . ol . gs Method GENSCAN 

34 2 V End 14299 

none Score .55 

342. .510, 2556. .2709, 2820. .2942, 3264. .3362, 7580. .8555, 

9336.. 9527, 9660.. 9732, 9822.. 10402, 11062 11757 , 11837 . 

12866. .12976, 13275 13464 , 14095 .. 14 166, 14172. .14299 



11923, 



Seq. No. 44709 Seq. ID 

Gene No. 94309 Strand 

Start 342 End 

Name OJ991108_11 . 0316 . C5 . ol . gp Method 

Start 7542 . End 

GI none Score 

Exons 7542.. 7881 



OJ991108_11.0316.C5 
+ 

14299 
AAT/GAP 
7881 
660 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44709 
94309 
342 

OJ991108_11.0316.C5.o2.np 

7932 

7487376 



Seq. ID .OJ991108_11.0316.C5 
Strand + 
End 14299 
Method AAT/NAP 
End 13466 
Score 1384 
7932.. 8555, 9336.. 9527, 9660.. 10236, 10272 .. 10.402, 
11204. .11405, 11433. .11923, 13275. .13466 
hypothetical protein T24A18.10 - Arabidopsis thaliana 
gi | 4490702 | emb | CAB38836.il (AL035680) hypothetical protein 
[Arabidopsis thaliana] gi | 7269559 I emb | CAB79561 . 1 | (AL161566) 
hypothetical protein [Arabidopsis thaliana] 



11062. .11176, 



44709 
94309 
342 

OJ991108_11.0316.C5.o2.gp 
11671 

87289_1.R1084 

11671. .11923, 13275.. 13723 
, 4490702/emb|CAB38836.1| 2. 
[Arabidopsis thaliana] 1 



Seq. ID OJ991108_11.0316.C5 

Strand + 

End 14299 

Method AAT/GAP 

End 13723 

Score 1279 

0e-31 (AL035680) hypothetical protein 



Seq. No. 


44709 






Seq. ID 


OJ991108 


_11.0316 


.C5 


Gene No. 


94310 






Strand 








Start 


7505 






End 


8195 






Name 


OJ991108 11 


.0316.C5.ol. 


np 


Method 


AAT/NAP 






Start 


7505 




End 


8195 






GI 


6498458 






Score 


94 * 






Exons 


7505. .7834, 


8108. .8195 












GI Descrip. 


(AP000816) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44709 






Seq. ID 


OJ991108 


JL1.0316 


.C5 


Gene No. 


94311 






Strand 








Start 


14358 






End 


15917 






Name 


OJ991108 11 


.0316.C5.o4 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7917 






End 


8189 






GI 


none 






Score 


120 






Exons 


7917. .8036, 


7928. .8035, 


8040. 


.8189 









45846 



Seq. No. 44709 Seq. ID 

Gene No. 94311 Strand 

Start 14358 - End 

Name OJ991108_11 . 0316 . C5 . o3 . tm Method 

Start 8409 End 

GI none Score 

Exons 8409.. 8561, 8415.. 8558, 8477.. 8560, 

9333.. 9530, 9335.. 9532, 9643.. 9708, 

9659. .9724, 9813. .9869, 9815. .9868, 
9883. .9915 



OJ991108 11. 0316. C5 



15917 

TBLASTX: Maize 
9916 
148 

9326.-9478, 9333. 



9657. .9728, 
9816. .9878, 



9658. 
9866. 



,9530, 
,9708, 
9916, 



Seq. No. 44709 Seq. ID 

Gene No. 94311 Strand 

Start 14358 End 

Name OJ991108_11 . 0316 . C5 . ol . tm Method 

Start 9917 End 

GI none Score 
Exons 



OJ991108_11.0316.C5 
15917 

TBLASTX: Maize 

11283 

208 



9917. .10084, 9921. .10097, 9922. .10131, 10064 .. 104 02, 
10071. .10406, 10082. .10402, 10108 .. 104 04 , 11051 .. 11224 , 
11058. .11222, 11068. .11223, 11221 .. 11283, 11228. .11281 



Seq. No. 


44709 




Seq. ID 


OJ991108__11.0316 


Gene No. 


94311 




Strand 




Start 


14358 




End 


15917 


Name 


OJ991108 11. 0316. C5. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


10309 




End 


11568 


GI 


none 




Score 


112 


Exons 


10309. .10404, 10310. 


.10402, 


10320. .10406, 11056. . 11142, 




11058. .11168, 11060. 


.11182, 


11068. .11277, 11190. .11339, 




11194 . .11352, 11389. 


.11568, 


11397. .11564, 11458. .11568 


Seq. No. 


44709 




Seq. ID 


OJ991108_11.0316 


Gene No. 


94311 




Strand 




Start 


14358 




End 


15917 


Name 


OJ991108 11. 0316. C5. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


11283 




End 


11499 


GI 


none 




Score 


74 


Exons 


11283. .11333, 11284. 


.11343, 


11287. .11334, 11296. .114 99, 



11343. .11498 



Seq. No. 


44709 






.Seq. ID 


OJ991108_11.0316 


Gene No. 


94311 






Strand 




Start 


14358 






End 


15917 


Name 


OJ9911 


08_11.0316.C5. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


11500 






End 


11878 


GI 


none 






Score 


528 


Exons 


11500. 


.11847, 11504. 


.11833, 


11505. . Hi 


S46, 11546. . 11875, 




11825. 


.11878, 11833. 


. 11877 ■ 






Seq. No. 


44709 






Seq. ID 


OJ991108_11.0316 


Gene No. 


94311 






Strand 




Start 


14358 






End 


15917 


Name 


OJ9911 


08_11.0316.C5. 


o5 . tm 


.Method 


TBLASTX: Maize 


Start 


11879 






End 


13640 


GI 


none 






Score 


75 


Exons 


11879. 


.11926, 13253. 


.13366, 


13270. .134 


170, 13271. . 13471, 




13272. 


.13475, 13273. 


.13389, 


13287. .134 75, 13574. .13603, 



45847 




13577. .13603, 13578 13604 , 13605 13640, 13607. .13636 



Seq. No. 


44709 




Seq. ID 


OJ991108_11.0316 


.C5 


Gene No. 


y4 on 




Strand 






Start 


1 >1 "2 C Q 

14 Job 




End 


15917 




Name 


a tqqi 1 no 11 n*3i*r /^c 

ojyyuub ii.0o1d.C5 


. o3.np 


Method 


AAT/NAP 




btart 


-j a n c q 
14Joo 




End 


15917 




C T 
bl 


4 Dl^O / U 




Score 


615 




Exons 


14 Job . . 14 o do , 14yjb 


.15917 








GI Descrip. 


(Acuubyji) putative 


cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


44709 




Seq. ID 


OJ991108_11.0316 


.C5 


Gene No . 


OA *51 1 

y 4 oi i 




Strand 






Start 


1 4 ojo 




End 


15917 




Name 


ujyyiiub ii.uo1d.cd 


ol.tc 


Method 


TBLASTX: Cress 




Start 


1 A A CI A 

14 4D4 




End 


15734 




GI 


none 




Score 


81 




Exons 


144o4 . . 14o4 J, 144ob. 


.14568, 


14 607. .14 699, 14 665. .14 691, 






14700. .14864, 14725, 


. 14865, 


15594. .15734 




beq. No. 


4 4 / u y 




Seq. ID 


OJ991108_11.0316 


.C5 


Gene No . 


ft /I Ol 1 

94 Jl 1 




Strand 






Start 


1 A O C O 

1 4 J o o . 




End 


15917 




Name 


ojyyiiOo ii.0oio.Co. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


i ^ c a n 

1 4 o4 y 




End 


14865 




GI 


none 




Score 


43 




Exons 


14 d4 y . . 14 by y , 14bb4. 


.14717, 


14709. .14£ 


64, 14725.. 14865 




Seq. No. 


44709 




Seq. ID 


OJ991108_11.0316 


.C5 


Gene No. 


94311 




Strand 






b tart 


1 A T CL O 
14 OOb 




End 


15917 




Name 


ojyyuub ii.0o1d.co. 


o7 . tm 


Method 


TBLASTX: Maize 




btart 


14b /o 




End 


15005 




GI 


none 




Score 


91 




Exons 


14 d / o . . 1 4 by y , i4byi. 


.14795, 


.14700. .14795, 14793 14864 , 






14 / 9b . . 14b b4 , 14809. 


.14865, 


14928. .14987/ 14 937 15005, 






14941. .14994 










Seq. No. 


4 4 / u y 




Seq. ID 


OJ991108_11.0316 


,C5 


Gene No. 


fl /l *3 1 1 

y4oii 




Strand 






b tart 


i /i -3 c o 
14 ODo 




End 


15917 




Name 


ojyyuub ii.uoib.co. 


o2. ts 


Method 


TBLASTX : Soybean 




bt art 


1 jZ4 J 




End 


15593 




GI 


none 




Score 


340 




Exons 


15243. .15593 










Seq. No. 


a a ~i n o 

4 4 / uy 




Seq. ID 


OJ991108_11.0316 


.C5 


Gene No. 


94311 




Strand 






Start 


14358 




End 


15917 




Name 


OJ991108 11. 0316. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15312 




End 


15747 




GI 


none 




Score 


78 




Exons 


15312. .15548, 15349. 


.15483, 


1554 6. . 15734, 15571. .157 4 7 




Seq. No. 


44710 




Seq. ID 


OJ991108_11.0316 


C6 


Gene No. 


94312 




Strand 


+ 




Start 


45 




End 


353 





45848 




Name 


OJ991108 11 


.0316 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


45 








End - 


353 




GI 


none 








Score 


. 53 




Exons 


45. .198, 253. .353 










Seq. No. 


44710 








Seq. ID 


OJ991108 


—11.0316.C6 


Gene No. 


94313 








•Strand 


+ 




Start 


4679 








Lna 


/" r\ c a 

6064 




Name 


OJ991108 11 


.0316 


.C6.o3. 


gs 


Method 


GENSCAN 




Start 


4679 








hna 


r r\ r a 

6064 




GI 


none 








Score 


. 66 




Exons 


4679. .4804, 


5394 


. .5833, 


c o o "3 


C C\ C A 






Seq. No. 


44710 








Seq. ID 


OJ991108 


_11 . 0316 . C6 


Gene No. 


94314 








Strand 






Start 


1409 








End 


3104 




Name 


OJ991108 11 


.0316 


.C6.o2*. 


t s 


Method 


TBLASTX: 


Soybean 


Start 


1286 








End 


1858 




GI 


none 








Score 


106 




Exons 


1286. .1498, 


1298, 


. .1498, 


1 J Jo . 


.1499, 1499. .1576, 


1518 . . 1577 , 




1748. .1858 














beq. no. 


44710 








Seq. ID 


OJ991108 


I 1 . U ol d . Co 


Gene No. 


94,314 








Strand 






Start- 


1409 








End 


3104 




Name 


OJ991108 11, 


.0316, 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


1292 








End 


3072 




GI 


5915851 








Score 


481 




Exons 


1292. .1597, 


1751, 


. .1938, 


2037. 


.2475, 2587.. 3072 





GI Descrip. CYTOCHROME P450 90A1 gi | 107 6315 | pir | | S5537 9 cytochrome P450 - 
Arabidopsis thaliana gi | 8537 19 | emb | CAA607 93 | (X87367) CYP90 
protein [Arabidopsis thaliana] gi | 871988 | emb | CAA60794 | (X87368) 
CYP90 protein [Arabidopsis thaliana] 





Seq. No. 


44710 




Seq. ID 


OJ991108_11.0316.C6 


% 4 


Gene No. 


.94314 . 




Strand 






Start 


1409 




End 


3104 




Name 


OJ991108 11 


.0316.C6.ol.np 


Method 


AAT/NAP 


H 5 


Start 


1298 




' End 


3104 


- sr 
s ~ 


GI 


4512670 ' 




Score 


543 




Exons 


1298. .1597, 


1751. .1938, 2037. 


.2475, 2581. .3104 




GI Descrip. 


(AC006931) 


putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


44710 




Seq. ID 


OJ991108_11.0316.C6 




Gene No. 


94314 




Strand 






• Start 


1409 




End 


3104 




Name 


OJ991108 11 


.0316.C6.o2.gs 


Method 


GENSCAN 




Start 


1409 




End 


3075 




GI 


none 




Score 


.75 




Exons 


1409. . 1597, 


1751. .1938, 2037. 


.2475, 251 


31. .3075 




Seq. No. 


44710 




Seq. ID 


OJ991108_11.0316.C6 




Gene No. 


94314 




Strand 






Start 


1409 . 




End 


3104 




Name 


OJ991108 11 


.0316.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1817 




End 


2193 




GI 


none 




Score 


139 



45849 



Exons 


1017 1 04c 


101 0 
1 0 1 0 


1 QA £ 

. . ± y 40 , 


9 n^p 

Z Ujo . 


.2193, 2042.. 2191 




Seq. No. 


44710 








Seq." ID 


OJ991108 n..iiaa# 


rice. 


Gene No. 


94314 








Strand 






o ua.ru 


1 4 HQ 








End 


3104 ' "*'■■*" 1 




Name 




0^1 £ 


. LtD . Ol . 


L. S 


Method 


TBLASTX : Soybean 




o tar u 


0109 — 








End 


2739 




f T 


none 








Score 


86 




Exons 


9 1 P9 94^0 


99 4 n 

Z Z 4 U 


9470 


9 R7 


.2719, 2578.-2739 




Seq. No. 


44710 








Seq. ID 


OJ991108_11.0316 


■ C6 


Gene No. 


94314 








Strand 






d car l 


1 4 HQ 
± fi U y 








End 


3104 




Name 


n TQQl 1 HQ 1 1 

uj y y 1 iuo 1 1 


0^1 £ 


r*^ r\1 


tin 


Method 


TBLASTX: Maize 




o car u 


Z 41 uz 








End 


2938 




P T 


none 








Score 


50 




Exons 


9409 9470 

Z 4 U Z . . Z 4 / U , 


9 4 1 6 
Z 4 1 D 


94 60 
• Z 4 OU , 


9 R7 Q 
ZD / 0 . 


.2937, 2579.. 2938 




Seq. No. 


44710 








Seq. ID 


OJ991108_11.0316 


C6 


Gene No. 


94314 








Strand 








1 40Q 








End 


3104 




Name 


Pi TQQ 1 1 O Q 11 

uj y y i iuo 11 


O "3 1 £ 
UjID 


L/D . Oj . 


ts 


Method 


TBLASTX: Soybean 




Of -i •*-+- 

o car l 


Z O Z 4 








End 


3063 






none 








Score . 


160 




Exons 


ZoZ 4 . . JUL) 0, 


Z 0 Z !D , 


"5 09 9 
. OUZZ , 


noon 
Z 0 jU . 


.3063 






Seq. No. 


44711 








Seq. ID 


OJ991108__11.0316 


C7 


Gene No. 


94315 








Strand 


+ 




Start 


5610 








End 


5775 




Name 


OJ991108 11. 


0316. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


5610 








End 


5775 




GI 


uC-osflcypl54c08al 




Score 


284 




Exons 


5610. .5775 















GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1 57 017 99/emb | CAB52175 . 1 | 3.0e-29 (AJ245408) putative syntaxin 
protein [Arabidopsis thaliana] 1 



44711 
94316 
128 

OJ991108_11.0316.C7.ol.gs 

128 

none 



Seq-. ID -OJ991108_11.0316.C7 
Strand 

End 8753 

Method GENSCAN 

End 8753 

Score .63 



128. .284, 286. .392, 425. .514, 2800. .2997, 3142. .3263, 

6482. .6539, 7.271. .7409, 7414. .7522, 7537. .7898, 7971. .8272, 

8317. .8473, 8497. .8753 



44711 . 

94317 

9262 

OJ991108_11.0316.C7.o2.ts 

7434 

none 



Seq. ID OJ991108_11.0316.C7 
Strand 

End 12185 

Method TBLASTX : Soybean 

End 11412 

Score 102 



7434. .7475, 7516. .7608, 7517. .7609, 11113 .. 11313, 11125 .. 11313, 
11135. . 11314, 11314. .11412, 11333. .11392 



44711 
94317 



Seq. ID OJ991108_11.0316.C7 
Strand 



45850 



Start 
Name 
Start-- 
GI* * ; -' : 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9262 

OJ991108_11.0316.C7 .ol.ts 

768.4.. / - , 

none. *' ■ 



End 12185 

Method TBLASTX : Soybean 

.End ■ _ 12137 • 

'Score • " ■ 7 6 ' ' ' ■ 



7684\.7779, 7772. .7876, 11563 .. 11754 , , 11564 11755, 11871. .12137 



44711 
94317 
9262 

OJ991108_ll.0316.C7.ol. tm 

7772 
none 



Seq. ID OJ991108_11:;0316.C7 
Strand 

End 12185 

Method TBLASTX : Maize 

End 12008 

Score 73 



7772. .7876, 7976. .8068, 7977. .8033, 11632 .. 11760, 11633 11761 , 
11853. .12008, 11857. .12006 



Seq. No. 44711 

Gene No. 94317 

Start 9262 ■ 

Name OJ991 108_1 1 . 031 6 . C7 . o3 . ts 

Start 8308 

GI none 
Exons 



Seq. ID OJ991108_11.0316.C7 
Strand 

End 12185 

Method TBLASTX : Soybean 

End 8600 

Score 94 



8308. .8487, 8318. .8500, 8496. .8564, 8497. .8565, 8571. .8600 



Seq. No. 44711 

Gene No. 94317 . 

Start 9262 

Name OJ991108_11 . 0316 . C7 . o2 . tm 

Start 8374 

GI none 
Exons 



Seq. ID OJ99110.8_11.0316.C7 
Strand 

End 12185 

Method TBLASTX : Mai ze 

End 8768 

Score 69 



8374. .8472, 8375. .8500, 8496. .8585, 8497. .8568, 8600. .8764, 
8649. .8768 



Seq. No. 


44711 


Seq. ID 


OJ991108_ 


11.0316 


C7 


Gene No. 


94317 


Strand 








Start 


9262 


End 


12185 






Name 


OJ991108 11.0316.C7.o2.gs 


Method 


GENSCAN 






Start 


9262 


End 


12017 






GI 


none' 


Score 


.72 






Exons 


9262. .9438, 11221 114 12 , 


11566. . 11753 


, 11852.. 12017 




Seq. No. 


44711 


Seq. ID 


OJ991108_ 


11.0316 


C7 


Gene No. 


94317 


Strand 








Start 


9262 


End 


12185 






Name 


OJ991108 11.0316.C7.ol.np 


Method 


AAT/NAP 






Start 


11113 


End 


12185 






GI 


4512670 


Score 


438 






Exons 


11113. . 11412, 11566. .11753 


, 11852.. 12185 






GI Descrip.. 


(AC006931) putative Cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


44712 


Seq. ID 


OJ991108_ 


11.0316. 


C8 


Gene No. 


94318 


Strand 








Start 


1 


End 


382 






Name 


OJ991108 11.0316.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


382 






GI 


5915851 


Score 


159 






Exons 


1. .382 











GI Descrip. CYTOCHROME P450 90A1 gi I 1076315 I pir | | S55379 cytochrome P450 - 



45851 




Arabidopsis thaliana gi | 853719 | emb | CAA60793 | (X87367) CYP90 
protein [Arabidopsis thaliana] gi | 871988 [emb | CAA607 94 | (X87368) 







CYP90 protein [Arabidopsis thaliana] 








Cart M/-v 
OcCJ. IN O . 


44712 


' Seq. ID 


PrTh Q1 1 fifl 1 i "-AOi r 


. LO 




c^ene ino . 


94318 


Strand 










1 


End 








Name 


OJ991108 11.0316.C8.ol.tm 


Method 


1 O J_iH.O 1 A . iYia ize 








5 


End 


£ H O 






P T 
Vjl 


none 


Score 


1 Q 






Exons 


5. .184, 5. ..247, 6. .248, 75.. 


248 








ocCJ. IN O . 


44712 


Seq. ID 


PiTQQIIHQ 11 n ^ i £ 






bene ino . 


94318 


Strand 








C +- -s v-t- 

otart 


1 


End 


ooZ 






Name 


OJ991108 11.0316.C8.ol.ts 


Method 


TDT 7\OTY « CAuKaan 

1 DLiPio i a . boyoean 








134 


End 


"5 *7 *5 






p t 


none 


Score 


10/ 






Exons 


134. .316, 135. .332, 221. .373 










Seq. No. 


44713 


Seq. ID 


OJ991108_11.0316 


.C12 




Gene No. 


94319 


Strand 


+ 








1 


End 


. 589 






Name 


OJ991108 ll.03I6.C12.ol.np 


Method 


AAT/NAP 




SJ 


btart 


1 


End 


589 






P T 


7106528 


Score 


96 




F! h 




1..35, 468. .589 










GI Descr ip . 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


+- v> « 
tne 


ly 




predicted gene.; hypothetical protein 


[Oryza sativa] 






OcCJ. IN O . 


44713 


Seq. ID 


OJ991108_11.0316 


Liz 




Gene No . 


94319 


Strand 


+ 




\ y 


Of -ivf 

o tart 


1 


End 


589 






Name 


OJ991108 11.0316.C12.ol.gs 


Method 


GENSCAN 




f 1 


Q+- =s v+- 


405 


End 


508 






P T 


none 


Score 


.5'- 






Exons- 


405.. 508 










o q . LN O • 


44714 


Seq. ID 


OJ991108_11.0316 


P1 "5 
L1j 




Gene No . 


94320 


Strand 


+ 




■?~ z 


otait 


555 


End 


645 






Name 


OJ991108 11.0316.C13.ol.gs 


Method 


GENSCAN 






oidit 


555 


End 


645 






P T 
LjI 


none 


Score 


.69 






Exons 


555. .645 










Seq. No. 


44714 


Seq. ID 


OJ991108_11.0316. 


C13 




Gene No. 


94321 


Strand 








Start 


244 


End 


459 






Name 


OJ991108 11.0316.C13.ol.gp 


Method 


AAT/GAP 






Start 


244 


End 


459 






GI 


LIB34 34-038-P1-K1-F1 


Score 


342 






Exons 


244. .459 










GI Descrip. 


'5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ? 








Seq. No. 


44714 


Seq. ID 


OJ991108_11.0316. 


C13 



45852 



Gene No. 

Start 

Name 

Start • ■ 
GI 

Exons 

GI Descrip. 



94322 Strand 
1826 End 9092 

OJ991108_11.0316.C13.ol.np Method AAT/NAP . 
" 1826 " ' " " , V " End 9092 • ' 

5257279 Score 6915 

1826. .2058, 3523. .4110, 4225.-4395, 4612. .7330, 7963. .8198, 
8547.. 9092 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 44714 

Gene No. 94322 

Start 1826 

Name 0 J9 9 1 1 0 8_1 1.0316.C13.o7.tm 

Start 3103 

GI none 

Exons 3103.. 3348, 3224.. 3349 

Seq. No. 44714 

Gene No. 94322 

Start 1826 

Name OJ991108_11 . 0316 . C13 . o5 . tw 

Start 3157 . 

GI none 

Exons . 3157. .3489, 3266. .3490 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Mai ze 

End 3349 

Score 63 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Wheat 

End 34 90 • 

Score 95 



Seq. No. 44714 

Gene No. 94322 

Start- 1826 

Name OJ991108_11 . 0316 . C13 . ol . tm 

Start 3349 

GI none 
Exons 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Mai ze 

End 3933 

Score 260 



3349. .3777, 3350. .3778, 3636. .3782, 3637. .3837, 3775. .3933, 
3779. .3925 



Seq. No. 44714 

Gene No. 94322 

Start 1826 

Name OJ991108_11 . 0316 . C13 . ol . tw 

Start 3490 

GI. none 

Exons 3490.. 4101, 3491.. 4060 



Seq. ID OJ991108_11.0316.C13 

Strand- - 

End 9092 

Method TBLASTX : Wheat 

End 4101 

Score 309 



Seq. No. 44714 

Gene No. 94 322 

Start 1826 

Name OJ991108_11 . 031 6 . C13 . o4 . tm 

Start 3985 

GI none 

Exons 3985.. 4275, 3989.. 4276 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX: Maize 

End 4276 

Score 241 



Seq. No. 44714 

Gene No. 94322 

Start 1826 

Name OJ991108_11 . 0316 . C13 . o2 . ts 

Start 4078 

GI none 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Soybean 

End 4324 

Score 111 



45853 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4078. .4323, 4079. .4324 

44714 
94322 
1826 

OJ991108_ll.0316.C13.ol. tc 

4100 

none 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Cress 

End ■ 4416 

Score 90 



4100. .4240, 4132. .4242, 4243. .4416, 4295. .4408 



44714 
• 94322 
1826 

OJ991108_11.0316.C13.o3. tw 

4132 

none 

4132. .4587, 4136. .4498 



Seq. No. 44714 

Gene No. 94322 

Start 1826 

Name OJ991108_11 . 0316 . C13 . o2 . tw 

Start 4589 

GI none 

Exons 4589.. 5080, 4612.. 5115, 4774. 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Wheat 

End 4587 

Score 281 



Seq. ID OJ991108_11.0316.C13 

Strand - - 

End 9092 

Method TBLASTX : Wheat 

End. 5115 

Score 325 
.5106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991108_11.0316.C13 
Strand 

9092 
AAT/GAP 
6140 
2492 



44714 
94322 
1826 

OJ991108_ll.0316.C13.o2.gp 
4779 
4107139 
4779. .6140 

5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologue's. (L35053) [Oryza sativa] 



End 

Method 

End 

Score 



44714 
94322 
1826 

OJ991108_11.0316.C13.o2.tm 

4804 

none 

4804. .5244, 4817. .5245 

44714 
94322 
1826 

OJ991108_11.0316.Cl'3.o3.ts 

4 8 64 

none 

4864. .5109, 4865. .5080 



Seq. No. 44714 . 

Gene No. 94322 

Start 1826 

Name OJ991108_11 . 0316.C13. 06. tw 

Start 5116 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX: Maize 

End 5245 

Score 229 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Soybean 

End 5109 

Score 97 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Wheat 

End 5353 



45854 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5116. .5352, 

44714- 

94322 

1826 

OJ991108_11, 

5131 

none 

5131. .5490, 

44714 
94322 
1826 

OJ991108_11. 

5249 

none 

5249. .5407, 

44714 
94322 
1826 

OJ991108_11. 

5263 

none 

5263. .5301, 
5642. .5938 

44714 
94322 
1826 

OJ991108_11. 

5413 

none 

5413. .5883 



Score 



155 



5132. .5353 

0316.C13.ol.ts 
5132. .5488, 5161. 

0316.C13.o5.tm 
5251.. 5412, 5257. 

0316.C13.o4.tw 



Seq. ID . OJ991108_11..0316.C13 
Strand 

End 9092 

Method TBLASTX : Soybean 

End 5526 

Score 245 

.5496, 5337. .5495, 5494. .5526 

Seq. ID OJ991108_11.0316.C13 
Strand 

9092 

TBLASTX: Maize 
5412 
132 



End 

Method 
End 
Score 
.5412 



Seq. ID OJ991108__11.0316.C13 
Strand 

End 9092 
Method ■ .TBLASTX : Wheat 
End 5949 
Score 51 

5354. .5398, 5467. .5949, 5471. .5614, 5500. .5820, 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 

Method TBLASTX : Maize 

End 5883 

Score 402 



0316.C13.o3. tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



44714 . 

94322 

1826 

OJ991108_11. 

5884 

none 

5884 . . 6045, 

44714 
94322 
1826 

OJ991108_11. 

6121 

none 

6121. . 6243, 

44714 
94322 
1826 

OJ991108_11. 
6181 



0316.C13.o8.tm 



5885. . 6046 



Seq. ID OJ991108_11.0316.C13 
Strand 

End 9092 
Method TBLASTX : Maize 
End 604 6 

Score . 134 



0316.C13.o8.tw 



Seq. ID OJ991108_11.0316.C13 
Strand 

End , 9092 

Method TBLASTX : Wheat 

End 6499 

Score 8 4 

6122. .6232, 6127. .6279, 6277. .6498, 6377. .6499 

Seq. ID OJ991108_11.0316.C13 
• Strand 

End 9092 

03 1 6 . C13 . 06 . tm Method TBLASTX : Mai ze 

End 6504 



45855 




GI 


none 






Score 


45 








Exons 


blol . . o24 Of 


£ 1 O 1 C C C\ A 

olol . . DO04 , 


o J5o . 


C A C "7 

. 64 57 










Seq. No. 


44714 






Se^q. ID-. 


■OJ991108 


_11 


.0316 


.C13 


Gene No. 


94322 






Strand 










btart 


JLoZO 






End • 


9092 








Name 


ojyyiiUo li 


. U Jlo . CI J ; o / 


4- r * 

. tw 


Method 


TBLASTX : 


Wheat 




Start 


/Uol 






End 


7437 








GI 


none 






Score 


71 








Exons 


/Uol . . / ly / / 


/U /U . . I Z /U, 


T O O O 

i zzz . 


.7437, 7232. .7414, 


7377. .7 


4 lb 


Seq. No. 


44715 






Seq. ID 


OJ991108 


_11 


.0316 


.C16 


Gene No. 


94323 






Strand 


+ 








Start 


000 4 






End 


6264 








Name 


ATnm i no ii 

ojyyiiOo_ii 


. U Jl O . CI 0 . Ol 


.gp 


Method 


AAT/GAP 








Start 


a c. o a 






End 


6264 








GI 


none 






Score 


1291 








Exons 


C C O A CO d A 

5oo4 . . 62 64 
















Seq. No. 


44715 






Seq. ID 


OJ991108 




.0316 


.C16 


Gene No. 


94324 






Strand 


- 








Start 


ooUU 






End 


7351 








Name 


OJ991108_11 


. 0316 . CI 6 . o2 


.gs 


Method 


GENSCAN 








Start 


f r n r\ 

6600 






End 


7351 








GI 


none 






Score 


.48 








Exons 


6600 . . 6724 , 


687 6 . . 6967 , 


7116 . 


.7351 • 










Seq. No. 


44715 






Seq. ID 


OJ991108 


_11, 


.0316 


. CI 6 


Gene No. 


94325 






Strand 


- 








Start 


8242 






End 


8407 








Name 


/"\Tfini1AO 11 

ojyyiiOo 11 


.0o1d.C1d.o1 


.np 


Method 


AAT/NAP 








Start 


O O A O 

8242 






End 


8407 








GI 


c o i c n n n 

6815099 






Score 


90 








Exons 


O O vl O O /t A 1 

8242 . .8407 
















GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44716 






Seq. ID 


OJ991108 




.0316 


.C17 


Gene No. 


94326 






Strand 


+ 








Start 


625 






End 


1113 








Name 


OJ991108 11 


.0316.C17.ol. 


.gs 


Method 


GENSCAN 








Start 


625 


f 




End 


1113 








GI 


none 






Score 


.55 








Exons 


625. .820, 919. .956, 1075. .1113 










Seq. No. 


44717 






Seq. ID 


OJ991108 


_11. 


.0316, 


.C18 


Gene No. 


94327 






Strand 


+ 








Start 


81, 






End 


1366 








Name 


**" OJ991108 11 


.0316.C18.ol. 


■ gp 


Method 


AAT/GAP 








Start 


81 




End 


365 








GI 


none 






Score 


498 








Exons 


81. .365 
















Seq. No. 


44717 






Seq. ID 


OJ991108 


_11. 


,0316. 


.C18 


Gene No. ■ 


94327 






Strand 


+ 








Start 


81 






End 


1366 








Name 


OJ991108 11 


.0316.C18.ol. 


.gs 


Method 


GENSCAN 








Start 


105 






End 


1366 









45856 -■ 



P,T 
\j 1 


none 




Score 


1 




Exons 


i rm 1 1 no i 
iuj . . jdj, lxuy. . ljoo 










o e CJ . IN O . 


44717 




Seq. ID. 




pi Q 


Gene No. 


94328 




Strand 






Start 


2043- • 




End 


2414 




Name 


OJ991108 11.0316. C18.o3 


.tm 


Method 


i dlao i a : Ma i z e 






222 




End 


1 1 H 1 




ul 


none 




Score 


9 *30 
z oU 




Exons 


222. .365, 224. .334, 1106. .1141, 1107.. 


i i oq i i no i i /n 






1109. .1141 










Seq. No. 


4471 7 




Seq. ID 


OJ991108JL1.0316 


.C18 


Gene No. 


Q4 ^9ft 




Strand 






OLdLL. 


Z U 4 O 




End 


2414 




Name 


Uu^^llUO X1.Uj10.L10.O1 


-1- c 
. Z.S 


Method 


TBLASTX : Soybean 




OLalL 


970 _ 




End 


1264 




PT 
ol 


none . 




Score 


41 




Exons 


270. .314, 296. .331, 297 


. .365, 


1106. .1198, 1108. .1203, 1109. 


Seq. No. 


*± H I 1 f 




Seq. ID 


OJ991108JL1.0316. 


.C18 


Gene No. 


4 jZ o 




Strand 








9 04 "3 
Z U4 O 




End- 


2414 




Name 


P)TQQ110ft 11 0^1£ PI ft r\1 
UJ J^IIUO 11.Uj1D.L10.01 


. X,C 


Method 


TBLASTX: Cress 




C -1- -a -K-4- 

otari 


1 0 Q0 _ 
1U3U 




End 


1312 




p t 


none 




Score 


299 




Exons 


1 0Q0 1 90^ 110Q 1^19 
1U3U . . 1ZUD, 11U3. . 1 JlZ 










Seq. No. 


44717 




Seq. ID 


OJ991108_11.0316. 


.C18 


Gene No. 


Q4 "39ft 

3 4 JtO 




Strand 






C -j- 3 

jLdll. 


904 ^ 
^U4 J 




End 


2414 




Name 


Pi.TQQI 1 Oft 11 0^1 £ PI ft r\0 
Uu J511UO 11.Uj1D.L10.OZ, 


. tm 


Method 


TBLASTX: Maize 




otart 


114 9 _ 
1 1 4 c. 




End 


1359 






none 




Score 


324 




Exons 


1149 1T4R 1149 IIQft 
1 1 4 Z . .1040, 1 1 4 Z . . 11 jo, 


114 4 
114 4. 


.1359 






o e q . IN o . 


44717 




Seq. ID 


OJ991108_11.0316. 


,C18 


Gene No. 


Q4 ^9ft 

J4 J60 




Strand 






Start 


904 ^ 
Z U 4 O 




End 


2414 




Name 


OTQQIIOft 11 0*31 £ PI ft ^1 
UU 7 311UO 11 . UjID . LlO . Ol . 




Method 


TBLASTX: Maize 






1936 ~ 




End 


2414 




P T 


none 




Score 


189 




Exons 


1936. .2019, 2037. .2195, 


2038. 


.2178, 2184.. 2393, 2220.. 2390, 




2254. .2391, 2390. .2413, 


2391. 


.2414 






Seq. No. 


44717 




Seq. ID 


OJ991108_11.0316. 


C18 


Gene No. 


94328 




Strand 








2043 




End 


2414 




Name 


OJ991108 ll.0316.C18.o2. 


,gs 


Method 


GENS CAN 




otait 


2043 


End 


2372 




GI 


none 




Score 


.93 




Exons 


2043. .2372 










Seq. No. 


44717 




,Seq. ID 


OJ991108_11.0316. 


•pi 8 


Gene No. 


94328 




Strand 






Start 


2043 




End 


2414 




Name 


OJ991108 ll.0316.C18.ol. 


np 


Method 


AAT/NAP 





45857 



Start 2049 End 2414 

GI 7486691 Score 224 

Exons 2049. .2414 

GI Descrip. hypothetical protein F8K4.6- Arabidopsis thaliana. 

gi|3367519|gb|AAC28504*.l[ (AC004392) Contains similarity to 
gb|U51898 Ca2+-independent phospholipase A2 from Rattus 
norvegicus. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44718 Seq. ID 

94329 Strand 

396 End 

OJ991108_11. 0316.C19.ol.gs Method 

396 End 

none Score 



OJ991108_11.0316.C19 

1914 
GENSCAN 
1914 
.46 



396.. 509, 581. 
1776. .1914 



,798, 944. .1235, 1275. .1360, 1442. .1648, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44718 
94329 
396 

OJ991108_11.0316.C19.ol.np 
400 

7486691 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991108 11.0316.C19 



1914 
AAT/NAP 
1914 
940 

400. .509, 581. .798, 895. .1360, 1448. .1648, 1776. .1914 
hypothetical protein F8K4 . 6 - Arabidopsis thaliana 
gi|3367519igb|AAC28504.1| (AC004392) Contains similarity to 
gb|U51898 Ca2+-independent phospholipase A2 from Rattus 
norvegicus. [Arabidopsis thaliana] 



Seq. No. 44718 

Gene No. 94329 

Start 396 

Name OJ991108_11 . 0316 . CI 9 . ol . tm 

Start 417 

GI none 

Exons 417.. 518, 417 
891. '.950, 895 



OJ991108 11.0316.C19 



Seq. ID 
Strand 
End 

Method 
End 
Score 

521, 418. .519, 566. .778, 568... 759, 624 
951 



1914 

TBLASTX: Maize 

951 

170 



.776, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



44718 
94329 
396 

OJ991108_ll.0316.C19.o3. tm 

951 

none 



Seq. ID OJ991108_11.0316.C19 
Strand 

End 1914 

Method TBLASTX: Maize 

End 1111 

Score 217 



951. .1109, 952. .1110, 953. .1111 



44718 
94329 
396 

OJ991108_11.0316.C19.ol.ts 

1050 

none 



Seq. ID OJ991108_11.0316.C19 
Strand 

End 1914 

Method TBLASTX : Soybean 

End 1344 

Score 141 



1050. .1184, 1051. .1182, 1164. .1256, 1235. .1339, 1260. .1343, 
1261. .1344 



Seq. No. 
Gene No. 



44718 
94329 



Seq. ID 
Strand 



OJ991108 11.0316.C19 



45858 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



396 End 

OJ991108_11.0316.C19.o2.tm Method 

12 66 End 

none - Score ■ 



1914 

TBLASTX: Maize 

1875 

123 



1266. .1361, 1266. .1373, .1268. .1366, 1434. .1649, 1438. .1611, 
1463. .1675, 1512. .1649, .1771. .1875, 1777. .1875 



44719 Seq. ID 

94330 Strand 

124 End 
OJ991108_11.0316.C20.ol.np Method 

8 9 End 

7486691 Score 

89. .220,- 346. .467, 512. .602, 753. .914, 



OJ991108 11.0316.C20 



2878 
AAT/NAP 
2878 
1594 

994. .1112, 



1185. .1445, 



1552. .1714, 1801. .2046, 2156. .2370, 2695. .2878 
hypothetical protein F8K4.6 - Arabidopsis thaliana 
gi|3367519|gb|AAC28504.1| (AC004392) Contains similarity to 
gb|U518 98 Ca2+-independent phospholipase A2 from Rattus 
norvegicus'. [Arabidopsis thaliana] 



Seq. No. 44719 Seq. ID 

Gene No. 94 330 Strand. 

Start 124^ - End 

Name OJ9;91108_11 ; 0316. C20 . ol . gs Method 

Start 124 End 

GI none Score 

Exons 124 . .227,. .3.5.9. .602, 753.. 914, 994.. 1112, 1185 
2156. .2365, 2460. .2613 



OJ991108_11.0316.C20 

2878 
GENSCAN 
2613 
.84 

1445, 1552. .1714, 



Seq. No. 44719 

Gene No. 94330 

Start 124 

Name OJ991108_11 . 0316. C20 . ol . tw 

Start 350 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991108_11.0316.C20 
Strand 

End 2878 

Method TBLASTX : Wheat 

End 917 

Score 191 



350. .490, 352. .492, 356. .439, 360. .491, 503. .604, 504. .608, 
505. .603, 521. .604, 753. .917, 757. .915, 764. .916 



44719 
94330 
124 

OJ991108_11.0316.C20.ol.tm 

1000 

none 



Seq. ID OJ991108_11.0316.C20 
Strand 
End 

Method 
End 
Score 



2878 

TBLASTX: Maize 

1581 

150 



1000. .1131, 1001. .1114, 1158. .1442, 1168. .1443, 1180. .1452, 
1184. .1450, 1534. .1581, 1550. .1579, 1551.. 1580- 



Seq. No. 44719 
Gene No. 94330 
Start 124 

,Name OJ991108_11 . 0316 . C20 . ol . ts 

Start 1408 
GI none 

Exons 1408.. 1452, 1409.. 1450, 1550. 

"1555.. 1716, 1795.. 2046, 1798. 
2154. .2216 



Seq. ID OJ991108_11.0316.C20 
Strand 

End 2878 

Method TBLASTX : Soybean 

End 2221 

Score 53 

.1711, 1551. .1712, 1554. .1715, 
.1914, 1958. .2047, 2153. .2221, 



45859 



Fi 2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44720 
94331 
1 

OJ991108_11.0316.C21.ol.gp 
1 

LIB3433-020-P1-K1-A6 
1. .276 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica. BAC clone 34K24, complete sequence' 



Seq. ID OJ991108_11.0316.C21 

Strand + 

End 1609 

Method AAT/GAP 

End 276 

Score 520 



44720 
94331 
1 

OJ991108_11.0316.C21.o3.np 
1 

7228438 
1..50, 1226. .1609 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID OJ991108_11.0316.C21 

Strand + 

End 1609 

Method AAT/NAP 

End 1609 

Score 188 



44720 
94331 

' 1 

OJ991108_11.0316.C21.ol.np 
1 

5441880 
1..89, 383. .597 

(AP000367) EST C28952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. ID OJ991108_11.0316.C21 

Strand + 

End 1609 

Method AAT/NAP 

End 597 

Score 136 



44720 Seq. ID 

94331 Strand 

1 End 
OJ991108_11 . 0316 . C21 . ol . gs Method 

187 ■ End 

none Score 

187. .583, 647. .900, 1289. .1609 



OJ991108_11.0316.C21 
+ 

1609 

GENSCAN . 
1609 
.69 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44721 Seq. ID 

94332 Strand 
164 End 
OJ991108_11.0316.C22 .ol.gp Method 
164 End 
LIB34 31-030-P1-N1-G8 Score 
164.. 216 

, 5670155/gb|AF161269.1"|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 .. 



OJ991108_11.0316.C22 
+ 

216 

AAT/GAP 
216 
86 



44721 
94333 
302 

OJ991108_11.0316.C22.ol.gs 

302 

none 



Seq. ID OJ991108_11.0316.C22 

Strand + 

End 15371 

Method GENSCAN 

End 4889 

Score . 57 



302. .461, 973. .1064, 2172. .2321, 2393. .2594, 2724. .2934, 



45860 






3033 . . 3158, 


3243. . 3430, 3576. 


.3767, 


4297. .4329, 4785. .4889 


Seq. No. 


• 4 4.721 




Seq. ID OJ991108 11.0316.C22 


Gene No. 


94333 




Strand 


+ 


Start 


302 




End 


15371 


Name 


OJ991108 11 


.0316.C22.o2.np 


Method 


AAT/NAP 


Start 


1478 




End 


13952 


GI 


4512670 




Score 


531 


Exons 


1478 . . 1567, 


6058.. 6501, 6629. 


.7067, 


7160. .7366, 13672. . 13952 


GI Descrip. 


(AC006931) 


putative cytochrome P450 


[Arabidopsis thaliana] - 


Seq. No. 


44721 




Seq. ID OJ991108 11.0316.C22 


Gene No. 


94333 




Strand 


+ 


Start 






End 


15371 


Name 


OJ991108 11 


.03l6.C22.ol.np 


Method 


AAT/NAP 


Start 


2104 




End 


3881 


GI 


5915851 




Score 


437 


Exons 


2104. .2594, 


2730.. 3158, 3243. 


.3430, 


3576. .3881 


GI Descrip. 


CYTOCHROME 


P450 90A1 gi 11076315 |pir| 


IS55379 cytochrome P450 




Arabidopsis 


thaliana gi | 853719 | emb | CAA607 93 | (X87367) CYP90 



protein [Arabidopsis thaliana] gi | 871988 | emb | CAA607 94 | (X87368) 
CYP90 protein [Arabidopsis thaliana] 



Seq. No. 


44721 


Seq v ID 


OJ991108__ 


_11.0316.C22 


Gene No. 


94333 


Strand 


+ 




Start 


302 


End 


15371 




Name 


OJ991108 11.0316.C22.o2.gs 


Method 


GENSCAN 




Start 


6019 


End 


7890 




GI 


none 


Score 


.78 




Exons 


6019. .6501, 6629. .7067, 716C 


(..7347, 7509. .7700, 


7858. .7890 


Seq. No. 


44721 


Seq. ID 


OJ991108_ 


_11.0316.C22 


Gene No. 


94333 


Strand 


+ 




Start 


302 


End 


15371 




Name 


OJ991108 11.0316.C22.o2.gp 


Method 


AAT/GAP 




Start 


7528 


End 


7984 




GI 


LIB34 34-04 8-P1-K1-F5 


Score 


830 




Exons 


7528. .7984 








GI Descrip. 


■3461849 3.0e-15 (AC005315) 


putative < 


cytochrome 


P450 




[Arabidopsis thaliana] 1 








Seq. No. 


44721 


Seq. ID 


OJ991108_ 


_11.0316.C22 


Gene No. 


94333 


Strand 


+ 




Start 


302 


End 


15371 




Name 


OJ991108 ll.0316.C22.o4 . gs 


Method 


GENSCAN 




Start 


12179 


End 


15371 




GI 


■ none 


Score 


. 69 




Exons 


12179. .12679, 12788 .. 13226, 


13326. . 13514, 13612. 


. 13858, 




15233. .15371 








Seq. No. 


44721 


Seq. ID 


OJ991108_ 


11.0316.C22 


Gene No'. 


94333 


Strand 


+ 




Start 


302 


End . 


15371 




Name 


OJ991108 11.0316.C22.o3.gp 


Method 


AAT/GAP 




Start 


13291 


End 


13718 




GI 


LIB3433-008-Q6-K1-E11 


Score 


800 





Exons 13291. .13718 



45861 



GI Descrip. ' 4512670/gb | AAD21724 . 1 | 9.0e-15 (AC006931) putative cytochrome 
P450 [Arabidopsis thaliana] 1 



Seq. No. 


44721 








Seq. ID- 


OJ991108 


_11.0316.C22 


Gene No. 


94334 








Strand 






Start 


10272 








End 


11053' 




Name 


OJ991108 11. 


0316 


C22.o3 


.gs 


Method 


GENSCAN 




Start 


10272 








End 


11053 




GI 


none 








Score 


.74 




Exons 


10272. .10519, 10648. .10747, 


10982. .11053 




Seq. No. 


44721 








Seq. ID 


OJ991108 


_11.0316.C22 


Gene No. 


94335 








Strand 






Start 


15731 








End 


17720 




Name 


OJ991108 11. 


0316. 


C22.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2112 








End 


12436 




GI 


none 








Score 


195 




Exons 


2112. .2345, 


2170. 


.2352, 


6060 


. .6251, 6076. .6258, 


12329. .12436 


Seq. No. 


44721 








Seq. ID 


OJ991108 


_11.0316.C22 


Gene No. 


94335 








Strand 






Start 


15731 








End 


17720 




Name 


OJ991108 11. 


0316. 


C22.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


217 0 








' End 


13862 , 




GI 


none 








Score 


149 




Exons 


2170. .2403, 


2736. 


.2963, 


3035 


..3172, 3242. .3430, 


3325. .3432, 




3573. .3665, 


3672. 


.3785, 


3689 


..3781, 4363. .4485, 


5969. .6010, 




6076. .6297, 


6617. 


.6886, 


6944 


..7081, 7159. .7350, 


7506. .7598, 




7605. .7718, 


7622. 


.7714, 


'12254. .12487, 


12277. .12318, 




12370. .1244 4, 13103. .13270, 


13325. . 13489, 13485 


. . 13517, 




13650. .13745, 1374 9 .. 138 62, 


13766. .13858 




Seq. No. 


44721 








Seq. ID 


OJ991108 


_11.0316.C22 


Gene No. 


94335 








Strand 






Start 


15731 








End 


17720 




Name 


OJ991108 11. 


0316. 


C22.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2238 








End 


12861 




GI 


none 








Score 


114 




Exons 


2238. .2429, 


2238. 


.2429, 


2239 


..2433, 2308. .2436, 


2425. .2580, 




2426. .2584, 


2429. 


.2596, 


2436 


..2597, 2696. .2788, 


2724 . .2798, 




6144. .6503, 


6145. 


.6489, 


6617 


..6703, 12322. .12681, 12323 12682 , 




12787. .12861 












Seq. No. 


44721 








Seq. ID 


OJ991108 


_11.0316.C22 


Gene No. 


94335 








Strand 






Start. 


15731 








End 


17720 




Name 


OJ991108 11. 


0316. 


C22.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2739 








End 


13937- 


GI 


none 








Score, 


94 




Exons 


2739. .2942, 


3026. 


.3175, 


3265 


..3432, 3269. .3430, 


3289. .3432, 




3600. .3653, 


3675. 


.3872, 


3683 


. .3871, 6644 . .6847, 


6935. .7084, 




7182. .7358, 


7186. 


.7362, 


7593 


..7769, 7616. .7717, 


12278. .12328, 



12442. .12471, 12815. .12994, 13352. .134 8 9, 134 85. .13517, 
13667. .13732, 13695. .13733, 13752. .13937, 137 60. .13921 



Seq. No. 
Gene No. 



44721 
94335 



Seq. ID OJ991108_11.0316.C22 
Strand 



458.62 



Start 
Name 
Start 
GI 

Exons 



15731 End 

OJ991108_ll-0316.C22.o5.tm Method 

3019 End 

none Score 



17720 

TBLASTX: Maize 

13447 

121 • ' 



3019. .3153, 3020.. 3157, 3234.. 3338, 3241. .3339, 3241. .3354, 
3242. .3364, 4359. .4484, 4360. .4485, 6911. .7066, 6913. .7062, 
7158. .7256, 7158. .7280, 7159.. 7281, 13070 .. 13222 , 13070 .. 1321 6, 
13072. .13221, 13293. .13421, 13318 .. 13440, 13319.. 13447 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44721 Seq. ID 

94335 Strand 

15731 End 

OJ991108_11. 0316.C22.o5.gs Method 

15731 End 

none Score 



OJ991108_11.0316.C22 

17720 
GENSCAN 
17581 
.49 



15731. .16252, 16503 .. 1 6893, 16904. .17581 



Seq. No. 44721 
Gene No. 94335 
Start 15731 

Name OJ991108_11 . 0316 . C22 . 06.. tm 

Start 16003 
GI none 

Exons " 16003. .16143, 16003 .. 16152, 16004 .. 16153, 16091 
16229. .16270, 16231 .. 16281 , 16270. .16329 



Seq. ID OJ991108_11.0316.C22 
Strand 

End 17720 

Method TBLASTX : Mai ze 

End 16329 

Score 122 



.16177, 



Seq. No. 


44721 


Seq. ID 


OJ991108_11.0316 


.C22 


Gene No. 


94335 


Strand 






Start 


15731 


End 


17720 




Name 


OJ991108 11.0316.C22.o4.np 


Method 


AAT/NAP 




Start 


16521 


End 


17720 




GI 


4996361 


Score 


1031 




Exons 


16521. .17720 








GI Descrip. 


(AB021263) polyprotein [Arabidopsis thaliana] 




Seq. No. 


44721 


Seq. ID 


OJ991108_11.0316 


C22 


Gene No. 


94335 


Strand 






Start " 


15731 


End 


17720 




Name 


OJ991108 11.0316.C22.o4.tm 


Method 


TBLASTX: Maize 




Start 


16539 


End 


16889 




GI 


none 


Score 


40 




Exons 


16539. .16574, 16543 .. 16575, 


.16575. .16889, 16579. .16887 




Seq. No. 


44721 


Seq. ID 


OJ991108_11.0316 


C22 


Gene No. 


94335 


Strand 






Start 


15731 


End 


17720 




Name 


OJ991108 11.0316.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16581 


End 


17184 




GI 


none 


Score 


65 




Exons 


16581. .16889, 16638. .16763, 


16681. .168 90, 16880. .16990, 





16885. .1707 9, 16888. .17184, 17063. .1717 9 



Seq. No. 44721 Seq. ID OJ991108_11 . 0316 . C22 

Gene No. 94335 Strand 

Start 15731 End 17720 

Name OJ991108_11.0316.C22.ol.tm Met hod TBLASTX : Ma i z e 

Start 16890 End 17349 



45863 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



118 



16890. .16988, 16890 .. 1697 6, 1 6891 1734 9, 16892.. 17338 



44721 
94335 
15731 

OJ991108_11.0316.C22 .ol.tw 

16947 

none 



Seq. ID OJ991108JL1.0316. 
Strand 

End 17720 

Method TBLASTX : Wheat 

End 17379 

Score 81 



C22 



16947. .17210, 16948. . 17208, 1694 9 .. 17245, 17218 1737 9, 
17219. . 17371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exoris 



44721 
94335 
15731 

OJ991108_11.0316.C22 .o3.tm 

17356 

none 



Seq. ID OJ991108_11.0316. 
Strand 

End 17720 

Method TBLASTX : Mai ze 

End 17720 

Score 176 



C22 



17356. .17610, 17357. . 17611, 17 605 .. 17718 , 17610. .17720 



44722 
94336 
1 

OJ991108_11.0316.C23.ol.np 
1 

553073 
1..1064 

(M94481) reverse transcriptase [Zea mays] 



Seq. ID OJ991108_11.0316. 
Strand 

End 1208. 

Method AAT/NAP 

End 1064 

Score 597 



C23 



44722 
94336 
1 

OJ991108_11.0316.C23.ol.gs 
42 

none 

42. .186, 239. .679, 965. .1208 

44722 
94336 
1 

OJ991108_11. 0316. C23. ol.tw 

.567 

none 

567. .932, 643. .786, 829. .930 



Seq. ID OJ991108JL1.0316, 
Strand 

End 1208 

Method GENSCAN 

End 1208 

Score .53 



Seq. ID OJ991108_11.0316. 
Strand 

End 1208 

Method TBLASTX : Wheat 

End 932 

Score 74 



C23 



C23 



Seq. No. 44722 

Gene No. 94336 

Start' 1 ■ 

Name OJ991108_11 . 0316 . C23 . ol . tc 

Start 573 

GI ■ none 

Exons 573.. 1022, 643.. 771 

Seq". No. 44722 

Gene No. 94336 

Start 1 

Name OJ991108 11 . 0316 . C23 . ol . ts 



Seq. ID OJ991108_11.0316.C23 
Strand 

End 1208 

Method TBLASTX : Cress 

End 1022 

Score 60 



Seq. ID OJ991108_11.0316.C23 
Strand 

End 1208 

Method TBLASTX : Soybean 



45864 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



594 
none 

594. .1052, 745. .969 

44722 
94336, 
1 

OJ991108_ll.0316.C23.ol.tm 
603 
none 

603. .980, 643. .954, 955. .1059, 957. .1058 



End 1052 
Score 64 



Seq. ID OJ991108 11.0316.C23 



Strand 
End 

Method 

End 

Score 



1208 

TBLASTX: Maize 
1059 
171 



44723 Seq. ID 

94337 Strand 

67 End 

OJ991108_18 . 0331 . C2 . ol . gs Method 

67 End 

none Score 
67. .315, 412. .612 



OJ991108_18.0331.C2 
+ 

612 

GENSCAN 

612 

.87 



OJ991108 18. 0331. C2 



44723 Seq. ID 

94338 Strand 

966 End 1024 

OJ991108__18 . 0331 . C2 . ol . gp Method AAT/GAP 

966 End 1024 

101781_1.R1084 Score 92 
966. .1024 

, 3135074/emb|CAA69252| 0.0e+00 (Y07955) anthocyanidin synthase 
[Oryza sativa] 1 



Seq. No. 44724 Seq. ID 

Gene No. 94 339 "Strand 

Start 1347 End 

Name OJ991108_18 . 0331 . C4 . ol . gp Method 

Start 1347 End 

GI LIB3474-009-P1-K1-F11 Score 

Exons 1347.. 1520 

GI Descrip. 1 4455244/emb | CAB36743 . 1 T 6 . 0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] * 



OJ991108_18.0331.C4 
+ 

1520 
AAT/GAP 
1520 
224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI - Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44724 Seq. ID 

94340 Strand . 

5859 End 

OJ991108_18. 0331 .C4 ,o3.gp Method 

5859 End 

82678_1.R1084 Score 
5859. .6361 

M249382/gb|AAD14479|- 5.0e-14 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 

BAC gb_AC004481. [Arabidopsis thaliana]' 



OJ991108_18.0331.C4 
+ 

6361 
AAT/GAP 
6361 
976 



44724 Seq. ID 

94341 Strand 

2071 End 

OJ991108_18.0331.C4 .o2.gp Method 

1748 End 

46887 1.R1084 Score 



OJ991108_18.0331.C4 

14182 
AAT/GAP 
4981 
1998 



45865 



Exons 1748.. 2553, 4538.. 4735, 4889.. 4981 

GI Descrip. ' 3024501/sp | Q4 0193 | R11C_L0TJA 5.0e-71 RAS-RELATED PROTEIN RAB11C 
>gi_137014 6_emb_CAA9817 9_ (Z73951) RAB11C [Lotus japonicus] • 



Seq. No. 44724 

Gene No. 94341 

Start 2071 

Name OJ991108_18 . 0331 . C4 . ol . gs 

Start 2071 

GI none 
Exons 



Seq. ID OJ991108_18.0331.C4 
Strand 

End 14182 

Method GEN SCAN 

End 12531 

Score .75 



2071. .2553, 4538. .4933, 6511. .6671, 6770. .6847, 7360. .7511, 

7561. .7619, 7724. .7810, 7906. .8002, 8148. .8332, 8410. .8469, 

8556. .8631, 8740. .8840, 8955. .9641, 9721. .9988, 1214 2 .. 1224 8 , 
12358. .12531 



Seq. No. 44724 Seq. ID 

Gene No. 94341 Strand 

Start 2071 End 

Name OJ991108_18 . 0331 . C4 . ol . np ' Method 

Start 2074 End 

GI 3024501 Score 

Exons 2074.. 2553, 
GI Descrip. 



OJ991108_18.0331.C4 

14182 
AAT/NAP 
4702 
918 



4538. .4702 

RAS-RELATED PROTEIN RAB11C gi 1 137014 6 | emb | CAA9817 9 | 
RAB11C [Lotus japonicus] 



[Z73951) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



44724 
94341 
2071 

OJ991108_18.0331.C4 .o2.np 

6204 

4249382 

6204. .6419, 6511. .6671, 6770 
7724. .7810, 7906. .8002, 8148 
8740. .8855, 8955. .9131, 9218 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6847, 7360 
.8332, 8410 



OJ991108 18. 0331. C4 



14182 
AAT/NAP 
9543 
1740 

7451, 7561. 
8469, 8556. 



.7619, 
.8631, 



9315, 9421. .9543 
(AC005966) Strong similarity to gi 13337350 F13P17.3 putative 
permease from Arabidopsis thaliana BAC gb | AC004 481 . [Arabidopsis 
thaliana] * 



Seq. No. 44724 Seq. ID 

Gene No. 94341 Strand 

Start 2071 End 

Name OJ991108_18 . 0331 . C4 . o4 . gp Method 

Start 8300 ' End 

GI 568502 Score 

Exons 8300.. 8332, 
GI Descrip. 



OJ991108_18.0331.C4 

14182 
AAT/GAP 
9070 
685 



8410. .8469, 8556. 



8631, 8740. .8840, 8955. .9070 
4249382/gb| AAD14479I 1.0e-26 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAC gb_AC004481. [Arabidopsis thaliana] 



Seq. No. 44724 

Gene No. 94341 

Start 2071 

Name OJ991108_18 . 0331 . C4 . o3 . np 

Start 10368 

GI 7484830 

Exons 10368. . 10395, 12142 .. 1224 1, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ991108_18.0331.C4 

14182 
AAT/NAP 
13183 
358 



12351. .13183 

calmodulin-binding protein homolog F14M19.80 - Arabidopsis 



45866 




thaliana gi | 4539298 | emb | CAB39601 . 1 | (AL049480) putative 
calmodulin-binding protein [Arabidopsis thaliana] 
gi|7269431|emb|CAB79435.1| (AL161564) putative 
calmodulin-binding protein [Arabidopsis thaliana] 



Qpn No 


44724 






Seq. ID 


OJ991108_18.0331.C4 




94341 






Strand 




Start 


2071 






End 


14182 


Name 


OJ991108 18 


.0331 


. C4 .o5.gp 


Method 


AAT/GAP 


Start 


12358 






End 


13010 


GI 


2798662 






Score 


785 


Exons 


12358. .12620, 12833. .13010 






CiT Dp^rrin 

V-J X Imf ^ ^ JL -L. kv • 


4539298/emb 


ICAB39601.il l.Oe 


-09 (AL049480) putative 




calmodulin- 


binding protein [Arabidopsis thaliana] 


Qprr Mo 


44724 






Seq. ID 


OJ991108_18.0331.C4 


f^onp Mo 


94341 






Strand 




o L. a x u 


2071 






End 


14182 


Name 


OJ991108 18 


.0331 


.C4.o2.gs ■ 


Method 


GENSCAN 


Start 


12929 






End 


14182 


GI 


none 






Score 


.85 


R von s 


12929. .13217, 1333.8 .. 13390 , 


13903. .13978, 14025.. 14182 


Seq. No. 


44724 






Seq. ID 


OJ991108_18.0331.C4 


Gene No. 








Strand 




Start 


16356 






End 


16561 


Name 


OJ991108 18 


.0331 


.C4 .ol. ts 


Method 


TBLASTX: Soybean 


Start 


1785 






End 


9502 


GI 


none 






Score 


65 


R ynn ^ 

J_l W 1 lO 


1785. .1847, 


6188 


..6298, 6192 


..6419, 6193. .6420, 6497. .6673, 




6511. .6699, 


6768 


.6857, 6769 


..6852, 7343. .7450, 7347. .7451, 




7561. .7620, 


7561 


.7620, 7703 


..7819, 7725. .7820, 7906. .8001, 




7907. .8002, 


8168 


.8335, 8169 


..8336, 8410. .8469, 8414. .8470, 




8550. .8588, 


8571 


.8642, 8572 


..8619, 8739. .8846, 8955. .9131, 




8956. .9132, 


9216 


.9299, 9218 


. .9307, 9422. .9502 


Sea Mo 


44724 






Seq. ID 


OJ991108_18.0331.C4 


flpnca Mo 


94342 






Strand 




Start 


16356 






End 


16561 


Name 


OJ991108 18 


.0331, 


C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


2053 






End 


4703 


GI 


none 






Score 


77 


Exons 


2053. .2160, 


2131. 


.2556, 2143 


..2268, 2156. .2551, 2213. .2560, 




2314 . .2556, 


4535. 


.4702, 4545 


. .4703 




Qpn Mo 


44724 






Seq. ID 


OJ991108_18.0331.C4 


Gene No. 


94 342 






Strand 




Start'* 


16356 






End 


16561 


Name 


OJ991108 18 


0331. 


C4 .o2.tm 


Method 


TBLASTX: Maize 


Start 


2071 






End 


4703 


GI 


none 






Score 


61 


Exons 


2071. .2193, 


2074. 


.2559, 2078 


..2191, 2156. .2554, 4535. .4702, 




4539. .4703 










Seq. No. 


44724 






Seq. ID'. 


OJ991108_18.0331.C4 


Gene No. 


94342 






Strand 




Start 


16356 






End 


16561 



45867 






Name 


OJ991108_18 


.0331. 


C4.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2071 








End 


4705 






GI 


none 








Score 


58 






Exons 


2071 . .2139, 


2071 . 


.2199, 


2073 . 


.2147, 2078.. 2191, 


2123 . . 2536, 






2149. .2250, 


2155 . 


. 2559, 


2156 . 


.2551, 2314. .2556, 


4535 . .4705, 






4545 . .4703 
















Seq. No. 


44724 








beq. lu 


OJ991108 


_18.0331.C4 




Gene No. 


94342 








Strand 








Start 


16356 








hind 


16561 






Name 


OJ991108 18 


. 0331 . 


C4 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2144 








End 


2553 






GI 


none 








Score 


239 






Exons 


2144 . . 2536, 


2173 . 


O C. C U 

. 2bo3 












Seq. No. 


44724 








Seq. ID 


OJ991108 


_18.0331.C4 




Gene No. 


94342 








Strand 








Start 


1 /" O C /" 

16356 








End 


16561 






Name 


OJ991108_18 


0331 . 


C4 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4535 








End 


4703 






GI 


none 








Score 


269 






Exons 


4535 . .4702, 


4536 . 


.4703 












Seq. No. 


44724 








Seq. ID 


OJ991108 


_18 . 0331 . C4 




Gene No. 


94342 








Strand 




- 


%2 

r ri 


Start 


16356 








End 


16561 






Name 


. OJ991108_18 


0331. 


C4.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6155 








End 


7759 




~ =. 


GI 


none 








Score 


66 






Exons 


6155 . . 6304, 


6207 . 


.6419, 


6208 . 


.6420, 6494. .6673, 


6511 . . 6699, 






6768 . . 6857, 


6769 . 


.6852, 


7343 . 


.7438, 7346. .7429, 


7347 . . 7448 , 






7561 . . 7596, 


7724 . 


.7759 










* ™ 


Seq. No. 


44724 








Seq. ID 


OJ991108 


_18.0331.C4 


%J 


Gene No. 


94342 








Strand 






""■4 


Start 


16356 








End 


16561 . 




M 


Name 


OJ991108 18 


0331 . 


C4 . ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


6211 








End 


8275 






GI 


none 








Score 


275 






Exons 


/"oil r /i o ri 

6211 . .6420, 


6213 . 


f A 1 C\ 

. 6419, 


r o vi i 

6241 . 


.6420, 6497. .6673, 


6511. .6684, 


iT ~ 
~ „; 




6758 . . 6823, 


6765 . 


.6845, 


6765 . 


.6857, 6766. .6852, 


7319. .7450, 






7343 . . 7450, 


7347 . 


.7451, 


7561 . 


.7620, 7561. .7620, 


7719. .7811, 






7720 . . 7812, 


7724 . 


.7816, 


7724 . 


.7819, 7725. .7820, 


7906. .8037, 






T A A AAA-] 

7906 . . 8001, 


7907 . 


. 8002, 


8147 . 


.8260, 8147. .8275, 


8148. .8264 




Seq. No. 


44724 








Seq. ID 


OJ991108 


_18.0331.C4 




Gene No. 


94342 








Strand 








Start • 


1635.6' 








End 


16561 






Name 


OJ99H08 18. 


0331 . 


C4 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6276 








End 


7399 






GI 


none 








Score 


100 






Exons 


6276. .6419, 


6279. 


.6419, 


6280. 


.6420, 6497. .6673, 


6511. .6690, 






6768. .6854, 


6768. 


.6857, 


6769. 


.6858, 7343. .7399 






Seq. No. 


44724 








Seq. ID 


OJ991108 


_18.0331.C4 




Gene No. 


94342 








Strand 








Start 


16356 








End 


16561 





45868 





Name 


OJ991108_18 .0331.C4.o4.tc 


Method 


TBLASTX: 


Cress 




Start 


i i r f 

/lob 


End 


8335 






GI 


.none 


Score 


55 






Exons 


/766..7819, 7767. .7820, 7906 


..8001, 7907. .8002, 


7913 . . 8014 , 






q ~i a h o^oc 01 / o oom 
oi4 / . .ojoo, oiflo..o2y/ 










Seq. No. 


4 4 724 


Seq. ID 


OJ991108 


_18 . 0331 . C4 




Gene No. 


A < A J A 

94 342 


Strand 








Start 


16356 


End 


16561 






Name 


OJ991108_18.0331.C4 .o3.tm 


Method 


TBLASTX: 


Maize 




Start 


82/6 


End 


9469 






GI 


none 


Score 


55 






Exons 


O O T ^ O "0 X vl 0/11"7 o >t t A O/IOO 

82/6.-8344, 841/. .84/0, 8422 


..8469, 8. 


550. .8588, 


8559 . . 8642, 






OTOT OOOO OTOft ft O /I ft O ft X 1 

8/3/. .8838, 8/3y..8840, 8941 


..9132, 8958. .9131, 


9216 . . 9299, 






y21o..93U/, y422..y4D4 / y422 


• .9469 








Seq. No. 


A A 1 ft / 

44 /24 


Seq. ID 


OJ991108 


_18 . 0331 . C4 




Gene No. 


94342 • 


Strand 








Start 


16356 


End 


16561 






Name 


OJ991108_18 .0331. C4 ,o3.tC 


Method 


TBLASTX: 


Cress 




Start 


8751 


End 


9502 






GI 


none 


Score 


122 






Exons 


a i r -| o O / "5 a a r r ai n rtft/"0 

8751. .8843, 8955. .9131, 8962 


..9132, 9218. .9307, 


9231 . . 9299, 


jS SSL 
1=1 




9422 . . 9502 








%J 


Seq. No. 


44724 


Seq. ID 


OJ991108 


_18.0331.C4 




Gene No. 


94342 


Strand 






ru 


Start 


16356 


End 


16561 






Name 


OJ991108_18 . 0331 . C4 . o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


11699 


End 


11902 






GI 


none 


Score 


189 




f 1 1 


Exons 


1 1 /* ft ft 1 1 ft ft ft 1 1 "7 ft ft 1 1 O ft 1 

11699 .. 11902, 11709 11891, 


11711. .11902 




g: 


Seq. No. 


44724 


Seq. ID 


OJ991108 


_18 . 0331 . C4 




Gene No. 


94342 


Strand 






v ; 


Start 


16356 


End 


16561 






Name 


OJ991108 18 . 0331 . C4 . o5 . tm 


Method T 


TBLASTX: 


Maize 




Start 


1 O O "7 ft 

12370 


End 


13195 




f ~H 


GI 


none 


Score 


83 






Exons 


123 /U . . 12 ooo , 12446. .12359/ . 


12828. .12926, 12835 


. . 12 918, 


[3 




12 932 .. 13195, 12936. .13175 










Seq. No. 


44724 


Seq. ID 


OJ991108 


_18 . 0331 . C4 




Gene No. 


94342 


Strand 








Start 


16356 


End 


16561 






Name 


OJ991108 18.0331.C4 .o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


12400 


End 


13196 






GI 


none 


Score 


70 






Exons 


12400. .12558, 124 63 .. 1254 9, 12826 .. 12936, 12828 


. . 12935, 






12915. . 13196, 12932.. 13195 










Seq. No. 


44724 


Seq. ID 


OJ991108 


_18.0331.C4 




Gene No. 


94342 


Strand 








Start 


16356 


End 


16561 






Name 


OJ991108 18. 0331. C4 .06. gp 


Method 


AAT/GAP 






Start 


14820 


End 


15161 






GI 


LIB34 33-04 6-P1-K1-E4 


Score 


602 





45869 




Exons 14820. .15161 

GI Descrip. 1 4249382/gb | AAD14479 | 1.0e-26 (AC0059.66) Strong similarity to 

gi__3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAC gb_AC004481, [Arabidopsis thaliana] * 



Seq. No. 


44724 




Seq. ID 


OJ991108 


_18 


. 0331 . 


. C4 


Gene No. 


94342 




Strand 










Start 


16356 




End 


16561 








Name 


OJ991108 18.0331 


.C4.o3.gs 


Method 


GEN SCAN 








Start 


16356 




End 


16532 








GI 


none 




Score 


.5 








Exons 


16356. .16532 














Seq. No. 


44724 




Seq. ID 


OJ991108 


_ 18 < 


.0331, 


. C4 


Gene No. 


94342 




Strand 










Start 


16356 




End 


16561 








Name 


OJ991108 18.0331 


. C4 .o4 .np 


Method 


AAT/NAP 








Start 


16425 




End 


16561 








GI 


7267650 




Score 


122 








Exons 


16425. .16561 














GI Descrip. 


(AL161515) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


44725 




Seq. ■ ID 


OJ991108 


_18. 


. 0331 . 


,C5 


Gene No. 


94343 




Strand 


+ 








Start 


78 




End 


262 








Name 


OJ991108 18.0331 


.C5.ol.gs 


Method 


GENSCAN 








Start 


78 




End 


262 








GI 


none 




Score 


.58 








Exons 


78. .262 














Seq. No. 


44726 




Seq. ID 


OJ991108 


_18, 


.0331, 


,C6 


Gene No. 


94344 




Strand 


+ 








Start 


4018 




End 


12275 








Name 


OJ991108 18.0331 


.C6.o2.gp 


Method 


AAT/GAP 








Start 


4008 




End 


5494 








.GI 


49394 l;R1084 




Score 


960 








Exons 


4008.. 4116, 5091 


. .5494 












GI Descrip. 


'2315591 1.0e-15 


(AF016662) 


No definition line 


found 






[Caenorhabditis < 


slegans] 1 












Seq. No. 


44726 




Seq. ID 


OJ991108 


_18. 


.0331, 


,C6 


Gene No. 


94344 




Strand 


+ 








Start 


4018 




End 


12275 








Name 


OJ991108 18.0331 


.C6.o2.gs 


Method 


. GENSCAN 








Start 


4018 




End 


12254 








GI 


none 




Score 


.74 








Exons 


4018.. .4116, 5091 


..5580, 7189 


..7448, 7516. .7593, 


7599. .7715 




7838.. 7898, 8007 


. .8043, '8574 


..8704, 8784. .8927, 


976 


n: .9920 




11094. .11176, 11262. .11337, 


11393. . 11507, 11827 


. .12254 




Seq. No. 


44726 




Seq. ID 


OJ991108 


_18, 


.0331, 


,C6 


Gene No. 


94344 




Strand 


+ 








Start 


4018 




End 


12275 








Name 


OJ991108 18.0331 


.C6.o2.np 


Method 


AAT/NAP 








Start 


4382 




End 


5744 








GI 


7019463 




Score 


374 








Exons 


4382. .4442, 5149 


. .5744 













45870 



GI* Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



putative N6-DNA-methyltransf erase 

gi|5052364|gb|AAD38520.1|AF139682_l (AF139682) putative 
N6-DNA-methyltransferase; N6AMT1 [Homo sapiens] 



44726 Seq. ID 

94344 Strand 

4018 * End 

OJ991108_18 .0331.C6.o3.np Method 

7611 End 

4567275 Score 



OJ991108_18.0331.C6 
+ 

12275 
AAT/NAP 
12275 
536 



7611. .7715, 7838. .7898, 8007. .8043, 8574. .9055, 9335. .9459, 
9781. .9920, 10952. .11002, 11094 11176, 11262 .. 11316, . 
11393. .11523, 117 92. .12027, 12064. .12275 
(AC006841) hypothetical protein [Arabidopsis thaliana] 



44726 Seq. ID 

94345 Strand 
1 End 

OJ991108_18.0331.C6.ol.np • Method 
1 End 
5882738 Score 



OJ991108_18.0331.C6 

3693 
AAT/NAP 
3530 
2009 



1..206, 397. .504, 594. .908, 1774. .2189, 2278. .3530 
(AC008263) Contains 3 PF| 01535 DUF17 domains. [Arabidopsis 
thaliana] gi | 664 6779 j gb | AAF21091 . 1 | AC013258_29 (AC013258) 
hypothetical protein [Arabidopsis thaliana] 



44726 
94345 
1 

OJ991108_18.0331.C6.ol.gs 

28 

none 

28. .206, 397. .504, 594. 



Seq. ID OJ991108_18.0331.C6 
Strand 

End 3693 

Method GENSCAN 

End 3693 

Score .64 
908, 1774. .2189, 2278. .3693 



44726 
94345 
1 

OJ991108_18.0331.C6.ol 
716 

LIB3474-011-P1-K1-C6 
716. .908, 1774. .2008 
1 5882738/gb| AAD55291. 1 
PF 01535 DUF17 domains 



Seq. ID OJ991108_18.0331.C6 
•Strand 

End 3693 

. gp • Method AAT/GAP 

End 2008 

Score 803 

|AC008263_22 4.0e-45 (AC008263) Contains 3 
. [Arabidopsis thaliana] ' 



44726 
94346 
5739 

OJ991108_18.0331.C6.o3.gp 

5739 

none 

5739. . 6186 



Seq. ID OJ991108_18.0331.C6 
Strand 

End 6186 

Method AAT/GAP 

End . 6186 

Score 888 



Seq. No. 44726 Seq. ID 

Gene -No. 94347 Strand 

Start 8484 End 

Name OJ99110'8_18 . 0331 . C6 . o3 . tm Method 

Start 5 End 



OJ991108_18.0331.C6 
8694 

TBLASTX: Maize 
916 



45871 




GI 


none 








Score 


258 




Exons 


5. .223, 6. . 


206, 


38. .22C 


, 392 


. .505, 396 


..506, 398. .511, 593. 




594 . . 911 














Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 


Gene No. 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


593 








End 


1826 




GI , 


none 








Score 


200 




Exons 


593. .916, 594. .911, 1773. .18 


26 






Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 


Gene No. 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1791 








End 


3192 




GI 


none 








Score 


457 




Exons 


1791. .2195, 


1792 


. .2190, 


1794 


..2192, 2270. .2422, 


2276. . 2431, 




2278 . .2439, 


2614 


. .2871, 


3043 


..3174, 3046. .3192 




Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 


Gene No . 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2278 








End 


3183 




GI 


none 








Score 


118 




Exons 


2278. .2553, 


2428 


. .2544, 


2551 


..2919, 2555.. 2674, 


2560. .2844, 




2563. .2904, 


2635 


.2892, 


3049 


..3183, 3061. .3183, 


3070. .3180 


Seq. No. 


44726 








Seq. ID 


OJ991108 


_18 . 0331 .C6 


Gene No. 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.06. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2872 








End 


3043 




GI 


none 








Score 


102 




Exons- 


2872. .3042,- 


2960 


. .3043 










Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 


Gene No. 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5103 








End 


5745 




GI 


none 








Score 


508 




Exons 


5103. .5447, 


5111 


. .5611, 


5112 


..5612, 5507.. 5614, 


5600. . 5743, 




5601. .5744, 


5653 


. .5745 










Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 


Gene No. 


94347 








Strand 






Start 


8484 








End 


8694 




Name 


OJ991108 18 


.0331 


.C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5165 








End 


5744 




GI 


none 








Score 


290 




Exons 


5165. .5446, 


5166 


. .5444, 


5310 


..5546, 5429. .5491, 


5490. .5537, 




5534. .5608, 


5535 


. .5639, 


5655 


..5744, 5657. .5743 




Seq. No. 


44726 








Seq. ID 


OJ991108 


_18.0331.C6 



45872 



Gene No. 


94347 


Strand 




Q -j- -j y~4- 

OlaiL 


Q AQ A 

O ft 0 H 


End 


8694 


Name 


UJyyilUo 1o.Ujj1.LD.Oj.lS 


Method 


TBLASTX: Soybean 


Of -lV>f 

btart 


c; *5 n £ 


End 


5561 


bl 


none 


Score 


157 




JjUU.. . J fi fi J , JJlU. . J fi ft » , JJlO 


. .5561, .5490. .5561 


beq. no. 


/I /I "7 O C 


Seq. ID 


OJ991108_18.0331.C6 


Gene No . 


y 44 J 44 / 


Strand 




Start 


8484 


End 


8694 


Name 


OJ991108_18 .0331.C6.o7.tm 


Method 


TBLASTX: Maize 


Of 1 v>f 


H ^ Q R 
/JO J 


End 


8694 


bl 


none 


Score 


48 


Exons 


icoc tcoc tcqh in c "7 £ c; Q 

/joj. . / dzd, /oyu. . / / ID, /Djj 


..7718, 78 


35. .7897, 7838. .7900, 




7pyjf| TOQQ TQQyl Q fl fl ^ 


..8043, .8574. .8693, 8574 . .8693, 




oD/j. .0 0:7 44 






beg. NO. 


/I /I 1 9 £ 
44 44 / Z O 


Seq. ID 


OJ991108_18.0331.C6 


bene wo . 


94347 


Strand 




OtdlL 


8484 


End 


8694 


Name 


OJ991108 18. 0331. C6. o4 .gp 


Method 


AAT/GAP 


Start 


8484 


End 


8552 




LIB3477-003-P1-K1-E9 


Score 


89 


Exons 


8484. .8552 






GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






beq. wo. 


44726 


Seq. ID 


OJ991108_18.0331.C6 


Gene No. 


94348 


Strand 




Start 


9777 


End 


11153 


Name 


OJ991108 18.0331.C6.o5.tm 


Method 


TBLASTX: Maize 


b nar t. 


9777 


End 


11153 




none 


Score 


125 


Exons 


9777.. 9920, 9778.. 9921, 9779 


..9949, 9780. .9926, 10918. .1100 




1094 9. .110.02, 11094. . 11153, 


11094. .11150, 11098. .11151 


beq. no. 


44726 


Seq. ID 


OJ991108_18.0331.C6 


Gene No. 


94349 


Strand 




Start 


11814 


End 


12263 


Name 


OJ991108 18.0331.C6.o4.tm 


Method 


TBLASTX: Maize 


OLdlt 


11814 


End 


12263 


bl 


none 


Score 


231 


bxons 


11814 . .12038, - 11827. .11919, 


11963. .12034, 11985. .12038, 




12102. . 12125, 1210 6. . 12258, 


12110. . 12262, 12111. .12263 


beq . no . , . 


44727 


Seq. ID 


OJ991108_18.0331.C7 


Gene No. 


94350 


Strand 


-f 


Start 


1 


. End 


1230 


Name 


OJ991108 18.0331.C7.ol.np 


Method 


AAT/NAP 


b tar l 


1 


End 


1230 


GI 


4567275 


Score 


279 


Exons 


1..101, 558. .730, 822. .951, 


1190. .1230 




GI Descrip. 


(AC006841) hypothetical protein [Arabidopsis thaliana]. 


Seq. No. 


44727 


Seq. ID 


OJ991108_18.0331.C7 


Gene No. 


94350 


Strand 


+ 



45873 



Start 
Name 
Start 
GI 

Exons 



OJ991108_18 . 0331 . C7 . ol . tm 
none 



End 

Method 

End 

Score 



1230 

TBLASTX: Maize 

957 

117 



17. .106, 32. .106, 33. .110, 34. .108, 183. .203, 560. .733, 
561.. 731, 563.. 736, 819.. 848, 820. .'852, 821. .847, 833.. 955, 
843. .956, 862. .957, 862. .957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



44727 
94350 
1 

OJ991108_18.0331.C7.ol.gs 
89 

none 

89. .105, 562. .730, 822. .951 

44728 
94351 

1 ■ ' 

OJ991108_18.0331.C8.ol.np 

1 

5923674 



Seq. ID OJ991108_18.0331.C7 

Strand + 

'End 1230 

Method GENSCAN 

End 951 

Score . 7 



Seq. ID OJ991108_18.0331.C8 



Strand 
End 

Method 

End 

Score 



+ 

2213 
AAT/NAP 
1885 
1141 



1..17, 76. .359, 448. .576, 1277. .1479, 1571. .1885 
(AC009326) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991108_18.0331.C8 



Strand 
End 

Method 

End 

Score 



+ 

2213 
AAT/GAP 
266 
358 



44728 
94351 
1 

OJ991108_18.0331.C8.ol.gp 
72 

426223 
72. .266 

5923674/gb|AAD56325.1|AC009326_12 2.0e-54 (AC009326) unknown 
protein :[Arabidopsis thaliana] 

44728 Seq. ID OJ991108_18 . 0331 . C8 

94351 *■ Strand + 

1 End 2213 

OJ991108_18.0331.C8.ol.gs Method GENSCAN 

76 End 1885 

none Score . 94 

76. .359, 448. .565, 1297. .1479, 1571. .1885 



44728 
94351 
1 

OJ991108_18.0331.C8.o2.gp 
425 

1813 1.R1084 



Seq. ID OJ991108_18.0331.C8 
Strand + 

2213 
AAT/GAP 
2213 
1722 



End 

Method 
End 

_ Score 
425. .565, 1297. .1479, 1571. .2213 

, 5923674/gb|AAD56325.1|AC009326_12 5.0e-65 (AC009326) unknown 
protein [Arabidopsis thaliana] ' 



44728 ■ Seq. ID 

94352 Strand 

2892 End 

OJ991108_18.0331.C8 .o2.gs Method 



OJ991108__18.0331.C8 

4967 
GENSCAN 



45874 



Start 
GI 

Exons 



2892 End 4940 

none Score .82 

2892. .3110, 3259. .3554, 3647. .3736, 3895. .4060, 4167, 

4604. .4940 



4402, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44728 Seq. ID 

94352 Strand 

2892 End 4967 

OJ991108_18 . 0331 . C8 . o2 . np Method AAT/NAP 

2948 End 4361 

7434312 Score 602 

2948. .3160, 3259. .3571, 3643. .3729, 3860. .4069, 



OJ991108 18. 0331. C8 



4167. .4361 



receptor-like protein kinase 5 homolog A_IG005I10.8 - 
Arabidopsis thaliana gi | 2252830 | gb | AAB62829 . 1 | (AF013293) weak 
similarity to receptor protein kinase [Arabidopsis thaliana] 
gi|6049872|gb|AAF02787.1|AF195115_7 (AF195115) weak similarity 
to receptor protein kinase [Arabidopsis thaliana] 
gi I 726.7120 | emb | CAB80791.il (AL161471) weak similarity to 
receptor protein kinase, cod 



44728 Seq. ID 

94352 Strand 

28 92 End.-* 

OJ991108_18 . 0331 . C8 . o3 . gp Method 

4371 End 

4714973 Score 
4371. .4967 



OJ991108_18.0331.C8 

4967 
AAT/GAP 
4967 
1171 



Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . C8 . ol . tm 

Start 72 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 

72. '.'362, 72. .380, 73. .363, 448. .573, 449. .565, 1295. .1378, 
1296. .1382, 1297. .1383 



Seq. ID OJ991108_18.0331.C8 
Strand 

9455 

TBLASTX: Maize 
1383 
393 



44728 
94353 
9177 

OJ991108_18.0331.C8.o2.ts 
99 

none 

99. .221, 99. .374, 100. .384 

44728 
94353 
9177 

OJ991108__18.0331.C8.o3.tc 

126 

none 



Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 

Method TBLASTX : Soybean 

End 384 

Score 103 



Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 ' 

Method TBLASTX : Cress 

End 1365 

Score 77 



126. .194, 127. .192, 222. .380, 223.-372, 4 4 8 .. 573, 4 4 9 565, 
1300. .'1365 



Seq. No. 
Gene No. 
Start 



44728 
94353 
9177 



Seq. ID OJ991108__18.0331.C8 
Strand 

End 9455 



45875 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991108_18.0331.C8.o3.ts 

1296 

none 

1296. .1454, 1296. .1496, 1300, 

44728 
94353 
9177 

OJ991108_18.0331.C8.ol.tc 

1365 

none 

1365. .1496, 1369. .1497, 1573. 
1754. .1774, 1808. .1882 

44728 
94353 
9177 

OJ991108_18.0331.C8.o2.tm 

14 30 

none 

1430. .1480, 1439. .1483, 1441. 
1571. .1885, 1774. .1890 



Method TBLASTX : Soybean 
End 1639 
Score 104 
.1497, 1574. .1639 

Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 

Method TBLASTX : Cress 

End 1882 

Score 161 

.1755, 1574. .1756, 1753. . 1797, 



Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 

Method . TBLASTX: Maize 

End 1890 

Score 47 

.1497, 1569. .1706, 1570. .1890, 



Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . C8 . o4 . ts 

Start 1727 

GI none 

Exons 1727. .1885, 1729.. 1890, 1761, 

Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . C8 . ol . ts 

Start 2963 

GI none- . . " 

Exons 2963.. 3136, 2976.. 3125, 3259. 

3891. .3989, 3893. .4039, 4167. 



Seq. ID OJ991108_18.0331.C8 

Strand 

End 9455 

Method TBLASTX : Soybean 

End 1899 

Score 182 
.1889, 1780. .1899 

-Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 

Method TBLASTX : Soybean 

End 4298 

Score 95 

.3429, 3460.. 3561, 3651. .3728, 
.4298 



Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . C8 . o2 . tc 

Start 2972 

GI none 

,Exons 2972.. 3160, 2976.. 3149, 3248, 
3467.. 3547, 3660.. 3728, 3661, 



Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 
Method TBLASTX: Cress 
End 3991 
Score 61 

.3436, 3259.. 3429, 3442. .3546, 
.3729, 3896.. 3991 



Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . C8 . ol . tw 

Start 3253 

GI none 

Exons 3253.. 3558 



Seq. ID OJ991108_18.0331.C8 

Strand 

End 9455 

Method TBLASTX : Wheat 

End 3558 

Score 185 



45876 



Seq. No. 44728 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 , 

Start 3322 

GI none 

Exons 3322.. 3429, 3323. 

3661. .3696 



Seq. ID OJ991108_18.0331.C8 
Strand 

End 9455 

C8.o3.tm Method TBLASTX : Maize 

End 3719 

Score 4 8 
.3355, 3442.'. 3561, 3467. .3544, 3651.. 3719, 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



44728 
94353 
9177 

OJ991108_18.0331. 

3891 

none 

3891. .3989, 3896. 



C8 .o4 . tm 



Seq. ID OJ991108_18 .0331.C8 
Strand 

End 9455 

Method TBLASTX: Maize 

End 4310 

Score 73 



,4051, 4167. .4310 



Seq. No. . 44728. 

Gene No. 94353 

Start 9177 

Name OJ991108_18 . 0331 . 

Start 9177 

GI none 

Exons 9177.. 9455 



Seq. ID OJ991108_18.0331.C8 
Strand 

9455 



End 

C8.o3.gs Method GENSCAN 

End 9455 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44729 
94354 
1864 

OJ991108_18.0331. 

1864 

5852093 

1864. .1987 

(AL117264) zwhl6, 

44729 
94355 
3202 

OJ991108JL8.0331. 

3202 

none 

3202. .3432, 5439. 



Seq. ID OJ991108_18.0331.C9 
Strand + 
End 1987 



C9.ol.np Method AAT/NAP 

End 1987 
Score 



61 



1 [Oryza sativa] 



Seq. ID OJ991108_18.0331.C9 
Strand 

End ' 6662 



C9.o2.gs Method GENSCAN 

End 6662 

Score .82 

.5962, 6473.. 6662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44729 
94355 
3202 

OJ991108_18.0331. 

5196 

none 

5196. .5258, 5363. 
6467. .6610, 6468. 

44729 
94355 
3202 

OJ991108JL8.0331. 

5370 

6729505 



Seq. ID OJ991108_18.0331.C9 
Strand 

End 6662 

C9.ol.tm Method TBLASTX : Maize 

End 6612 

Score 97 
.5497, 5373. .5957, 5373. .5537, 5580. .5837, 
.6611, 6469. .6612 

Seq. ID QJ991108_18.0331.C9 
Strand 

End 6662 

C9.o2.np Method AAT/NAP 

End 6590 

Score 139 



45877 



Exons 


o3/0..o0oy, 6518. .6590 








GI Descrip. 


(ALlozyoo) putatxve protein 


[Arabidopsis thaliana] 




Seq. No. 


44730 


Seq. ID 


OJ991108_18.0331 


.C10 


Gene No. 


94356 


Strand 






Start 


inn 
100 


End 


911 




Name 


ojyynoo_io .0J3i.ciu.oi.gs 


Method 


GENSCAN 




Start 


inn 
1 OU 


End 


911 




GI 


none 


Score 


.79 




Exons 


inn q 1 i 
IUU . . y 1 1 








Seq. No. 


44731 


Seq. ID 


OJ991108_18.0331 


.Cll 


Gene No. 


94357 


Strand 


+ 






1 Zoo 


End 


8714 




Name 


OJyyilOo lo . 0331 . Cll . oz . gs 


Method 


GENSCAN 




Start 


/ Z O 3 


End 


8714 




bl 


■none 


Score 


.95 




Exons 


/z33 . ; o 7 14 








Seq. No. 


4 4 Ml 


Seq. ID 


OJ991108_18.0331 


. Cll 


Gene No . 


Q A *D C O 

y 4 jjo 


Strand 


+ 




Start 


13204 


End 


14394 




Name 


OJ991108 18.0331.Cll.o4.np 


Method 


AAT/NAP 




Start 


13204 


End 


14394 




bl 


3980383 . 


Score 


178 




Exons 


13204. .13242, 1334 4 .. 13396, 


13964. .14 002, 14277. .14394 




GI Descrip. 


(AC004561) unknown protein 


[Arabidopsis 


thaliana] 






gi|5107174|gb|AAD39999.1|AF150093 1 (AF150093) small zinc 




finger-like protein [Arabidopsis thaliana] 




beq. No. 


44731 


Seq. ID 


OJ991108_18.0331 


.Cll 




94359 


Strand 






Start 


1 


End 


3946 




Name 


OJ991108 18.0331.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2339 




GI 


5923674 


Score 


795 **" 




Exons 


1..569, 891. .1186, 1285. .1402, 1610. .1692, 2101. .2339 




GI Descrip. 


(AC009326) unknown protein 


[Arabidopsis 


thaliana].. 





Seq. No. 44731 

Gene No. 94359 

Start 1 

Name OJ991108_18 . 0331 . Cll . ol . gs 

Start 38 

GI none 

Exons 38.. 522, 975.. 1186, 1285.. 1402, 1610 
3810. .3946 



Seq. ID OJ991108_18 .0331. Cll 
Strand 

End 3946 

Method GENSCAN 

End 3946 

Score .99 

1692, 2101. .2211, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44731 Seq. ID OJ991108_18 . 0331 . CI 1 

94359 Strand 

1 End 3946 

OJ991 108_18 . 0331 . Cll . o2 . gp Method AAT/GAP 

383 End 3876 

5607636 Score 1344 

383. .522, 975. .1186, 1285. .1402, 1610. .1692, 2101. .2211, 

3810. .3876 

5923674/gb|AAD56325.1|AC009326_12 4.0e-79 (AC009326) unknown 



45878 



protein [Arabidopsis thaliana] 



oeq. no. 


A A "7 *3 1 
4 4 / OJ. 


Gene No . 


94360 


Start 


l(Joo4 


Name ■ 


OJyyil0o_lo . U J 31 . CI 1 . o3 . gp 


Of y-f 

btart 


yoyo 


bl 


^ / 9933U 


Exons 


9695.. 9809, 9909.. 10040, 1 


Seq. No. 


A A T "3 1 

4 4/31 


Gene No . 


y4 3b(J 


Start 


lUoo4 


Name 


ojyyiiUo io . U331 . ci l . o3 . gs 


Start 


1 Art Jl 


GI 


none 


Exons 


lUoo4.. 10/44, lUb/7... 11198 


Seq. No. 


44731 


Gene No. 


94360 


Start 


10664 


Name 


OJ991108 18.0331.Cll.o3.np 


Start 


•10664 


GI 


6478916 


Exons 


10664. .10744, 10877. .11198 


GI Descrip. 


(AC011436) unknown protein 



Seq. ID OJ991108_18.0331.C11 
Strand 

End 12756 

Method AAT/GAP 

End-*" 10703 

Score 518 



Seq. ID OJ991108_18.0331.C11 
Strand 

End 12756 

Method GENSCAN 

End 12756 

Score .78 



Seq. ID OJ991108_18.0331.C11 
Strand 

End 12756 

Method AAT/NAP 

End 12737 

Score 482 



Seq. No. 44731 

Gene No. 94361 

Start 16226 

Name OJ991108_18 . 0331 . Cll . o3 . ts 

Start 1162 

GI none 
Exons 



Seq. ID OJ991108_18. 0331. Cll 
Strand 

End 20522 

Method TBLASTX : Soybean 

End 3877 

Score 119 



1162. .1197, 1284. .1409, 1284. .1409, 1285. .1410, 1308. .1400, 
1608. .1694, 1611. .1691, 2101. .2202, 2101. .2202, 2103. .2210, 
3743. .3877 



Seq. No. 


44731 








Seq. ID 


OJ991108_18.033 


Gene No. 


94361 








Strand 




Start 


16226 








End 


20522 


Name 


OJ991108 18 


.0331 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7839 








End. 


8423 


GI 


none 








Score 


141 . 


Exons 


7839. .7973, 


7974 


. .8423, 


8034. 


.8291, 8 


108. .8422 


Seq. No. 


44731 








Seq. ID 


OJ99110'8_18.033 


Gene No. 


94361 








Strand 




Start 


16226 








End 


20522 


Name 


OJ991108 18 


0331 


Cll.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


8184 








End 


8576 


GI 


none 








Score 


441 


Exons 


8184. .8576, 


8237 


.8335, 


8381. 


.8560 




Seq. No. 


44731 








Seq. ID 


OJ991108__18.033 


Gene No. 


94361 








Strand 




Start 


16226 








End 


20522 


Name 


OJ991108 18. 


0331 


Cll.o2. 


ts 


Method 


TBLASTX : Soybean 



45879 




Start 


8262 




End 


8519 




GI 


none 




Score 


202 




Exons 


8262.. 8519, 8270.. 8506 








Seq. No. 


44731 




Seq. ID 


OJ991108_18.0331 


.Cll 


Gene No. 


94361 




Strand 






C4- ^ v»4- 

otart 


16226 




End 


20522 




Name 


OJ991108 18.0331.C11 


. o5 . tm 


Method 


TBLASTX : Mai ze 




Start . 


8429 




End 


8738 




GI 


none 




Score 


260 




Exons 


8429. .8581, 8430. .8582, 8646 


O T *3 O 

. .8738 






Seq. No. 


44731 




Seq. ID 


OJ991108_18.0331 


. Cll 


Gene No. 


94361 




Strand 






Start 


16226 




End 


20522 




Name 


OJ991108 18.0331.C11 


06. tm 


Method 


TBLASTX: Maize 




Start 


10884 




End 


11822 




GI 


none 




Score 


239 




Exons 


10884. .11087, 10884. 


11198, 


10885. .11112, 11149. .11193, 






11688. . 11822, 11689. 


11820 








oeq . ino . 


44731 




Seq. ID 


OJ991108_18.0331 


. Cll 


Gene No. 


94361 




Strand 






Start 


16226 




End 


20522 




Name 


OJ991108 18.0331.C11, 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12346 




End 


12787 




GI 


none 




Score 


335 




Exons 


12346. .12564, 12347. . 


12604, 


12709. .127 


53, 12713. .12787 





Seq. No. 


44731 








Seq. 


ID 


OJ991108 


JL8.0331 


Gene No. 


94361 








Strand 








Start 


16226 








End 




20522 




Name 


OJ9911 


08_18.0 


331. Cll. 


o7 . tm 


Method 


TBLASTX: 


Maize 


Start 


15996 








End 




16419 




GI 


none 








Score 




80 






Exons 


15996. 


. 16103, 


16023. . 


16073, 


16065. . 


161 


18, 


16069 


. .16125, 




16070. 


.16126, 


' 16071. ; 


16139, 


16115- . . 


161 


47, 


16117 


. .16146, 




16144 . 


.16221, 


16145. . 


16186, 


16152. . 


16220, 


16153 


. .16221, 




16224. 


. 16418, 


16228. . 


16416, 


16234 . . 


164 


19, 


16259 


. .16417 



Seq. No. 


44731 






Seq. ID 


OJ991108_ 


18.0331 


Gene No. 


94361 






Strand 






Start 


16226 






End 


20522 




Name 


OJ9911 


08_18. 0331. Cll 


. o4 . gs 


Method 


GENSCAN 




Start 


16226 




End 


20512 




GI 


none 






Score 


.74 




Exons 


16226. 


.16468, 16656. 


.16772, 


17325. . 17486, 17779. 


.17931, 




18003. 


.18088, 18548. 


.18653, 


19404. .19550, 19643. 


.19869, 



20446. .20512 



Seq. No. 44731 Seq. ID OJ991108_18 . 0331 . Cll 

Gene No. 94361 Strand 

Start 16226 End 20522 

Name - OJ991108_18 . 0331 . Cll . o5 . np Method AAT/NAP 

Start 16229 End 19869 

GI 6633851 Score 1155 

Exons 16229. .16468, 16656 .. 16772, 17325 .. 17447 , 177 91 17 931 , 



45880 






loUO 3 . . loUoo, 18548. 


.18653, 


18739. .18872, 19415 


. .19869 


GI Descrip. 


(ACUUoUfl/) f^Kil . 1 J 


[Arabidopsis thaliana] 




Seq. No. 


A A 1 *3 1 ' 

44 Ml 




Seq. ID OJ991108 


_18 . 0331 


Gene No. 


94 361 




Strand 




Start 


i root 




End 20522 




Name 


OJ991108 18. 0331. Cll 


.ol^ts 


Method TBLASTX: 


Soybean 


Cf a v- 4- 

b tart 


1 DZ ft O 




End 20522 




GI 


none 




Score 81 




Exons 


16248. .16433, 16265. 


.16423, 


16653. . 16745, 17740 


. .17919, 




17741. .17932, 18003. 


.18089, 


18007. .18090, 18544 


. .18654, 




18546. .18653, 18742. 


.18873, 


18742. .18870, 19414 


. .19551, 




19416. .19550, 19634. 


.19702, 


19719. . 19823, 19721 


. .19828, 




20450. .20518, 20460. 


.20522 







Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 



44731 
94361 
16226 
OJ991108 
16335 
none 
16335. 
16663. 
17740. 
18523. 
18743. 



18.0331.Cll.o2.tc 



16388, 
16722, 
17919, 
18657, 
18808 



16337. 
16747. 
17750. 
18546. 



16471, 
16827, 
17935, 
18653, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16428. . 16472, 



OJ991108 18. 0331. Cll 



17322. 
18003. 
18557. 



20522- 

TBLASTX: Cress 
18819 
48 

16656. .16745, 
,17438, 17733. .17906, 
,18089, 18004. .18090, 
,18655, 18742. .18819, 



Seq. No. 


44731 






Seq. ID 


OJ991108_18.0331 


.Cll 


Gene No. 


94'3'61 






Strand 






Start 


16226 






End 


20522 




Name 


OJ991108 18. 0331. Cll. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16653 






End 


18090 




GI 


none 






Score 


115 




Exons 


16653. 


.16742, 17322.. 


17483, 


17344 .. 17493, 1734 5 .. 17485 , 






17745. 


.17927, 17746.. 


17919, 


17747. .17932, 1774 7 .. 17 923 , 






18003. 


.18089, 18007.. 


18090 








Seq. No. 


44731 






Seq., ID 


OJ991108_18.0331 


.Cll 


Gene No. 


94361 






Strand 






Start 


16226 






End 


20522 




Name 


OJ991108 18. 0331. Cll. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17808 






End 


18767 




GI 


none 






Score 


73 




Exons 


17808. 


.17930, 17809.. 


17934, 


17809. .17 919, 17810. .17935, 






17810. 


.17929, 18003.. 


18089, 


18004. .18090, 18523. .18654, 






18546. 


.18653, 18738.. 


18767, 


18739. . 18765 




Seq. No. 


44731 






Seq. ID 


OJ991108 a.8.0331 


.Cll 


Gene No. 


94361 






Strand 






Start 


16226 






End 


20522 




Name 


OJ991108 18. 0331. Cll. 


o4 . gp 


Method 


AAT/GAP 




Start 


18015 






End 


19533 




GI 


uC-osflM202061b01bl 




Score 


685 




Exons 


18015. 


.18088, 18548.. 


18653, 


18739. . 18872, 19415. .19533 




GI Descrip. 


, 3080427/emb|CAA18746 


.11 8. 


0e-54 (AL022604) putative protein 




[Arabidopsis thaliana] 1 









45881 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44731 
94361 
16226 

OJ991108_18.0331.Cll.o4 .tm 

18759 

none 

18759. .18833, 18760 .. 18879, 
19414. .19551, 19416. .19550, 

44731 
94361 
16226 

OJ991108_18.0331.Cll.o3.tc 

19407 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18760 

19634 



OJ991108 18.0331.C11 



20522 

TBLASTX: Maize 
19739 
81 

18870, 18761. . 18871-, 
19738, 19635. . 19739 



Seq. ID OJ991108_18.0331.C11 
Strand 
End 

Method 
End 
Score 



20522 

TBLASTX: Cress 

20513 

86 



19407. .19538, 194 14 .. 19551 , 194 16 19550, 19634 19702, 
19715. .19837, 197 19 .. 19835 , 20456 .. 20512 , 20457. .20513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44731 
94361 
16226 

OJ991108_18.0331.Cll.o2.tw 

19431 

none 

19431. .19550, 19431. . 19550, 
19635. . 19721, 19721 19852, 

44731 . 

94361 

16226 

OJ991108_18 .0331.Cll.o8.tm 

19739 

none 

19739. .19870, 19740. .19838, 
20448. .20519 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19432 

19722 



OJ991108 18.0331.C11 



20522 

TBLASTX: Wheat 
19852 
114 

19551, 19613. . 19720, 
19838, 19745. . 19852 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_18.0331.C11 
20522 

TBLASTX: Maize 

20519 

142 



19748. . 19870, 20447 .. 20518, 



Seq. No. 44732 Seq. ID- 
Gene No. 94362 , Strand 
Start 1025 End 
Name OJ991108_18 . 0331 . C12 . ol . gs Method 
Start 1025 End 
GI none Score 
Exons 1025.. 1173, 2961.. 3075 



OJ991108_18 . 0331 . C12 

+ ' L 

3075 

GENSCAN 

3075 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44732 Seq. ID' 

94363 Strand 

98 60 End 

OJ991108_18.0331.C12.o3.gs Method 

9860 End 

none Score 



OJ991108_18.0331.C12 
+ 

12063 
GENSCAN 
12063. 
.83 



9860. .10063, 10112. . 10270, 10530 10674 , 10730 .. 10893, 
10943. .10970, 11148. . 11185, 11398 .. 11766, 11911. .12063 



Seq. No. 44732 

'Gene No. 94364 

Start 12761 

Name OJ991108_18 . 0331 . C12 . o4 . gs 



Seq. ID OJ991108_18.0331.C12 

Strand + 

End 17148 

Method GENSCAN 



45882 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12761 
none 



End 
Score 



17148 
.87 



12761. .13081, 13385. , 13558, 14002 14259, 14451 14668, 
16104. .16389, 16510. . 16674, 16903. .17148 



44732 Seq. ID 

94365 Strand 

18718 End 
OJ991108_18 .0331.C12.o5.gs Method 

18718 End 

none Score 
18718. .19050 



OJ991108_18.0331.C12 
+ 

19050 
GENS.CAN 
19050 
. 94 



Seq. No. 44732 

Gene No. 94366 

Start 19215 

Name OJ991108_18 . 0331 .C12 . 06. gs 

Start 19215 

GI none 

Exons 19215. .19321, 19818 .. 19954 , 
21797. .21895 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_ 
+ 

21895 
GENSCAN 
21895 
.52 



18.0331.C12 



20693. .20865, 21302 .. 21559, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



•■44732 
94367 - 
3378 

OJ991108_18.0331.C12.o2.gs 

3378 

none 

3378. .3526, 5048. .5154, 
6246. .6549, 6735. .6778 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991108_18.0331.C12 

6778 
GENSCAN 
6778 
. 61 



5473. .5631, 5723. .5822, 5963. .6173, 



OJ991108__18.0331.C12 

6778 
AAT/GAP 
4817 
97 



44732 Seq. ID 

94367 Strand 
3378 End 
OJ991108_18.0331.C12.ol.gp Method 
4737 . End 
90742_1.R1084 Score 
4737. .4817 

'5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 

44732 Seq. ID OJ991108_18 . 0331 . C12 

94368 ' ' Strand 

15970 End 18331 

OJ991108_18.0331.C12.ol.np Method AAT/NAP 
15970 End 18331 

5922634 Score 106 

15970. .16016, 1704 4. .17138, 18232. .18331 
(AP000492) hypothetical protein -[Oryza sativa] 
gi| 6016867 |dbj IBAA85210.1 | (AP000570) hypothetical protein 
[Oryza sativa] 



44733 Seq. ID OJ991108 

94369 Strand + 

810 End 1463 

OJ991108_18 .0331.C13.ol.gs Method GENSCAN 

810 End 1463 



18 .0331.C13 



45883 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
810. .948, 1272. .1463 

44733 Seq. ID 

94370 Strand 

5312 End 
OJ991108_18.0331.C13.ol.gp Method 

5245 End 

none Score 
5245. .5736 

44733 Seq. ID 

94370 Strand 

5312 End 
OJ991108_18.0331.C13.o3.gs Method 

5312 End 

none Score 
5312.. 5434, 5997.. 6158 



.56 



OJ991108_18.0331.C13 
+ 

6158 
AAT/GAP 
5736 
976 



18.0331.C13 



OJ991108_ 
+ 

6158 
GENSCAN 
6158 
.86 



OJ991108 18.0331.C13 



44733 Seq. ID 

94371 Strand 

2043 End 3540 
OJ991108_18. 0331.C13.ol.np Method AAT/NAP 

2025 End 3492 

7263559 Score 791 
2025. .2936, 3013. .3492 

(AL161667) glucuronosyl transf erase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene .No. 
.Start'- 
Name " 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



4 4 733 
94371 
2043 

OJ991108_18.0331.C13.o2.gs 

2043 

none 

2043. .3014, 3022. .3540 

44733 - - 

94372 

7251 

OJ991108_18.0331.C13.o3.tm 

2151 

none 

2151. .2462, 2245. .2481 

44733 

94372 ' : 

7251' • : • 

OJ991108_18'.0331.C13.o2.tc 

2223 

none 

2223. .2465, 2248. .2463, 2487. 
2772. .2858, 3358. .3468, 3583. 

44733 
94372 
7251 



Seq. ID OJ991108_18.0331.C13 
Strand 

End 3540 

Method GENSCAN 

End 3540 

Score .94 



Seq. ID OJ991108_18.0331.-C13 
Strand 

End 10505 

Method TBLASTX : Mai ze 

End 2481 

Score ' 220 



Seq. ID OJ991108_ia.0331.C13 

Strand. - 

"End-.' vl-0505 . r; - 

Method TBLASTX : Cress 

End 3627 

Score 122 

.2681, 2548. .2622, 2682. .2768, 
.3627 

Seq. ID OJ991108_18.0331.C13 
Strand 

End 10505 



45884 




Name 


OJ991108_18 


. 0331 


. C13 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2229 








End 


3456 




GI 


none 








Score 


125 




Exons 


2229 . . 24 62 , 


2284 


. . 2472, 


2496. 


.2681, 2548. .2667, 2706. .2855, 




3031 . . 3336, 


3358 


. . 3456 










Seq. No. 


44733 








Seq. iD 


OJ991108_18.0331. 


. C13 


Gene No. 


94372 








Strand 






b tar t 










End 


10505 




Name 


OJ991108_18 


. 0331 


. C13 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


224 4 








End 


2648 




GI 


none 








Score 


307 




Exons 


224 4 . . 24 62 , 


O O A O 

2248 


. .2463, 


2502 . 


.2648, 2505. .2645 




Seq. No. 


44733 








Seq. ID 


OJ991108_18.0331. 


,C13 


Gene No . 


94 372 








Strand 






Start 


7251 








End 


10505 




Name 


OJ991108JL8 


.0331 


.C13.ol, 


. tm 


Method 


TBLASTX: Maize 




Star^t 


24 96 








End 


3555 




GI 


none 








Score 


166 




Exons 


f\ A (~\ o^*to 

24 96. . 2678 , 


2502 


. . 2699, 


2676. , 


.2762, 2676. .2966, 2677. .2$ 


)43, 




2820 . . 2954 , 


3013 


. . 3315, 


3014 . , 


.3184, 3347. .3457, 3367. .3468, 




3523 . . 3555 














Seq. No. 


44733 








Seq. ID 


OJ991108_18.0331. 


C13 


Gene No. 


94372 








Strand 






Start 


7251 








End 


10505 




Name 


OJ99H08 18 


. 0331 


.C13 . o2 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


5234 








End 


5443 




GI 


none 








Score 


197 




Exons 


5234 . . 5290, 


5302 


. .5433, 


5303 . , 


.5434, 5351. .5443 




Seq. No. 


44733 








Seq. ID 


OJ991108_18.0331. 


C13 


Gene No. 


94372 








Strand 






Start 


/2o 1 








End 


10505 




Name 


OJ991108 18 


. 0331 


.C13.o4 . 


, tm 


Method 


TBLASTX: Maize 




Start 


C D A O 

5308 








End 


5443 




GI 


none 








Score 


192 




Exons 


5308 . .5433, 


5312 


. . 5434 , 


5351 . . 


,5443 






Seq. No. 


44733 








Seq. ID 


OJ991108_18.0331. 


C13 


Gene No . 


94372 








Strand 






Start 


7251 








End 


10505 




Name 


OJ991108 18, 


.0331, 


.C13.o2. 


gp 


Method 


AAT/GAP 




Start 


7251 








End 


8360 




GI 


21927 1.R1084 






Score 


1029 




Exons 


7251. .7522, 


.7648, 


. .7762, 


7844. . 


8008, 830 


18. .8360 . . 




■GI 'Descrip. 


" /3'061293./dbj' |.BAA?564'7 | 3 . Oe-11 ( D86202 ) 








dolichol-phosphate-mannose synthase [Homo sapiens] 1 




oeq . no . 


44733 








Seq. ID 


OJ991108_18.0331. 


C13 


Gene No. 


94372 








Strand 






Start 


7251 








End 


10505 




Name 


OJ991108 18. 


,0331. 


,C13.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7394 








End 


7989 




GI 


none 








Score 


125 




Exons 


7394. .7534, 


7419. 


, .7505, 


7435. . 


7545, 7634. .7777, 7645.-7764, 



45885 



7647. .7805, 7843. .7989, 7844. .7936, 7851. .7967, 7852. .7989 



Seq. No. 44733 Seq. ID 

Gene No. 94372 Strand 

Start 7251 End 

Name OJ991X08_18 . 0331 . C13 . o2 . tm Method 

Start 7412 End 

GI none Score 
Exons 



OJ991108_18.0331.C13 
10505 

TBLASTX: Maize 

'8804 

84 



7412. .7480, 7413. .7484, 7481. .7534, 7634. .7777, 7645. .7764, 

7646. .7771, 7843. .8019, 7843. .8010, 8280. .8342, 8307"; ; 8342 , 

8417. .8509, 8433. .8516, 8434. .8517, 8588. .8623, 8589. .8621, 

8727. .8804, 8731. .8802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44733 
94372 
7251 

OJ991108_18.0331.C13.ol.tc 

7418 

none 

7418. .7534, 7422. .7505, 7645. 
7843. .8010, 7847. .7936, 7847. 
8307. .8342, 8433. .8516, 8440. 
8733. .8834, 8734. .8829, 8742. 

44733 
94372 
7251 

OJ991108_18.0331.C13.o4.gs 

7418 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991108 18.0331.C13 



10505 

TBLASTX: Cress 

9496 ':■ 
120 

.7764, 7646.. 7777, 7842. 

.8014, 7848.. 7991, 8305. 

.8517, 8588.. 8623, 8589. 

.8834, . 9425. .9496, 9427. 



,7964, 
,8334, 
,8615, 
, 9495 



Seq. ID OJ991108_18.0331.C13 
Strand 

End 10505 

Method GENSCAN 

End 10505 

Score .92 



7418. .7522, 7648. .7762, 7844. .8008, 8308. .8333, 8730. .8829, 
9419. .9627, 9645. .9832, 10354. .10505 

44733 Seq. ID OJ991108_18 . 0331 . C13 

94372 Strand 

7251 End % 10505 

OJ991108_18.0331.C13-o2.np ' Method AAT/NAP 

7421 End 9574 

4503363 Score 633 

7421. .7522, 7648. .7762, 7844. .8008, 8308. .8333, 8433. .8509, 
8590. .8623, 8730. .8842, 9426. .9574 

dolichyl-phosphate mannosyltransf erase polypeptide 1 
gi | 3062806 | dbj IBAA25646. 1 | (D86198) dolichol-phosphate-mannose 
synthase [Homo sapiens] gi| 5817251 | emb I CAB5374 9 . 1 | (AL034553) 
dJ914P20.1 (dolichyl-phosphate mannosyltransf erase polypeptide 
1, catalytic subunit) [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44733 
94372 
7251 

OJ991108_18.0331.C13.o3.ts 
8299 



none 
8299. 
8434 . 
9425. 



Seq. ID OJ991108_18.0331.C13 
Strand 

10505 

TBLASTX : Soybean 
9496 
53 



End 

Method 
End 
Score 

8509, 8417.. 8506, 8433.. 8516, 
8517, 8588. .8623, 8727. .8828, 8730. .8831, 8743. .8829, 
9496, 9427.. 9495 



.8334, 8307. .8342, 8417. 



45886 




Seq. No. 


44733 




Seq. ID 


OJ991108_18 . 0331 


.C13 


Gene No. 


94372 




Strand 






Start 


7251 




End 


10505 




Name 


OJ991108 18.0331.C13.o3, 


.gp 


Method 


AAT./GAP 




Start 


8587 




End 


9685 




GI 


3761408 




Score 


709 




Exons 


85*87.. 8628, 8730. .8829, 


9419. 


.9685 






GI Descrip. 


3061293/dbj IBAA25647I 3, 


.Oe-11 


(D86202 


) 






dolichol-phosphate-mannose synthase [Homo sapiens] 




Seq. No. 


44734 




Seq. ID 


OJ991108__18.0331 


-C18 


Gene No. 


94373 




Strand 


+ 




Start 


9483 




End 


10594 




Name 


OJ991108 18.0331.C18.ol, 


.np 


Method 


AAT/NAP 




Start 


9483 




End 


10594 




GI 


4895194 




Score 


803 




Exons 


9483. .9630, 9764. .9981, 


10071 


. .10594 






GI Descrip. 


(AC007661) putative peptide/amino acid -transporter [Arabidop; 




thaliana] 










Seq. No. 


44734 




Seq. ID 


OJ991108_18.0331 


-C18- 


Gene No. 


94374 




Strand 






Start 


7193 




End 


10607 




Name 


OJ991108 18.0331.C18.o2-, 


■ gs 


Method 


GENS CAN 




Start 


7193 




End 


10607 




GI 


none 




Score 


.56 




Exons 


7193. .7582, 7825. .8025, 


9823. 


.10109, : 


L0145. .10607 




Seq. No. 


44734 




Seq. ID 


OJ991108_18.0331 


.C18 


Gene No. 


94374 




Strand 






Start 


7193 




End 


10607 




Name 


OJ991108 18.0331.C18.o2. 


,ts 


Method 


TBLASTX : Soybean 




Start 


9540 




End 


10199 




GI 


none 




Score 


123 




Exons 


9540. .9629, 9554. .9640, 


9711. 


.99.02, 9766. .9978, 10134 . . 


10199 


Seq. No. 


44734 




Seq. ID 


OJ991108_18.0331 


.C18 


Gene No. 


94374 




Strand 






Start 


7193 




End 


10607 




Name 


OJ991108 18.0331.C18.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


9543 




End 


10556 




GI • 


none 




Score 


96 




Exons 


9543.. 9629, 9769.. 9975, 


10127 


. .10144, 


10146. .10358, 






10151. .10357, 10428.. 10556 








Seq. No. 


44734 




Seq. ID 


OJ991108_18.033r 


.C18 


Gene No. 


94374' 




Strand 






Start * 


71-93 




En'd'. 


10607 - 




Name 


OJ991108 18.0331.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9832 




End 


10229 




GI 


none 




Score 


183 




Exons 


9832. .9978, 9843. .9992, 


10065 


. .10118, 


10106. . 10198, 






10134. .10229, 10137. .10205, 10139. .10213 




Seq. No. 


44734 




Seq. ID 


OJ991108_18.0331 


.C18 


Gene No. 


94374 




Strand 






Start 


7193 




End 


10607 





45887 






Name 


OJ991108 18.0331.C18.ol.tm 


Method 


TBLASTX: Maize 






Start 


10137 


End 


10541 






GI 


none 


Score 


191 






Exons ... 


10137. .10358, 10139. .10357, 10428 .. 1054 1 , 10442.. 10522 






Seq. No. 


44734 


Seq. ID 


OJ991108_18.0331 


.C18 




Gene No. 


94374 


Strand 


- 






Start 


7193 


End 


10607 






Name 


OJ991108 18.0331.C18.ol.ts 


Method 


TBLASTX: Soybean 






Start 


10203 


End 


10544 






GI 


none 


Score 


323 






Exons 


10203. . 10544, 10256. .10489 










beq. No. 


44735 


Seq. ID 


OJ991108_18.0331 


. CI 9 




Gene No . 


94375 


Strand 


+ 






Start 


1 


End 


725 






Name 


OJ991108 18.0331.C19.ol.np 


Method 


AAT/NAP 






b tart 


1 


End 


725 






GI 


4895194 


Score 


623 






Exons 


1. .725 










GI Descrip. 


(AC007661) putative peptide /ami no acid 


transporter [Arabido] 






thaliana] 








~J 

\1 


Seq. No. 


44735 


Seq. ID 


OJ991108_18.0331 


.C19 




Gene No. 


94375 


Strand 


+ 




5. :' 3 


Start 


1 


End 


725 




: jjj 


Name 


OJ991108 18.0331.C19.ol.ts 


Method 


TBLASTX: Soybean 




!r~ 


Start 


8 


End 


704 






GI 


none 


Score 


307 




s3 


Exons 


8. .157, ' 9. .344, 356. .460, 357 


..569, 564. .704 






Seq. No. 


44735 


Seq. ID 


OJ991108_18.0331 


.C19 




Gene No. 


94375 


Strand 


+ 




~~ 


btarr 


1 


End 


725 






Name 


OJ991108 18.0331.C19.ol.gs 


Method 


GENSCAN 




F — 


Start 


24 


End 


719 






GI 


none 


Score 


.97 




i- -_5 


Exons 


24. .719 










Seq. No. 


44735 


Seq. ID 


OJ991108_18.0331 


.C19 




Gene No. 


94375 


Strand 


+ 






btart 


1 


End 


725 






Name 


OJ991108 18.0331.C19.ol..tc 


Method 


TBLASTX: Cress 






btart 


132 


End 


698 






GI 


none 


Score 


115 






Exons 


132. .350, 336.-569, 350. .460, 


579. . 698 








Seq.' No. 


4 4 735 ' 


' Seq. ID 


OJ991108_18.0331 


.C19 




Gene No. 


94375 


Strand 


+ 






Start 


1 


End 


725 






Name 


OJ991108 18.0331.C19.ol.tm 


Method 


TBLASTX: Maize 






Start 


258 


End 


644 






GI 


none 


Score 


81 






Exons 


258. .344, 297. .644, 332. .460 










Seq. No. 


44735 


Seq. ID 


OJ991108_18.0331 


.C19 




Gene No. 


94375 


Strand 


+ 





45888 



•Start 1 End 

Name OJ991108_18 . 0331 . C19 . ol . tw Method 

Start 380 End 

GI none Score 

Exons 380.. 460, 381.. 578, 567.. 698 

Seq. No. 44736 

Gene No. 94376 

Start 723 

Name OJ990808_55 . 0309 . CI . ol . tm 

Start 723 

GI none 

Exons 723. .866, 837. .953, 954. .1109, 972. .1142 



725 

TBLASTX: Wheat 
698 
203 



Seq. ID OJ990808_55.0309.C1 
Strand 

End 1164 

Method TBLASTX: Maize 

End 1142 

Score 68 



Seq. No. 


44736 


Seq. ID 


OJ990808_55.0309.C1 


Gene No. 


94376 


Strand 




Start 


723 


End 


1164 


Name 


OJ990808 55.0309.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


732 


End 


1164 


GI 


none 


Score 


60 


Exons 


732. .866, 840. .962, 850. .954, 


864. .1163, 952. .1164 


Seq. No. 


44737 


Seq. ID 


OJ990808_55.0309.C2 


Gene No. 


94377 


Strand 




Start 


5547 


End 


7219 


Name 


OJ990808 55.0309.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6 


End 


484 


GI 


none 


Score 


79 


Exons 


6. .176, 20. .178, 281. .484, 306. .374 




Seq. No. 


44737 


Seq. ID 


OJ990808_55.0309.C2 


Gene No. 


94377 


Strand 




Start 


5547 


End 


7219 


Name 


OJ990808 55.0309.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


68 


End 


484 


GI 


none 


Score 


144 


Exons 


68.. 178, 278.. 484 






Seq. No. 


44737 


Seq. ID 


OJ990808_55.0309.C2 


Gene No. 


94377 


Strand 




Start 


5547 


End 


7219 


Name 


OJ990808 55.0309.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


140 


End 


512 


GI 


none 


Score 


49 


Exons 


140. .178, 141. .176, 281. .487, 


282. .491 


, 485. .511, 486. .512 


Seq. No. 


44737 


Seq. ID 


OJ990808_55.0309.C2 


Gene No. 


94377 


Strand 




Start 


5547 


End 


7219 


Name 


OJ990808 55.0309.C2.o2.gp 


Method 


AAT/GAP 


Start 


5547 


End 


7219 


GI 


8163 1.R1084 


Score 


1200 


Exons 


5547. .5796, 6391. .6552, 6975.. 


,7219 




GI. Descrip. 


' 5733872/gb | AAD49760 . 1 | AC007 932_8 8 . Oe 


-27 (AC007932) Similar 



gi_4 98204 8 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 
gb_H76281 and gb_AI100025 come from this gene. [Arabidopsis 



45889 



thaliana] 1 



Seq. No. 44737 

Gene No. 94377 

Start 5547 

Name OJ990808_55 . 0309 . C2 . o2, tc 

Start 5584 

GI none 

Exons 5584.. 5796, 5650.. 5787, 5660. 

6444.. 6566, 6927.. 7022 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5797, 



OJ990808 55. 0309. C2 



7219 

TBLASTX: Cress 
7022 
87 

6391. .6555, 6395. .6553, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44737 
94377 
5547 

OJ990808 

5594 

none 



55.0309.C2.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_55.0309.C2 
7219 

TBLASTX: Maize 

5820 

274 



5594. .5797, 5596. .5820, 5599. .5796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44737 
94377 
5547 

OJ990808_ 
6386 
none 

6386. .6553, 
6973. .7047, 



55.0309.C2.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6391. .6555, 6396. .6554, 
7113. .7178, 7120. .7179 



OJ990808_55.0309.C2 
7219 

TBLASTX: Maize 
7179 
229 

6927. .7022, 6972. .7037, 



Seq. No. 44738 Seq. ID 

Gene No. 94378 Strand 

Start 1208 End 

Name OJ990808_55 . 0309 . C3 . ol . gp Method 

Start 1208 End 

GI none Score 

Exons 1208.. 1559 



OJ990808_55.0309.C3 

1559 
AAT/GAP 
1559 
651 



Seq. No. 44739 Seq. ID 

Gene No. 94379 Strand 

Start . 1 End 

Name OJ990808_55 . 0309 . C4 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .263 



OJ990808__55.0309.C4 
+ 

263 

AAT/GAP 

263 

504 



Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



44739 Seq. ID 

94380 Strand 
9151 . End 

OJ990.8O8._55 . 0309 . C4 . o4 . gp Method 
9151 End 
46509_1.R1084 Score 
9151. .9449, 9687. .9710 

1 3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11)-, similar to DEAD-box helicases [Arab'idopsis thaliana] 1 



OJ990808_55.0309.C4 
+ 

9710 
AAT/GAP 
9710 
555 



44739 
94380 



Seq. ID OJ990808_55.0309.C4 
Strand + 



45890 



Start 9151 End 9710 

Name OJ990808_55.0309.C4 .o5.gp Method AAT/GAP 

Start 9151 End 9709 

GI 46509_1.R1084 Score 553 

Exons 9151.. 9449, 9687.. 9709 

GI Descrip. '3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



Seq. No. 44739 Seq. ID 

Gene No. 94381 Strand 

Start 10398 End 

Name OJ990808_55 . 0309 . C4 . o7 . gp Method 

Start 10398 End 

GI 12650_1.R1084 Score 

Exons 10398.. 10568 

GI Descrip. 1 5803242/dbj I AP000399 . 1 | AP000399 2.0e-24 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 * 



OJ990808_55.0309.C4 
+ 

10568 
AAT/GAP 
10568 
214 



Seq. No. 44739 

Gene No. 94382 

Start 769 

Name , OJ99080.8_55 . 0309 . C4 . o2 . gp 

Start 769 

GI 8497JL.R1084 

Exons 769.. 1066, 1367.. 1462, 1739. 
GI Descrip. 



Seq. ID OJ990808_55.0309.C4 
Strand 
End 

Method 
End 
Score 

1882, 2265. .2642, 3011. .3053 



3053 
AAT/GAP 
3053 
1755 
,2642, 3011. 



* 3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



44739 Seq. ID 

94383 Strand 

4255 End 

OJ990808_55 . 0309 . C4 . o3 . gp Method 

4255 End 

286926 Score 



OJ990808_55. 0309. C4 

5858 
AAT/GAP 
5858 
867 



4255. .4460, 4558. .4691, 5696:. 5858 

3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 



Seq. No. 44739 Seq. ID OJ990808_55 . 0309 . C4 

Gene No. 94384 Strand 

Start 9987 * End 10073 

Name OJ990808_55 . 0309 . C4 . 06 . gp Method AAT/GAP 

Start 9987 End 10073 

GI 46509_1.R1084 Score 116 

Exons 9987.'. 10073- - ■ 

GI Descrip. 1 3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C. hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



Seq. No. 44739 Seq. ID 

Gene No. 94385 t Strand 

Start 12332 ' End 

Name OJ990808_55 . 0309 . C4 . ol . tc Method 

Start 257 End 



OJ990808_55.0309.C4 
12804 

TBLASTX: Cress 
5920 



45891 



GI 

Exons 



none Score 40 

257..32S, 868. .888, 1005 .. 1136,' 1022 .. 1069, 1364. .1465, 
1724. .1885, 1743. .1883, 1754. .1885, 2265. .2642, 2311. .2556, 
2602.. 2640, 3008.. 3235, 3009.. 3236, 3073.. 3243, 3536.. 3583, 
3538. .3639, 4033. .4248, 4043. .4369, 4046. .4438, 4047. .4463, 
4576.. 4692, 4578.. 4694, 5696.. 5779, 5867.. 5920 



Seq. No. 44739 Seq. ID 

Gene No. 94385 Strand 

Start 12332 * End 

Name OJ990808_55 . 0309 . C4 . o2 . ts Method 

Start 260 End 

GI none Score 
Exons 



OJ990808_55.0309.C4 
12804 

TBLASTX: Soybean 

4179 

34 

1069, 1364. .1465, 



260. .331, 859. .888, 1014. .1067, 1022. 

1724. .1840, 1737. .1832, 1832. .1885, 1854. .1886, 2228. .2401, 

2254. .2556, 2256. .2642, 2263. .2400, 2265. .2642, 3008. .3235, 

3009. .3236, 3538. .3639, 4046. .4177, 4047. .4178, 4048. .4179 



Seq. No. 44 739 

Gene No. 94385 
Start 12332 

Name OJ990808_55 . 0309 . C4 . o3 . tm 

Start 766 
GI none 
Exons 766. . 

1011, 

1724 , 
- 2265, 

3534, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 55. 0309. C4 



864, 766. .834, 802. .873, 
.1067, 1012.. 1071, 1364. 



.1885, 1737, 

.2642, 3008. 

.3635, 3538, 

4046. .4117, 4047. 



.1886, 1935. 

,3235, 3012. 

,3639, 3539. 
,4118 



12804 

TBLASTX: Maize 
4118 
75 

848. .937, 856. .990, 864. .1067, 
.1462, 1378. .1458, 1703. .1750, 
.1976, 2261. .2644, 2264. .2641, 
.3236, 3013.. 3237, 3015.. 3236, 
.3589, 3540. .3641, 4033. .4110, 



Seq. No. 44739 

Gene No. 94385 
Start ■ 12332 

Name OJ990808_55 . 0309 . C4 . ol . 

Start 2505 

GI none 

Exons 2505.. 2642, 2987.. 3139, 
4109. .4315, 4275. .4349 

Seq. No. 44739 

Gene No. 94385 

Start 12332 

Name OJ990808_55 . 0309 . C4 . o2 . 

Start 4118 

GI none 

Exons 4118. .4441, 4119.. 4496, 
' 4557.. 4676 

Seq. No. 44739 

Gene No. 94385 

Start 12332 

Name . OJ990808_55 . 0309 . C4 . o3 . 

Start 4181 

GI none 

Exons 4181.. 4369, 4181.. 4393, 
4584. .4670 



Seq. ID OJ990808_55.0309.C4 
Strand 

End 12804 

tw Method TBLASTX : Wheat 

End 4349 

Score 4 3 
4055. .4348, 4060. .4122, 4107. .4229, 



Seq. ID OJ990808_55.0309.C4 
Strand 

End 12804 

tm Method TBLASTX : Maize 

End 4 67 6 

Score 466 
4128. .4457, 4540. .4674, 4556. .4672, 



Seq. ID OJ990808_55.0309.C4 
Strand 

End 12804 
ts Method TBLASTX : Soybean 

End 4 670 

Score ' 75 . 
4185. .4406, 4392. .4457, 4413. .4457, 



45892 



Seq. No. 


44739 


Seq. ID 


OJ990808_55.0309.C4 


Gene No . 




btrana 




Start 


1 o o o o 

12 332 


End 


12804 


Name 


OJyyUoUo do . U3Uy . C4 . o4 . tm 


Method 


TBLASTX : Maize 


Start 


C C C\ c 

o d y D 


Lna 


5920 


bl 


none 


Score 


1 A 1 

14 / 


Exons 




. . oyzu 




Seq. No. 


44739 


Seq. ID 


OJ990808_55.0309.C4 


Gene No. 


94385 


Strand 




Start 


12332 


End 


12804 


Name 


OJ990808 55. 0309.C4 .ol .tm 


Method 


TBLASTX : Maize 


Start 


9350 


End 


12458 


bl 


none 


Score 


158 


Exons 


9350.. 9445, 9359.. 9445, 9364 


..9462, 9980. .10069, 9994. .10071, 




9994. .10068, 9998. .10072, 11213. .11365, 


11217 . .11366, 




.1121/..11304, 112 y y . . ii3o / , 


11484 . . 117S 


S3, 11491. . 11784, 




ii4yy . . li /yy , ny33 . . 12109, 


11937; .12173, 11937. .12173, 




12278 .. 12457, 1227 8 . . 12331 , 


12279.. 12458 


Seq. No. 


44739 


Seq. ID 


OJ990808_55.0309.C4 


Gene No. 


94385 


Strand 




Start 


12332 • 


End 


12804 


Name 


ujyyuoUo ao.U3uy.b4.o2.tc 


Method 


TBLASTX: Cress 


Start 


1 1 A/"^ 

11066 


End 


12133 


GI 


none 


Score 


71 


Exons 


1 1 A/"C 1 1 O C Pi 1 1 C < yl *1 "1 T Q O 

llUbb . . 112bU, Ilo44-.il/o3, 


11557. .11784, 11572. . 11784, 




llooU . . 11 /oo, 11 y33 12133, 


11937. .12131, 11938. .12132 


Seq. No. 


ft ft / «j .7 


Seq. ID 


OJ990808_55.0309.C4 


Gene No. 


94385 


Strand 




btart 


12332 


End 


12804 


Name 


OJ990808 55.0309.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11312 


End 


12107 " 


GI 


none 


Score 


88 


Exons 


11312. . 11365, 11313. .11366, ' 


11485. .11784, 11490. . 11783, 




11933. .12091, 11936. .12085, 


11937. .12092, 11937. .12107 


Seq. No. 


44739 


Seq. ID 


OJ990808_55.0309.C4 


Gene No . 


94385 


Strand 




Start 


12332 


End 


12804 


Name 


OJ990808 55.0309.C4.o8.gp 


Method 


AAT/GAP 


o tart 


12332 


End 


12804 


bl 


none 


Score 


834 


Exons 


12332. .12804 






Seq. No. 


44740 


Seq. ID 


OJ990 8 08_5 5^.0309 . C5 


Gene No. 


94386 


Strand .. 




Start 


343 


End 


766 


Name 


OJ990808 55. 0309.C5.ol. ts 


Method 


TBLASTX : Soybean 


Start 


59 


End 


663 


GI 


none 


Score 


79 


Exons 


59. .286, 135. .266, 335. .502, 


339. .518, 


348. .518, 359;. 520, 



592. .663, 603. .662 



Seq. No. 



44740 



Seq. ID OJ990808_55.0309.C5 



45893 




Gene No. 


94386 




Strand 




OlalL 


^ A 1 




hna 


H C C 

1 DO 


Name 


ujyyuoUo oo.Ujuy.Lj.oz. 


tm 


Method 


TBLASTX : Mai ze 




o y 




End 


0 c c 

Zoo 


PT 


none 




Score 


inc. 


Exons 


oy. .z4 / , oy.,104, 111.. 


O A Q 

^ -1 0 


, . LIZ , . Zdd f 


lz; U . . z 4 0 


Oct]. IN O . 






beq. ID 


uuyyuoUo oo.ujuy.Co 


Gpnp No 


94386 




O Li. Gil H 




Start 


343 




End 


766 


Name 


OJ990808 55.0309.C5.ol. 


gp 


Method . 


AAT/GAP 


Start 


343 




End 


766 


GI 


22669 1.R1084 




Score 


547 


Exons 


343. .516, 605. .766 








GI Descrip. 


• 285636/dbj | BAA03206 | 2 


,0e 


-21 (D14161) 


ORF [Hordeum vulgare] 



Seq. No. 44740 Seq. ID 

Gene No. 94386 Strand 

Start 34 3 End 

Name OJ990808_55 . 0309 . C5 . ol . tm Method 

Start 359 End 

GI none Score 

Exons 359.. 523, 363.. 518, 603... 701, 618.. 677 



OJ990808_55.0309.C5 
766 

TBLASTX : Maize 

701 

113 



Seq. No. 44740 Seq. ID 

Gene No. 94 38 6 Strand 

Start 343 End 

Name OJ990808_55 . 0309 . C5 . ol . tw ■ Method 

Start 362 End 

GI none Score 

Exons 362.. 523, 363.. 518, 603.. 647 



OJ990808_55.0309.C5 
766 

TBLASTX: Wheat 

647 

120 



Seq. No. 44740 Seq. ID 

Gene No. 94386 Strand 

Start 343 End 

Name OJ990808_55 . 0309 . C5 . ol . tc Method 

Start 395 End 

GI none Score 

Exons 395.. 523, 417.. 518, 603.. 692 



OJ990808_55.0309.C5 
766 

TBLASTX: Cress 

692 - 

81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44741 
94387 
328 

OJ990808_55.0309.C8.ol.tw 

328 

none 

328. .399, 329. .400, 399. .611, 
622. .729, 651. .734, 667.'. 735, 

44741 
94387 
328 

OJ990808_55.0309.C8.ol.tm 

32 9 

none 

329. .400, 337. .399, 398. .556, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 55. 0309. C8 



876 

TBLASTX: Wheat 
874 
55 

400. .615, 596. .640, 5.99. .706, 
725..874 



OJ990808_55.0309.C8 
876 

TBLASTX: Maize 
743 
71 

399. .743, 415. .729, 584. .730 



Seq. ID 

Strand 

End 

Method 
End " 
Score 



45894 




Seq. No. 


44741 


Seq. ID 


OJ990808_55.0309 


,C8 


Gene No. 


94387 


Strand 






Start 


"3 O O 


End 


876 




Name 


OJ990808_55 .0309.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4 05 ■•' . ' 


End - 


620 ■ 




GI 


none vfe^S^C.^^^/-* *: : .' ■ 


Score,., 






Exons 


4 05. .62 0^p3*i-o*. ^6 1?'^-. - .* ■ t *: ; r.; 








Seq. No. 


44741 


Seq. ID 


OJ990808_55.0309 


.C8 


Gene No. 


94387 


Strand 






Start 


TOO 


End 


876 




Name 


OJ990808 55 . 0309 . C8 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


7 4 6 


End 


876 




GI 


none 


Score 


132 




Exons 


746. .868, 746. .874, 750. .875, 


760 . .876 






Seq. No. 


44742 


Seq. ID 


OJ990808_55.0309 


C9 


Gene No. 


94388 


Strand 






Start 


1 


End 


320 




Name 


OJ990808 55.0309.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


320 




GI 


none 


Score 


129 




Exons 


1..222, 14. .217, 242. .319, 246. .320 






beq. no. 


44742 


Seq. ID 


OJ990808 55.0309. 


C9 


Gene No. 


94389 


Strand 






Start 


1885 


End 


2280 




Name 


OJ990808 55.0309.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1885 


End 


2280 




GI 


none 


Score 


59 




Exons 


1885. .2277, 2183. .2278, 2185.. 


2280 







Seq. No. 44742 Seq. ID 

Gene No. 9438 9 Strand 

Start 1885 End 

Name OJ990808_55 . 0309 . C9 . o2 . tm Method 

Start ■ 1888 End 

GI ' ■ none "'- Score 

Exons 1888.. 2136, 1889.. 2065 



OJ990808_55.0309.C9 
2280 

TBLASTX: Maize 

2136 

78 



Seq. No. 44743 

Gene No. 94399 

Start 25 

Name OJ990808_55 . 030 9 . C14 . ol 

Start 25 

GI none 

Exons 25.. 150, 742.. 795, 1081 
1212. .1394, 1411. .1743, 
1828.. 1974 .. 

Seq. No. 44743 

Gene No. 94399 

Start 25 

Name OJ990808_55 . 0309 . C14 . ol 

Start 1147 

GI none 

Exons 1147.. 1404, 1149.. 1337, 



Seq. ID OJ990808_55.0309.C14 
Strand 

End 2037 
.tc Method TBLASTX: Cress 

End 1974 

Score 91 
..1185, 1113. .1184, 1186. .1395, 
1455. .1739, 1498. .1743, 1774. .1836, 



Seq. ID OJ990808_55.0309.C14 
Strand 

End 2037 

.tm Method TBLASTX: Maize 

End 1737 

Score 203 
1417. .1737, 1491. .1583 



45895 




Seq. No. 


44743 








Seq. ID 


OJ990808 


_55.0309.C14 


Gene No. 


94399 








Strand 






Start 


25 








End 


2037 




Name 


XXJ990808_55 


.0309 


.C14 .ol 


. tw 


Method 


TBLASTX : 


Wheat ^ • 


start- 










,End.', . 


1647 ' 




GL. 


"no'ne-;. " ' 








'Score ' 


4 57 




Exons 


1257 . . 1580, 


1258 


. .1647, 


1411. 


. 1647 






Seq. No. 


44743 








Seq. ID 


OJ990808 


55. 0309.C14 


Gene No; 


94399 








Strand 






Start 


25 








End 


2037 




Name 


OJ990808 55 


.0309.C14 .ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1339 








End 


2037 




GI 


none 








Score 


73 




Exons 


1339. . 1395, 


1396 


. .1581, 


1455. 


.1583, 1597. .1821, 


1635. .1736, 




1825. .2037 














Seq. No. 


44744 








Seq. ID 


OJ99.0808 


_55.0309.C15 


Gene No. 


94400 








Strand 






Start 


2638 








End 


4047 




Name 


OJ990808 55 


.0309 


C15.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


2638 








End . 


4047 




GI 


none 








Score 


185 




Exons 


2638 . .2775, 


2639 


.2776, 


2849. 


.2980, 2£ 


551 . .2976, 


3071. .3124, 




3072. .3134, 


3506 


.3571, 


3507 . 


.3572, 3509.. 3586; 


3511. .3585, 




3983. . 4045, 


3993 


.4046, 


3999. 


.4046, 4000. .4047 




Seq. No. 


44744 








Seq. ID 


OJ990808 


55.0309.C15 


Gene No. 


94400 








Strand 






Start 


2638 








End 


4047 




Name 


OJ990808 55 


0309 


C15.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2674 








End 


4045 




GI 


none 








Score 


96 




Exons 


2674 . . 2775, 


2684. 


.2776, 


2849. 


.2974, 2851.. 2976, 


3058. .3102, 




' 3059. .3124, 


3506. 


.3571, 


3515. 


.3586, 3992.. 4045 




Seq. No. 


4'47 4 5 : 








Seq. ID 


OJ990808 


_55.0309.C16: 


Gene 'No. 


94401 








Strand 


+ 




Start 


126 








End 


607 




Name 


OJ990808 55 


0309. 


C16.ol. 


gp 


Method 


AAT/GAP 




Start 


126 








End 


561 




GI 


uC-osflcyp067a05al 




Score 


854 




Exons 


126. .561 















GIDescrip. '407940 2.0e-16 (U02495) epoxide hydrolase [Solanum tuberosum] f 



Seq. No. 


44745 






Seq. ID 


OJ990808_55.0309 


.C16 


Gene No . ~ 


94401 






Strand 


+ 




Start 


126., 






End 


607 




Name 


OJ990808 


55.0309.CK 


5 . ol . tm 


Method 


TBLASTX: Maize 




Start 


328 






End 


604 




GI 


none 






Score 


273 




Exons 


328. .603, 


347. .592, 


349. .603, 


350. .604 






Seq. No'. 


44745 






Seq. ID 


OJ990808_55.0309 


C16 


Gene No. 


94401 






Strand 


+ 




Start 


126 






End 


607 





45896 




Name 


OJ990808 55, 


.0309.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


346 






End 


597 


GI 


none 






Score 


132 


Exons 


346. .597, 349. .597 








"Seq... No. 


'4474.5 






Seq. "ID 


. OJ990.808 v55.0309 ; ,Cl-6 


Gene No. ; 


■ 94401 • 






Strand 


• + 


Start 


126 






End 


607 


Name 


OJ990808 55, 


,0309.C16.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


346 . 






End 


603 


GI 


none 






Score 


139 


Exons 


346. .603, 349. .600 








Seq. No. 


44745 






Seq. ID 


OJ990808_55. 0309. CI 6 


Gene No. 


94401 






Strand 


+ 


Start 


126 






End 


607 


Name 


OJ990808 55. 


,0309.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


349 






End 


607 


GI 


none 






Score 


133 


Exons 


349. .603, 349. .603, 371. 


. 607, 


464 . . 604 




Seq. No. 


44746 






Seq. ID 


OJ990808_55 . 0309. C17 


Gene No. 


94402 






Strand 




Start 


9364 






End 


9959 


Name 


OJ990808 55. 


0309.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3 






End 


5961 


GI 


none 






Score 


38 


Exons 


3. .98, 913.. 


981, 915. .980, 993. .1136, 


993. .1085, 3704. .4039, 




3705. .3770, 


3840. .3992, 


3884 . 


.4024, 4091. .4213, 4092. .4199, 




5752. .5961, 


5754. .5960, 


5878. 


.5961 




Seq. No. 


44746 






Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 






Strand 




Start 


9364 






End 


9959 


Name 


OJ990808 55. 


0309.C17.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3 






End 


4042 


GI 


none 






Score 


84 ' 


Exons 


3. .95, '3704. 


.4042, 3834. 


.3989 






Seq. No. 


44746 






Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 






Strand 




Start 


9364 






End 


9959 


Name 


OJ990808 55. 


0309.C17.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3 






End 


6851 


GI 


none 






Score 


111 


Exons 


3. .92, 915.. 


1082, 919. .1080, 


996. .1100 


, 1064. .1099, 1227. .1397, 




1228. .1398, 


1401. .1463, 


1402. 


.1458, 3704. .4042, 3864. .3992, 




5754 . .5816, 


5847. .5966, 


5848. 


.6015, 6615.. 6770, 6616.. 6765, 


'} 


6807. .6851, 


6814. .6846 








Seq. No. 


44746 






Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 






Strand 




Start 


9364 






End 


9959 


Name 


OJ990808 55. 


0309.C17.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


921 






End 


6845 


GI 


none 






Score 


95 


Exons 


921. .947, 951. .1085, 970 


..1125, 1072.. 


1104, 1227. .1412, 



45897 






1228. .1416, 1404. .1457, 


57 60 . 


.5786, 5833: : .5955, 5853.. 5960, 




5860..595/, 6056. .6088, 


6615 . 


.6770, 6616.. 6765, 6807,. 6845 


Seq. No. 


44746 




Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 




Strand 




Start 






End 


9959. 


Name 


OJ990808_55 .0309.C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


TOOT 

122 / 




End 


6851 


GI 


none 




Score 


341 


Exons 


1 O O T 1/1TC 1 O O O 1 A ~1 f 

122/. .14 /5, 1228. .1476/ 


a r i c 

6615 . 


.6851, 6616. .6846 


Seq. No. 


44746 




Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 




Strand 




Start 


Q T C /l 




End 


9959 


Name 


/*\ mono no c c aoaa — * o 

OJ990808 55 . 0309 . C17 . oi 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 O C T 

1251 




End 


6770 


bl 


none 




Score 


170 


Exons 


1 O C 1 1 /I 1 O TOCO 1 it i f 

1251. .1412, 1252. .1416, 


d C O C\ 


.6770, 664 0. . 67 65, ' 6717. . 6770 


Seq. No. 


44746 




Seq. ID 


OJ990808_55. 0309. CI 7 


Gene No. 


94402 




Strand 




Start 


O. O A 

9364 




End 


9959 


Name 


OJ990808_55 .0309.C17.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


37 04 




End 


4000 


GI 


none 




Score 


109 


Exons 


3704. .4000, 3840. .3992 








Seq. No. 


4 4 7 4 6" 




Seq. ID 


OJ990808_55 . 030 9. CI 7 


bene No. 


94402 




Strand 




Start 


9364 




End 


9959 


Name 


OJ990808 55.0309.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


9364 


End 


9851 


GI 


uC-osflcypl62a07al 




Score 


682 


Exons 


9364. .9591, 9691. .9851 








GI Descrip. 


'4 68017 9/gb|AAD27547.1 |AF1117 


09_1 2.0e 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] 1 






Seq. No. 


44746 




Seq. ID 


OJ990808_55.0309.C17 


Gene No. 


94402 




Strand 




Start 


9364 




End 


9959 


Name 


OJ990808 55.0309.C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


9432 




End 


9788 


c t 
GI 


none 




Score 


288 


Exons 


9432. .9788, 9440. .9610, 


9647. 


.9787 




Seq. No. 


44746 




Seq. ID 


OJ990808_55. 0309.C17 


Gene No. 


94402 „ 




Strand 




Start 


9364 




End 


9959 


Name 


OJ990808 55.0309.C17.o3 


tm 


Method 


TBLASTX: Maize 


Start 


9669 




End 


9959 


GI 


none 




Score 


207 


Exons 


9669. .9932, 9695. .9856, 


9897. 


. 9959 




Seq. No. 


44747 




Seq*. ID ' 


OJ990808_55.0309.C18 


Gene No. 


94403 




Strand 




Start 


158 




End 


589 


Name 


OJ990808 55.0309.C18.ol. 


gp 


Method 


AAT/GAP 



45898 



Start 158 End 589 

GI 2428185 Score 721 

Exons 158.. 589 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAG clone :t 17804 



Seq. No'.* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44747 
94404 
5606 

OJ990808_55. 0309 . C18 . 06 . tw 
5606 
none 

5606. .5731, 5610. .5729, 5918. 
6105. . 6203 

44747 
94405 
6209 

OJ990808_55.0309.C18.o3.tw 
6209 
none 

6209.. 6589, 6222.. 6488, 6534.. 6590 



44747 
94405 
6209 

OJ990808_55.0309.C18.o3.tm 

6393 

none 



Seq. ID OJ990808_55..0309.C18 
Strand 

End 6206 

Method TBLASTX : Wheat 

End . 6206 

Score 71 

.6205, 5925. .6065, 5979. .6206, 



Seq. ID OJ990808_55.0309.C18 
Strand 

6727 

TBLASTX: Wheat 
6590 
192 



End 

Method 
End 
Score 



Seq. ID OJ990808_55.0309.C18 

Strand •' 

End 6727 

Method TBLASTX: Maize 

End 6727 

Score 168 



6393. .6533, 6394. .6585, 6404. .6727, 6417. .6608 



44747 
94406 
6986 

OJ990808_55. 0309 . C18 . o5 . tw 

6986 

none 



Seq. ID OJ990808_55. 0309.C18 
Strand 

End 10612 

Method TBLASTX : Wheat 

End 10612 

Score 53 



6986.. 7057, 10271 .. 10522, "10305 .. 10523, 10519 10608, 
10520. .10612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44747 Seq. ID 

94406 Strand 

6986 End 

OJ990808_55.0309.C18.o3.ts Method 

6997 End 

5666795 Score 



OJ990808_55.0309.C18 
10612' 

TBLASTX : Soybean 

7563 

56 



6997. ,7185, 7234. .7371, 7465.-7563 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



44747 
94406 
6986 

OJ990808_55. 0309.C18 .o4 . tw 

7234 

none 



Seq. ID OJ990808_55.0309.C18 



Strand 
End 

Method 
End ■ 
Score 



10612 

TBLASTX: Wheat 

7686 

94 



7234. .7386, 7235. .7375, 7445. .7666, 7465.-7686 



45899 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons* 



44747 
94406 
698 6 

OJ990808_55. 

8038 

none 

8038i .8088, 



0309.C18.ol.ts 



8070. .8408, 8287, 



Seq. ID OJ990808_55.0309.C18 
Strand 

End 10612 

Method , TBLASTX : Soybean 

End 8408 
Score "73 
.8394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44747 
94406 
6986 

OJ990808_55, 

8082 

none 

8082. .8486, 



0309.C18.o2.tw 



8119. .8481 



Seq. ID OJ990808_55.0309.C18 
Strand 

End 10612 
Method TBLASTX : Wheat 
End 8486 
Score -274 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 



44747 
94406 
6986 

OJ990808_55. 

8160 

none 

8160. .8543, 



0309.C18.o2.tm 



8287. .8544 



Seq. ID OJ990808_55.0309.C18 
Strand 

End 10612 

Method TBLASTX : Mai ze 

End 8544 

Score 148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44747 
94406 
6986 

OJ990808_55. 

8571 

none 

8571. .8927, 



0309.C18.ol.tm 



8581. .8886 



Seq. ID OJ990808_55.0309.C18 
Strand 

End 10612 

Method TBLASTX : Mai ze 

End 8927 

Score 190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI'- 

Exons 



44747 
94406 
6986 

OJ990808_55. 

8595 

none 

8595. . 9056, 



0309.C18.ol.tw 



8596. .9057 



Seq. ID OJ990808__55.0309.C18 
Strand 

End 10612 

Method TBLASTX : Wheat 

End 9057 

Score 319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44747 
94406 
6986 

OJ990808_55. 

8652 

none 

8652. .8786, 



0309.C18.o2.ts 



8793. .9017 



Seq. ID OJ990808_55.0309.C18 
Strand 

End 10612 

Method TBLASTX : Soybean 

End 9017 

Score 113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 



44747 
94406 
6986 

OJ990808_55. 

9165 

none 

9165. .9404, 



0309.C18.o7.tw 



Seq. ID OJ990808_55. 0309.C18 
Strand 

End 10612 

Method TBLASTX : Wheat 

End 9484 

Score 107 



9184. .9402, 9409. .9477, 9410. .9484 



Seq. No, 



44748 



Seq. ID OJ990808 55.0309.C19 



45900 




Gene No. 


94407 


Strand 






Start 


1330 


End 


1794 




Name 


OJ990808_55.0309.C19. ol. tm 


Method 


TBLASTX : 


Maize 


Start 


1139 


End 


1735 




GI 


none 


Score 


252 




Exons 


1139 -.1435, 113 T 9,. . 1534, 114$. 


.1535, 1436. .1735, 


1551. > 1*67 9 


Seq. No. 


44748 


Seq. ID 


OJ990808 


_55.0309.C19 


Gene No. 


94407 


Strand 






Start 


1330 


End 


1794 




Name 


OJ990808 55.0309.C19.ol.gp 


Method 


AAT/GAP 




Start 


1330 


End 


1794 




GI 


29419 1.R1084 


Score 


914 




Exons 


1330. .1794 








GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 l.Oe- 


177 Oryza 


sativa 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 44748 

Gene. No. 94408 

Start 6421 

Name OJ990808_55 . 0309 . C19 . ol . tc 

Start 6421 

GI none 
Exons 



Seq. ID OJ990808_55.0309.C19 



Strand 
End 

Method 

End 

Score 



10663 

TBLASTX: Cress 

10361 

101 



6421. .6594, 6428. .6586, 6593. .6727, 6594. .6728, 10064 .. 10360 , 
10065. .10178, 10275.. 10361 



Seq. No. 44748 

Gene No. 94408 

Start 6421 

Name OJ990808_55 . 0309 . CI 9 . ol . ts 

Start 6421 

GI none 
Exons 



Seq. ID OJ990808_55.0309.C19 
Strand 
End 

Method 
End 
Score 



10663 

TBLASTX : Soybean 

10361 

104 



6421. .6594, 6422. .6592, 6593. .6727, 6639. .6728, 7039. .7083, 
10064. .10360, 10260.. 10361 



Seq. No. 44748 

Gene No. 94408 

Start 6421 

Name OJ990808_55 . 0309 . C19 . o2 . tm 

Start 6424 

GI none 
Exons 



Seq. ID OJ990808_55.0309.C19 
Strand 
End 

Method 
End 
Score 



10663- 

TBLASTX: Maize 

10663 

64 



6424. .6594, 6427. .6501, 6434. .6592, 6587. .6727, 6600. .6746, 
7039. .7083, 10058. .10240, 10059. .10208, 10232. .10360, 
10248. .10361, 10613.. 10663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44748 Seq. ID 

94408 ' Strand 

6421 End 

OJ990808_55 . 0309 . CI 9 . ol . tw Method 

6426 End 

none Score 



OJ990808_55.0309.C19 
10663 

TBLASTX: Wheat 

10657 

35 



6426. .6479, 6475. .6594, 6476. .6589, 6590. .6727, 6593. .6727, 
6597. .6746, 6829. .6852, 7039. .7083, 7043. .7084, 7130. .7204, 
10106. .10360, 10113. . 10208, 10260 .. 10361 , 10613 .. 10657 



Seq. No. 
Gene No. 



44749 
94412 



Seq. ID 
Strand 



OJ990308 11. 0307. C2 



45901 



Start 


1 






End 


184 


Name 


OJ990308 


11 . 0307 .C2 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


184 


GI 


none 






Score 


177 


Exons 


1 . . 183, 2 


. . 184 








Seq. No . 


4 474 9 


- 




Seq. ID 


OJ990308_11.0 


Gene No. 


94413 






Strand 




Start 


413 






End 


3206 


Name 


OJ990308 


11. 0307. C2 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


413 






End 


3098 


GI 


none 






Score 


68 


Exons 


413. .505, 


508. .843, 


510. .842, 


2890. .3030, 3006. .3098 



Seq. No. 44749 Seq. ID 

Gene No. 94413 Strand 

Start 413 End 

Name OJ990308_11 . 0307 . C2 . ol .tm Method. 

Start 516 End" 

GI none Score 

Exons 516.. 872, 517.. 873 



OJ990308_11.0307.C2 
3206 

TBLASTX: Maize 

873 

417 



Seq.*. No. 44749 Seq. ID 

Gene No. 94413 Strand. 

Start 413 End 

Name OJ990308_11 . 0307 . C2 . o2 . tm Method 

Start 900 End 

GI none Score 

Exons . 900.. 1283, 1013.. 1270 



OJ990308_11.0307.C2 
3206 

TBLASTX: Maize 

1283 

377 



Seq. No. . 44749 

Gene No. 94413 

Start 413 

Name OJ990308_11 . 0307 . C2 . o2 . tw 

Start 957 

GI none 

Exons 957.. 1283, 1013.. 1291, 1013., 

Seq. No. 44749 

Gene No. 94413 

Start 413 

Name OJ990308_11 . 0307 . C2 . ol . ts 

Start 1035 

GI none 

Exons 1035.. 1283, 1052.. 1195, 1295, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1270/ 1286. .1360 



OJ990308_11.0307.C2 
3206 

TBLASTX: Wheat 
1360 
339 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1360, 1309.. 1359 



OJ990308_11.0307.C2 
3206 

TBLASTX : Soybean 
1360 
195 



Seq.. No. 44749 Seq. ID 

Gene No. 94413 Strand 

Start 413 End 

Name OJ990308_11 . 0307 . C2 . o3 . tw Method 

Start 1366 End 

GI none Score 

Exons 1366.. 1788, 1376.. 1795 



OJ990308_11.0307.C2 
3206 

TBLASTX: Wheat 

1795 

261 



Seq. No, 
Gene No. 
Start 



44749 
94413 
413 



Seq. ID 

Strand 

End 



OJ990308 11. 0307. C2 



3206 



45902 




Name 


ojyyujUo 11 


Aom 
. UoU / 


. Cz . oo . 


tm 




Method 


TBLASTX : Mai ze 




Start 


l yyj 










End 


2261 




GI 


none 










Score 


183 




Exons 


199:5 . . 12.2.3, 


O O 1 /I 

zz 14 


. . 22 ol 












Seq.. No. 


44749 










Seq. ID 


OJ990308_11.0307 


.C2 


Gene No. 


94413 










Strand 






Start 


A 1 "3 
4 1 J 










End 


32 Do 




Name 


ojyyuoUo n 


mm 


. Lz . 04 . 


tw 




Method 


TBLASTX : wheat 




Start 


O O A 1 

zz4 1 










End 


O f O "1 

2621 




GI 


none 










Score 


TOO 

188 




Exons 


ZZ4 1 . . zozo, 


zojy 


O A QO 

. . z 4 oz f 


2547. 


. ZOZl 






Seq. No. 


44749 










Seq. ID 


OJ990308_11.0307 


.C2 


Gene No. 


94413 










Strand 






Start 


4 1 J 










End 


3206 




Name 


ojyyooOo n 


. UoU / 


. Cz . O J . 


tm 




Method 


TBLASTX: Maize 




Start 


O O £T O 










End 


2624 




GI 


none 










Score 


360 




Exons 


22o2 . . z oz4 , 


zz y o 


. . 2D DZ , 


2360. 


.2623, 2502.. 2624 




Seq. No. 


44749 










Seq. ID 


OJ990308_11.0307 


.C2 


Gene No. 


94413 










. Strand 






Start 


/I 1 "3 

4 1 J 










End 


3206 




Name 


/--\ -T r> n a o a o t i 

OJ990J08 11 


. 0307 


. C2 . oz . 


ts 




Method 


TBLASTX: Soybean 




Start 


O O /" c 

ZZOO 










End 


2639 




GI 


none 










Score 


98 




Exons 


Z Z OO . . Z 4 Uo , 


OOQ1 


. . 2 4 1U , 


2' 


114. 


.2623, 2415.. 2639 




Seq. No. 


44749 










Seq. ID 


OJ990308_11.0307 


.C2 


Gene No. 


94413 










Strand 






Start 


A 1 "3 
4 1 J 










End 


3206 




Name 


ojyyuoUo n 


n o n t 


. Cz . oo . 


tw 




Method 


TBLASTX: Wheat 




Start 


2 OZZ 










End 


3206 




GI 


none 










Score 


88 




Exons 


^!b^ . . 2 1 23 , 


O *7 C 1 

2 Id 1 


o o o o 
. . ZOo8 , 


3099. 


.3206 






Seq. No. 


44749 










Seq. ID 


OJ990308JL1.0307 


.C2 


Gene No. 


94413 










Strand 






Start 


A 1 "3 

4 lo 










End 


3206 




Name 


ojyyuoOo n 


. 0307 


. C2 . o4 . 


tm 




Method 


TBLASTX: Maize 




Start 


2odd 










End 


2896 




GI 


none 










Score 


200 




Exons 


zobo . . 2891 , 


2660 


. . 2758 , 


2e 


37. 


.2896 






Seq. No. 


44750 










Seq. ID 


OJ990308_11.0307 


.C7 


Gene No. 


94414 










Strand 






Start 


489 










End 


1568 




Name 


OJ990308 11 


.0307 


.C7.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


6 










End 


477 




GI 


none 










Score 


106 




Exons 


6. .146, 6. .449, 7. .444, 


228. . 


449, 268. 


.477 




Seq. No. 


44750 










Seq. ID 


OJ990308_11.0307 


.C7 


Gene- No. 


94414 










Strand 






Start 


489 










End 


1568 




Name 


OJ990308 11 


0307 


.C7.ol. 


ts 




Method 


TBLASTX: Soybean 





45903 



Start 


141 


End 


54 8 




GI 


none 


Score 


83 




Exons 


141. .377, 142. .333, 381. .548, 385. .543 






Seq. No. 


44750 


Seq. ID 


OJ990308_11.0307. 


C7 


Gene No. 


• 94414 


Strand 






Start 


489 


End 


i c /co- 
10 DO 




Name 


OJ990308 11.0307.C7.ol.tc 


Method 


TBLASTX : Cress 




Start 


246 


End 


591 




GI 


none 


Score 


90 




Exons 


246. .350, 246. .587, 253. .591 


, 529. .588 






Seq. No. 


44750 


Seq. ID 


OJ990308 11.0307. 


C7 


Gene No . 


94414 


Strand 






Start 


489 


End 


1568 




Name 


OJ990308 11.0307.C7.ol.gp 


Method 


AAT/GAP 




Start 


489 


End 


1568 




GI 


1631472 


Score 


584 




Exons 


489. .584, 1139. .1285, 1471.. 


1568 






GI Descrip. 


y /oiu/emD I CAAiyy bo . l | o.ue 


-17 (AL031032) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


44751 


Seq. ID 


OJ990308_11 . 0307 . 


C9 


Gene No. 


94415 


Strand 






Start 


604 


End 


1367 




Name 


OJ990308 11.0307.C9.ol.gp 


Method 


AAT/GAP 




Start 


604 


End 


1367 




GI 


none 


Score 


705 




Exons 


604. .755, 1016. .1050, 1158.. 


1367 






Seq. No. 


44751 


Seq. ID 


OJ990308_11.0307. 


C9 


Gene No. 


94415 


Strand 






Start 


604 


End 


1367 




Name 


OJ990308 11.0307.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


609 


End 


755 




GI 


none 


Score 


149 




Exons 


609.. 755, 609.. 755 








Seq. No. 


44752 


Seq. ID 


OJ990308_11.0307. 


C12 


Gene No. 


94416 


Strand 






Start 


13 


End 


673 




Name 


OJ990308 11.0307.C12.ol.tm 


Method 


TBLASTX: Maize 




Start . 


13 


End 


673 




GI 


none 


Score 


88 , 




Exons 


13. .192, 218. .436, 232. .501, 


455. .673 






Seq. No. 


44753 


Seq. ID 


OJ990308_11.0307. 


C13 


Gene' No. 


94417 


Strand 






Start 


3 


End 


831' 




Name 


OJ990308 11.0307.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


831 




GI 


none 


Score 


186 




Exons 


3. .116, 556. .606, 595. .825, 


607. .819, 671. .820, 808. .831 




Seq. No. 


44753 


Seq. ID 


OJ990308_11.0307. 


C13 


Gene No . 


94417 


Strand 






Start 


3 


End 


831 





45904 



Name 

Start 

GI 

Exons 



OJ990308_11 . 0307 . C13 . o2 . tw Method 

3 End 

none Score 
3. .116, 4. .117, 36. .137 



TBLASTX: Wheat 

137 

147 



Seq. No. . 44753 

Gene No. 94417 

Start 3 

Name OJ990308_1 1 . 0307 . C13 . ol . ts 

Start 3 

GI none 
Exons 



Seq. ID .OJ990308_11.0307.C13 
Strand ... 
End 831 

Method TBLASTX : Soybean 
End 819 
Score 72 



3. .149, 37. .153, 556. .819, 557. .808, 559. .810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44753 
94417 
3 

OJ990308_11.0307.C13.ol.tc 
12 

none 



Seq. ID OJ990308_11.0307.C13 

Strand 

End 831 

Method TBLASTX : Cress 

End 825 

Score 81 



12. .185, 34. .150, 607. .813, 608. .814, 622. .825 



Seq. No. 44753 

Gene No. 94 417 

Start 3 

Name OJ990308_11 . 0307 . C13 . ol . tw 

Start 584 

GI none 
Exons 



Seq. ID OJ990308_11.0307.C13 

Strand 

End :, 831 

Method TBLASTX : Wheat 

End 825 

Score 176 



584. .820, 586. .825, 586. .819, 725. .820. 



Seq. No. 44754 

Gene No. 94418 

Start 5657 

Name OJ990308_11 . 0307 . C15 . o2 . tm 

Start 1921 

GI none ;: - 
Exons 



Seq. ID OJ990308_11.0307.C15 

Strand + 

End 5744 

Method TBLASTX : Mai ze 

End 3338 

Score 65 



1921. .1974, 3013. .3069, 3026. .3067, 3069. .3128, 3075. .3131, 
3076.. 3129, 3132.. 3170, 3132.. 3179, 3133.. 3186, 3248.-3337, 
3249. .3338 



Seq. No. 44754 

Gene No. 94418 

Start 5657 

Name OJ990308_11 . 0307 . C15 . ol . tm 

Start 5164 

GI none 
Exons 



Seq. ID OJ990308_11.0307.C15 

Strand + 

End 5744 

Method TBLASTX : Mai ze 

End 5734 

Score 60 



5164. .5202, 5165. .5215, 5314. .5397, 5325. .5411, 5327. .5422, 
5328. .5408, 5488. .5559, 5648. .5734 



Seq. No. 44754 

Gene No. 94418 

Start 5657 

Name OJ990308_11 . 0307 . C15 . ol . gp 

Start 5657 

GI 2280847 

Exons 5657.. 5744 



Seq. ID OJ990308_11.0307.C15 

Strand + 

End 5744 

Method AAT/GAP 

End 5744 

Score 135 



Seq. No. 



44755 



Seq. ID OJ990308_11.0307.C16 



45905 



Gene No. 94419 Strand + 

Start 1 End 591 

Name • OJ990308_11 . 0307 . C16 . ol . gp Method AAT/GAP 

Start 1 End 385 

GI 2280847 Score 401 

Exons 1..48, 140.. 385 



Seq. No. 44755 Seq. ID 

Gene No. 94419 Strand 

Start 1 End 

Name OJ990308_11 . 0307 . C16 . o2 . gp Method 

Start 217 End 

GI 4969076 Score 

Exons 217.. 591 



OJ990308_11.0307.C16 
+ 

591 

AAT/GAP 

591 

626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44756 Seq. ID OJ990308_11 . 0307 . C23 

94420 Strand 

73 End 588 

OJ990308_ll.0307.C23.ol.gp Method AAT/GAP 

73 End 588 

uC-osflM202048cl2bl Score 714 

73. .588 

f 5257255/dbj IAP000364 . 1IAP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 44756 Seq. ID 

Gene No. 94421 Strand 

Start 104 6 End 

Name OJ990308_11 . 0307 . C23 . o2 . gp Method 

Start 1046 End 

GI 61605_3.R1084 Score 

Exons 1046.. 1350 

GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321] 
thaliana] ' 



OJ990308_11.0307.C23 

1350 
AAT/GAP 
1350 
424 

peroxidase [Arabidopsis 



Seq. No. 44757 Seq. ID 

Gene No. 94422 Strand 

Start 452' End 

Name OJ990308_11 . 0307 .C35 . ol . gp Method 

Start 452 End 

GI none Score 

Exons 452. .732 



OJ990308_11.0307.C35 
871 

AAT/GAP 

732 

527 



Seq. No. 44757 Seq. ID 

Gene No. 94422 Strand 

Start 452 End 

Name OJ990308_11 . 0307 . C35 . ol . ts Method 

Start 604 End 

GI none 'Score 

Exons 604.. 735, 605.. 700, 821.. 871 



OJ990308_11.0307.C35 
871 

TBLASTX: Soybean 

871 

82 



Seq. No. 44758 Seq. ID 

Gene No. 94423 Strand 

Start ,3, End 

Name OJ990308_11 . 0307 . C43 . ol . tw Method 

Start 3 End 

GI none Score 



OJ990308_11.0307.C43 
281 

TBLASTX: Wheat 

281 

467 



45906 



Exons 



3. .281, 3. .269 



Seq. No. 44758 

Gene No. 94423 

Start 3 

Name OJ990308_11 . 0307 . C43 . o2 . tm 

Start 3 

GI none 

Exons 3. .197, 3. .191, 5. .193 



Seq. ID OJ990308_11.0307.C43 
Strand 

End 281 

Method TBLASTX: Maize 

End 197 

Score 298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44758 
94424 
204 

OJ990308_11.0307.C43.ol.tm 

204 

none 



Seq. ID OJ990308_11.0307.C43 
Strand 

End 816 

Method TBLASTX: Maize 

End 816 

Score 411 



204. .449, 207. .443, 242. .466, 453. .548, 454. .501, 775. .816 



44759 
94425 
1 

OJ990308_11.0307.C50.o2.ts 
1 

none 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 

Method TBLASTX : Soybean 

End 988 

Score 151 



1..111, 2. .229, 224. .397, 443. .526, 530. .625, 577. .594, 
641. .742, 770. .988, 784. .987 



Seq. No. 44759 

Gene No. 94425 

Start 1 

Name OJ990308_11 . 0307 . C50 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 

Method TBLASTX : Wheat 

End 1084 

Score 166' 



2. .286, 179. .286, 212. .346, 263. .406, 304. .372, 461. .532, 
624. .656, 643. .717, 644. .742, 773. .1084, 802. .1068, 908. .1024 



Seq. No. 44759 

Gene No. 94425 " 

Start 1 

Name OJ990308_11 . 0307 . C50 . ol . tm 

Start ' 10 

GI none 
Exons 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 

Method TBLASTX : Mai ze 

End 1045 

Score 161 

10. .144, 11. .277, ' 209. .373, 320 . . 388 , . 4 52 . . 529, 665. .1045, 
667. .1044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44759 
94425 
1 

OJ990308_11.0307.C50.o2.tc 
14 

none 



Seq. ID OJ990308_11.0307.C50 
Strand 

End . 1555 

Method TBLASTX : Cress 

End 74 8 

Score 147 

14. .277, 107. .214, 203. .379, 211. .345, 212. .406, 452. .517, 
530. . 625, 650. .748 



Seq. No. 
Gene No. 
Start 



44759 
94425 
1 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 



45907 



Name 

Start 

GI 

Exons 

Seq.. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990308_11 . 0307 . C50 . o2 . tm Method 
536 End 
none Score . 

536. .628, 1055.-. 1501, 1108. .1500 



TBLASTX: Maize 

1501 

61 



44759 . 

94425 

1 

OJ990308_11.0307.C50.ol.tc 

794 

none 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 

Method TBLASTX: Cress 

End 14 98 

Score 41 



794. .826, 796. .825, 875. .1498, 880. .1026, 923. .1228 



44759 
94425 
1 

OJ990308_11.0307.C50.ol. ts 

1022 

none 

1022.;1555 



Seq. ID OJ990308_11.0307.C50 
Strand 

End 1555 

Method TBLASTX : Soybean 

End 1555 

Score 417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



44760 
94426 
1 

OJ990308_11.0307.C58.ol.gp 
1 

775 2.R1084 



Seq. ID OJ990308_11.0307.C58 
Strand + 

1858 
AAT/GAP 
1858 
1785 



End 

Method 
End 

_ Score 
1..50, 156. .218, 309. .410, 608. .732, 861. .1071, 1159. .1233, 
1495. .1858 

'2384760 0.0e+00 (AF016897) GDP dissociation inhibitor protein 
OsGDI2 [Oryza sativa] ■ 



44760 
94426 
1 

OJ990308_11 . 0307 . C58 . ol . tw 
1 

none 



Seq. ID OJ990308_11.0307.C58 

Strand + 

End 1858 

Method TBLASTX : Wheat 

End 938 

Score 90 



1..51, 3. .50, 3. .53, 106. .225, 117. .221, 152. .226, 302. .412, 
307. .411, 308. .415, 309. .413, 578. .733, 593. .733, 607. .801, 
607. .744, 855. .938, 862. .936 



44760 
94426 
1 

OJ990308_11.0307.C58.ol.ts 
3 

none 



Seq. ID OJ990308_11.0307.C58 

Strand + 

End 1858 

Method TBLASTX : Soybean 

End 1236 

Score 90 



3. .50, 117. .221, 153. .221, 154. .225, 161. .226, 306. .398, 
307. .411, 308. .415, 309. .413, 593. .733, 605. .733, 607. .735, 
628. .735, 690. .746, 855. .1085, 862. .1095, 1158. .1235, 
1158. .1235, 1159. .1236 



44760 
94426 
1 

OJ990308 11.0307.C58.ol.tc 



Seq. ID OJ990308_11.0307.C58 

Strand + 

End 1858 

Method TBLASTX : Cress 



.45908 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5 End 1241 

none Score 36 

5. .31, 6. .50, 13. .51, 117. .221, 161. .226, 308. .415, 309. .413, 
578. .733, 593. .733, 607. .735, 607. .744, 855. .1148, 862. .1095, 
1157. .1231, 1158. .1232, 1158. .1241, 1159. .1233 



44760 
94426 
1 

OJ990308_11.0307.C58.ol.tm 

189 

none 



Seq. ID- OJ990308_11 .0307..C58 

Strand + 

End 1858 

Method TBLASTX : Mai ze 

End 1572 

Score 50 



189. .215, 310. .411, 311. .412, 311. .415, 312. .413, 593. .733, 
607. .801, 607. .744, 672. .767, 820. .975, 855. .1094, 862. .1095, 
1158. .1241, 1159. .1233, 1492. .1572 



44761 
94427 
2085 

OJ990308_11.0307.C66.ol.gp 
2085 

LIB3477-006-P1-K1-D4 
2085.. 2508 

1 3297810/emb|CAA19868.1| 5 . 0e-17 ■ (AL031032 ) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990308_11.0307.C66 

Strand . - 

End 2508 

Method AAT/GAP 

End 2508 

Score 805 



44762 Seq. ID 

94428 Strand 

153 End 
OJ990308_11 ;0307 . C69 . ol . tc Method 

153 End 

none Score 

153. .350, 444. .503, 599. .685 



OJ990308_11.0307.C69 
685 

TBLASTX: Cress 

685 

106 



Seq. No. 


44763 










Seq. ID 


OJ9908H 


_13. 


0317 


Gene No. 


94429 










Strand 


+ 






Start 


1973 ' 










End 


2152 






Name 


OJ990818 13. 


.0317 


.C2, 


.ol, 


• gp 


Method 


AAT/GAP 






Start 


1973 










End 


2152 






GI 


none 










Score 


315 






Exons 


1973. .2152 


















Seq. No.' 


44764 










Seq. ID 


OJ99081E 


i_13. 


0317 


Gene No. 


94430 










Strand 


+ 






Start 


1 










End 


249 






Name 


OJ990818 13. 


.0317 


.C3. 


.ol, 


• gp 


Method 


AAT/GAP 






Start 


1 










End 


249 






GI 


none 










Score 


136 






Exons 


1. .61/ 223. . 


,249 

















Seq. No. 44764 

Gene No. 94431 

Start 334 

Name OJ990818_13 . 0317 . C3 . ol . gs 

Start 334 

GI none 
Exons 



Seq. ID OJ990818 13. 0317. C3 



Strand 
End 

Method 

End 

Score 



+ 

3443 
GENSCAN 
3443 
.86 



334. .486, 1264. .1396, 1577. .1787, 1865. .2102, 2354. .2504, 



45909 



2703. .3053, 3288. .3443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44764 Seq. ID OJ990818 

94431 Strand + 

334 . End 3443 

OJ990818_13.0317.C3.ol.np ' Method. AAT/NAP 
1245 End 3065 

6403501 Score 948 

1245. .1396, 1577. .1787, 1865. .2102, 2354. .2507, 
(AC010871) putative protein kinase [Arabidopsis 



13. 0317. C3 



2703. .3065 
thaliana] 



44764 
94 4 32 
4335 

OJ990818_13.0317.C3.ol.ts 

1292 

none 



Seq. ID OJ990818_13.0317.C3 
Strand 
End 

Method 
End 
Score 



5492 

TBLASTX : Soybean 

2504 

93 



1292. .1396, 1576. .1827, 1577. .1792, 1864. .2103, 1881. .2102, 
2351. .2461, 2355. .2504 



Seq. No. 


44764 










Seq. ID 


OJ990818 


13. 0317. C3 


Gene No. 


94432 










Strand 








Start 


4335 










End 


5492 






Name 


OJ990818 13 


.0317 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1310 










End 


2864 






GI 


none 










Score 


86 






Exons 


1310. . 


1396, 


1576 


. .1827, 


1577. 


.1807, 1866. .2102, 


1867. 


.2103, 




2351. . 


2509, 


2355 


. .2504, 


2790. 


.2864 








Seq. No. 


44764 










Seq. ID 


OJ990818 


13. 0317. C3 


Gene No. 


94432 










Strand 








Start 


4335 










End 


5492 






Name 


OJ990E 


I18_13 


.0317 


C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1576 










End 


2019 






GI 


none 










Score 


210 






Exons 


1576. . 


1833, 


1577 


.1789, 


1875. 


.2012, 1882.. 2019, 


1891. 


.2013 


Seq. No. 


44764 










Seq. ID 


OJ990818 


13. 0317. C3 


Gene No. 


94432 










Strand 








Start 


4335 










End 


5492 






Name 


OJ990818 13 


0317. 


C3.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


1637 










End 


3068 






GI 


none 










Score 


244 






Exons 


1637. . 


1792, 


1644. 


.1787, 


1645. 


.1788, 1649. .1792, 


1869. 


.2102, 




1870. . 


2103, 


1875. 


.2102, 


1891. 


.2103, 2286. .2504, 


2314 . 


.2424, 




2353. . 


2508, 


2355. 


.2504, 


2455. 


.2505, 2703.. 3068, 


2703. 


.2945, 




2944 . . 


3018, 


3023. 


.3067 













44764 Seq. ID OJ9908 18_13 . 0317 . C3 

94432 Strand - 

4335 End 5492 

OJ990818_13.0317.C3.o2.gp Method AAT/GAP 

4335 End 5492 

90JL.R1084 Score 12.47 

4335. .4971, 5372. .5492 

'5360659/dbj | BAA82095.il 0.0e+00 (AB022603) anthranilate 
synthase alpha 2 subunit [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45910 




Seq. No. 


44 764 










Seq. ID 


OJ990818_13.0317.C3 


Gene No. 


94432 










Strand 




OH , v~ 4- 

otart 


4335 










End 


5492 


Name 


OJ990818 13, 




P"3 r\ 9 

. b J * oz . 


cm 


Method 


TBLASTX: Maize 


otart 


4 543 










End 


54 66 ■ ' 


P T 
b± 


none 










Score 


70 




4 S4 ^ 


4 64 7 

i 4 U4 / , 


4 S4 S 

4 Ji J 




4 64 9 


.4974, 4645. .4968, 4784. .4975, 




^ ?4 ft 


R4 Sft 

. J4 JO/ 


R7 
j j j / 


• . J H J O , 


JJ / U . 


.5459, 5371. .5466, 5371. .5460 


Seq. No. 


44764 










Seq. ID 


O.TQQDRI ft 1 ^ mi 7 P^ 


bene jno . 


94432 










Strand 




C 4 . yf 


4335 










End 


5492 


Name 


OJ990* 


318_13. 


0*31 7 


p"3 ^9 
. b j . . 


gs 


Method 


GENSCAN 


oLart 


4645 










End 


5482 


P T 
bl 


none 










Score 


1 


Exons 


4645. 


4971, 


JJ / z 


^ A Q 0 
. . 0 ft 0 Z 








Seq. No. 


44764 










Seq. ID 


PiTQQHQIQ 1*3 C\ ~X 1 7 P "3 
UJyyUolO 1J. UjI / .Lj 


Gene No. 


94432 










Strand 




bear t 


4335 










End 


5492 


Name 


OJ990818 13. 


0317 


,C3.o2. 


np 


Method 


AAT/NAP 


Start 


4648 










End 


5492 


bl 


5360659 








Score 


649 " 


Exons 


4648. 


4971, 


5372 


. .5492 








GI Descrip. 


(AB022603) anthranilate 


synthase alpha 


2 subunit [Oryza sativa 


Seq. No. 


44764 










Seq. ID 


OJ990818 13. 0317. C3 


Gene No . 


94432 










Strand 


- 


*C 4- -i -v~ 4- 

otart 


4335 










End 


5492 


Name 


OJ990E 


il8_13. 


0317 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Of -i v- 4- 

o tar u 


4651 










End 


4975 


P T 


none 










Score 


100 


Exons 


4651. . 


4863, 


4669 


. .4842, 


4831. 


.4968, 48 


44. .4975, 4905. .4973 


Seq. No. 


44764 










Seq. ID 


OJ990818_13.0317.C3. 


Gene No . 


94432 










Strand 


- - ^ 


b car c 


4 3*35 










End 


5492 


Name 


OJ990E 


il8_13. 


0317 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


o car r 


4651 










End 


4962 


P T 


none 










Score 


169 


Exons 


4651. . 


4962, 


4669 


. .4962 








Seq. No. 


44765 










Seq. ID 


OJ990818_13.0317.C6 


Gene No . 


94433 










Strand 


+ 


O 4- ~> v-4- 

btart 


89 










End 


205 


Name 


OJ990818 13. 


0317 


.C6.ol. 


gp 


Method 


AAT/GAP 


O 4- -i v- 4- 

bt art 


89 










End 


205 


bl 


none 










Score 


181 


Exons 


89. .205 












Seq. No. 


44765 










Seq. ID 


OJ990818_13.0317.C6 


Gene No. 


94434 










Strand 


+ 


Start 


150 










End 


743 


Name 


OJ990818 13. 


0317 


,C6.ol. 


gs 


Method 


GENSCAN 


Start 


150 










End 


743 


GI 


none 










Score 


.97 



45911 



Exons 



150. .263, 684 . .743 



Seq. No. 44765 Seq. ID 

Gene No. 94434 Strand 

Start 150 End 

Name OJ990818_13 . 0317 . C6 . o2 . gp Method 

Start 197 End 

GI none Score 

Exons 197.. 263, 346. ..659 



OJ990818_13.0317.C6 
+ 

743 

AAT/GAP 

659 

718 



Seq. No.. 44765 Seq. ID 

Gene No. 94435 Strand 

Start 2578 End 

Name . OJ990818_13 . 0317 . C6 . o2 . gs Method 

Start 2578 End 

GI none Score 
Exons 



2578.-2623, 3043.. 3149, 3319.. 3389, 3479.-3576, 3691 
5415. .5802 v 



OJ990818_13.0317.C6 
+ 

6098 
GENSCAN 
5802 
.48 

3989, 



Seq. No. 44765 Seq. ID 

Gene No. 94435 Strand 

Start 2578 End 

Name OJ990818_13 . 0317 . C6 . o3 . gp Method 

Start 3283 End 

GI hone Score 

Exons 3283.. 3389, 3479.. 3576, 3691.. 4151 



OJ990818_13.0317.C6 
+ 

6098 
AAT/GAP 
4151 
1259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44765 
94435 
2578 

OJ990818_13.0317 .C6.ol. tm 
3285 



none 

3285. 

3477. 

3772. 

5411. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3317, 3286.. 3315, 3368.. 3397, 3373.-3396, 3476.. 3568, 
3512, 3676. .3705, 3690. .3854, 3731. .3829, 3757. .3864, 
3858, 3865.. 3975, 3865.. 3981, 3882.. 3989, 3939.. 3989, 
5890, 5412. .5891, 5412. .5858, 5413. .5889 



OJ990818_13'.0317.C6 
+ 

6098 

TBLASTX: Maize 
5891 
57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44765. Seq. ID 

94435 Strand 
2578 End 
OJ990818_13. 0317.C6.ol.np Method 
3498 End 
6760451 Score 
3498. .3595, 3663. .3858, 3886. .3989, 5415. .5942 
(AF223395) S-ribonuclease binding protein SBP1 [Petunia x 
hybrida] 



OJ990818_13.0317.C6 
+ 

6098 
AAT/NAP 
5942 
709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44765 Seq. ID 

94435 Strand 

2578 End 

OJ990818JL3. 0317 ,C6.ol . tw Method 

3817 End 

none Score 

3817. .3867, 3817. .3918, 3862. .3990, 3865. .3987, 5412. .5675, 
5412. .5675 



OJ990818_13.0317.C6 
+ 

6098 

TBLASTX: Wheat 

5675 

63 



45912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44765 
94435 
2578 

OJ990818_13.0317.C6.ol.ts 
5412 
none 

5412. .5522, 5412. .5516, 5481. 
5539.. 5706, 5673.. 5777, 5673.. 5759 



Seq. ID OJ990818_13.0317.C6 

Strand + 

End 6098 

Method TBLASTX : Soybean 

End 5777 

Score 108 

.5660, 5514. .5699, 5516. .5680, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44765 
94435 
2578 

OJ990818__13.0317.C6.o4 .gp 
5435 

12487_1.R1084 
5435. . 6098 

'2462754 5.0e-21 (AC002292) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_13.0317.C6 
+ 

6098 
AAT/GAP 
6098 
1254 



Unknown protein [Arabidopsis 



?P3 



Seq. No. 44765 Seq. ID 

Gene No. 94 435 Strand 

Start 2578 End 

Name OJ990818_13 . 0317 . C6 . pi . tc Method 

Start 5535 End 

GI none Score 

Exons 5535.. 5660, 5542.. 5649, 5547.. 5654, 
5775. .5945 



OJ990818_13.0317.C6 
+ 

6098 

TBLASTX: Cress 
5945 
140 

5567. .5656, 5679. .5741, 



Seq. No. 44766 

Gene No. 94436 

Start 1878 

Name OJ990818_13 . 0317 . C7 . ol . gs 

Start 1878 

GI none - 
Exons 



Seq. ID OJ990818_13.0317.C7 



Strand 
End 

Method 

End 

Score 



+ 

10995 
GENSCAN 
10995 
.47 



1878. .2031, 2147. .4891, 5889. .5925, 6013. .6166, 6178. .6325, 
9090. .9170, 9988. .10287, 10523 .. 10630 , 10988. .10995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44766 Seq. ID 

94436 Strand 
1878 End 
OJ990818_13.0317.C7.ol.np Method 
2449 End 
2388582 Score 
2449. .2828, 2892. .4965 

(AC000098) Contains similarity to Rattus O-GlcNAc transferase 
(gb|U76557) . [Arabidopsis thaliana] 



OJ990818_13.0317.C7 

+ 

10995 
AAT/NAP 
4965 
2700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44766 Seq. ID 

94436 Strand 

1878 End 

OJ9908 18_13 . 0317 . C7 . ol . gp Method 

4153 End 

LIB34 33-003-Q6-K6-H8 Score 
4153. .4527 

'2388582 1.0e-45 (AC000098) Contains similarity to Rattus 
O-GlcNAc transferase (gb_U76557) . [Arabidopsis thaliana] 1 



OJ990818_13.0317.C7 
+ 

10995 
AAT/GAP 
4527 
715 



45913 



tj C ^ • IN U • 


44766 


Q^n T D 

JC^ . J. U 


V_/<J-7_7UOXO 1J i UJl / i ^ / 


Gene No . 


94437 


Strand 


■f " 


Start 


13207 


End * 


13302 


Name 


OJ990818 13.0317.C7.o5.gp 


Method 


AAT/GAP 


Start 


13207 


End 


13302 


GI 


uC-osflcyp022c06b2 


Score 


144 




13207. .13302 






GI Dp^rriD 


? 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B2i 




genomic sequence, complete sequence 1 




Qprt Mn 
o c. ^ • IN \J . 


44766 


Seq. ID 




Gene No. 


94438 


Strand 




Start 


14208 


End 


14483 


Name 


OJ990818 13.0317.C7.o4 . np 


Method 


AAT /NAP 


Start 


14208 


End 


± H ft O O 


GI 


7340909 


Score 






14208. .14483 






GT Dp^rriD 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


44766 


Seq. ID 


OJ990818_13.0317.C7 


Gene No. 


94439 


Strand 




Start 


7118 


End 


8752 


Name 


OJ990818 13.0317.C7.o3.gp 


Method 


AAT/GAP 


Start 


7118 * 


End 


7771 


GI 


none 


Score 


453 


P von q 


7118. .7275, 7642. .7771 






Spa No 


44766 


Seq. ID 


OJ990818_13.0317.C7 


Gene No . 


94439 


Strand 




Start 


7118 


End 


8752 


Name 


OJ990818 13.0317.C7.o3.np 


Method 


AAT/NAP 


Start 


7323 


End 


8752 


GI 


137047 


Score 


99 


F. von q 


7323.. 7389, 7627.. 7812, 7913. 


.8098, 8599. .8752 


GT Dpsrri n 


UOG-1 PROTEIN gi| 109862 |pir| | 


B39364 GDF-1 embryonic growth 




factor .5 1 hypothetical protein - mouse 


gi 1193459 (M62301) ORF 




[Mus musculus] 






Seq. No. 


44766 


Seq. ID 


OJ990818JL3.0317.C7 


Gene No. 


94440 


Strand 




Start 


8731 


End 


10460 


Name 


OJ990818 13.0317.C7.o4.gp 


Method 


AAT/GAP 


Start 


8731 


End 


10460 


GI 


none 


Score 


830 


Exons 


8731.. 8754, 9196.. 9404, 10227 


. .10460 




Seq. . No. 


44766 


Seq. ID 


OJ990818_13.0317.C7 


Gene No. 


94441 • 


Strand 




Start 


11378 


End .. 


14356 


Name 


OJ990818 13.0317.C7.o4.tc 


Method 


TBLASTX: Cress 


Start 


2473 


End 


2721 


GI 


none 


Score 


234 


Exons 


2473.. 2640, 2488.. 2637, 2565. 


.2639, 2683.. 2721 


Seq. No. 


44766 


Seq. ID 


OJ990818_13.0317.C7 


Gene No. 


94441 


Strand 




Start 


11378 


End 


14356 



45914 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990818_13 . 0317 .C7 . ol . tc Method 

3130 End 

none Score 
3130.. 3546, 3252. .3548 



44766 
94441 
11378 

OJ990818_13.0317.C7.ol.tm 
3484 



TBLASTX: Cress 

3548 

447 



OJ990818 13. 0317. C7 



none 
3484. 
4418. 
5018. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3651, 3487. .3792, 3505. .4686, 3507. .4016, 3973. .4674, 
4684, 4677. .5012, 4677. .5012, 4678. .5013, 4679. .5014, 
5110, 5020. .5220 



14356 

TBLASTX: Maize 

5220 

75 



Seq. No. 44766 

Gene No. 94441 

Start 11378 

Name OJ9908 18JL3 . 0317 . C7 . o2 . ts 

Start . 3484 

GI none 

Exons 3484.. 3654, 
3685. .4017, 



3589. .3864, 3656. 
3687. .4016, 3983. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3910, 
.4036 



OJ990818_13.0317.C7 
14356 

TBLASTX: Soybean 
4036 
75 

3682. .3915, 3683. .3910, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44766 Seq. ID 

94441 Strand 

11378 End 

OJ990818_13. 0317 ,C7 .o2. tc Method 

4063 End 

none Score 

4063. .4434, 4077. .4433 



OJ990818_13.0317.C7 
14356 

TBLASTX: Cress 

4434 

413 



44766 Seq. ID 

94441 Strand 

11378 End 

OJ990818_13. 0317 .C7.o3.ts Method 

4212 End 

none Score 

4212. .4262, 4213. .4272, 4267. .4344, 4306. .4512, 4317. .4502, 
4318. .4512 



OJ990818_13.0317.C7 
14356 

TBLASTX: Soybean 

4512 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



44766 
94441 
11378 

OJ990818_13. 0317.C7.ol.tw 

4278 
none ■ 

4 278. .4 37 6, ' 4278. .4 502, 427 9. 
4653. .4709, 4653..4709 /; 4654. 

44766 
94441 
11378 

OJ9908 18JL3. 0317. C7.ol.ts 
4540 
none 

4540. .4947, 4552. .4935, 4554. .4952 



OJ990818 13. 0317. C7 



14356 

TBLASTX: Wheat 
4710 
120 

4653, 4279. .4689, 4551. .4700, 
4710, 4654. .4710 



Seq. ID OJ990818_13.0317.C7 
Strand 

End 14356 

Method TBLASTX : Soybean 

End 4952 

Score 528 



45915 



Seq. No. 


44766 








Seq. ID 


OJ990818 


_13.0317 


.C7 


Gene No . 


O. A A A T 

y4 4 4 1 








Strand 








Start 


1 1 O "7 O 

11 3 to 








End 


14356 






Name 


ojyyuoio 13. 


031 / 


. C / . o3 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


A C O *7 

4 o y / 








End 


4911 








none 








Score 


42 






Exons 


a n n "7 ■ j con 

4 oy / . . 4 ozy , 


4 b3y 


a m i 

. . 4 yii , 


4 bo3 . 


.4850, 4718. .4903 






Seq. No. 


44766 








Seq. ID 


OJ990818 


_13. 0317 


.C7 


Gene No. 


94441 








Strand 








O +- — i -w- -1- 

otart 


1 lo / 0 








End 


14356 






Name 


ojyyuoio io. 


UjI / 


. C / . oo . 


tc 


Method 


TBLASTX : 


Cress 




Start 


/ b4 1 








End 


8101 






GI 


none 








Score 


98 






Exons 


1 d4 1 . . / / by , 


/ b4 j 


1 T T T 
. . f 1 1 1 , 


H C A A 

/ b4 4 . 


.7769, 7908. .8096, 


/ y 13 . .8 


101 , 




oOUo ouy / 
















Seq. No. 


44766 








Seq. ID 


OJ990818 


_13.0317 


.C7 


Gene No. 


Cl A A A "\ 

y4 4 4 1 








Strand 








Start 


11378 








End 


14356 






Name 


A TO HAD 1 O 1 O 

OJ990818 13. 


0317 


. C7 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


' D / 0 








End 


.8054 






GI 


none 








Score 


195 






Exons 


7 67 0 . . 7 822 , 


7 671 


"7 O O O 

. . 7823, 


*"7 A T O 

7913 . 


.8053, 7920.. 8054, 


7923. .8054 


Seq. No. 


44766 








Seq. ID 


OJ990818 


_13.0317 


.C7 


Gene No . 


o yi a a 1 

y4 4 4 1 








Strand 








Start 


11378 








End 


14356 






Name 


OJ9908 18 13 . 


0317 


. C7 . o4 . 


ts 


Method 


TBLASTX : 


Soybean 




Start 


o n *3 o 

8 038 








End 


9314 






GI 


none 








Score 


82 






Exons 


onoo ono/i 
oUoo . . 8U94 , 


o c o o 

8592 


O T C £ 

. .8 / 0 0 , 


8 602 . 


.8751, 9207. .9314 






.Seq. No. 


44766 








Seq. ID 


OJ990818 


JL3.0317 


.C7 


Gene No . 


Q / A A 1 

y 4 4 4 1 








Strand 








Start 


1 1 T O 

11378 








End 


14356 






Name 


ojyyuoio 13. 


031 / 


. C / . o3 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


Q AC /* 








End 


8749 






GI 


none 








Score 


193 






Exons 


one/" onm 

o uod . . 8 uy / , 


o c n o 

ooyz 


. . 0 /4 / , 


o c n ^ 

8596. 


.8748, 8600. .8749 






Seq. No. 


44766 








Seq. ID 


OJ990818 


_13.0317 


.C7 


bene No . 


C\ A A A ~\ 

y 4 4 4 1 








Strand 








Start 


113/8 








End 


14356 






Name 


ojyyuoio 13. 


0317 


.C7.o2. 


gs 


Method 


GENSCAN 






Start 


1 1 O *7 O 

113/8 








End 


14356 ■ 






GI 


none 








Score 


.41 






Exons 


11378 . .114 4 9 


, 11545. .11 


849, 12599. .12679, 14350 


. . 14356 




Seq. No. 


44767 








Seq. ID' 


OJ990818 


_13.0317 


.C8 


Gene No. 


94442 








Strand 








Start 


1 








End 


165 






Name 


OJ990818 13. 


0317 


.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


165 






GI 


7340909 








Score 


53 






Exons 


1. .165 

















45916 




GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sat i va ] 






Seq. No. 


44767 




Seq. ID 


OJ990818 


_13.0317 


.C8 


Gene No. 


94443 




Strand 








Start 


102 




End 








Name 


OJ990818 13.0317.C8.ol.' : gs. 


Method 








Start 


I UZ 




End 


1 1 QQ 






GI 


none 




Score 


*7 *7 
.11 






Exons 


1HO OCfl 1 1 Jl Q 1 1 QQ 












Seq. No. 


A A 1 £. Q 
4 4 I OO 




Seq. ID 


OJ990818 


_13.0317 


.C10 


Gene No. 


Q A A A A 

y 4 4 4 4 




Strand 








Start 


11 




End 


DOj 






Name 


OJ990818_13. 0317. CIO. ol 


. gs 


Method 








Start 


1 1 




End 


£ £ c; 






GI 


none 




Score 


Q "3 
. O O 






Exons 


11. .11/, OOl . . ODD 












Seq. No. 


A A *7 C Q 

4 4 / by 




Seq. ID 


OJ990818 


JL3.0317 


.Cll 


Gene No. 


94445 




Strand 








Start 


842 




End 


O O Ci Q 

zzu y 






Name 


OJ990818 13.0317.Cll.ol 


,gs 


Method 








Start 


842 




End 


Ol CO 

Z loo 






GI 


none 




Score 


A c: 
. 43 






Exons 


n /i o iicr* on*5o oico 

842. .1150, 2039. .2158 












Seq. No. 


4 47 69 




Seq. ID 


v j y y u o i o 


_13.0317 


.Cll 


Gene No. 


C\ A A A a 

y 4 4 4 D 




Strand 








Start 


842 




End 


2209 






Name 


OJ990818 13 . 031 / . Cll . Ol 


. tc 


Method 


<P T3 T 7\ OTY • 
i J3J_j.tt.O I A . 


Cress 




Start 


1823 




End 


u y 






GI 


none 




Score 








Exons 


i qoi i q £ n 1 ooyi 1 QCQ 

±czj..iyou, ioz4..iyoc> / 


1 Q 9 1 
1 0 Z / . 


.1961, 18 


on 1 Q £1 r\ 

oil . . 1 y bU , 


2037. .2114, 




onon oono or»>to o n o "3 

2039.. 2z09, ZU43..zUy3 












Seq. No. 


4 4/69 




Seq. ID 


OJ990818 


_13.0317 


.Cll 


Gene No. 


94445 




Strand 








Start 


842 




End f 


2209 






Name 


OJ990818 13 . 031 / . Cll . Ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


1825 




End 


2160 






GI 


none 




Score 


185 






Exons 


1825. .1959, 1826. .1960, 


1827. 


.1958, 1827. .1961, 


1880. .1960, 




2035.. 2160, 2038. .2136, 


2039. 


.2143 








Seq. No. 


44769 




Seq. ID 


OJ990818 


_13.0317 


.Cll 


Gene No. 


94445 




Strand 








Start 


842 




End 


2209 






Name 


OJ990818 13. 0317. Cll. ol 


. np 


Method 


AAT/NAP 






Start 


.1829 




End 


2158 






GI 


3108209 




Score 


333 






Exons 


1829. .1957, 2039. .2158 












GI Descrip. 


(AF028809) eukaryotic cap-binding protein [Arabidopsis 


thai 


Seq. No. 


44769 




Seq. ID 


OJ990818 


_13.0317 


.Cll 


Gene No. 


94445 




Strand 








Start 


842 




End 


2209 






Name 


OJ990818 13. 0317. Cll. ol 


.ts 


Method 


TBLASTX: 


Soybean 





45917 



Start 


1887 








End 


2143 




GI 


none 








Score 


65 




Exons 


1887 . . 1958, 


1889. 


. 1960, 


2038 . 


.2142, 2039. .2143, 


2043 . . 2093 


Seq. No. 


44770 








Seq. ID 


OJ990818 


_13.0317.C12 


Gene No. 


94446 








Strand 


- 




Start 


58 








. End 


274 




Name 


OJ990818_13 . 


0317. 


C12.ol 


. gs 


Method 


GENSCAN 




Start 


58 








End 


274 




GI 


npne 








Score 


.54 




Exons 


58 . . 129, 218 


. .274 










Seq. No. 


44771 








Seq. ID 


OJ990818 


_13.0317.C15 


Gene No. 


94447 








Strand 






Start 


1612 








End 


3358 




Name 


OJ990818 13. 


0317. 


C15.ol 


.gs 


Method 


GENSCAN 




Start 


1612 








End 


3358 




GI 


none 








Score 


.69. 




Exons 


1612 . . 1623, 


2375. 


.2488, 


27 62 . 


.2847, 3000. .3111, 


317 6 . . 3358 


Seq. No. 


44772 








Seq. ID 


OJ990818 


_13.0317.C17 


Gene No. 


94448 








Strand 


+ 




Start 


4 4 








End 


180 




Name 


OJ990818_13 . 


0317. 


C17.ol 


.gs 


Method 


GENSCAN 




Start 


44 








End 


180 




GI 


none 








Score 


.48 




Exons 


44 . . 180 














Seq. No. 


44772 








Seq. ID 


OJ990818 


_13.0317.C17 


Gene No. 


94449 








Strand 






Start 


2906 








End 


3502 




Name 


OJ990818_13 . 


0317. 


C17.o2 


.gs 


Method 


GENSCAN 




Start 


2906 








End 


3502 




GI 


none 








Score 


.97 




Exons 


2906 . . 3502 














Seq. No. 


44773 








,:Seq. ID 


OJ?90818_ 


13 . 0317 .C18 


Gene No. 


94 4 50 








Strand 


+ 




Start 


4037 








End 


6995 




Name 


OJ990818 13. 


0317. 


C18.ol 


.np 


Method 


AAT/NAP 




Start 


4037 








End 


6995 




GI 


7489796 








Score 


1098 




Exons 


4037. .4183, 


4240. 


.4388, 


4509. 


.4870, 4959. .5002, 


6390. . 6604, 




6722. .6846, 


6935. 


.6995 











GI Descrip. phosphate transport protein, mitochondrial - maize 

gi 13318613] dbj | BAA31583 . 1 | (AB016064) mitochondrial phosphate 
transporter [Zea mays] 



Seq. No. 44773 

Gene No. 94451 

Start 7796 

Name . OJ990818_13 . 0317 . C18 . o2 . gs 

Start 7796 

GI none 
Exons 



Seq. ID OJ990818_13.0317.C18 
Strand 

End 10321 

Method GENSCAN 

End 10321 

Score .82 



7796. .8017, 8065. .8187, 8247. .8321, 8402. .8476, 8585. .'8650, 
9143. .9219, 9910. .10079, 10170. .10321 



45918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44773 
94451 
7796 

OJ990818_13.0317.C18.o2 

7928 

7488346 

7928.. 8140, 8247.. 8321, 



OJ990818 13.0317.C18 



Seq. ID 
Strand 

End 10321 
,np Method AAT/NAP 
End 10321 
Score 872 
8402. .8476, 8585. .8650, 9143. .9219, 
9910. .10079, 10170. .10321 ' 

spliceosome-associated protein SAP62 homolog T26B15.16 - 
Arabidopsis thaliana gi | 3298548 | gb | AAC25942 . 1 1 (AC004681) 
putative spliceosome-associated protein [Arabidopsis thaliana] 



Seq. No. 


44773 








Seq. ID 


OJ990818 


_13.0317.C18 


Gene No . 


94452 








Strand 






Start 


11869 








End 


13428 




Name 


OJ990818 13 


0317 


.C18.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4229 








End 


6971 




GI 


none 








Score 


• 85 




Exons 


4229. .4387, 


4257 


. .4391, 


4503. 


.'4871, 4504.. 4869, 


4505 . .4870, 




4506. .4886, 


4954 


. . 5001, 


4960 . 


.5001, 4976.. 5005, 


5056 . . 5082, 




6380. . 6604, 


6385 


. . 6603, 


6.441 . 


.6623, 6556.. 6723, 


6722 . . 6847, 




6737 . . 6847, 


6912 


. . 6971, 


6935. 


.6970 






Seq. No. 


44773 








Seq. ID 


OJ990818 


13.0317.C18 


Gene No. 


94452 








Strand 






Start 


11869 








End 


13428 




Name 


OJ990818 13 


0317 


.C18.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start- 


' 4260 








End 


6847 




GI 


none 








Score 


89 




Exons 


4260 . .4391, 


4262 


.4387, 


4503. 


.4871, 4505.. 4870, 


4777 . . 4872, 




4960. .5001, 


6380 


. 6604, 


6385. 


.6603, 6 


438. .6626, 


6722 . . 6847, 




6737 . . 6847 














Seq. No. 


44773 








Seq. ID 


OJ990818 


_13 . 0317 ;C18 


Gene No. 


94452 








Strand 






Start 


11869 








End 


13428 




Name 


OJ990818 13. 


0317 


C18 .ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


4275 








End 


6968 




GI 


none 








Score 


81 




Exons 


4275. .4391, 


4289 


.4387, 


4497. 


.4592, 4503. .4871, 


4505. .4870, 




4960. .5001, 


6380 


.6604, 


6385. 


.6603, 6459.. 6620, 


6722. .6847, 




6766. .6843, 


6912 


.6968 










Seq. No. 


44773 








Seq. ID 


* OJ990818 


__13.0317.C18 


Gene No. 


94452 








Strand 






Start 


11869 








End 


13428 




Name 


OJ990818 13. 


0317 


CI8.0I 


. tw 


Method 


. TBLASTX: 


Wheat 


Start 


4496 








End 


4989 




GI 


none 








Score 


489 




Exons 


4496. .4870, 


4497 


.4871, 


4506. 


.4886, 4960. .4989 




Seq. No. 


44773 








Seq. ID 


OJ990818 


_13.0317.C18 


Gene No. 


94452 








Strand 






Start 


11869 








End 


13428 




Name 


OJ990818 13. 


0317 


C18.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7735 








End 


10326 




GI 


none 








Score 


65 





45919 




Exons 7735. .7830, 7778. .7837, 7880. .7987, 7881. .8090, 8081. .8104, 

8090. .8137, 8108. .8146, 8244. .8339, 8250. .8327, 8251. .8331, 
8251. .8352, 8384. .8482, 8399. .8485, 8403. .8507, 8412. .8501, 
8573. .8662, 8582. .8662, 8586. .8663, 9136. .9219, 9137. .9220, 
9140. .9232, 9144. .9248, 9911. .10087, 9912. .10082, 10166 10324 , 
10170. .10325, 10264.. 10326 



Seq. No. 44773 

Gene No. 94452 

Start 11869 

Name OJ990818_13 . 0317 . C18 . o4 . t 

Start 8093 

GI none 

Exons 8093.. 8137, 8250.. 8339, 8 
8585. .8611 

Seq. No. 44773 
Gene No. 94452 
Start/- 11869 

Name - OJ990818_13 . 0317 .C18 . o2 . t 

Start 8456 
GI none 

Exons 8456.. 8485, 8573.. 8662, 8 

9140. .9232, 9144.. 9251, 9 
10170.. 10361 



Seq. ID OJ990818_13.0317.C18 
Strand 

End 13428 

s Method TBLASTX : Soybean 

End 8611 

Score 4 9 
263. .8319, 8399..848S, 8400. .8483, 



Seq. ID OJ990818_13.0317.C18 
Strand 

End 13428 
w Method TBLASTX : Wheat 

End 10363 

Score 111 
575. .8664, 8582. .8662, 9140. .9220, 
911. .10087, 9912. .10082, 10166 .. 10363, 



Seq. No. 


44773 


Seq. ID 


OJ990818 


_13.0317 


.C18 


Gene No. 


94452 


Strand 








Start 


11869 


End 


13428 






Name 


OJ990818 13.0317.C18.o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


9140 


End 


10321 






GI 


none 


Score 


89 






Exons 


9140.. 9223, 9150.. 9221, 9161.. 9238, 9911.. 10036 


, 9918.. 


1003 




9956.. 10087, 10038 .. 10082 , 


10166. . 10321 


., 10170. 


.10202 




Seq. No. 


447.73 


Seq. ID 


OJ990818 


_13.0317 


.C18 


Gene No. 


94452 


Strand 








Start 


11869 


End 


13428 






Name 


OJ990818 13.0317.C18.o3.gs 


Method 


GENSCAN 






Start 


11869 


End 


13428 






GI 


none 


Score 


.84 






Exons 


118 69. .12312, 12651. .12 948, 


13043. . 13428 






Seq. No. 


44773 


Seq. ID 


OJ990818 


_13.0317 


.C18 


Gene No. 


94452 


Strand 








Start 


11869 


End 


13428 






Name 


OJ990818 13.0317.C18.o3.np 


Method 


AAT/NAP 






Start 


11893 


End 


13423 






GI 


6996289 


Score 


1265 






Exons 


11893. .11955, 11989. . 12312, 


12405. .12572, 12664 


. .12948, 






13043. .13423 










GI Descrip. 


(AL138659) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


44773 


Seq. -ID 


OJ990818 


_13.0317 


.C18 


Gene No. 


94452 


Strand 








Start 


11869 


End 


13428 






Name 


OJ990818 13.0317.C18.o4 .tc 


Method 


TBLASTX: 1 


Cress 





45920 






btart 


nyub 




End 


12078 






bl 


none 




Score 


63 






Exons 


nyuo . . izu to, liyuy. 


. 119b 3, 


12013. .12078 






Seq. No. 


4 4 / / J 




Seq. ID 


OJ990818_13.0317 


. C18 




Gene No . 


Q / /I CO 

y4 4bZ^ 




Strand 


- 






Start 


11869 




End 


13428 






Name 


OJ990818_13.0317.C18 


. o3 . tm 


Method 


TBLASTX: Maize 








1 1 yz j 




End 


13170 






bl 


none 




Score 


85 






Exons 


i i yzo . . izu / o , lziuy. 


loom 
. lzzU / , 


12214. .122 


85, 12404 .. 12520, 








iz oo o . . izo yu , izb/y. 


. lzoUl , 


12768. .128 


81, 13084. .13134, 








1 J loo . . i jJ. / U 












Seq. No. 


A A ~7 1 *3 

4 4 / / J 




Seq. ID 


OJ990818_13.0317 


. C18 




Gene No. 


94452 




Strand 








Start 


11869 




End 


13428 






Name 


ujyyuoio lo.uji/.bio 


rt O. 4- 

. Oo . tC 


Method 


TBLASTX: Cress , 






btart 


IZ IUU 




End 


12517 






bl 


none 




Score 


79 






Exons 


1Z IUU . . 1ZZU / , 1Z11J. 


i o o n o 
. lzZUz , 


12214. .12288, 12233. .1228 9, 








1Z4UZ. .IZ4yi, 1Z4UZ. 


. 1Z4 / o, 


12404. .12517, 124 07. .12517 




-? ^ 


Seq. No. 


4 4 / / o 




Seq. ID 


OJ990818_13.0317 


. C18 


- ^ 


Gene No. 


94452 




Strand 






in 


Start 


11869 




End 


13428 




ry 


Name 


ujyyuoiw iJ.Uoi/.bio 


rt O 4- 

. oz . ts 


Method 


TBLASTX : Soybean 






Start 


lz /o J 




End 


13287 






bl 


none 




Score 


75 




m 


Exons 


1 O "7 O O TOO/IT 1 OQ/TO 

lz/o J . . Izy4 / , lZODO. 


. IZ 94b, 


13042. . 13101, 13043. .13096, 








loiUZ . . 1 JZUo , loZU / . 


1 O O O "7 

. lozo / 








5 Li 


Seq. No. 


44773 




Seq. ID 


OJ990818_13.0317 


.C18 




Gene No. 


94452 




Strand 






r ~i 


otar z 


1 1 o t>y 




End 


13428 






Name 


(jjyyuoio lj.uji/.cio 


« O 4- _ 

. oz . tc 


Method 


TBLASTX: Cress 






Of v-4- 

btart 




- 


End 


13324 






bi 


none 




Score 


65 




~ ™ 

E J 


Exons 


i one i loom i "Dom 
1 JUDl . . UZUo , 1 JZU / . 


i o o o n 
1 oozU, 


13229. . 13324 




f 


Seq. No. 


44774 




Seq. ID 


OJ990818 13.0317 


.C19 




Gene No. 


94453 




Strand 


+ 






Of 3 V" f- 

b t art 


0/1/1 
Z 4 4 




End 


358 






Name 


OjyyUolo 13.0J17.C19 


ol . gs 


Method 


GEN SCAN 






otart 


O /I /I 

Z4 4 




End 


358 






bl 


none 




Score 


.93 






Exons 


O A A TCQ 

Z4 4 . . bbo 












Seq. No. 


44774 




Seq. ID 


OJ990818 13.0317 


.C19 




Gene No. 


94454 




Strand 


■f 






O Lul L 


*i U *i 




End 


526 






Name 


OJ990818 13.0317.C19. 


ol.gp 


Method 


AAT/GAP 






Start 


464 


End 


526 






GI 


none 




Score 


75 






Exons 


464. .526 












Seq. No. 


44775 




Seq. ID 


OJ990818_13.0317 


C20 



45921 




Gene No. 


94455 




Strand 


- 




Start 


575 




End 


1079 




Name 


OJ990818 13.0317.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


575 




End 


1079 




GI 


none 




Score 


478 




Exons 


575 . . 840, 1017 . . 1079 










Seq. No. 


4 4776 




Seq. ID 


OJ990818_13. 0317 


. C21 


Gene No. 


94456 




Strand 


+ 




Start 


4498 




End 


7676 




Name 


OJ990818_13 .0317.C21.ol. 


np 


Method 


AAT/NAP 




Start 


4498 




End 


7676 




GI 


6907089 




Score 


4243 




Exons 


44 98.. 57 57 > 5861.. 7 67 6 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


.C21 


Gene No. 


94456 




Strand 


+ 




Start 


4498 




End 


7676 




Name 


OJ990818_13. 0317 .C21 ,o2 . 


gs 


Method 


GENSCAN 




Start . 


4498 




End 


5057 




GI 


none 




Score 


. 96 




Exons 


4 4 98 . .4627, 4694 . .4824, 


48 


69. .5057 






Seq. No. 


44776 




Seq. ID 


OJ990818_13 . 0317 


.C21 


Gene No. 


94457 




Strand 






Start 


1 




End 


228 




Name 


OJ990818 13.0317.C21.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


228 




GI 


LIB34 31-008-P1-K1-D9 




Score 


392 




Exons 


1. .228 










GI Descrip. 


'4249662 7.0e-10 (AF089810 


) Altered Response to Gravity 






[Arabidopsis thaliana] ' 










Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


C21 


Gene No. 


94458 




Strand 






Start 


701 




End 


3598 




Name 


OJ990818 13.0317.C21.ol. 


gs 


Method 


GENSCAN " 




Start 


701 




End 


3598 




GI 


none 




Score 


.67 




Exons 


701. .751, 869. .973, 1598 




1710, 1885.. 


1931, 2302.. 2354, 






2697. .2867, 3252. .3294, 


3450. .3598 






Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


C21 


Gene No. 


94458 




Strand 






Start 


701 




End 


3598 




Name 


OJ990818 13.0317.C21.o2. 


gp 


Method 


AAT/GAP 




Start 


701 




End 


937 




GI 


572120 




Score 


204 




Exons 


701. .751, 869. .937 










bl UcSCiip. 


4249662 7.0e-10 (AF089810) 


Altered Response to Gravity 






[Arabidopsis thaliana] 










Seq. No. 


44776 




. Seq. ID 


OJ990818_13.0317. 


C21 


Gene No. 


94459 




Strand 






Start 


8301 




End 


14767 




Name 


OJ990818 13-.0317.C21.o4. 


gs 


Method . 


GENSCAN 





45922 



Start 
GI 

Exons 



8301 End 14767 

none Score .71 

8301. .11065, 11221. .11673, 11728 12070 , 12134 .. 12253 , 

12277. .14195, 14321 .. 14 507 , 14561. .14767 



OJ990818 13.0317.C21 



Seq.- No. 44776 Seq. ID 

Gene No. 94 4 59 Strand 

Start 8301 End 

Name OJ9908 18_13 . 0317 . C21 . o2 . np Method 

Start 8304 End 

GI 7228457 Score 

Exons 8304.. 9851, 9918.. 10727, 10776 .. Ill 13, 

12134 . .14062, 14124. .14489 
GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



14767 
AAT/NAP 
14489 
8933 

11236. .12070, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44776 
94460 
14714 

OJ990818_13.0317.C21.o4 . tm 

698 

none 



Seq. ID OJ990818_13.0317.C21 
Strand 
End 

Method 
End 
Score 



14767 

TBLASTX: Maize 

1144 

51 



698.-748, 699..7S2, 700. .753, 701. .754, 858.;956, 866. .970, 
867. .977, 1043. .1117, 1043. .1144 



Seq. No. 44776- 

Gene No. 94460 

Start 14714 

Name OJ990818_13 . 0317 . C21 . ol . tc 

Start 701 

GI none 
Exons 



Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

Method TBLASTX : Cress 

End 1143 

Score 115 

701. .754, 866. .970, 870. .977, 1043. .1117, 1045. .1143 



Seq. No. 44776 

Gene No. 94 4 60 

Start 14714 

Name OJ990818_13 . 0317 . C21 . o2 

Start 6925 

GI none 

Exons 6925.. 7023, 11090.. 1149 

Seq. No. 44776 

Gene No. 94460 

Start 14714 

Name OJ990818_13 . 0317 . C21 . o5 

Start 8301 

GI none 

Exons -8301.. 8444, 8305. .8445 

Seq. No. 44776 

Gene No. 94460 

Start 14714 

Name . . OJ990818_13 . 0317 . C21 . 06 

Start 8313 

GI none 

Exons 8313.. 8438, 8317.. 8439, 



Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

.tw Method TBLASTX : Wheat 

End 11492 

Score 71 
1, 11091. .11492 

Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

.tm Method TBLASTX : Maize 

End 8445 

Score 128 



Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

.tw Method TBLASTX : Wheat 

End 8 928 

Score 77 
8469. .8543, 8625. .8774, 8632. .8775, 



45923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8680. .8775, 8729. .8782, 8794. .8928, 8810. .8908, 8850. .8921 

OJ990818 13.0317.C21 



44776 Seq. ID 

94460 Strand 

14714 End 

OJ9908 18_13 . 0317 . C21 . o4 . tw Method 

8940 End 

none Score 



14767 

TBLASTX : Wheat 

9294 

182 



8940. .9293, 8944. .9192, 8952. .9290, 9217. .9294 



Seq. No. 


44776 






Gene No. 


94460 






Start 


14714 






Name 


OJ990818 13 


0317. 


C21.o2 


Start 


9088 






GI 


none 






Exons 


9088. .9204,. 


9099. 


.9311, 


Seq. No. 


44776 






Gene No. 


94460 






Start 


14714 






Name 


OJ990818 13, 


0317. 


C21.o8 


Start 


9624 






GI 


none 






Exons 


9624. .9935, 


9717. 


. 9923, 



Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

.tm Method TBLASTX : Maize 

End 9431 

Score 82 
9108.. 9431, 9121.. 9402 

Seq. ID OJ990818_13.0317.C21 
Strand 

End 14767 

.tw Method TBLASTX: Wheat 

End 9936 

Score 63 
9760.. 9936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44776 
94460 
14714 
OJ990818 
9684 
5666795 



Seq. ID OJ990818 13.0317.C21 



13.0317.C21.o2.ts 



Strand 
End 

Method 
End 
Score 

9684. .9923, 9939. .10076, 10152. .10250 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



14767 

TBLASTX: Soybean 
10250 
69 



44776 - Seq. ID 

94460 Strand 

14714 End 

OJ990818_13.0317.C21.o5. tw . Method 

9939 End 

none Score 



OJ990818_13.0317.C21 
14767 

TBLASTX: Wheat 

10397 

78 



9939. .10088, 9942. .10079, 10122 10373, 10132 .. 10308 , 
10143.. 10397 



Seq. No. 44776 

Gene No. 94460 

Start 14714 

Name - OJ990818_13 . 0317 . C2 1 . ol . ts 

Start 11043 

GI none 
Exons 



Seq. ID OJ990818_13.0317.C21 
Strand 
End 

Method 
End 
Score 



14767 

TBLASTX : Soybean 
.11413 
95 



11043. .11090, 11090. .11413, 11238. .11396 



Seq. No. 44776 Seq. ID 0 J9908 18_13 . 0317 . C21 

Gene No. 94460 Strand 

Start v 14714 End 14767 

Name OJ990818_13 . 0317 . C21 . o3 . tm Method TBLASTX : Maize 

Start 11165 End 11549 



45924 




GI 


none 




Score 


220 




Exons 


11165 11548, 11184. 


11549 








Seq. No. 


44776 




■ •Seq. ID 


OJ990818_13.0317 


.C21 


Gene No. 


94460 




Strand 






Start 


14714 




End 


14767 




Name 


OJ990818_13 . 0317 . C21 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11576 




End 


11932 




GI 


none 




Score 


72 




Exons 


1157 6 11692 , 11576. 


i i rt o rt 

11932 , 


11586. .11897 • 




Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


.C21 


Gene No. 


94460 




Strand 






Start 


14714 




End 


14767 




Name 


OJ990818_13 . 0317 . C21 , 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11600 




End 


12062 




GI 


none 




Score 


216 




Exons 


11600 .. 12061, 11606.. 


12061, 


11607. .12062 




Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


.C21 


Gene No. 


94460 




Strand 






Start 


14714 




End 


14767 




Name 


T rt rt /*\ rt *1 rt ^ rt rt rt *1 ^1 *t 

OJ990818_13 . 0317 .C21 . 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11657 




End 


12022 




GI 


none 




Score 


118 




Exons 


11657.. 11791, 117 98.. 


12022 








Seq. No. . 


44776 




Seq. ID 


OJ990818JL3.0317 


.C21 


Gene No. 


94460 




Strand 






Start 


14714 




End 


14767 




Name 


rt. rt rt rt *t rt rt rt «— \ n-j rt 4 

OJ990818_13 . 0317 . C21 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12254 




End 


12712 




GI 


none 




Score 


172 




Exons 


12254 .. 12517, 12256.. 


12711, 


12256. .12711, 12539.. 12712 




Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


. C21 


'•Gene No. 


94460 - 




Strand 






•Start 


14714 




End 


14767 




Name 


OJ990818_13 . 0317 ,C21 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13450 




End 


13833 




GI 


none 




Score 


53 




Exons 


1 ^ * r rt -l rt /** i i rt ji rt J 

13450.. 13611, 13484.. 


13606, 


13615. .13701, 13684. .13782, 






13685.. 137 65, 13789.. 


13833 








Seq. No. 


44776 




Seq. ID 


OJ990818_13.0317 


C21 


Gene No. 


94460 




Strand 






Start 


14714 




End 


14767 




Name 


OJ990818 13.0317.C21. 


o3 . np 


Method 


AAT/NAP 




Start 


14714 




. End 


14767 




GI 


5042454 




Score 


66 




iijXons 


14714. .14767 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


44777 




Seq. ID 


OJ990818_13.0317. 


C22 


Gene No. 


94461 




Strand 


+ 




Start 


931 




End 


1732 




Name 


OJ990818 13.0317.C22. 


ol.gp 


Method 


AAT/GAP 





1 -45925 




Of-, 


y oi 








End 


1 oco 




P T 


none 








Score 


0 J 4 




Exons 


Q "3 1 10 

yji . . x£ do 














Seq. No. 


44777 








Seq. ID 


OJ990818 13.0317 


.C22 


Gene No. 


94461 








Strand 


+ 




Cf o vf 


Q^l 










1 "7 "3 O 




Name 


ATQQHQ1 Q 1*5 


n "3 1 n 


POO «1 

. LzZ . Ol 


. gs 


p, jf _ j_ f. — -j 
Metnoa 


GEN SCAN 














Lna 


lobO 




p t 


none 








Score 


. yy 




Exons 


lUzl . . 1 o 0 U 














beq. no. 


A AH HI 
4 4 / / / 








Seq. ID 


Ojy90olo 13.0317 


. C22 


Gene No. 


94461 








Strand 


+ 




Start 


931 








End 


1732 




■Name 


Pi TQ QHQ IP 1 "3 


.0317 


C22.ol 


.np 


Method 


AAT/NAP 




b tar r 


1 n o r 








End 


1701 




P T 


ooyo o£o 








Score 


521 




Exons 


1 HOC; 1 O Q H 

lU^O . . l<c y U , 


1321. 


.1701 










bi uescrip. 




hypothetical 


protein [Arabidopsis thaliana] 




beq. no. 


A A 1 "7 "7 
4 4/// 








Seq. ID 


OJ990818_13.0317 


.C22 


Gene No. 


94461 








Strand 


+ 




Start 


931 








End 


1732 




Name 


ujyyuoio ij 


.0317. 


C22.ol 


. tc 


Method 


TBLASTX: Cress 




brart: 


1 n c: n 








End 


1653 




(jl 


none 








Score 


80 




■ Exons 


1U j / . . 114 0, 


1110. 


.1256, 


1210. 


.1260, 1335. .1484, 1336. .1653, 




IjoI . . 104 Z , 


1572. 


.1652 










Seq. No. 


44777 








Seq. ID 


OJ990818_13.0317 


.C22 


Gene No. 


94461 








Strand 


+ 




Of 2 >~f 










End 


1732 




Name 


ujyyuoio ij 


.0317. 


C22.ol 


.ts 


Method 


TBLASTX: Soybean 






iJJJ 








End 


1542. 






none 








§.core" 


221*-- 




Exons 


1 ooc i coo 


1336. 


.1542, 


1381. 


.1539 






Seq. No. 


44777 








Seq. ID 


OJ990818_13.0317 


.C22 


Gene No. 


94461 








Strand 


+ 




Of a v-f- 










End 


1732 




Name 


uj yyuoio ij 


.0317. 


C22.ol 


tm 


Method 


TBLASTX: Maize 




Of o >-f 


1 yi n 
141/ 








End 


1656 




PT 
kjl 


none 








Score 


384 




Exons 


141 / . .1000, 


1417. 


.1545, 


1419. 


.1652 






Seq. No. 


44777 








Seq. ID 


OJ990818_13.0317 


C22 


Gene No. 


94461 








Strand 


+ 




otart 


Q 1 

y ji 








End 


1732 




Name 


A TQQnQ 1 Q 1*3 

ujyyuoio ij 


.0317! 


C22.o2. 


gp 


Method 


AAT/GAP 




Qf ar f 

b car l 


1 A C, A 

14 04 








End 


1732 




GI 


none 








Score 


377 




Exons 


1454. .1654, 


1699. 


.1732 










Seq. No. 


44778 








Seq. ID 


OJ990818__13.0317. 


C23 


Gene No. 


94462 








Strand 


+ 




Start 


5611 








End 


6767 





45926 



Name OJ9908 18_13 . 0317 . C23 . o2 . gs 

Start 5611 

GI none 

Exons 5611.. 5729, 6649.. 6767 

Seq. No. 44778 

Gene No. 94 4 63 

Start 1 

Name OJ9908 18_13 . 0317 . C23 . ol . gp 

Start ■ 1 

GI none 

Exons 1. . 192 



Method 

End 

Score 



GENSCAN 

6767 

.87 



Seq. ID OJ990818_13.0317.C23 

Strand 

End 192 

Method AAT/GAP 

End 192 

Score 332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44779 
94464 
1 

OJ990818_13.0317 .C24.ol.np 

1' . ... 

7493160 ' 



Seq. ID OJ990818_13.0317.C24 
Strand + 

2591 
AAT/NAP 
2591 
180 



End 

Method 
End 
Score 

1.-41, 794. .918, 1301. .1480, 2405. .2591 

probable vacuolar protein sorting-associated pro tein - fission 
yeast (Schizosaccharomyces pombe) gi | 3560143 | emb | CAA20730 . 1 | 
(AL031534) putative vacuolar protein sorting-associated protein 
[Schizosaccharomyces pombe] 



44779 
94464 
1 

OJ990818_13.0317.C24.ol.gs 

398 

none 



Seq. ID OJ990818_13.0317.C24 

Strand + 

End 2591 

Method GENSCAN 

End 1699 

Score . 9 



398. .400, 7.48. .918, 1301. .1480, 1670. .1699 

44779 Seq. ID OJ9908 18_13 . 0317 . C24 

94464 Strand + 

1 • End 2591 ;■ 

OJ990818_13.0317.C24.o3.ts \ Method TBLASTxYSoybean 

730 End 913 

none' Score 187 

730. .906, 747. .911, 748. .912, 752. .913, 752. .913 



44779 
94464 
1 

OJ990818_13. 0317.C24 .ol.tm 

739 

none 



Seq. ID OJ990818_13.0317.C24 

Strand + 

End 2591 

Method TBLASTX : Maize 

End 2451. 

Score 202 



739. .918, 746. .916, 747. .917, 748. .921, 1291. .1425, 1293. .1478, 
1300... 1479, 1301. .1480, 1328. .1480, 2399. .2449, 2410. .2451 



Seq. No. 44779 

Gene No. 94464 

Start 1 

Name OJ990818_13 . 0317 .'C24.ol.tw 

Start 883 

GI none 
Exons 



Seq. ID OJ990818_13.0317.C24 

Strand + 

End 2591 

Method TBLASTX : Wheat 

End 2500 

Score 64 



883. .921, 886. .918, 1291. .1407, 1300. .1479, 1301. .1480, 



45927 





1462 . . 1482, 


2399 


2500, 


2403 . 


.2498, 2404. .2499 


Seq. No. 


44779 








Seq. ID 


OJ990818 


Gene No. 


94464 








Strand 


+ 


Start 


1 








End 


2591 


Name 


OJ990818 13. 


0317 


.C24 . ol 


. ts 


Method 


TBLASTX: 


Start 


1288 ~ 








End" ' • " 


1484 


GI 


none 








Score 


116 


Exons 


1288 . . 1482, 


1288 


. . 1482, 


1298 . 


.1483, 1299. .1484 


Seq. No. 


44779 








Seq. ID 


OJ990818 


Gene No. 


94464 








Strand 


+ 


Start 


1 








End 


2591 


Name 


OJ990818 13. 


0317 


.C24 .o2 


. ts 


Method 


TBLASTX: , 


Start 


2399 ~ 








End 


2557 


GI 


none 








Score 


202 


Exons 


2399. .2557, 


2404 


. .2535 








Seq. No. ' 


44780 ' 








Seq. ID' 


OJ990818 


Gene No. 


94465 








Strand 




Start 


1 








End 


783 


Name 


OJ990818 13. 


0317 


.C26.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


742 


GI 


6552733 








Score 


278 


Exons 


1..139, 290. 


.742 











GI Descrip. (AC013482) T26F17.14 [Arabidopsis thaliana] 



Seq. No. 44780 

Gene No. 94 4 65 

Start 1 

Name OJ990818_13 . 0317 . C26 . ol . gs 

Start 22 

GI none 

Exons 22.. 742 



Seq. ID OJ990818_13.0317.C26 

Strand 

End 783 

Method GEN SCAN 

End 742 

Score .99 



s : Seq. No. 44780 

f -Z Gene No. 94 4 65 

^ Start 1 

£3 Name OJ990818_13 . 0317 . C26 . ol . gp 

□ Start 332 

GI 5900710 

Exons 332..783 



Seq. ID OJ990818_13.0317.C26 
Strand 

End 783 

Method AAT/GAP 

End 783 

Score 859 



Seq. No. 44780 

Gene No. 94 4 65 

Start 1 

Name OJ9.908 18_13 . 0317 . C26 . ol . ts 

Start 395 

GI none 

Exons ' 395.. 595, 396.. 593 

Seq. No. 44780 
Gene No. . 94465 

Start 1 

Name OJ990818_13 . 0317 . C26 . ol . tc 

Start 410 

GI none 



Seq. ID OJ990818_13.0317.C26 
Strand 

End 783 

Method TBLASTX : Soybean 

End- 595 

Score 133 



Seq. ID OJ990818_13.0317.C26 
Strand 

End 783 

Method TBLASTX : Cress 

End 596 

Score 142 



45928 



Exons 



410. .595, 426..S96 



Seq. No. 44781 Seq. ID 

Gene No. 94466 Strand 

Start 288 End 

Name OJ990528_08 . 0331 . C3 . ol . gs Method 

Start 288 End 

GI none Score 

Exons 288.-439 



OJ990528_08.0331.C3 
+ 

439 

GENSCAN ■ 

439 

.6 



f n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44782 
94467 
1 

OJ990528_08.0331.C8.ol .np 
1 

6815089 
1. .330 

(AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 
sativa]" 



Seq. ID OJ990528_08.0331.C8 
Strand 

End 330 . 

Method AAT/NAP 

End 330 

Score 202 



44782 
94467 
1 

OJ990528_08 . 0331 . C8 . ol . gs 

194 

none 

194. .330 



Seq. ID OJ990528_08,0331.C8 
Strand 

End 330 

Method GENSCAN 

End 330 

Score .9 



OJ990528 08. 0331. C9 



44783 Seq. ID 

94 4 68 Strand 

388 End 

OJ990528_08 . 0331 . C9 . ol . tm Method 

38 6 End 

none Score 

386. .460, 386. .460, 388. .462, 388. .462, 529. .654, 539. .655, 



2309 

TBLASTX: Maize 

2202 

113 



541. .654, 546. .674, 1796. 
2123. .2200 



;1879, 1797.. 1880, 2110.. 2202, 



Seq. No. 


44783 






Seq. ID 


OJ990528_08.0331.C9 


Gene No. 


94468 






Strand 




Start 


388 






End 


2309 


Name 


OJ990528 


08. 0331. C9 


. ol . gs 


Method 


GENSCAN 


Start 


388 






End 


2244 


GI 


none 






Score 


.85 


Exons 


388. .459, 


543. .656, 


17 99. 


.1921, 2118.. 


2244 


Seq. No. 


44783 






Seq. ID 


OJ990528_08.0331.C9 


Gene. No. 


94468 






Strand 




Start 


388 






End 


2309 


Name 


OJ990528 


08. 0331. C9 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


388 






End 


1877 


GI 


none 






Score 


125 


Exons 


388. .462, 


541. .654, 


541. . 


651, 546. .656 


, 1796. .1876, 1797. .1877 


Seq. No. 


44783 






Seq. ID 


OJ990528_08.0331.C9 


Gene No. 


94468 






Strand 




Start 


388 






End 


2309 



45929 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990528_08.0331.C9.ol.gp Method AAT/GAP 

543 End 2246 

36732_1.R1084 Score 583 

543.-656, 1799. .1876, 2118. .2246 

, 2245061/emb|CAB10484.1| 1.0e-37 (Z97342) Clp proteinase like 
protein [Arabidopsis-thaliana] ' 

44783 Seq. ID OJ990528_08 . 0331 . C9 

94468 Strand 

388 End 2309 

OJ990528_08 . 0331 . C9 . ol . np Method AAT/NAP 

2097 * End 2309 

6815090 Score 235 

2097. .2309 

(AP001081) EST C25399 (S6256) corresponds to a region of the 
predicted gene.; Similar to Clp proteinase like protein (Z97342) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44784 Seq. ID 

94469 Strand' 

253 ' End 
OJ990528_08. 0331. C10. ol.gs Method 

253 End 

none Score 

253. .360, 1061. .1141 



44784 
94470 
237 

OJ990528_08. 0331. C10. ol.np 
237 

6815090 

237. .384, 1475. .1530, 1925. 



OJ990528_08. 0331. C10 
+ 

1141 
GENSCAN 
1141 
.51 



OJ990528 08. 0331. C10 



Seq. ID 
Strand 

End 1953 
Method AAT/NAP 
End 1953 
Score 286 
1953 

(AP001081) EST C25399(S6256) corresponds to a region of the 
predicted gene.; Similar to Clp proteinase like protein (Z97342) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44784 
94470 
237 

OJ990528_08. 0331. C10. ol.gp 
258 

36732_1.R1084 

258. .384, 1475. .1532, 1917. 
l 2245061/emb|CAB10484.1| 1. 



protein [Arabidopsis thaliana] 1 



Seq. ID OJ990528_08. 0331. C10 
Strand 

End 1953 . 

Method AAT/GAP 

End 1953 

Score 300 
1953 

Oe-37 (Z97342) Clp proteinase like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44785 Seq. ID 

94471 Strand 

703 End 
OJ990528_08. 0331. Cll. ol.gp Method 

703 End 

uC-osflcypl77g02bl Score 
703. .902, 1021. .1073 

, 4678933/emb|CAB41324.1| 5.0e-20 (AL049711) putative protein 
[Arabidopsis thaliana] 1 



OJ990528_08. 0331. Cll 
+ 

1196 
AAT/GAP 
1073 
414 



45930 




Seq. No. 


44785 




Seq. ID 


OJ990528JD8 .0331.C11 


Gene No. 


94471 




Strand 


+ 


J LQI L 


7n? . - • 






1196 

X X Z? \J 


Name 


o.tqqo^p 08 o??i pi i oi 

wU JJUJtO UO.UJJX.LXX.LJX 


• LXll 


L v It? L11UU 




Of- a r +- 


11 s ~~ 

/ / J 




Hi I L\JL 


1078 

X \J 1 o 


rir 

\3 X 


none 




Score 


1 94 

X £. H 


Hi A.lw'l 10 


77 S 888 808 -90? 809 


91 9 

• • Zs X Z? f 


861 914 

QUI • • ^ 1 *i 


101? 1078 1090 107? 


Seq. No. 


44785 




Seq. ID 


OJ990528_08.0331.C11 


Gene No. 


94471 




Strand 






703 




End 


1196 

X X Z? u 




O.T990S9P OP 0??1 PI 1 n1 




Mot - hnrl 


PPMqp AM 

V3 Hi LN O VwrtlN 


04- a v-+- 
O Lai L 


812 _ 




End 


107? 


(IT 
\J X 


none 




OLUI c 


7 ? 


Hi AVJllO 


81 9 909 1091 107? 

Oil • . Z/\J£.f X\J X * • X W / J 










4 4 78 S 




Seq. ID 


r),T990S98 08 0??1 PI 1 


Gene No. 


94471 




Strand 


+ . _ 


Start 


703 




End 


1196 


Name 


OJ990 c i28 08 0??1 P11 ol 


.np 


Method 


AAT /MAP 


O LcAx L 


819 _ 




End 


1 1 Q6 

x x y o 


(IT 


fiP 1 SO Q? 
DO X J \J y J 




Score 


91 0 




819 909 1091 1 1 96 










fAPOOIOPI^ h \/r»r»+- h*=»i- i oa 1 
^ rilr U U 1 U O 1 J llyjJU LIlc Ll(_ciX 


protein [Oryza 


sat i va J 


O fcz q . IN (J . 


4 4 786 




Seq. ID 


n,TQQnR9P n??i pi r 


Gene No. 


94472 




Strand 


+ — 


Start 


1338 




End 


1710 


Mamo 
LN ClULt; 


D.TQQ0R98 08 0??1 PI S n? 


.np 


Method 


AAT /MAP 


C+- o 


1 ??R ~~ 
i j jo 




End 


1 7 1 n 


bi 


681 R0Q6 




Score 


?4 Q 


I? von q 


1 ??R 1469 IS?? 1710 

1J JO • • 14Ut./ 1 J J J * . JL / 1U 








OX iJCOLI • 


(APfimnftl ^ h\mnt-hD-t- -i pal 
\s\tr \J V X U O X / Iiypo Lllc L 1 Ldl 


protein [Oryza 


sa 1 1 va j 


omjt in <j . 


44786 




Seq. ID 


H.TQQ0S98 OP 0??1 PI S 
Uu J^O UO.Ujj1.L1j 


Gene No . 


94473 




Strand 




Start 


1 




End 


546 


Name 


OJ990528 08.0331.C15.ol 


.np 


Method 


AAT /NAP 


Start 


1 




End 


546 


O -L 


6815097 




Score 


864 


F von 


1. .546 








PT Hp^rr i n 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 








Seq. No. 


44786 




Seq. ID 


OJ990528_08.0331.C15 


Gene No. 


94474 




Strand 




art 


1314 




End 


1589 


Name 


OJ990528 08.0331.C15.ol 


. tc 


Method 


TBLASTX: Cress 


ij Lai L 


190 




End 


447 


o x 


none 




Score 


210 


IT 1 v /"\ i^i c? 


190. .447 








Seq. No. 


44786 




Seq. ID 


OJ990528_08.0331.C15 


Gene. No . 


94474 




Strand 




Start 


1314 




End 


1589 


Name 


OJ990528 08.0331.C15.ol 


gs 


Method 


GENSCAN ' 


Start 


1314 




End 


1589 



45931 



GI none Score .47 

Exons 1314.. 1468, 1482. .1589 



Seq. No. 44787 Seq. ID 

Gene No. 94475 Strand 

Start 1 End 

Name OJ990528_08 . 0331 . C16 . ol . np Method 

Start 1 • End 

GI 6815096 Score 

Exons 1 . .144 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ990528_08.0331.C16 
+ 

144 

AAT/NAP 
144 
2 62 



Seq. No. 44787 Seq. ID 

Gene No. 94476 Strand 

Start 84 End 

Name 0 J990528_08 . 0331 . CI 6 . ol . gs Method 

Start 84 End 

GI none Score 

Exons 84.. 320, 1346.. 1504 



OJ990528_08.0331.C16 
+ 

1504 
GENSCAN 
1504 
.71 



Seq. No. 


44788 


Seq. ID 


OJ990528_08 


.0331. C17 


Gene No. 


94477 


Strand 


+ 




Start 


2099 


End 


3316 




Name 


OJ990528 08.0331.C17.dl 


. np Method 


AAT/NAP 




Start 


2099 


End 


3316 




GI 


7523517 


Score 


272 




Exons 


2099. .2409, 2559. .2610, 


3244. .3316 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


44788 


Seq. ID 


OJ990528_08 


.0331. C17 


Gene No. 


94477 


Strand 


+ 




Start 


2099 


End 


3316 




Name 


OJ990528 08.0331.C17.ol 


. gp Method 


AAT/GAP 




Start 


2908 


End 


3001 




GI 


LIB34 77-003-P1-K1-E9 


Score 


116 




Exons 


2908.. 3001 








GI Descrip. 


' 24 9858 6/sp|Q4 0638 IMP01 


ORYSA 2.0e-24 1 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)~ 


>gi_1173557 (U31771) Ory s 


1 . [Oryza 



sativa] 1 



Seq. No. 44788 Seq. ID 

Gene No. 94478 Strand 

Start 1989 End 

Name OJ990528_08 . 0331 . C17 . ol . gs Method 

Start 1989 End 

GI none ■ Score 

Exons 1989.. 2128, 2316.. 2432, 2495.. 2704 



OJ990528_08.0331.C17 

2704 
GENSCAN 
2704 
. 67 



Seq. No. 44789 Seq. ID 

Gene No. 94479 Strand 

Start 533 End 

Name OJ990528_08 . 0331 . CI 9 . ol . gs Method 

Start 533 End 

GI none Score 

Exons 533.. 658 



OJ990528_08.0331.C19 
+ 

658 

GENSCAN 

658 

.72 



Seq. No. 



44790 



Seq. ID OJ990528_08.0331.C22 



45932 




Gene No. 


94480 




Strand 


+ 


Start 


249 




End 


3150 


Name 


OJ990528 08.0331.C22.ol 


.gs 


Method 


GENSCAN 


Start 


249 




End 


3040 


GI 


none 




Score 


. 61 


Exons 


249. .272, 620. .696, 933 


..1095, 1329. .1442, 1873. .2076, 




2113 • 2295. 2488 '2614. 


2678. 


.3040 




Seq . No . . 


44790 




Seq. ID 


OJ990528_08.0331.C22 


Gene No . 


94480 




Strand 


+ 


Start 


249 - 




End 


3150 


Name 


OJ990528 08.0331.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1332 




End 


3150 


GI 


6721555 




Score 


1614 


Exons 


13 32.. 1454, 1873.. 2076, 


2113. 


.2287, 2678.. 3150 


GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


, sativa] 




oi I 6815080 1 dbi ! BAA90366 


.11 (AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


44790 




Seq. ID 


OJ990528_08.0331.C22 


Gene No. 


94481 




Strand 




Start 


3197 




End 


3441 


Name 


OJ990528 08.0331.C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2061 ~~ 




End 


2293 


GI 


none 




Score 


171 


Exons 


2061. .2243, 2071. .2259, 


2071. 


.2247, 2078.. 2257, 2111.. 2233, 




2249.. 2293, 2251.. 22 92 








Seq. No. 


44790 




Seq. ID 


OJ990528_08.0331.C22 


Gene No. 


94481 




Strand 




Start 


3197 




End 


3441 


Name 


OJ990528 08 . 0331 .C22 . ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


'2686 ~ 




End 


2977 


GI 


none 




Score 


115 


X_J 1 1 O 


2686 2823 2706 2801 


2869. 


.2895, 2896.. 2976, 2903.. 2977 


Sea No 


44790 




Seq. ID 


OJ990528_08.0331.C22 


Gene No. 


94481 




Strand 




Start 


3197 




End 


3441 


Name 


OJ990528 08.0331.C22.o2 


.np 


Method 


AAT/NAP 


Start 


3197 




End 


3441 


GI 


5777617 




Score 


84 


Exons 


3197. .3441 








GI De serin 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


44791 




Seq. ID 


OJ990528_08.0331.C23 


Gene No . 


94482 




Strand 


+ 


Start 


703 




End 


1489 


Name 


OJ990528 08.0331.C23.o2, 


.np 


Method 


AAT/NAP 


Start 


703 




End 


1489 


GI 


6721556 




Score 


1215 


Exons 


703. .876, 912. . 1489 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi| 6815081 | db j IBAA90367. 


.11 (AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


44791 




Seq. ID 


OJ990528_08 . 0331. C23 



45933 



Gene No. 94483 Strand 

Start 69 End 1377 

Name OJ990528_08 . 0331 . C23 . ol . np Method AAT/NAP 

Start 69 End 1377 

GI 5777617 r Score 93 

Exons 69. .175, 134 7. .1377 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 44792 Seq. ID 

Gene No. 94 4 84 Strand 

Start 1 End 

Name OJ990528_08 . 0331 . C24 . ol . np Method 

Start 1 End 

GI 6721556 Score 
Exons 1..193 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gil 6815081 1 dbj IBAA90367.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990528_08.0331.C24 
+ 

193 

AAT/NAP 
193 
318 



Seq. No. 44792 Seq. ID 

Gene No. 94485 Strand 

Start 1181 End 

Name OJ990528_08 . 0331 . C24 . ol . gp Method 

Start 1181 End 

GI none Score 

Exons 1181.. 1682 



OJ990528_08.0331.C24 
+ 

1682 
AAT/GAP 
1682 
929 



Seq. No. 44793 Seq. ID 

Gene No. 94486 Strand 

Start 175 End 

Name OJ990528_08 . 0331 . C25 . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175 . . 1653 



OJ990528_08.0331.C25 
+ 

1653 
GENSCAN 
1653 
. 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44793' Seq. ID OJ990528__08 . 0331 . C25 

94486 . Strand + 

175 End 1653 

OJ990528_08 . 0331 . C25 . ol . np Method AAT/NAP 

175 End 1650 

6721557 Score 2535 

175. .1650 

(AP001073) ESTs C717 63 (E0309 ) , AU082059 (E0309) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome II BAC T20B5 genomic sequence; hypothetical protein. 

(AC002409) [Oryza' sativa] gi | 68 15082 | dbj | BAA90368 . 1 | (AP001081) 
ESTs C71763 (E0309) ,AU082059 (E0309) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chrom 



44793 Seq. ID 

94487 Strand 

1719 End. 
OJ990528_08 . 0331 . C25 . ol . gp Method 

1719 End . 

2801048 Score 
1719. .2027 



OJ990528_08.0331.C25 
+ 

2027 
AAT/GAP 
2027 
551 



45934 





Seq. No. 


44793 




Seq. ID 


OJ990528_08.0331.C25 




Gene No. 


94488 




Strand 


+ 




Cf a vf 


*3D7 9 
jU / Z 




End 


4134' 




Name 


PiTQQnR9ft OR O^^l P9 c i o9 


. gs 


Method 


GENSCAN 




Cf 3 

Otait 


or|79 ~~ 




End 


4064 




P,T 


none 




Score 


.62 




TT 1 ■tr y-\ r-l o 

Lxons 


JU 1 £ • . J13^/ JJUj . . Jfi fi J , 


J 0 H u . 


.3697, 3809.. 4064 




o e q • in o . 


fl 4 / J 




Seq. ID 


OJ990528_08.0331.C25 




O C 1 1 vZ- INU » 


94 4 88 




Strand 


+ 




Cf arf 
u Lai L 


3072 




End 


4134 




Name 


OJ990528 08.0331.C25.o3 


.np 


Method 


AAT/NAP 




Start 


3344 




End 


4134 




pt 


67 9 1 S RR 

O / J JO 




Score 


1 A fi 
X ft D 




oXOllo 


0^4/ ^R9fl ^QZ19 41^4 










(~* T Y\ c± o /"< v i t-\ 

ol UtroClXp. 


^i-itruuxu to) nypouneuxcax 


protein [Oryza 


sativa] 






rr-i 1 fift 1 RD ft "3 1 Hh-i 1 RZiZX Qfl "3 £Q 


.11 (AP001081) 


hypothetical protein 






r nT\/7 ^ caf i v2 1 

[Uiyia o a L X V a. J 










o e q . in o . 


fl fl / 1/ J 




Seq. ID 


OJ990528_08.0331.C25 




Gene No. 


94489 




Strand 






Start 


784 






O Q Q C 
ZOOJ 




Name 




. t c 


Method 


TBLASTX: Cress 




Cf- 3 vf 


£7 £ 






1257 




P T 


none 




Score 


84 


r p 


tiXuns 


fi7fi mn 7zlfi TfiR 
D/O. . / jU, Di?j../f±D/ /DO 




/ / o . . yz 4 


, 948. .995, 970. .1257, 


r 1 s 




Qftft 19AR 1 0 R ^ 1 9C.fi 








L _s 


Seq. No. 


44793 




Seq. ID 


OJ990528_08.0331.C25 




Gene No. 


94489 




Strand 






Of a >-f 
O Lai L 


7ft A 




End 


2885 




Name 


nTQQn c i9ft nft n^^i rot: _o 

UU OZO UO . UjjI . LZ j . OZ . 


. tw 


Method 


TBLASTX: Wheat 


\ y 


Cf a r-f 

o t. air l 


£7 fi ~ 
O / O 




End 


924 






none 




Score 


87 


f 

- « 


Exons 


67 6 7 Rf) 7 M Q?A 
O / O • • / jU , /OX. . .7Z fl 








£. -5. 


Seq. No. 


44793 




Seq. ID 


OJ990528_08.0331.C25 




Gene No. 


94489 




Strand 




t cf 


°,t- 3 rf 


7ft 4 

/OH 




End 


2885 




Name 


nTQQfl c i9R Oft fl^^l P9R ni 


..ts 


Method 


TBLASTX : Soybean 


f ^ 


Of a r f 
O Lai L 


67 6 _ 




End 


1257 




PT 
o X 


none 




Score 


91 




daUI 1 o 


fi7£ 7RH fiQ? 7Zlfi 7ZM 

O / O . . / JU , J • • / fl O f /flX, 


, .935, 


775. . 924 


, 970. .1257, 1056. .1256 




Seq. No. 


44793 




Seq. ID 


OJ990528_08 . 0331 .'C25 




Gene No. 


94489 




Strand 






Of a -rf 
O Lai i_ 


7 ft Zl 

/ 0 ft 




End 


2885 




Name 


UJyyUjzt) UO . UjjI .L.Z j .Ol . 


. tm 


Method 


TBLASTX: Maize 




Of a y-f 

o uax L 


£7 £ 
D / D 




End 


1308 




P T 
O X 


none 




Score 


90 




Exons 


o / o . . / DU; /do . . yzj, / / o . 


.924, 


973. . 130: 


8, 985. .1272, 1062. .1289 




Seq. No. 


44793 




Seq. ID 


OJ990528_08.0331.C25 




Gene No. 


94489 




Strand 






Start 


784 




End 


2885 




Name 


OJ990528 08.0331.C25.o2. 


np 


Method 


AAT/NAP 




Start 


784 




End 


2885 



45935 






7 c o o q -i 7 




Score 


"5 "3 9 




Exons 


784. .810, 


2392.. 2442, 2587. 


.2885 






\j± uescnp. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


44793 




Seq. ID 


OJ990528_08, 


.0331 


Gene No. 


94489 




Strand 








* 784 




End 


2885 




Name 


OJ990528 08.0331.C25.ol.tw 


Method 


TBLASTX: Wheat 


otart 


973 




End 


1308 






none 




Score 


423 






973. . 1308, 


973. .1272, 1056. 


.1307 






oeq . 1NO . 


44794 




Seq. ID 


OJ990528_08. 


.0331 


Cpnp No 


94490 




Strand 


+ 




Start 


1 




End 


1128 




Name 


OJ990528 0 


8.0331.C26.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


494 




GI 


6907089 




Score 


192 




Exons 


1. .494 










GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 





Seq. No. 44794 Seq. ID 

Gene No. 94 4 90 Strand 

Start 1 End 

Name OJ990528_08 . 0331 . C26 . o2 . np Method 

Start 209 End 

GI 6721558 Score 

Exons 209.. 302, 576.. 706, 916.. 1128 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gil 6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990528_08.0331.C26 
+ 

1128 
AAT/NAP 
1128 
537 



Seq. No. 44794 Seq. ID 

Gene No. 94 4 90 Strand 

Start 1 End 

Name OJ990528J38 . 0331 . C26 . ol . gs Method 

Start 247 End 

GI none • Score 

Exons 247.. 502, 582.. 706, 916.. 1027 



OJ990528_08.0331.C26 
+ 

1128 
GENSCAN 
1027 
.68 



Seq. No. 44795 
Gene No. 94491 
Start 1 

Name OJ990528_08 . 0331 . C28 . ol . np 

Start 1 

GI 6721558 

Exons 1 . . 371 

GI Descrip. (AP001073) hypothetical 
gi| 6815083 I dbj |BAA903 : 69 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_ 
+ 

371 ' 
AAT/NAP 
371 
358 



08. 0331. C2i 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 44795 Seq. ID OJ990528_08 . 0331 . C2i 

Gene No. 94492 Strand 

Start 179 End 1390 

Name OJ990528_08 . 0331 . C28 . ol . gs Method GENSCAN 

Start 179 End 1390 

GI none Score .71 



45936 



Exons 



179. .370, 831. .966, 1296. .1390 



Seq. No. 44795 
Gene No. 94492 . 

Start 179 

Name OJ990528_08 . 0331 . C28 . o2 . np 

Start 670 
GI 6721559 
Exons 670.. 802, 831.. 1291 

GI Descrip. (AP001073) hypothetical 

gi | 6815084 | dbj IBAA90370 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_08.0331.C28 

1390 
AAT/NAP 
1291 
1022 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 44796 

Gene No. 94493 

Start 1108 

Name OJ990528_08 . 0331 . C29 . ol . gs 

Start 1108 

GI none 
Exons 



Seq. ID OJ990528_08.0331.C29 

Strand + 

End 3479 

Method GENSCAN 

End 3370 

Score .77 



1108. .1198, 2341. .2510, 2581. .2639, 2713. .3370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44796 Seq. ID 

94493 Strand 

1108 End 

OJ990528_08.0331.C2 9.o3.np Method 

1108 End 

6721561 Score 



OJ990528__08.0331.C29 
+ 

3479 
AAT/NAP 
3479 
1573 



1108. .1198, 2341. .2510, 2581. .2639, 2713. .3479 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 Idbj |BAA90372.1|- (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



44796 Seq. ID 

94494 . Strand 

1 * End 293 v 

OJ990528_08.0331.C29.ol.np Method . AAT/NAP 

1 End 293 

6721560 Score 377 
1..127, 182. .293 

(AP001073) hypothetical protein [Oryza sativa] 



OJ990528 08.0331.C29 



(AP001081) hypothetical protein 



gi | 6815085 Idbj IBAA90371. 1 | 
[Oryza sativa] 

44796 
94495 
986 

OJ990528_.08.0331.C2 9.o2.np 
986 

4680183 
986. .1075, 1684. .1754 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_08.0331.C29 

1754 
AAT/NAP 
1754 
195 



44796 
94496 
3570 



Seq. ID 

Strand 

End 



OJ990528 08.0331.C29 



8429 



45937 



Name 

Start 

GI 

Exons 



OJ990528_08 . 0331 . C29 . ol . tw Method TBLASTX : Wheat 
3430 " End 5591 

none Score 59 

3430. .3483, 4983. .5114, 4984. .5109, 5139. .5591, 5335. .5442, 
5488. .5577 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI . • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44796 
94496 
3570 

OJ990528_08. 0331 . C29 . o2 . gs 
3570 
none 
3570. 
4511. 
6035. 



.3728, 3845. .3923, 3995. 
.4615, 4731. .4858, 5024. 
.6189, 6384.. 7578, 7635. 



44796 
94496 
3570. 

OJ990528JD8. 0331 . C29 . o2 . tm 

5106 

none 

5106. .5369 



Seq. ID OJ990528_08.0331.C29 
Strand 

End .8429 
Method GENSCAN 
End 8171 
Score .74 

.4026, 4112. . 4271, 4289. .4371, 
.5525, 5574. .5786, 5807. .5983, 
.7841, 8085. .8171 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_08.0331.C29 
8429 

TBLASTX: Maize 

5369 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ 44796 
94496 
3570 

OJ990528_08.0331.C29.o3.tw 

5613 

none 



Seq. ID OJ990528 08.0331.C29 



Strand 
End 

Method 

End 

Score 



8429 

TBLASTX: Wheat 

5976 

50 



5613. .5744, 5623. .5745, 5730. .5975, 5731. .5874, 5920. .5976 



44796 Seq. ID 

94496 Strand 

3570 End 
OJ990528_08 . 0331 . C29 . ol . tm Method 

5802 End 

none ' Score 

5802. .6011, 5803. .6003 



OJ990528_08.0331.C29 
8429 

TBLASTX: Maize 

6011 

129 



OJ990528 08. 



0331. C29 
\ 



Seq. No. 44796 Seq. ID 

Gene No. 94496 Strand 

Start 3570 End 8429 

Name OJ990528_08 . 0331 . C29 . o4 . np Method AAT/NAP 

Start 6316 End 7560 

GI 6721562 Score 2193 

Exons 6316.. 7560 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087|dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name 



44796 
94496 
3570 

OJ990528 



08.0331.C29.o2. tw 



Seq. ID 

Strand 

End 

Method 



OJ990528_08.0331.C29 
8429 

TBLASTX .-Wheat 



45938 




Start ' 


6514 


End 


6906 




GI 


none 


Score 


90 




Exons 


6514. .6771, 6548. .6787, 6754 


..6852, 6755. .6847, 6859. .6906 


Seq. No. 


44796 


Seq. ID 


OJ990528_08.0331 


.C29 


Gene No. 


94496 


Strand 


- 




Start 


3570 


End 


8429 




Name 


OJ990528 08.0331.C29.o3.tm 


Method 


TBLASTX: Maize 




Start 


6616 ~~ 


End 


6901 




GI 


none 


Score 


87 




Exons 


6616.. 6864, 6617. .6901 








Seq. No. 


44796 


Seq. ID 


OJ990528_08.0331 


.C29 


Gene No. 


94496 


Strand 


- 




Start 


3570 


End 


8429 




Name 


OJ990528 08.0331.C29.o5.np 


Method 


AAT/NAP 




Start 


7788 


End 


8429 




GI 


5042454 . 


Score 


199 




Exons 


7788. .7841, 8085. .8256, 8394 


. .8429 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


44797 


Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94497 


Strand 






Start 


1 


End 


2239 




Name 


OJ990528 08.0331.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2239 




GI 


5902445 


Score 


2024 




Exons 


1..67, 139. .364, 404. .2239 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44797 


Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94498 


Strand 






Start 


2306 


End 


2620 




Name 


OJ990528 08.0331.C30.o4.tw 


Method 


TBLASTX: Wheat 




Start 


386 


End 


707 




GI 


none 


Score 


81 




Exons 


386.. 706, 387... 707 








Seq. No. 


44797 


Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94498 


Strand 






Start 


2306 


End 


2620 




Name 


OJ990528 08.0331.C30.o3.tw 


Method 


TBLASTX: Wheat 




Start 


746 


End 


1153 




GI 


none 


Score 


102 




Exons 


746. .919, 927. .1100, 929. .1153 






Seq. No. 


44797 


Seq. ID 


OJ990528_08.0331 


C30 


Gene No. 


94498 


Strand 






Start 


2306 


End 


2620 




Name 


OJ990528 08.0331.C30.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1244 


End 


1669 




GI 


none 


Score 


53 




Exons 


1244. .1669, 1253. .1423, 1485. 


.1625 






Seq. No. 


44797 


Seq. ID 


OJ990528_08.0331. 


C30 


Gene No. 


94498 


Strand 






Start 


2306 


End 


2620 





45939 




Name 


OJ990528 08.0331.C30.o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


1299 




End 


1723 




GI 


none 




Score 


272 




Exons 


1299. . 1625, 1301. . 1723, 


1331 


..1720 






Seq. No. 


44797 




Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94498 • 




Strand 






Start 


2306 




End 


2620 




Name 


OJ990528 08.0331.C30.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1397 




End 


1780 




GI 


none 




Score 


129 




Exons 


1397. . 1780, 1398. . 1625 










Seq. No. 


44797 




Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94498 




Strand 






Start 


2306 




End 


2620 




Name 


OJ990528 08.0331.C30.oI 


. tm 


Method 


TBLASTX: Maize 




Start 


1808 




End 


2164 




GI 


none 




Score 


199 




Exons 


1808. .2164, 1809. .2102, 


1859 


. .2119 






Seq. No. 


44797 




Seq. ID 


OJ990528_08.0331 


.C30 


Gene No. 


94498 




Strand 






Start 


2306 




End 


2620 




Name 


OJ990528 08.0331.C30.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1838 




End 


2294 




GI " 


none 




Score 


354 




Exons 


1838 .. 2293, 1839. . 2294 










Seq. No. 


44797 




Seq. ID 


OJ990528 08:0331 


.C30 


Gene No. 


94498 




Strand 






Start 


2306 




End 


2620 




Name 


OJ990528 08.0331.C30.o2 


.np 


Method 


AAT/NAP 




Start 


2306 




End 


2620 




GI 


5902444 




Score 


180 




Exons 


2306. .2620 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44798 




Seq. ID 


OJ990528_08.0331 


.C31 


Gene No. 


94499 




Strand 






Start 


1 




End 


1030 




Name 


OJ990528 08.0331.C31.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


1030 




GI 


5902444 




Score 


553 




Exons 


1. .1030 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44798 




Seq. ID 


OJ990528_08.0331 


.C31 


Gene No. 


94499 




Strand 






Start 


1 




End 


1030 




Name 


OJ990528 08.0331.C31.ol. 


gs 


Method 


GENSCAN 




Start 


136 




End 


966 




GI 


none 




Score 


.55 




Exons 


136. .261, 280. .966 • 










Seq. No. 


44798 




Seq. ID 


OJ990528_08.0331 


C31 


Gene No. 


94499 




Strand 







45^40 



Start 
Name 
Start 
GI 

Exons 



OJ990528_08.0331.C31.ol.tw 

676 

none 

676. .996 



End 

Method 

End 

Score 



1030 

TBLASTX: Wheat 

996 

181 



Seq. No. 44799 Seq. ID 

Gene No. 94500 Strand 

Start 4004 End 

Name OJ990528_08 . 0331 . C32 . ol . gp Method 

Start 3857 End 

GI none Score 

Exons 3857.. 4039 



OJ990528JD8..0331.C32 
+ 

6798 
AAT/GAP 
4039 
342 



Seq. No. 44799 Seq. ID 

Gene No. 94500 Strand 

Start 4004 End 

Name OJ990528_08 . 0331 . C32 . o2 . gp Method 

Start 3920 ^ ' End 

GI 3061063 ' Score 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons '"■ 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 



44799 
94500 
4004 

OJ990528_08 . 0331 . C32 . o3 . gs 

4004 

none 



OJ990528_08.0331.C32 
+ 

6798 
AAT/GAP 
4259 ' 
373 



3920. .4029, 4066. .4099, 4174. .4259 



Seq. ID OJ990528 08.0331.C32 



Strand 
End 

Method 

End 

Score 



+ 

6798 
GENSCAN 
6586 
.74 



4004. .4099, 4174. .4311, 4738.-4993, 6447. .6586 



44799 
94500 
4004 

OJ990528_08. 0331 . C32 . o3 . np 

4004 

6721563 

4004. .4099, 4174. .4311, 4738 
- (AP001073 
region of 
sativa] g 
C91695(E3 
predicted 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4993, 



OJ990528_ 
+ 

6798 
AAT/NAP 
6583 
1061 
5801. .5872, 



08.0331.C32 



6447.. .6583 



) ESTs C91695 (E31262) , D40183 (S1971) correspond to a 

the predicted gene.; hypothetical protein [Oryza 
i| 6815088 | dbj IBAA90374.il (AP001081) ESTs 
1262) , D40183 (S1971) correspond to a region of the 
gene.; hypothetical protein [Oryza sativa] 



44799 Seq. ID 

94500 Strand 
4004 End 
OJ990528_08 . 0331 . C32 . o3 . gp Method 
5785 End 
none Score 
5785. .5872, 6447. .6798 

44799 Seq. ID 

94501 Strand 
94 End 
OJ990528_08 . 0331 . C32 . ol . gs Method 
94 End 
none Score 



OJ990528_08.0331.C32 
+ 

6798 
AAT/GAP 
6798 
789 



OJ990528_08.0331.C32 

1348 
GENSCAN 
1219 
.62 



45941 



Exons 



94. .571, 629. .767, 788. .1219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44799 
94501 
94 

OJ990528 
229 

6721562 
229. .856 
(AP00107 
hypothet 
gi I 68150 
alpha ze 
sativa] 



_08.0331.C32.ol.np 



Seq. ID OJ990528_08.0331.C32 
Strand 

End 1348 
Method AAT/NAP 
End 1348 
Score 435 

, 1115. .1348 

3) Similar to Zea mays 22-kDa alpha zein gene cluster; 
ical protein. (AF031569) [Oryza sativa] 

87 | dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
in gene cluster; hypothetical protein. (AF031569) [Oryza 





Seq. No. 


44799 






Seq. ID 


OJ990528 


_08, 


.0331 


. C32 




Gene No . 


94502 






Strand 












Start 


1376 






End 


2929 










Name 


OJ990528 08.0331'. 


C32.o2 


.gs 


Method 


GENSCAN 










Start 


1376 






End 


2929 










GI 


none 






Score 


.97 . 










Exons 


1376. .2357, 2539. 


.2682, 


2838. 


.29.29 










% ~- 


Seq. No. 


44799 






Seq. ID 


OJ990528 


_08, 


.0331 


.C32 




Gene No. 


94502 






Strand 












Start • 


1376 






End 


2929 










Name 


OJ990528 08.0331. 


C32.o2 


.np 


Method 


AAT/NAP 










Start 


2313 






End 


2799 










GI 


7523517 






Score 


300 










Exons 


2313.. 2357, 2502. 


.2799 
















GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


44799 






Seq. ID 


OJ990528 


_08. 


,0331 


.C32 




Gene No. 


94503 






Strand 












Start 


7053 






End 


7852 










Name 


OJ990528 08.0331. 


C32.ol 


. tw 


Method 


TBLASTX : ' 


Wheat. 




h « 


Start 


375 






End 


773 










GI 


none 






Score 


60 










Exons 


375.-773, 505. .64 


8, 721 


. .759 













Seq. No. 44799 Seq. ID 

Gene No. 94503 Strand 

Start 7053 End 

Name OJ990528_08 . 0331 . C32 . o2 . tm Method 

Start 537 End 

GI none Score 

Exons 537.. 776, 538.. 792 



OJ990528_08.0331.C32 
7852 

TBLASTX: Maize 

792 

86 



Seq. No. 44799 

Gene No. 94503 

Start 7053 

Name OJ990528_08 . 0331 . C32 . ol . tc 

Start 4225 

GI none _ - 

Exons 4225.. 4251, 4252.. 4311, 4725. 
5796. .5873 



OJ990528_08.0331.C32 
7852 

TBLASTX: Cress 

5892 

42 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4946, 4738. .4950, 5794. .5892, 



45942 






Seq. No. 


44799 








Seq. ID 


OJ990528_08.0331, 


.C32 




Gene No. 


94503 








Strand 








Start 


7053 








End 


7852 






Name 


OJ990528 08 


. 0331 


. C32 . ol 


. ts 


Mp t hod 


TRT.ASTX * Snvhpan 

J. LJ -LJ.C\ _L x\ . o \J y C CI 1 1 






Start 


4225 ~ 








End 


4 941 






GI 


none 








Score 


135 






Exons 


4225. .4311, 


4737 


. .4940, 


4738 


. .4941 








Seq. No. 


44799 








Seq. ID 


OJ990528_08.0331. 


C32 




Gene No. 


94503 








Strand 








Start 


7053 








End 


7852 






Name 


OJ990528 08 


. 0331 


. C32 . o4 


. qs 


Mpt* hnd 


GENSCAN 






Start 


7053 ~~ 








End 


7261 






GI 


none 








Score 


.84 






Exons 


7053. .7149, 


7206 


. . 7261 












Seq. No. 


44799 








Seq. ID 


OJ990528_08.0331. 


C32 




Gene No.. 


94503 








Strand 








Start 


7053 








End 


7852 






Name 


OJ990528 08 


. 0331 


.C32.ol 


. tm 


Mpt hnd 


TBLASTX • Ma i?p 






Start 


7117 ~~ 








End 


7342 






GI 


none 








Score 


194 




f =3 


Exons 


7117 . .7335, 


7133 


. .7342, 


7140 


. .7304 








Seq. No. 


44799 








Seq. ID 


OJ990528_08.0331. 


C32 




Gene No. 


94503 








Strand 






ru 


Start 


7053 








End 


7852 






Name 


OJ990528 08 


. 0331 , 


,C32 .o2 


. ts 


Mpt" h nH 








Start 


7121 ~~ 








End 


7342 






GI 


none 








Score 


162 






Exons 


7121 7342. 


7122 , 


7304 










= 


Seq. No. 


44799 








Seq. ID 


OJ990S28 08 0331 






Gene No. 


94503 








Strand 






jj j 


Start 


7053 








End • 


7852 






Name 


OJ990528 08, 


.0331, 


,C32.o4 


.np 


Method 


AAT/NAP 




a 


Start 


7124 








End 


7852 






GI 


6815089 








Score 


361 






Exons 


7124. .7403, 


7767. 


. .7852 










f ^ 


GI Descrip. 


(AP001081) Similar to glutamyl-tRNA synthetase (AF067773 


1 ) l ^ j a 






sativa] 
















Seq. No. 


44799 








Seq. ID 


OJ990528_08.0331. 


C32 




Gene No. 


94503 








Strand 








Start 


7053 








End 


7852 






Name 


OJ990528 08. 


,0331. 


,C32.o2, 


.tc 


Method 


TBLASTX: Cress 






Start 


7142 








End 


7344 






GI 


none 








Score 


133 






Exons 


7142. .7342, 


7142. 


. .7342, 


7147. 


. .7344 








Seq. No. 


44800 








Seq. ID 


OJ990528_08.0331. 


C33 




Gene No. 


94504 








Strand 








Start 


1 








End 


1198 






Name 


OJ990528 08. 


0331. 


C33.ol, 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1198 






GI 


6815089 








Score 


807 






Exons 


1..71, 788.. 


1198 













.45943 



GI Descrip. (AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 
sativa] 



Seq. No. 


44800 






Seq. ID 


OJ990528 08.0331. 


C33 


Gene No. 


94504 






Strand 






Start 


1 






End 


1198 




Name 


OJ990528 08 


.0331.C33.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3 






' End 


1198 




GI 


none 






Score 


474 




Exons 


3 . . 74 , 785 . 


. 1198, 786. . 


1196, 


788. .1198 






Seq. No. 


44800 






Seq. ID 


OJ990528 08.0331. 


C33 


Gene No. 


94504 






Strand 






Start 


1 






End 


1198 




Name 


OJ990528 08, 


.0331.C33.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3 






End 


1198 




GI 


none 






Score 


128 




Exons 


. 3. .74, 785. . 


.943, 786. .8 


90, 941.. 1198, 


945. . 1196 




Seq. No. 


44800 






Seq. ID 


OJ990528_08.0331. 


C33 


Gene No. 


94504 






Strand 






Start 


1 






End 


1198 




Name 


OJ990528 08. 


■0331.C33.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


785 






End- 


1198 




GI 


none 






Score 


110 




Exons 


785. .943, 786. .890, 932 


. .1045 


, 940. .1032, 942. .1088, 944 


. 1( 




1043. .1198, 


1053. .1193, 


1063. 


. 1197 






Seq. No. 


44800 






Seq. ID 


OJ990528_08.0331. 


C33 


Gene No. 


94504 






Strand 






Start 


1 






End 


1198 




Name 


OJ990528 08. 


0331.C33.ol 


.gs 


Method 


GEN SCAN 




Start 


788 






End 


1149 




GI 


none 






Score 


.47 




Exons 


788. .1149 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990528_08.0331.C35 
Strand 

End 1435 

Method AAT/NAP 

End 745 

Score 420 



44801 
94505 
1 

OJ990528_08.0331.C35.ol.np 
1 

6815091 
1..32, 385. .549, 632. .745 

(AP001081) ESTs C28508 (C61374) ,AU082215 (C61374) correspond to a 
region of the predicted gene.; Similar to putative ubiquitin 
activating enzyme El (AF051135) [Oryza sativa] 



44801 
94505 
1 

OJ990528_08.0331.C35.ol.gp 
383 

73146_1.R1084 
383.. 549, 632.. 821 

'2952433 2.0e-21 (AF051135) putative ubiquitin activating enzyme 
El [Arabidopsis thaliana] ' 



Seq. ID OJ990528_08.0331.C35 
Strand 

End 1435 

Method AAT/GAP 

End 821 

Score 615 



45944 




J 



Seq. No. 


44801 






Seq. ID 


OJ990528_08.0331 


C35 


Gene No. 


94505 






Strand 






Start 


1 






End 


1435 




Name 


OJ990528 


_08.0331.C35 


. ol . gs 


Method 


GENSCAN 




Start 


386 






End 


1435 




GI 


none 






Score 


.79 




Exons 


386. .549, 


632. .755, 


1319. . 


1435 






Seq. No. 


44802 






Seq. ID 


OJ990528_08.0331. 


C36 


Gene No. 


94506 






Strand 


+ 




Start 


502 






End 


960 




Name 


OJ990528 


_08.0331.C36 


. ol . gs 


Method 


GENSCAN 




Start 


502 






End 


960 




GI 


none 






Score 


.85 




Exons 


502. . 601, 


665. . 960 










Seq. No. 


44803 






Seq. ID 


OJ990528_08.0331. 


C37 


Gene No. 


94507 






Strand 






Start 


1 






End 


993 




Name 


OJ990528 


_08.0331.C37 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


993 




GI 


6815089 






Score 


1537 




Exons 


1. .993 












GI Descrip. 


(AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 




O CI ± V O J 












Seq. No. 


4 4 Rfn 


- 




Seq. ID 


OJ990528_08.0331. 


CM 


Gene No. 


94507 






Strand 






Start 


1 






End 


993 




Name 


OJ990528 


08.0331.C37 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


66 






End 


973 




GI 


none 






Score 


583 




Exons 


66. .740, 


83. .817, 83 


. .871, 


291. .869, 868. .957, 878. .973 




Seq. No. 


44803 






Seq. ID 


OJ990528_08.0331. 


C37 


Gene No. 


-94507 






Strand 






Start 


• 1 






End 


993 




Name 


OJ990528 


08.0331.C37 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


81 






End 


349 




GI 


none 






Score 


298 




Exons 


81. .347, 


83. .349, 83 


. .349 








Seq. No. 


44803 






Seq. ID 


OJ990528_08.0331. 


C37 


Gene No. 


94507 






Strand 






Start 


1 






End 


993 




Name 


OJ990528 


08.0331.C37 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


82 






End 


970 




GI 


none . 






Score 


421 




Exons 


82. .870, 


83. .835, 83 


. .871, 


151. .870, .300. .872, 868. .960, 






874 . .960, 


878. .970 










Seq. No. 


44803 






Seq. ID 


OJ990528_08.0331. 


C37 


Gene No. 


94507 






Strand 






Start 


1 






End 


'993 




Name 


OJ990528 


08.0331.C37 


. ol . gs 


Method 


GENSCAN 




Start 


83 






End 


868 




GI 


none 






Score 


.76 





45945 



• 



Exons 



83. .868 



Seq. No. 44803 

Gene No. 94507 

Start 1 

Name OJ990528_08 . 0331 . C37 . ol . tm 

Start 350 

GI none 

Exons 350.. 610, 351.. 605, 356.. 610 



Seq. ID OJ990528_08.0331.C37 
Strand 

End 993 

Method TBLASTX : Mai ze 

End 610 

Score 342 



Seq. No. 44803 

Gene No. 94507 

Start 1 

Name OJ990528_08 . 0331 . C37 . o3 . tm 

Start 644 

GI none 
Exons 



Seq. ID OJ990528_08.0331.C37 
Strand 

End 993 

Method TBLASTX: Maize 

End 967 

Score 70 



644. .742, 644. .757, 648. .79.1, 737. .871, 738. .869, 745. .882, 
766. .870, 868.. 966, 871. .957, 878. .967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44804 
94508 
1 

OJ990528_08 . 0331 . C38 . ol . np 
1 - 

6815089 



Seq. ID OJ990528_08.0331.C38 
Strand 

End 1166 

Method AAT/NAP 

End 1166 

Score ' 880 



1..239, 326. .479, 575. .671, 1030. .1166 

(AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 
sativa] 



Seq. No. 44804 

Gene No. 94508 

Start 1 

Name OJ990528_08 . 0331 . C38 . ol . tm 

Start 61 

GI none 
Exons 



Seq. ID OJ990528_08.0331.C38 
Strand 

End 1166 

Method TBLASTX : Mai ze 

End 396 

Score 82 



61. .165, 62. .121, 65. .175, 76 . . 153, 165 . . 224 , 166. .240, 
167. .241, 317. .385, 317. .385, 322-..396> 324. .395 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44804 
94508 
1 

OJ990528_08.0331.C38.ol.ts 
73 

none 



Seq. ID OJ990528_08.0331.C38 
Strand 

End 1166 

Method TBLASTX : Soybean 

End 1151 

Score 64 



73. .168, 148. .240, 166. .234, 173. .241, 321. .476, 324. .389, 
325. .462, 572. .664, 1029. .1151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44804 
94508 
1 

OJ990528J)8.0331.C38.ol.tc 
91 

none 



Seq. ID OJ990528_08.0331.C38 
Strand 

End 1166 

Method TBLASTX : Cress 

End 1157 

Score 80 



91. .240, 92. .241, 322. .462, 324. .476, 1029. .1157 



Seq. No. 
Gene No. 



44804 
94508 



Seq. ID OJ990528_08.0331.C38 
Strand 



45946 



Start 


1 


End 


HDD 




Name 


OJ990528 08.0331.C38.ol.gs 


Method 








326 


End 


IIDO 




GI 


none 


Score 








326. .479, 575. .671, 1030. .1166 






Seq. No. 


44805 


Seq. ID 


OJ990528_08.0331, 


.C40 


Gene No. 


94509 


Strand 


+ 




Start 


422 


End 


2880 




Name 


OJ990528 08,0331.C40.ol.gs 


Method 


GENSCAN 




Start 


422 


End 


2640 




GI 


none 


Score 


.9 






422. .464, 1004. .1098, 1719.. 


1904, 1996 


..2199, 2585. .2640 


Spa No 


44805 


Seq. ID 


OJ990528_08.0331. 


C40 


Gene No . 


94509 


Strand 


+ 




Start 


422 


End 


2880 




Name 


OJ990528 08.0331.C40.ol.np 


Method 


AAT/NAP 




Start 


1712 


End 


2880 




GI 


6815090 


Score 


649 






1712 1904 1996 2199 ?S8S 


..2642, 2757.. 2880 






(AP001081) EST C25399(S6256) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Clp proteinase like protein 


(Z973 




[Oryza sativa] 








Seq. No. 


44805 


Seq. ID 


OJ990528_08.0331. 


C40 


Gene No. 


94509 


Strand 


+ 




Start 


422 


End 


2880 




Name 


OJ990528 08 0331 C40 ol tr 


Method 


TBLASTX: Cress 




Start 


1983 


End 


2655 




GI 


none 


Score 


303 




Rxon ^ 


1983. .2198, 1984. .2199, 2579 


..2638, 2584. .2655, 2584. .2637 


Seq. No. 


44805 


Seq. ID 


OJ990528_08.0331. 


C40 


Gene No. 


94509 


Strand 


+ 




Start ■ 


422 


End 


2880 




Name 


OJ990528 08.0331.C40.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1983 


' End 


2643 




GI 


none 


Score 


319 






1983.. 2198, 1984. .2199, 2579 


..2641, 2587.. 2643 




Qpn Mo 


44805 


Seq. ID 


OJ990528_08.0331. 


C40 


Gene No 


94509 


Strand 


+ 




Start 


422 


End 


2880 




Name 


OJ990528 08.0331.C40.ol.gp 


Method 


AAT/GAP 




Start 


20.2 6 


End 


2642 






36732 1.R1084 


Score 


407 




R von q 


2026. .2199, 2585. .2642 










'2245061/emb|CAB10484.1| 1.0e-37 (Z97342) Clp proteinase 


like 




protein [Arabidopsis thaliana] ' 






Seq. No. 


44806 


Seq. ID 


OJ990528_08.0331. 


C42 


Gene No. 


94510 


Strand 






Start 


1 


End 


1194 




Name 


OJ990528 08.0331.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1194 




GI 


6721549 


Score 


786 





45947 



Exons 

GI Descrip. 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..78, 657. .1194 

(AP001073) Similar to Disease resistance gene homolog 9N. 
(AF105140) [Oryza sativa] 



44806 Seq. ID 

94510 Strand 
1 End 
OJ990528_08 . 0331 . C42 . ol . gs Method 
667 End 
none Score 
667. .1015, 1035. .1159 

44807 Seq. ID 

94511 Strand 
518 End 
OJ990528_08 . 0331 . C47 . ol . gs Method 
518 End 
none Score 
518. .631 



OJ990528_08.0331.C42 

1194 . 
GENSCAN 
1159 
.96 



OJ990528_08.0331.C47 
631 

GENSCAN 

631 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



44808 Seq. ID 

94512 Strand 
1 - End 

OJ990528_08.0331.C4 9.ol.np Method 
1 End 
6721552 Score 
1..65, 684. .857, 1112. .1143 

(AP001073) ESTs AU067 919 (C10906) ,AU067918 (C10906) correspond to 
a region of the predicted gene.; Similar to cysteine proteinase 
inhibitor (D31700) [Oryza sativa] 



OJ990528_08.0331.C49 
+ 

1143 
AAT/NAP 
1143 
202 



44808 Seq. ID 

94512 Strand 
1 End 
OJ990528_08. 0331 . C4 9 . ol . gp Method 
417 End 
18930_1.R1084 - Score ' 

417. .437, 708. .855 

1 194 4319/dbj | BAA19608 | 1.0e-45 (D31700) cysteine proteinase 
inhibitor [Glycine max] >gi_194434 2_dbj_BAA19610_ (D64115) 
cysteine proteinase inhibitor [Glycine max] 1 



OJ990528_08.0331.C49 
+ 

1143 
AAT/GAP 
855 
262 



44808 Seq. ID 

94512 Strand 

1 End 
OJ990528_08.0331.C4 9.ol. ts Method 

668 End 

none Score 

66,8.. 856, 718.. 858 



OJ990528_08. 0331.C4 9 
+ 

1143 

TBLASTX: Soybean 

858 

197 



Seq. No. 44808 
Gene No. . 94512 

Start 1 

Name OJ990528_08 . 0331 . C4 9 . ol . tm 

Start 671 

GI none 

Exons 671.. 856, 706.. 855, 707.. 856 



Seq. ID OJ990528_08 . 0331 .C49 

Strand + 

End 1143 

Method TBLASTX : Maize 

End 856 

Score 234 



45948 



• 



Seq. No. 44808 Seq. ID 

Gene No. 94512 Strand 

Start 1 End 

Name OJ990528_08 . 0331 . C4 9 . ol . gs Method 

Start 708 End 

GI none Score 

Exons 708.. 853 



OJ990528_08.0331.C49 
+ 

1143 
GENSCAN 
853 
.8 



Seq. No. 44809 Seq. ID 

Gene No. 94513 Strand 

■Start 2343 End 

Name OJ990528_08 . 0331 . C50 . ol . gp Method 

Start 2343 End 

GI 2311153 Score 

Exons" 2343.. 2492, 2810.. 2885, 3933.. 4021 



OJ990528_08.0331.C50 
+ 

4021 
AAT/GAP 
4021 
517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44809 
94514 
4092 

OJ990528_08.0331.C50.ol.np 

4020 

6721551 

4020. .4714, 5182. .5311, 



5778 

(AP001073) Similar to actin-like protein (AL023592) 
sativa] 



Seq. ID OJ990528_08.0331.C50 
Strand + 
End 6769 
Method AAT/NAP 
End 6766 
Score 1526 
.5828, 6707.. 6766 

[Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44809 
94514 
4092 

OJ990528_08.0331.C50.o2.gs 

4092 

none 



Seq. ID OJ990528_08.0331.C50 

Strand + 

End 6769 

Method GENSCAN 

End 6769 

Score .58 



4092. .4714, 5182. .5311, 5778. .5828, 6707. .6769 



44809 
94514 
4092 

OJ990528_08 . 0331 . C50 . o2 . gp 
5155 

LIB34 33-036-P1-K1-G1 

5155. .5383, 5454. .5517, 5601. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5685, 5778. .5805 
'6091748/gb|AAF03459.1|AC009992_l 8.0e-21 (AC009992) putative 
actin [Arabidopsis thaliana] 1 



OJ990528_08.0331.C50 

+ ' ■ . • 

6769 

AAT/GAP 

5805 

674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



44809 Seq. ID 

94514 Strand 

4092 End 

OJ990528_08 . 0331 . C50 . o3 . gp Method 

6027 End 

LIB34 34-057-P1-K1-D9 Score 
6027. .6478 

1 6091748/gb| AAF03459. 1 | AC009992_1 3.0e-17 (AC009992) putative 
actin [Arabidopsis thaliana] ' 



OJ990528_08.0331.C50 
+ 

6769 
AAT/GAP 
6478 
796 



44809 
94515 



Seq. ID 

Strand 



OJ990528 08.0331.C50 



4 594 9. 



Start 
Name 
Start 
GI 

Exons 



7486 End 

OJ990528_08 . 0331 . C50 . ol . ts Method 

4089 End 

none Score 
4089. .4154, 
4472. .4534 



9864 

TBLASTX : Soybean 
4544 
88 

4167. .4448, 4208. .4255, 4295. .4447, 4458. .4544, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44809 
94515 
7486 

OJ990528_08.0331.C50.ol.tm 

4458 

none 

4458. .4715, 4461. .4715 

44809 
94515 
7486 

OJ990528_ 
4545 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_08.0331.C50 
9864 

TBLASTX: Maize 

4715 

417 



08.0331.C50.o3.ts 



Seq. ID OJ990528_08.0331.C50 
Strand 
End 

Method 
End 
Score 



9864 

TBLASTX : Soybean 

4715 

136 



4545. .4637, 4547. .4627, 4563. .4631, 4644. .4715 



44809 
94515 
7486 

OJ990528_08.0331.C50.o2.tm 

5453 

none 

5453. .5518, 5454. .5519, 5456. 
5775. .5828, 5775. .5843, 5779. 
5916. .5975 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 08.0331.C50 



9864 

TBLASTX: Maize 
5998 
109 

5596, 5590.. 5685, 5597. 
5829, 5895.. 5978, 5909. 



,5683, 
,5998, 



Seq. No. 44809 Seq. ID 

Gene No. 94515 „ Strand 

Start 7486 • End 

Name OJ9905'28_08 . 0331 . C50 . o3 . gs ^Method 

Start 7486 End 

GI none Score 

Exons 7486.. 9597 



OJ990528_08. 0331.C50 

9864 
GENSCAN 
9597 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44809 Seq. ID 

94515 Strand 

7486 End 

OJ990528_08 . 0331 . C50 . o2 . np Method 

7489 End 

6721550 Score 
7489. . 9589, 9834 . . 9864 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



OJ990528_08. 0331.C50 

9864 
AAT/NAP 
9864 
3640 



44809 
94515 
7486 

OJ990528_08. 0331.C50.o2. ts 

7609 

none 



Seq. ID OJ990528_08.0331.C50 
Strand 
End 

Method 
End 
Score 



9864 

TBLASTX : Soybean 

9550 

63 



7609. .7716, 7903. .7986, 8326. .8508, 8860. .9015, 9034. .9267, 



45950 



9035. .9166, 9259. .9345, 9272. .9406, 9367. .9549, 9461. .9550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44809 
94515 
7486 

OJ990528_08.0331.C50.ol.tc 

8392 

none 



Seq. ID OJ990528_08.0331.C50 
Strand 

End 9864 

Method TBLASTX : Cress 

End 9591 

Score 79 



8392. .8574, 8848. .8919, 9028. .9186, 9262. .9342, 9523. .9591 



44809 
94515 
7486 

OJ990528_08.0331.C50.ol.tw 

8848 

none 

8848.. 9006, 8861. .9010, 9034, 

44809 
94515 
7486 

OJ990528_08.0331.C50.o3. tm 

9034 

none 

9034. .9237 



Seq. ID OJ990528_08.0331.C50 
Strand 

9864 

TBLASTX: Wheat 
9129 
68 



End 

Method 
End 
Score 
.9129 



Seq. ID OJ990528_08.0331 .C50 
Strand 

End 9864 

Method TBLASTX : Maize 

End 9237 

Score • 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



44810 
94516 
1 

OJ990528_08.0331.C51.ol.np 
1 

6721550 

1..286, 990. .1723, 1887. .2084 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. ID OJ990528_08.0331.C51- 
Strand 

End 2084 

Method AAT/NAP 

End 2084 

Score 1947 



44810 
94516 
1 

OJ990528JD8.0331.C51.ol.gs 
22 

none 

22. .286, 990. .1723, 1887. .2084 

44811 
94517 
441 

OJ990528J38.0331.C52.ol.gs 
441 
none 

441. .652, 681. .699 



Seq. ID OJ990528._08.0331.C51 
Strand 

End 2084 

Method GENSCAN 

End 2084 

Score .94 



Seq. ID OJ990528_08.0331.C52 
Strand 

End 703 

Method GENSCAN 

End 699 

Score .82 



44811 
94517 
441 

OJ990528_08 . 0331 . C52 . ol . np 
444 

6815094 



Seq. ID OJ990528_08.0331.C52 
Strand 

End 703 ■ - 

Method AAT/NAP 

End 703 

Score 354 



45951 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



444. .591, 627. .703 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 08.0331.C56 



44812 
94518 
1128 

OJ990528_08.0331.C56.ol.gp 

872 

18930_1.R1084 
872. .1280, 1634. .1781 

' 1944319/dbj |BAA19608| 1.0e-45 (D31700) cysteine proteinase 
inhibitor [Glycine max] >gi_194 4342_dbj_BAA19610_ (D64115) 
cysteine proteinase inhibitor [Glycine max] 1 



1874 
AAT/GAP 
1781 
1026 



44812 
94518 
1128 

OJ990528_08.0331.C56.ol.tm 

1125 

none 

1125. .1154, 1126. .1155, 1134, 
1631. .1798, 1632. .1781 



Seq. ID 
Strand 
End 

Method 
End' 
Score 
.1283, 



OJ990528 08.0331.C56 



1874 

TBLASTX: Maize 
1798 
58 

1163. .1282, 1165. . 1284, 



Seq. No. 

Gene r No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44812 Seq. ID 

94518 Strand 

1128 End 
OJ990528_08 . 0331 . C56 . ol . gs Method 

1128 End 

none Score 

1128. .1280, 1634. .1779 



OJ990528_08.0331.C56 

1874 
GENSCAN 
1779 
.59 



OJ990528 08.0331.C56 



44812 Seq. ID 

94518 Strand 
1128 End 1874 

OJ990528_08.0331.C56.ol.np Method AAT/NAP 
1131 End 1874 

6.721552 Score 477 

1131. .1280, 1634. .1874 

(AP001073) ESTs AU067919 (C10906) ,AU067918 (C10906) correspond to 
a region of the predicted gene.; Similar to cysteine proteinase 
inhibitor (D31700) [Oryza sativa] 



44812 



Seq. ID OJ990528 08.0331.C56 



94518 Strand 
1128 End 
OJ990528JD8 . 0331 . C56 . ol . ts Method 
1149 End 
none Score 
1149. .1283, 1629. .1769, 1631. .1777 

44813 Seq. ID 

94519 Strand 
1 End 
OJ990528_08 . 0331 . C58 . ol . gp Method 
1 End 
45972_1.R1084 Score 
1. .200 



1874 

TBLASTX: Soybean 

1777 

122 



OJ990528 08.0331.C58 



200 

AAT/GAP 

200 

380 



45952 








1 2129783/nir 1 1 S65071 1 0p-1R 


ruQtaH' n 
Ly o u d i — Lii 


— f i o 1 rn 1 1 c "t~ ja ^>rt *i "7 i 
nciu hiuo Ld-LLi ^ y j_ / 






fT.dl^RS^ pu^fpi np nrnhpi npQP 
i J J J ^ o lc±iic piuLCiiiaDC 


i nh "i hi hnr 

_L.llll.LiJX L. JL 






Seq. No. 


44813 


Seq. ID 


OJ990528_08.0331.C58 




Gene No. 


94520 


Strand 






Start 


146 


End 


1701 




Name 


OJ990528 08.0331.C58.ol.gs 


Method 






Start 


146 


End " 


1701 




GI 


none 


Score 






von 


146. .250, 351. .513, 1582. .1701 






Seq. No. 


44814 


Seq. ID 


O.TQQ0S?ft Oft fl^l PRQ 




Gene No. 


94521 


Strand 


+ ~~ 




Start 


1252 


End 


2771 




Name 


OJ990528 08.0331.C59.ol.np 


Method 


AAT /NAP 




Start 


1252 


End 


2771 




GI 


7340909 


Score 


j. ±. 




von ^ 


1252. .1276, 2555. .2771 








VJ -L U-' O -i- -i- L^f . 


(AP001550) hypothetical protein [Oryza 


o u L J. v a J 




Seq. No. 


44815 


Seq. ID 


OJ990528_08.0331.C60 




Gene No. 


94522 


Strand 


+ 




Start 


4782 . 


End 


6840 




Name 


OJ990528 08.0331.C60.ol.gs 


Method 








4782 


End 


67 

\J J D / 


in 


GI 


none 


Score 


1 
X 


f LI 


LAUl ID 


4782. .5009, 5821. .6567 






r "% 




44815 


Seq. ID 




: . ; 




94522 


Strand 


+ : ~ 




Start 


4782 


End 


6840 




Name 


OJ990528 08.0331.C60.o2.np 


Method 


AAT /NAP 


i b? 


Start 


4782 


End 


6564 


s 


GI 


6721554 


Score 


1633 


f =1 


Exons 


4782. .5009, 5.821. .6564 








GI Descrip. 


(AP001073) ESTs" D24550 (R2151) , D24265 (R160'9) , AU031848 (R2151 ) 


I 




correspond to a region of the 


predicted gene.; Similar to 






cationic peroxidase isozyme 40K precursor (D42065) [Oryza 


%J 




sativa] gi | 68 1507 9 | dbj | BAA90365 . 1 | (AP001081) ESTs 


FT 




D24550 (R2151) ,D24265 (R1609) ,AU031848 (R2151) correspond to a 






region of the predicted gene. 


; Similar 


to cationic peroxidas 






isozyme 40K precursor ( 








O C . liU • 


44815 


Seq. ID 


OJ990528_08.0331.C60 




Gene No . 


94522 


Strand 


+ 




"Start 


4782 


End 


6840 




Name 


OJ990528 08.0331.C60.o2.gp 


Method 


AAT /GAP 




Start 


5825 


End 


6840 




GI 


33806 1.R1084 


Score 


1970 






5825. .6840 








GI Descrip. 


'575605/dbj | BAA07664 | 3.0e-49 


(D42065) 


cationic peroxidase 






isozyme 40K precursor [Nicotiana tabacum] ' 




Seq. No. 


44815 


Seq. ID 


OJ990528_08.0331.C60 




Gene No. 


94523 


Strand 






Start 


1 


End 


1558 




Name 


OJ990528 08.0331.C60.ol.np 


Method 


AAT /NAP 



45953 





Start 


1 








End 


1558 




GI 


7340909 








Score 


112 




P, y n n 


1..264, 1520.. 1558 










GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza sativa] 




kJ C • W • 


44815 








Seq. ID 


OJ990528_08 . 0331 . C60 




Gene No. 


94524 








Strand 






Start 


4780 








End 


6570 




Name 


OJ990528 08 


.0331. 


C60.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4780 ~~ 








End 


6555 




GI 


none 








Score 


48 




Rx on s 


4780. .4830, 


4849. 


.4914, 


4850. 


.4933, 4E 


J50. .5005, 4857. .5009, 






5811. .6233, 


5815. 


.6555, 


6312. 


.6554 






Seq. No. 


44815 








Seq. ID 


OJ990528_08.0331.C60 




Gene No. 


94524 








Strand 






Start 


4780 








End 


6570 




Name 


OJ990528 08 


.0331,. 


C60.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


4869 ~~ 








End 


6570 




GI 


none 








Score 


122 




Rxon ^ 


4869. .5009, 


5811. 


.5954, 


5815. 


.5994, 6019.. 6387, 6460. .6570 




k_J C Vj . W • 


44815 








Seq. ID 


OJ990528_08.0331.C60 




Gene No.' 


94524 








Strand 






Start 


4780 








End 


"6570 


r fs 


Name 


OJ990528 08 


.0331. 


C6O.0I 


tw 


Method 


TBLASTX: Wheat 




Start 


4872 _ 








End 


6219 


f i§ 


GI 


none 








Score 


97 


f =i 




4872 5009 


4901. 


.5005, 


5815. 


.5868, 58 


78. .5997, 6061. .6219, 


*!? 




6072 . . 6218 














Seq. No. 


44815 








Seq. ID 


OJ990528_08.0331.C60 




Gene No . 


94524 








Strand 






Start 


4780 








End 


6570 




Name 


OJ990528 08 


.0331. 


C6O.0I. 


tc 


Method 


TBLASTX: Cress 




Start 


4872 








End 


6555 




. GI 


none 








Score 


119 




Exons 


4872. .5009, 


4895. 


.5005, 


5811. 


.5957, 58 


15. .5997, 6019. .6057, 


i 2 




6079. . 6216, 


6253. 


.6387, 


6466. 


.6555 





Seq. No. 44816 

Gene No. 94525 

Start 1 

Name OJ990528_08 . 0331 . C62 . ol . gp 

Start " 1 

GI 73146_1.R1084 

Exons 1..169, 252.. 414 

GI Descrip. 1 2952433 2.0e-21 (AF051135) putative ubiquitin activating enzyme 
El [Arabidopsis thaliana] 1 



Seq. ID OJ990528_08.0331.C62 

Strand + 

End 878 

Method AAT/GAP 

End 414 

Score 549 



Seq. No. 44816 

Gene No. 94525 

Start 1 

Name OJ990528_08 . 0331 . C62 . ol . gs 

Start 46 

GI none 

Exons 46.. 169, 252.. 415 



Seq. ID OJ990528_08.0331.C62 

Strand + 

End 878 

Method GENSCAN 

End 415 

Score .71 



45954 



Seq. No. 


44816 


Seq. ID 


OJ990528_08 


.0331. C62 


fipnp No 


94525 


Strand 


+ 




Start 


1 


End 


878 




Name 


OJ990528 08.0331.C62.ol.np 


Method 


AAT/NAP 




O Lai L 


56 


End 


878 




\J -L 


6815091 


Score 


419 






56. .169, 252. .415, 685. .878 










(AP001081) ESTs C28508 (C61374) , AU082215 (C61374 ) correspond 




region of, the predicted gene. 


; Similar 


to putative 


UDxqU.JL L J_] 




activating enzyme El (AF051135) [Oryza 


sativa] 




Sea. No. 


44817 


Seq. ID 


OJ990528J)8 


. UjjI . LDj 


Gene No. 


94526 


Strand 






Start 


1 


End 


1676 




Name 


OJ990528 08.0331.C63.ol.np 


Method 


AAT/NAP 




C-f- r +- 
OLdi L 


1 


End 


1676 






6815097 


Score 


1633 




V von q 


1..330, 362. .954, 1464. .1676 










(AP001081) Similar to putative copia polyprotein (, 


U U 0 £ h O } 




[Oryza sativa] 








Seq. No. 


44817 


Seq/ ID 


OJ990528_0'8 


.0331.C63 




94526 


Strand 






O ■)- s r-+- 
Otdl L 


1 


End 


1676 




Name 


OJ990528 08.0331.C63.ol.gs 


Method 


GENSCAN 




C-|- -a -rt 
O Lai L 


319 


End 


1583 






none 


Score 


.78 




Exons 


319. .969, 1464. .1583 








Sea No 


44818 


Seq. ID 


OJ990528_08 


.0331. C64 


Gene No. 


94527 


Strand 






Start 


1 


End 


950 




MaTTI ^ 
IN dlLLC 


OJ990528 08.0331.C64 .ol.np 


Method 


AAT/NAP 




o u a l. u 


1 


End 


950 




vJ -L 


6815097 


Score 


1169- • 




Hi A. vjl 1 o 


1..80, 261. .950 








\J J- L/CoL>i l^J • 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 








Seq. No. 


44818 


Seq. ID 


OJ990528_08 


.0331. C64 


VJJ "11" LNW. 


94527 


Strand 








1 


End 


950 




Name 


OJ990528 08.0331.C64 .ol.gs 


Method 


GENSCAN 




u Lai L 


165 


End 


857 






none 


Score 


.81 






165. .857 








Seq. No. 


44819 


Seq. ID 


OJ990528_08 


.0331. C68 


Gene No. 


94528 


Strand 


+ 




Start 


1 


End 


94 




Name 


OJ990528 08.0331.C68.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


94 




GI 


LIB34 77-003-P1-K1-E9 


Score 


131 




Exons 


1. .94 








GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



45955 




sativa] ' 



Seq. No. 


44819 


Seq. .ID 


OJ990528_08 


.0331 


C68 




94 529 

Zf *± *J £~ Zf 


9i~ ra nri 
j li a i in 


-j- 






o Lai L 


1 4ft 9 
J. *± o z? 




269R 

\J Zf «J 








O.T99nS2R Oft fR^1 PGR ol 




AAT /NAP 






O LClI L 


1 4 fi9 ~ 


FnH 

Hi I 1LX 


269S 

\> Zf J 






GI 


6815095 

U U X ^f\J Zf ■J 


iJLUl C 


12 SO 








14ff9 1 5?fi IfifiS 17^9 


2096 269^ 

£.\J Zf \J . . \J Zs J 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






O C v-4 ■ Li W . 


44820 


Seq. ID 


O l 7990S2ft 0ft 

\JKJ Zf Zf\J *J £.0 I/O 


■ \J O O X . 


P70 


UCilC LN • 


94530 


Strand 


-j- 






u Lai t 


838 


End 


X Z/ £. 






Name 


OJ990528 08.0331.C70.ol. 


gs Method 








j Lai l 


838 


End 


21 26 

X D 






\3 X 


none 


Score 








J_j -A. L- 1 1 1 O 


838. .859, 1041. .1170, 1728. .2009, 2045, 


2126 






Seq. No. 


44820 


Seq. ID 


OJ990528_08 


.0331. 


C70 


fjpnp No 


94530 


Strand 


+ 






O Lai L 


838 


End 


21 92 






Name 


OJ990528 08.0331.C70.ol. 


np Method 


A A T / M Zl P 
rlril / vlr\iz 






o L a I. L 


838 


End 


21 92 
*i X Zf c. 






rir 

O I 


6815094 


Score 


921 








838. .859, 1041. .1170, 1728. .2009, 2045 


21 92 






VJX UCOL-I * 


(AP001081) hypothetical 


protein [Oryza 


sat i va ] 






Seq. No. 


44821 


Seq. ID 


OJ990528_08 


.0331. 


C71 


Gene No. 


94531 


Strand 


+ 






o l a -L L 


58 


End 


2341 






Name 


OJ990528 08.0331.C71.ol. 


gp Method 


AAT /GAP 






O L a i- L 


58 


End 


2341 






GI 


uC-osflcypl77g02bl 


Score 


803 






R v o n <^ 


58. .184, 303. .355, 2077. 


.2341 








C^T ripepri n 

Ul UCOL/Iip i 


' 4 678 933/emb | CAB41324 . 1 1 


5.0e-20 (AL049711) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


44821 


Seq. ID 


OJ990528_08 


0331. 


C71 


fipnp No 


94531 


Strand 


+ 






Start 


58 


End 


2341 






Name 


OJ990528 08.0331.C71.ol. 


tm Method 


TBLASTX: Maize 




Start 


90 


End 


2189 






\j i 


none 


Score 


119 






j_j a. w no 


90. .170, 90. .185, 91. .201, 143. .196, 293. .358, 295 


.360, 






302. .355, 2066. .2167, 2068. .2187, 2074, 


.2175, 2076. 


.2189 


Seq. No. 


44821 


Seq. ID 


OJ990528_08, 


0331. 


C71 


Gene No. 


94531 


.Strand 


+ 






Start 


58 


End 


2341 






Name 


OJ990528 08.0331.C71.ol. 


np Method 


AAT /NAP 






Start 


94 


End 


2190 






GI 


6815093 


.Score 


387 






Exons 


94. .184, 303. .355, 2077. 


.2190 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


44821 


Seq. ID 


OJ990528_08. 


0331. 


C71 



45956 




Gene No. 


94531 




Strand 


+ 








Start 


58 




End 


2341 








Name 


OJ990528 08 . 0331 .C71 . ol . 


. as 


Method 


GENSCAN 








Start 


158 ~ 




End 


2193 








GI 


none 




Score 


. 94 








Exons 


158. .355, 2077. .2193 














Seq. No. 


44822 




Seq. ID 


OJ990528 


08 


. 0331 


.C72 


Gene No. 


94532 




Strand 


+ 








Start 


124 




End 


398 








Name 


OJ990528 08.0331.C72.ol. 


,np 


Method 


AAT/NAP 








Start 


124 




End 


247 








GI 


6815093 




Score 


157 








Exons 


124 . .247 














GI Descrip. 


(AP001081 ) hypothetical 


protein [Oryza 


sat iva ] 








Seq. No. 


44822 




Seq. ID 


OJ990528 


08 


. 0331 


.C72 


Gene No. 


94532 




Strand 


+ 








Start 


124 




End 


398 








Name 


OJ990528 08.0331.C72.ol. 


gp 


Method 


AAT/GAP 








Start 


132 




End 


398 








GI 


uC-osf Icypl77g02bl 




Score 


487 








Exons 


132 . . 398 














GI Descrip. 


1 4 67 8933/emb|CAB41324 .1 | 


5. 


, Oe-20 (AL049711) putative protei] 




[ Arabiciopsis thaliana] 1 














Seq. No. 


44822 




Seq. ID 






.0331. C72 


Gene No. 


94532 




Strand 


+ 








Start 


124 




End 


398 








Name 


OJ990528 08.0331.C72.ol. 


gs 


Method 


GENSCAN 








Start 


■134 ~ 




End 


250 








GI 


none 




Score 


1 








Exons 


134 . .250 














Seq. No. 


44822 




Seq. ID 


OJ990528_ 


_08. 


.0331. 


.C72 


Gene No. 


94533 




Strand 


• + 








Start 


1011 




End 


1751 . 








Name 


OJ990528 08.0331.C72.o2. 


np 


Method 


AAT/NAP 








Start 


1011 




End 


1751 








GI 


6815092 




Score 


418 








Exons 


1011. . 1118, 1593. .1751 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


44822 




Seq. ID 


OJ990528_ 


_08. 


,0331. 


.C72 


Gene No. 


94534 




Strand 










Start 


1596 




End 


2051 








Name 


OJ990528 08 . 0331 .C72 .o3 . 


gs 


Method 


GENSCAN 








Start 


1596 ~ 




End 


2051 








GI 


none * . 




Score 


.44 








Exons 


1596. . 17 50, 198 2.. 2051 














Seq. No. 


44823 




Seq. ID 


OJ990528_ 


_08. 


,0331. 


C73 


Gene No. 


94535 




Strand 


+ 








Start 


500 




End 


816 








Name 


OJ990528 08.0331.C73.ol. 


gp 


Method 


AAT/GAP 








Start 


500 




End 


816 








GI 


uC-osroM202027a08al 




Score 


630 









45957 




Exons 500.. 816 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 6.0e-46 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


44823 


Seq. ID 


OJ990528 08 0331 C73 


Gene No . 


94536 


Strand 




Start 


611 


End 


3660 


Name 


OJ990528 08.0331.C73.o3.ts 


Method . * 


TBLASTX : Soybean 


Start 


487 


End 


1708 


GI 


none 


Score 


86 


Exons 


487. .543, 601. .726, 623. .898, 624. .725, 


771. .893, 1339. .1470, 




1364 . . 1477, 1655. . 1708 






Seq. No. 


44823 


Seq. ID 


OJ990528 08 0331 C73 


Gene No . 


94536 


Strand 




Start 


611 


End 


3660 


Name 


OJ990528 08.0331.C73.ol.gs 


Method 


GENSCAN 


Start 


611 


End 


3594 


GI 


none ■ 


Score 


.88 


Exons 


611. .919, 1354. .1471, 1656.. 


1777, 2533. 


.2765, 3441. .3594 


Seq. No. 


44823 


Seq. ID 


OJ990528_08.0331.C73 


Gene No. 


94536 


Strand 




Start 


611 


End 


3660 


Name 


OJ990528 08.0331.C73.ol.np 


Method 


AAT/NAP 


Start 


614 


End 


3660 


GI 


6815091 


Score 


1686 


Exons 


614. .919, 1354. .1471, 1656.. 


1777, 2256. 


.2312, 2387. .2449, 




2533.. 2765, 3441.. 3660 






GI Descrip. 


(AP001081) ESTs C28508 (C61374) ,AU082215 (C61374) correspond to 




region of the predicted gene 


. ; Similar 


to putative ubiquitin 




activating enzyme El (AF051135) [Oryza 


sativa] 


Seq. No. 


44823 


Seq. ID 


OJ990528_08.0331.C73 


Gene No . 


94536 


Strand 




Start 


611 


End 


3660 


Name 


OJ990528 08.0331.C73.ol.tm 


Method 


TBLASTX: Maize 


Start 


623 


End 


3491 


GI- 


. none 


Score 


314 


Exons 


623. .892, 624. .890, 1340. .1477, 1354. .1470, 1653. .1781, 




1655.. 1780, 2256.. 2315, 2260 


..2313, 2383. .2451, 2393. .2449, 




2502.. 2735, 2530.. 2766, 2531 


..2713, 2533. .2766, 3433. .3489, 




3441. .3491, 3442. .3489 






Seq. No. 


44823 


Seq. ID 


OJ990528_08.0331.C73 


Gene No . 


94536 


Strand 




Start 


611 


End 


3660 


N ante*-' 


OJ990528 08.0331.C73.ol.tc 


Method 


TBLASTX: Cress 


Start 


710 


End 


3654 


GI 


none 


Score 


100 


Exons 


710. .895, 739. .903, 762. .893 


, 1340. .1477, 1354. .1470, 




1653.. 1781, 1655.. 1780, 2260 


..2313, 2375. .2449, 2386. .2451, 




2393. .2449, 2530. .2766, 2531 


..2713, 2539. .2766, 3442. .3648, 




3443.. 3637, 3449. '.3649, 3451 


..3654 




Seq. No. 


44823 


Seq. ID 


OJ990528_08.0331.C73 


Gene No. 


94536 


Strand 





45958 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



611 End 

OJ990528_08 . 0331 . C73 . ol . ts Method 

1709 End 

none Score 



3660 

TBLASTX : Soybean 

2766 

89 



1709.. 1780, 1710.. 1778, 1715.. 1780, 2256.. 2315, 2257.. 2313, 
2384.. 2452, 2393.. 2449, 2530.. 2766, 2531.. 2713, 2533.. 2766 



44823 Seq. ID 

94536 Strand 
611 End 
OJ990528_08 . 0331 . C73 . o2 . gp Method 
2254 End 
3445014 Score 
2254. .2312, 2387. .2449, 2533.-2767 

2952433 3.0e-48 (AF051135) putative ubiquitin activating enzyme 
El [Arabidopsis thaliana] 



OJ990528_08.0331.C73 

3660 
AAT/GAP 
2767 
556 



44823 Seq. ID 

94536 Strand 

611 End 
OJ990528_08 . 0331 . C73 . o2 . ts Method 

34 60 End 

none t Score 

3460. .3648, 3461. .3652, '3464. .3646 



OJ990528_08.0331.C73 
3660 

TBLASTX: Soybean 

3652 

122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



44823 
94536 
611 

OJ990528_08. 0331 . C73 . o2 . tm 

3493 

none 



Seq. ID OJ990528_08.0331.C73 



Strand 
End 

Method 

End 

Score 



3660 

TBLASTX: Maize 

3649 

89 



3493. .3648, 3495. .3581, 3505. .3642, 3506. .3649, 3554. .3646 

44824 Seq. ID OJ990528_08 . 0331 . C7 6 . 

94537 Strand + 

1 End 953 

OJ990528_08 . 0331 . C76 . ol . np Method AAT/NAP 

1 End 953 

6815091 Score 329 

1..84, 409. .556, 741. .953 

(AP001081) ESTs C28508 (C61374) ,AU082215 (C61374) correspond to 
region of the predicted gene.; Similar to putative ubiquitin 
activating enzyme El (AF051135) [Oryza sativa] 



Seq*. No. 


44824 






Seq. ID 


OJ990528_08.0331 


.C76 


Gene No. 


94537 






Strand 


+ 




Start 


1 






End 


953 




Name 


OJ990528 


08.0331.C76.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


431 






End 


872 




GI 


none 






Score 


179 




Exons 


431. .559, 


432.. 557, 735 


. .872, 


742. .858 






Seq. No. 


44824 






Seq. ID 


OJ990528_08.0331 


.C76 


Gene No. 


94537 






Strand 


+" '■ . 




Start 


1 






End 


953 




Name 


OJ990528 


08.0331.C76.ol 


tm 


Method 


TBLASTX: Maize 




Start 


431 






End 


872 





45959 




GI 


none 




Score 


197 ~ 




Exons 


431 559, 432 557. 735 


872, 


742 858 






Seq. No. 


44824 




Seq. ID 


OJ990528 08.0331 


.C76 


Gene No. 


94537 




Strand 


+ 




Start 


1 




End 


953 




Name 


OJ990528 08.0331.C76 ol 


. y o 


Method 


GENSCAN 

vj Lj Irl t^t villi 




Start 


435 ~ 




End 


858 




GI 


none 




Score 


. 84 




Exons 


435. .556, 741. .858 










Seq. No. 


44825 




Seq. ID 


OJ990^28 08 0331 




Gene No. 


94538 




Strand 


+ _ 




Start 


1 




End 


798 




Name 


OJ990528 08.0331.C78.ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


798 




GI 


5902445 




Score 


764 




Exons 


1..798 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


44825 




Seq. ID 


OJ990528 08.0331 


.C78 


Gene No. 


94538 




Strand 


+ 




Start 


1 




End 


798 - 




Name 


OJ990528 08.0331.C78.ol 


.gs 


Method 


GENSCAN 




Start 


67 


End 


682 




GI 


none 




Score 


7ft 
. f o 




Exons 


67.. 682 










Seq. No. 


44825 




Seq. ID 


OJ990528_08.0331 


.C78 


Gene No. 


94538 




Strand 


+ ' 




Start 


1 




End 


798 




Name 


OJ990528 08.0331.C78.ol 


tm 


Method 


TBLASTX: Maize 




Start 


75 




End 


455 




GI 


none 




Score 


323 




Exons 


75. .455, 227. .454 










Seq. No-. 


.44825 . 




Seq. ID 


OJ990528_08..0331 


.C78 


Gene No. 


94538 




Strand 


+ 




Start 


1 




End 


798 




Name 


OJ990528 08.0331.C78.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


129 




End 


553 




GI 


none 




Score 


471 




Exons 


129. .551, 132. .521, 227. 


.553 








Seq. No. 


44825 




Seq. ID 


OJ990528_08.0331 


C78 


Gene No. 


94538 




Strand 


+ 




Start 


1 




End 


798 




Name 


OJ990528 08.0331.C78.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


183 




End 


608 




GI 


none 




Score 


316 




Exons 


183. .608, 227. .367, 429. 


.599 








Seq. No. 


44826 




Seq. ID 


OJ990528_08.0331. 


C81 


Gene No. 


94539 




Strand 






Start 


1 




End 


1036 




Name 


OJ990528 08.0331.C81.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1036 





45960 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6721549 Score 1297 

1..702, 839.. 1036 

(AP001073) Similar to Disease resistance gene homolog 9N. 
(AF105140) [Oryza sativa] 



44826 Seq. ID 

94539 Strand 

1 End 
OJ990528_08 . 0331 . C81 . ol . gs Method 

18 6 End 

none Score 

186. .324, 344..67S, 839. .1036 



OJ990528_08.0331.C81 

1036 
GENSCAN 
1036 
.84 



Seq. No. 44827 Seq. ID 

Gene No. 94540 Strand 

Start 1050 End 

Name OJ990528_08 . 0331 . C82 . ol . gs Method 

Start 1050 End 

GI none Score 

Exons 1050.. 1164 



OJ990528_08.0331.C82 
+ 

1164 
GENSCAN 
1164 
.52 



Seq. No. "44828 Seq. ID 

Gene No. 94541 Strand 

Start 1011 End 

Name OJ990528_08 . 0331 . C83 . ol . gs Method 

.Start 1011 End 

GI none Score 

Exons 1011.. 1090 



OJ990528_08.0331.C83 
+ 

1151 
GENSCAN 
1090 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44828 Seq. ID 

94541 Strand 

1011 End 
OJ990528_08 . 0331 . C83 . ol . np Method 

1011 End 

6721550 Score 
1011. . 1151 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



OJ990528_08.0331.C83 
+ 

1151 
AAT/NAP 
1151 
157 



44829 Seq. ID 

94542 Strand 
1 End 
OJ990528_08 . 0331 . C85 . ol . np Method 
1 End 
6721555 Score 
1. .156 

(AP001073) hypothetical protein [Oryza sativa] 
gi|6815080|dbj IBAA90366.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990528_08.0331.C85 
+ 

156 

AAT/NAP 
156 
254 



44829 Seq. ID 

94543 Strand 

203 End 
OJ990528_08 . 0331 . C85 . o2 . np Method 

203 End 

5777617 Score 
203. .307, 706. .742 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990528_08.0331.C85 
742 

AAT/NAP 
742 
85 



45961 



Seq. No. . 44830 Seq. ID 

Gene No. 94544 Strand 

Start 479 End 

Name 0 J9 9 0 5 2 8_0 8 . 0 3 3 1- . C 8 6 . o 1 . gs Met hod 

Start 479 End 

GI none Score 

Exons 479. . 676 



OJ990528_08.0331.C86 
+ 

7 92 

GENSCAN 

676 

.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44830 
94544 
479 

OJ990528_08.0331.C8 6.ol.np 
479 

6721550 
479. .676, 741. .792 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. ID OJ990528_08.0331.C86 

Strand + 

End 7 92 

Method AAT/NAP 

End 792 

Score 299 



44831 
94545 
209 

OJ990608_03.0309.C15.ol.tm 

43. 
.none 



Seq. ID OJ990608_03.0309.C15 

Strand + 

End 957 

Method TBLASTX : Mai ze 

End 957 

Score 186 



43. .174, 43. .123, 45. .185, 129. .170, 132. .212, 220. .264, 
225. .278, 227. .277, 296. .379, 297. .956, 297. .827, 316. .957, 
874. .957 



Seq. No. 44831 

Gene No. 94545 

Start 209 

Name OJ990608_03 . 0309 . C15 . ol . gp 

Start 209 

GI uC-osflcyp08 6h07al 

Exons 209. . 617 

GI Descrip. ' 5881726/dbj | BAA84417 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. ID OJ990608_03.0309.C15 

Strand + 

End 957 

Method AAT/GAP 

End 617 

Score 786 



Seq. No." 44831 

Gene No. 94545 

Start 209 

Name OJ990608_03 . 0309 . C15 . ol . tw 

Start 220 

GI none 
Exons 



Seq. ID OJ990608_03.0309.C15 

Strand + 

End 957 

Method TBLASTX : Wheat 

End 678 

Score 45- 



220. .264, 226. .264, 227. .277, 275. .295, 297. .668, 297. .671, 
316. .669, 316. .678, 401. .670 



Seq. No. 44831 

Gene No. 94545 

Start 209 

Name OJ990608_03 . 0309 . C15 . ol . tc 

Start 309 

GI none 
Exons 



Seq. ID OJ990608_03.0309.C15 

Strand + 

End 957 

Method TBLASTX : Cress 

End 829 

Score 156 



309. .521, 312. .482, 316 . . 513,. ,516 . . 725, 529 . . 723, • 538 . . 732, 
543. .731, 747. .788, 748. .780, 7*91. .829 



Seq. No. 



44831 



Seq. ID OJ990608_03.0309.C15 



45962 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94 54 5 *r~ Strand 

209 End 

OJ990608_03.0309.C15.ol. ts Method 

309 End 

none Score 



+ 

957 

TBLASTX: Soybean 

957 

158 



309. .473, 309. .521, 316 525,. 316 .. 543, 516. .722, 532. .723, 
536.-844, 538. .759, 757. .783, 800. .865, 851. .955, 862. .957, 
880. .957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



44831 
94545 
209 

OJ990608_03.0309.C15.o2.tw 

750 

none 

750. .785, 751. .789, 759. .827, 
836. .955, 853. .957, 855. .956, 

44832 
94546 
8 

OJ990608_03.0309.C18.o2.tc 
8 

none 

8. .73, 9. .74, 9. .74, 69. .107, 
219. .263, 224. .259 



Seq. ID OJ990608_03.0309.C15 

Strand + 

End 957 

Method TBLASTX : Wheat 

End 957 

Score 60 

769. .825, 771. .827, 836. .955, 
874. .957 

Seq. ID OJ990608_03.0309.C18 
Strand 

End 2 63 

Method TBLASTX : Cress 

End 263 

Score 74 

69. .218, 71. .217, 71. .232, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



44832 
94547 
417 

OJ990608_03.0309.C18.ol.tw 

417 

none 

417. .563, 417. .578, 584. .658, 
592. .690, 677.. 847,' 677.. 847 

44832 
94547 
417 

OJ990608_03.0309.C18.ol.ts 

488 

none 

488. .589, 584. .646, 584. .676, 
677. .859, 679. .870 

44832 
94547 
417 

OJ990608_03.0309.C18.ol.tc 

493 

none 

493. .579, 495. .578, 503. .583, 
586.. 672, 592.. 690, 67.7.. 871, 

44832 
94547 
417 



Seq. ID OJ990608_03.0309.C18 

Strand 

End 871 

Method TBLASTX : Wheat 

End 847 

Score 214 

584. .676, 585. .680, 586. .672, 



Seq. ID OJ990608_03. 0309.C18 

Strand 

End 871 

Method TBLASTX : Soybean 

End 871 

Score 52 

585. .680, 586. .672, 677. .871, 



Seq. ID OJ990608_03.0309.C18 

Strand 

End 871 

Method TBLASTX : Cress 

End 871 

Score 85 

584. .658, 584. .676, 585. .680, 
678. .869, 679. .870 

Seq. ID OJ990608_03.0309.C18 
Strand 

End 871 



45963 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990608_03 . 0309 . C18 . ol . tm Method 

615 End 

none Score 
615. .869, 617. .871, 617. .871 



TBLASTX: Maize 

871 

326 



44833 Seq. ID OJ990608_03 . 0309 . C24 

94548 Strand + 
1205 End 1583 
OJ990608_03.0309.C24.o2.gp Method AAT/GAP 
1205" End 1583 
uC-osflm202104g03bl Score 738 
1205. .1583 

•131211/sp|P19443|PSAJ_MAIZE 6-0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] 1 

44833 Seq. ID OJ990608_03 . 0309 . C24 

94549 Strand 

1 End 365 

OJ990608_03 . 0309 . C24 . ol . gp Method AAT/GAP 
1 End 12 9 

5005167 Score 258 

1..129 

140281/sp| P09363I YCX1_S0YBN 1.0e-32 HYPOTHETICAL 16.8 KD PROTEIN 

(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 



Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309 


.C24 


Gene No. 


94549 






Strand 






Start 


1 






End 


365 




Name 


OJ990608 


03.0309.C24 


.ol. 


ts Method 


TBLASTX : Soybean 




Start 


1 






End 


365 




GI 


none 






Score 


129 




Exons 


1. .93, 2. 


.94, 3. .95, 


104 


..142, 105.,. 146, 106. . 144,. 188. 


.226 




189.. 224, 


190. .225, 


223. 


.363, 225.. 365, 228.. 365 




Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309 


.C24 


Gene No. 


94549 






Strand 






Start 


1 






End 


365 




Name 


OJ990608 


03.0309.C24 


.ol. 


tm Method 


TBLASTX: Maize 




Start 


1 






End 


365 




GI 


none 






Score 


238 




Exons 


1..144, 1 


..144, 2. .145, 


96. .146, 188.. 


364, 189. .365 




Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309 


.C24 


Gene No. 


94549 






Strand 






Start 


1 






End 


365 




Name 


OJ990608 


03.0309.C24 


.o2. 


tc Method 


TBLASTX: Cress 




Start 


265 






End 


365 




GI 


none 






Score 


182 




Exons 


265. .363, 


266. .364, 


267. 


.365 






Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309 


.C24 


Gene No. 


94550 






Strand 






Start 


518 






End 


640 





45964 






Name 


OJ990608 03.0309.C24 .o3. 


tm 




Method 


TBLASTX: Maize 




Start 


518 






End 


640 




GI 


none 






Score 


181 




Exons 


518. .640, 520. .633, 521. 


.634 








Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309.C24 




Gene No. 


94551 






Strand 






Start 


1102 






End 


1503 




Name 


OJ990608 03.0309.C24 .ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


1102 






End 


1490 ' 




GI 


none 






Score 


83 




Exons 


1102. .1161, 1103. .1180, 


1144. 


.1182, 1205.. 1453, 1209.. 1475, 






1215. . 1490 












Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309.C24 




Gene No. 


94551 






Strand 






Start 


1102 






End 


1503 




Name 


OJ990.608 03.0309.C24 .o2. 


tm 




Method 


TBLASTX: Maize 




Start 


1187 






End 


1503 




GI 


none 






Score 


380 




Exons 


1187. .1495, 1188. .1502, 


11€ 


J8. 


.1502, 1444. .1503 




Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309.C24 


£3 


Gene No. 


94551 






Strand 






Start 


1102 






End 


1503 


kj 


Name 


OJ990608 03. 0309.C24 .o2 . 


ts 




Method 


TBLASTX: Soybean 


rn 


Start 


1261 ~ 






End 


1415 


r lj 


GI 


none 






Score 


168 


?== 


Exons 


1261. .1368, 1263. .1415 










LiJ 


Seq. No. 


44833 






Seq. ID 


OJ990608_03.0309.C24 




Gene No. 


94551 






Strand 




Pf jj 


Start 


1102 






End 


1503 


s 


Name 


OJ990608 03.0309.C24.ol. 


tc 




Method 


TBLASTX: Cress 


L ,.i 


Start 


1264 






End 


1424 




GI 


none 






Score 


165 ■ 




Exons 


1264 . . 1368, 1266. . 1424 










EE. 

t j 


Seq. No. 


44834 






Seq. ID 


OJ990608_03.0309.C27 




Gene No. 


94552 






Strand 


+ 




Start 


1 






End 


270 




Name 


OJ990608 03 . 0309.C27 . ol . 


gp 




Method 


AAT/GAP 




Start 


1 






End 


270 




GI 


5886 1.R1084 






Score 


540 




Exons 


1 . .270 












GI Descrip. 


f 11957/emb 1X15901 1 CHOSXX 


0. 


0e+00 Rice 


complete chloroplast 






genome 1 












Seq. No. 


44834 






Seq. ID 


OJ9906.08_03.0309.C27 




Gene No. 


94553 






Strand 






Start 


417 






End 


711 




Name 


OJ990608 03.0309.C27.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


2 






End 


156 




GI 


none 






Score 


71 




Exons 


2. .55, 2. .106, 2. .106, 2 


. .55, 


39. .107, 


. 96. .155, 96. .155, 



97. .156, 97. .156 



45965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44834 
94553 
417 ' 

OJ990608_03.0309.C27.ol.ts 

227 

none 



Seq. ID OJ990608 03.0309.C27 



Strand 
End 

Method 

End 

Score 



711 

TBLASTX: Soybean 

710 

168 



227. .463, 239. .469, 246. .470, 289. .471, ,609.-710, 630. .707 



44834 
94553 
417 

OJ990608JD3. 0309. C27.ol. tin 

367 

none 

367. .477, 367. .483, 405. .497, 
530. .568, 571. .597, 572. .598, 
610. .651 



Seq. ID . OJ990608_03.0309.C27 
Strand 
End 

Method 
End 
Score 
489. .554, 



711 

TBLASTX: Maize 

651 

175 

494. .559, 511. 



594. .650, 609. .650, 610. 



.576, 
.651, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' . 

Exons 

GI Descrip. 



44834 Seq. ID OJ990608_03 . 0309 . C27 

94553 Strand 

417 End 711 

OJ990608_03 . 0309 . C27 . o2 . gp Method AAT/GAP 

417 End 711 

LIB3431-005-P1-N1-A5 Score ■ 553 

417. .711 

1 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72 661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza' 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 1 



Seq. No. 44835 
Gene No. 94554 

Start ■ 4 4 

Name " OJ990608_03 . 0309 . C33 . ol . tc 
Start 44 
GI none 
Exons 



Seq. ID OJ990608_03.0309.C33 
Strand 
End 

Method 
End 
Score 



709 

TBLASTX: Cress 

454 

110 



44. .151, 48. .125, 64. .126, 108. .302, 126. .305, 127. .303, 
338. .388, 339. .389, 377. .451, 398. .454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44835 
94554 
44 

OJ990608_03.0309.C33.ol.tm 

205 

none 



Seq. ID OJ990608_03.0309.C33 
Strand 

End 709 

Method TBLASTX : Mai ze 

End 695 

Score 38 



205. .276, 415. .642, 415. .624, 417... 641, 620. .694, 621. .695, 
622. .693, 623. .694 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 



44835 
94554 
44 

OJ990608_ 

386 

none 



03.0309.C33.ol.ts 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ990608_03.0309.C33 
709 

TBLASTX: Soybean 

709 

78 



45966 



Exons 



386.-436, 386. .436, 388. .438, 531. .620, 533. .622, 536-.-. 622, 
537. .623, 626. .709, 627. .707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44836 
94555 
42 

OJ990608_03.0309.C34.ol.tc 
42 

none 



Seq. ID OJ990608_03.0309.C34 
Strand 

End 639 

Method TBLASTX: Cress 

End 4 94 

Score 243 



42. .314, 43. .339, 43. .330, 436. .492, 436. .492, 444. .494 



yj \_£ . li w . 


44836 




Seq. ID 


OJ990608 03 0309 


P34 


fipnp No 


94555 




Strand 






Start 


42 




End 


U J z> 




Name 


OJ990608 


03 0309 C34 ol ts 


Mpr hoH 


TRT.A9TX • ^nvh^an 




Start 


42 




End 


S34 

J J T 




GI 


none 




Score 


399 




Exons 


42. .533, 


42. .533, 43. .534 








Qprr KJo 

\3 . LM W . 


4 48 36 




Seq. ID 








94555 




Q f rand 






Start 


42 




End 


\J *J z? 




Name 


OJ990608 


03 0309 C34 o2 tw 


Mprhnd 


J- x? uno J. /\ ■ VV 1 1C O. L- 




Start 


11 ~ 




End 


1 93 

X _7 _> 




GI 


none 




Score 


205 




Exons 


77. .193, 


79. .192 








Seq. No. 


4 4 836 




Qprr Tp) 

OC^t X 








94 555 




O L. X CXI 1\J. 






Start 


42 




End 


639 




Name 


OJ990608 


03 0309 C34 ol tw 


Mp1" hnH 






Start 


312 ~ 




End 


639 




GI 


none 






377 




Exons 


312 . . 575, 


319. . 639, 319. . 639 








Seq." No. 


4.4837 




Seq. ID 


OJ990608_03.0309 


.C37 


Gene No. 


94556 




Strand' 






Start 


340 




End 


646 




Name 


OJ990608 


03.0309.C37.ol.ts 


Method 


TBLASTX: Soybean 




Start 


340 




End 


646 




GI 


none 




Score 


154 




Exons 


340. .498, 


344.-523, 352. .522, 


354. .533, 


566. .646, 567.. 


638 


Seq. No. 


44838 




Seq. ID 


OJ990608_03.0309 


.C38 


Gene No. 


94557 




Strand 






Start 


30 




End 


742 




Name 


OJ990608 


03.0309.C38.ol.ts 


Method 


TBLASTX: Soybean 




Start 


30 




End 


614 




GI 


none 




Score 


133 




Exons 


30. .191, 


33. .209, 35. .211, 58 


..192, 194 


..238, 212.. 238, 






389. . 613, 


389. .613, 435. .614 









Seq. No. 44838 _ _ Seq. ID 

Gene No. 94 557 ^ " Strand 

Start 30 End 

Name OJ990608_03 . 0309 . C38 . ol . tm Method 

Start 78 End 



OJ990608_03.0309.C38 
742 

TBLASTX: Maize 
742 



45967 




GI 


none 






Score 


197 


Exons 


78 . . 209, 


78. .209, 79. .210, 79 


..210, 197. .241, 203. .241, 




242. .265, 


243.. 269, 272 


. .742, 


278. .730 




Seq. No. 


44838 






Seq. ID 


OJ990608 03.0309.C38 


Gene No. 


94557 






Strand 




Start 


30 






End 


742 


Name 


OJ990608 


03.0309.C38.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


566 






End 


742 


GI 


none 






Score 


132 


Exons 


566. .742, 


567. .731, 572 


. .742 






Seq. No. 


44839 






Seq. ID 


OJ990608_03.0309.C40 


Gene No. 


94558 






Strand 




Start 


70 






End 


740 


Name 


OJ990608 


03.0309.C40.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


70 






End 


310 


GI 


none 






Score 


58 


Exons 


70. . 135, 


80.. 133, 113.. 


166, 123. .164, 124. .165, 125. .169, 




171. .299, 


173. . 310, 174 


. .299 






Seq. No. 


44839 






Seq. ID 


OJ990608_03.0309.C40 


Gene No. 


94558 






Strand 




Start 


70 






End 


740 


Name 


OJ990608 


03.0309.C40.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


80 






End 


635 


GI 


none 






Score 


55 


Exons 


80. . 154, 


85. . 153, 113. . 


199, 123. .317, 148. .270, 159. .299, 




286. .411, 


296. .409, 403 


. .474, 


410. .499, 


416. .490, 448. .519, 




449. .499, 


460. .501, 490 


. .573, 


493. .573, 


494. .586, 495. .581, 




575. . 604, 


576. . 635 








Seq. No. 


44839 






Seq. ID 


OJ990608_03.0309.C40 


Gene No . 


94558 






Strand 




Start ' 


70 






End 


740 


Name 


OJ990608 


03.0309.C40.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


312- 






End 


740 


GI 


none 






Score 


126 


Exons 


312. .407, 


312. .407, 314 


. .409, 


329. .409, 


416. .478, 416. .478, 




434 . . 556, 


436.. 573, 458 


. .574, 


575. .604, 


579. .683, 610. .684, 




630. . 689, 


632.. 688, 673 


. .738, 


674. .739, 


675. .740 


Seq. No. 


44839 






Seq. ID 


OJ990608_03.0309.C40 


Gene No. 


94559 






Strand 




Start 


812 






End 


1092 


Name 


OJ990608 


03.0309.C40.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


812 ~~ 






End 


1092 


GI 


none 






Score 


47 


Exons 


812 . . 838, 


812.. 838, 936 


.1079, 


936. .1079, 949. .1092 


Seq. No. 


44839 






Seq. ID 


OJ990608_03. 0309.C4 0 


Gene No. 


94559 






Strand 




Start 


812 






End 


1092 


Name 


OJ990608 


03.0309.C40.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


812 






End 


1078 


GI 


none 






Score 


177 


Exons 


812. .907, 


948.. 1076, 949.. 1077 


, 950. .1078, 952. .1077 



45968 



Seq. No. 


44840 


Seq. ID 


OJ990608_03.0309 


.C4 6 


Cpnp No 


94560 


J Ll Q 1 1 \JL 






91-^ rt- 


721 


FnH 


1021 

X \J X 




Name 


OJ99060R 03 0309 r4fi 




X OxjrlO 1 A • OvjyiJtJctil 




Start 


66 ~ 


End 


203 






none 


Score 


1 2ft 

X o 




Ij AUllu 


66 194 81 203 








Seq. No. 


44840 


Seq. ID 


OJ990608_03.0309, 


.C46 


fjpnp Mr) 
VJ CI 1 G LN • 


94560 


Oil Cll 








721 


End 


1021 

X VJ Z X 




Name 


OJ990608 03 0309 C4 6 




TRT A^TV • ^ovhpan 
i DXjrt.o i a • ouyucaii 




Start 


570 _ 


End 


1021 




GI 


none 


Score 


337 




F von <^ 


570 1019 571 1020 


571 1020 572 


1021 




Seq. No. 


44840 


Seq. ID 


OJ9.90608_03.0309. 


.C46 




94560 


St rand 






O L d i_ l_ 


721 


FnH 

Hil 1U 


1021 

X VJ j£ X 




IN CHUG 


OJ990fi0ft 03 0309 Cd 6 


nl 1~tti Mof hoH 
Ul • Llll 11 tr t_ 1 i(J <JL 








621 ~~ 


Fnd 

Hil ILL 


1021 

X U Z. X 




\3 X 


none 


uLUIc 


SOd 




F 1 von q 


621 1019 622 102 0 


623 1021 

U jC. -J . • X VJ Z, X 






Qprr No 


44840 


Seq. ID 


OJ990608_03.0309. 


,C46 


Gene No. 


94560 


Strand 






Start 


721 


End 


1021 




Name 


OJ990608 03 0309 C4 6 


ol.gp Method 


AAT/GAP 




o Lai u 


721 _ 


End 


1021 




O X 


27 Qft 1 77 


Score 


529 




F. v n n 


721 1021 








CI T HpQrr i r~\ 
ox uc o l*<x. X£-J • 


SRR1726/dhi IRAA84417 


1| 3.0e-24 (AP000423) RNA polymerase alpha 




Qnhnn "i i~ f fiyflhi HnnQi q 
ou.uu.iix L, Lniauiuupoio 


thaliana] 






Seq.. No. 


44841 


Seq. ID 


OJ990608_03.0309. 


.C49 


Gene No.- ■ 


94561 


Strand 






Start 


1 


End 


761 - 




Name 


OJ990608 03.0309.C49. 


ol.gp Method 


AAT/GAP 




Start 


1 


End 


761 




GI 


2721 1.R1084 


Score 


1470 




Exons 


1. .761 









GI Descrip. 



* 114 622/sp|P12087 |ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



44841 
'94562 
799 

OJ990608_03.0309.C4 9.o2. 
1 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990608_03.0309.C49 
1040 

TBLASTX: Maize 

243 

153 



1..141, 2. .130, 112. .156, 116. .160, 144. .242, 159. .242, 160. .243 
44841 Seq. ID OJ990608 03.0309.C49 



45969 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



94562 Strand 

799 End 

OJ990608_03 . 0309 . C4 9 . ol . tm Method 

24 5 m End 

none Score 



1040 

TBLASTX: Maize 

1011 

200 



245. .409, 245. .346, 337. .369, 382. .696, 394. .696, 395. .697, 
656. .781, 666. .779, 668. .781, 781. .873, 782. .898, 782. .910, 
789. .920, 860. .1006, 902. .1006, 916. .1011 



Seq. No. 44841 

Gene No. 94562 

Start 799 

Name OJ990608_03 . 0309 . C4 9 . ol . tc 

Start 424 

GI none 
Exons 



Seq. ID OJ990608_03.0309.C49 
Strand 
End 

Method 
End 
Score 



1040 

TBLASTX: Cress 

881 

272 



424..6S4, 437. .658, 451. .660, 726. .809, 727. .813, 728. .811, 
730. .813, 734. .814, 816. .881, 822. .878 



Seq. No. 44841 
Gene No. 94562 
Start 799 

Name OJ990608_03 . 0309 . C4 9 . ol . ts 

Start 448 

GI none Score 253 

Exons 448. .627, 452. .628, 452. .628, 453. .629, 457 

721. .792, 724. .777, 725. .778, 784. .837, 785 
823. .876, 825. .908, 845. .916, 869. .913, 935 
937.. 984 



Seq. ID OJ990608_03.0309.C49 
Strand 

End 1040 

Method TBLASTX : Soybean 

End 984 



.630, 719. .778, 
.838, 788. .835, 
.982, 935. .976, 



Seq. No. 44841 

Gene No. 94562 

Start 799 

Name OJ990608_03 . 0309 . C4 9 . ol . tw 

Start 627 

GI none 
Exons 



Seq. ID OJ990608_03.0309.C49 
Strand 

1040 

TBLASTX: Wheat 
1038 



End 

Method 
End 
Score 



183 



627. .743, 629. .748, 629. .748, 745. .792, 745, 
783. .905, 879. .989,. 908. .991, 908.-. 988, 987, 
991. .1038 



.783, 782. .904, 
,1022, 988. .1038, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44841 Seq. ID OJ990608_03 . 0309 . C4 9 

94562 Strand 

799 End 1040 

OJ990608_03.0309.C49.o2.gp Method AAT/GAP 

799 • End 1040 

2135_1.R1084 Score 424 

799. . 1040 

' 11957/emb | XI 5901 | CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



Seq. No. 44842 Seq. ID 

Gene No. 94563 Strand 

Start 1 End 

Name OJ000251_50 . 04 04 . CI . ol . np Method 

Start- 1 End 

GI ' '5852180 Score 

Exons 1..150, 202.. 775 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000251_50.0404.C1 
+ 

775 

AAT/NAP 

775 

563 



45970 






Seq. No. - 


•44842 Seq. ID 


;.OJ000251 


_50.0404 


.CI 




Gene No 


94 5 63 ^t rsnri 










Start 


1 FnH 


77 5 








Name 


OJ000951 50 0404 PI nl rrc; M£*t-hnH 


VJ Ej IN O ^.rtlN 








Start 


195 _ Fnd 


677 








GI 


none 5 cporp 


53 








Fx on 


195 .. 677 










Seq. No. 


44843 Seq. ID 


OJ000251 


_50.0404 


.C3 




Gene No. 


94564 Strand 


+ 








Start 


1 End 


70 








Name 


OJ000251 50 0404 P3 ol nn MpthnH 


AAT /NAP 








Start 


1 FnH 


70 








GI 


4680186 <lrarf> 


96 








Fx on s 


1 . . 70 










PT npsrri n 


fAFll170Q^ iiti V"noTA7Ti [ r}y\r "7 i tts cnhcn 
\nc in / u j'/ u.1 1 Miuwii [\JJ- y £*a oa LX Va oUJJop 


• 1I1U1 L-cl J 








Seq. No. 


44843 Seq. ID 


OJ000251_ 


_50.0404 


-C3 




Gene No. 


94565 Strand 


+ 








Start 


1 FnH 


3Qfi7 
*J ^ u / 








Name 


O t 7000251 50 0404 P3 o? nn M^hhoH 


AAT /MAP 








Start 


1 FnH 


3Q67 








GI 


58 5?1 80 ^oorp 


4 51 

H. *J X 






\J 


Fx on c; 


1 23 765 880 932 1337 3885 3Q67 








1 1 jf 


PT Of* c; n T n ri 


/AL117965} 7hh0001 0 1 TOrvT^ c^f i T/al 








f i § 
~ *~ 


Seq. No. 


44843 Seq. ID 


OJ000251_ 


_50.0404 


.C3 




V_J \^ X X Ll V . 


94565 Strand 


+ 






: . s 
« k~ 


Start 


1 End 


3967 






ea 


Name 


OJ000251 50.0404.C3.ol.gs Method 


GENSCAN 








Start 


991 End 


3925 






§ y 


GI 


none Score 


.49 






5 

f 1 


F! von <=; 


991. .1241, 2538.-2639, 2994. .3334, 3792. .3925 








Spa No 


44843 Seq. ID 


OJ000251_ 


50 04 04 

D U • U 1 U ft 


p^ 




Gene No. 


94566 Strand 










Start 


1 End 


3407 








Name 


OJ000251 50. 0404 .C3.o3.np Method 


AAT /NAP 








Start . 


1 - End 


3407 






f 5 ! 


GI 


7106512 Score 


329 








Rxon 

J_J f\ V_/ lie? 


1..26, 1198. .1377, 1969. .2471, 2847. .2997, 3180 


.3298, 








3342. .3407 










PT De^pT i n 


(AP001278) EST C98429 (E0138 ) corresponds to a region of 


f ho 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


44843 Seq. ID 


OJ000251_ 


_50.0404 


.C3 




Gene No. 


94567 Strand 










Start 


3559 End 


3669 








Name 


OJ000251 50.0404.C3.ol.gp Method 


AAT /GAP 








Start 


3559 End 


3669 








GI 


5816518 Score 


134 








Exons 


3559. .3669 










GI Descrip. 


4521193/dbj IAB013450.il AB013450 3.0e-40 Oryza sativa DNA, 






similar sequence to Pib gene 










Seq. No. 


44844 Seq. ID 


OJ000251_ 


50.0404 


C4 



45971 



vJCJIC LW • 


94568 






Strand 


■ + 


Start 


1090 






End 


10820 


Name 


OJ000251 50. 


0404 .C4 .ol.gs 


Method 


GEN SCAN 


Start 


1090 






End 


10820 


\J -L 


none 






Score 


.44 


DAUllO 


1090. . 


1450, 


1631 2078 21SS 


.2258, 2766.. 2834, 




5960. . 


6041, 


6142 6231 6662 


.6734, 6952. .7079, 




9063. . 


9310, 


10613 10820 






O ^ • J.N W « 


44844 






Seq. ID 


OJ000251 


Gene No. 


94568 






Strand 




Start 


1090 






End 


10820 


Name 


OJ000251 50. 


0404.C4.ol.np 


Method 


AAT/NAP 


OLdi L 


4665 






End 


7617 




4680203 




Score 


1625 


F yon <3 


4665. . 


6277, 


6437.. 6684, 6963. 


.7617 




f2 T npcpri n 

oj. L<CoUI 1^1 • 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


O " . INU • 


44844 






Seq. ID 


OJ000251 


Gene No . 


94569 






Strand 


+ 


Start 


11689 






End 


11929 


Name 


OJ000251 50. 


0404.C4.ol.gp 


Method 


AAT/GAP 


Start 


. 11689 






End 


11929 ' 


GI 


uC-osflcyp033a04bl 


'Score 


435 


Exons 


11689. 


.11929 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


•59 Oryza 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


44844 








Seq. ID 


OJj000251_50.0404 ,C4 


Gene No. 


94570 








Strand 




Start 


10367 








End 


11929 


Name 


OJ000251 50 


.0404. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5000 








End 


5499 


GI 


none 








Score 


240 


Exons 


5000. .5416, 


5089. 


.5415, 


5429. 


.5476, 5446. .5499 


Seq. No. 


44844 








Seq. ID 


OJ000251_50.0404 .C4 


Gene No. 


94570. 








Strand 




Start 


10367 








End 


11929 


"Name 


OJ000251 50 


0404. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5104 








End 


5409 


GI 


none 








Score 


76 


Exons 


5104. .5358, 


5125. 


.5409, 


5126. 


.5407 




Seq. No. 


44844 








Seq. ID 


OJ000251_50.0404 .C4 


Gene No. 


94570 








Strand 




Start 


10367 








End 


11929 


Name 


OJ000251 50. 


0404. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5426 








End 


-5775 


GI 


none 








Score 


62 


Exons 


5426. .5488, 


5434. 


.5496, 


5485. 


.5775, 5526. .5582, 5622. .5774 


Seq. No. 


44844 








Seq. ID 


OJ000251_50.0404 .C4 


Gene No. 


94570 








Strand 




Start 


10367 








End 


11929 


Name 


OJ000251 50. 


0404. 


C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5426 








End 


5694 



45972 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5426. .5488, 

44844 
94570 
10367 

OJ000251_50. 

5562 

none 

5562. .5834, 



5485. .5694, 5499. 



0404 .C4.o2.tw 



5563. .5862 



Score 
.5693 

Seq. ID 

Strand 

End 

Method 

End 

Score 



59 



OJ000251_50.0404.C4 
11929 

TBLASTX : Wheat 

5862 

316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44844 
-94570 
10367 

OJ000251_50. 

5614 

none 

5614. .5745, 

44844 
94570 
10367 

OJ000251_50. 

5894 

none 

5894. . 6058, 



0404 .C4.ol.tm 



Seq. ID OJ000251_50.0404 .C4 
Strand 

End 11929 

Method TBLASTX : Mai ze 

End 6050 

Score 220 



5619. .5846, 5620. .5862, 5895. .6050 



0404 .C4.o2.ts 



5895. .6122 



Seq. ID OJ000251_50.0404 .C4 
Strand 

End . 11929 

Method TBLASTX : Soybean 

End 6122 

Score' 210 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 



44844 
94570 
10367 

OJ000251_50. 

6198 

none 

6198. . 6422, 



0404 .C4 .o3.tm 



6270. .6413 



Seq. ID OJ000251_50.0404.C4 
Strand 

End 11929 

Method TBLASTX : Mai ze 

End 6422 

Score 219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44844 
94570 
10367 

OJ000251_50, 

6564 

none 

6564. .6830, 
7329. .7430, 



0404 .C4 .ol. tw 



6608.. 6829, 6799. 
7329.. 7430, 7330. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 50.0404,:C4 



11929 

TBLASTX: Wheat 
7560 
220 

7110, 6830.. 7108, 7115.. 7339, 
7431, 7507.. 7560 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44844 
94570 
10367 

OJ000251_50. 

6605 

none 

6605. .6829, 



0404 .C4 .o2. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_50.0404.C4 
11929 

TBLASTX: Maize 

6922 

184 



6606. .6830, 6811. .6903, 6830. .6922 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 



44844 
94570 
10367 

OJ000251_50. 
6853 



0404 .C4 .o2. tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ000251_50.0404.C4 
11929 

TBLASTX: Cress 
7279 



45973 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
6853.. 7110, 6857.. 7108, 7115.. 7279 



201 



44844 
94570 
10367 

OJ000251_50.04 04 .C4 .o2.np 

10367 

5852180 



Seq. ID OJ000251_50.0404.C4 
Strand 

End 11929 

Method AAT/NAP 

End 11929 

Score 402 



10367. .10769, 10821 .. 1094 6, 11843.. 11929 
(AL117265) zhbOOOlO.l [Oryza sativa] 



44844 
94570 
10367 

OJ000251_50.04 04 .C4 .o2.gs 

11124 

none 

11124. .11256, 11686.. 11822 



Seq. ID OJ000251_50.0404.C4 
Strand 

End 11929 

Method GEN SCAN 

End 11822 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44844 
94570 
10367 

OJ000251_50.0404 .C4.o3.np 
11622 
4680186 
11622.. 11822 

{AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000251__50.0404.C4 
Strand 

11929 
AAT/NAP 
11822 
335 



End 

Method 

End- 

Score 



44845 
94571 
231 

OJ000251_50.0404 .C5.ol.gp 
231 

uC-osflcyp033a04bl 
231. .612 

' 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza i; sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000251_50.0404.C5 

Strand + 

End 612 

Method AAT/GAP 

End 612 

Score 655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44845 
94572 
520 

OJ000251_50. 04 04 .C5.ol.gs 

520 

none 

520. .564, 1530. . 1658 



Seq. ID OJ000251_50.0404.C5 

Strand + 

End 1658 

Method GENSCAN 

End 1658 

Score .82 



44845 
94573 
160 

OJ000251_50.0404 .C5.ol.np 
160 

4680186 

160. .364, 1233. .1287, 2102. .2124 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000251_50.0404.C5 
Strand 

2124 
AAT/NAP 
2124 
274 



End 

Method 

End 

Score 



Seq. No. 



44846 



Seq. ID OJ000251_50.0404.C6 



45974 



Gene No. 


94574 


Start 


2320 


Name 


OJ000251 50.0404.C6.ol.np 


Start 


2320 ~~ 


GI 


5852180 


Exons 


2320 2382. 3367 3896 4598 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


Seq. No. 


44846 


Gene No. 


94574 


Start 


2320 - 


Name 


OJ000251 50 0404 C6 o2 as 


Start 


3529 ~~ 


GI 


none 


Exons 


3529. .3930 


Seq. No. 


44846 


Gene No. 


94575 


Start 


374 


Name 


OJ000251 50 0404 C6 ol as 


Start 


374 ~~ 


GI 


none 


Exons 


374 617 780 971 2363 243 


cprr Mo 


4 4 846 


Gene No . 


94575 


Start 


374 


Name 


OJ000251 50.0404.C6.ol.gp 


Start 


2231 


GI 




Exons 


2231 2612 


GI Dgsctid 


1 6016845/dbi 1 AP000570 1IAP000 




DNA p hi T* nm ri <=; nm <=> 1 rl nnp • PH7 1 


Seq. No. 


44846 


Gene No . 


94576 


Start 


2691 


Name 


OJ000251 50.0404.C6.o2.np 


Start 


2691 


GI 


69838 60 

\J S \J ~J \J \J \J 


Exons 


2691 2737 6145 6280 6491 


GI Dp srrin 


(AP001168} Similar fn 99 kfta 




(AF061282) TOrvza satival 


Seq. No. 


44846 


Gene No. 


94576 


Start 


2691 


Name 


OJ000?51 SO 0404 Pfi 


Start 


5210 


GI 


none 




s?i n s?fl^ S4ftQ S7D9 ^n^^ 


Seq. No. 


44846 


Gene No. 


94576 


Start 


2691 


Name 


OJ000251 50.0404.C6.ol.tm 


Start 


6626 



Strand 
End 

Method 
End 
Score 

.4634, 6984 



+ 

7045 
AAT/NAP 
7045 
553 

7045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_50.0404 .C6 
+ 

7045 
GENSCAN 
3930 
1 



OJ000251_50.0404.C6 

2612 
GENSCAN 
2434 
.46 



OJ000251 50. 0404. C6 



2612 
AAT/GAP 
2612 
679 



Seq. ID OJ000251_50.0404 .C6 
Strand 

End 7045 " 

Method AAT/NAP' 

End 7 04 5 

Score 473 
7045 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6396, 6640.. 6900 



OJ000251_50. 0404 .C6 

7045 
GENSCAN 
6900 
.42 



Seq. ID OJ.000251_50. 0404 .C6 
Strand 

End 7045 

Method TBLASTX : Mai ze 

End 6925 



45975 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

6626. . 6925, 6822. . 6911 

44846 
94576 
2691 

OJ000251_50.0404 .C6.ol .tw 

6629 

none 

6629. .6925, 6722.. 6913 

44847 
94577 
54 

OJ000251_50.04 04 .C7.ol.gs 
54 

none 



Score 75 



Seq. ID OJ000251_50.0404.C6 

Strand . - 

End 7045 

Method TBLASTX : Wheat 

End 6925 

Score 100 



Seq. ID OJ000251 50. 0404. C7 



Strand 
End 

Method 

End 

Score 



+ 

3119 
GENSCAN 
2964 
.53 



54. .117, 499. .1175, 2541. .2709, 2860. .2964 



44847 Seq. ID 

94577 Strand 
54 End 
OJ000251_50.0404 .C7.o2.np Method 
2580 End 
5902448 Score 
2580. .3119 

(AB030283) orf3 [Oryza sativa] 



OJ000251_50.0404.C7 
+ 

3119 
AAT/NAP 
3119 
983 



OJ000251 50. 0404. C7 



44847 Seq. ID _ 

94578 Strand 
1120 End 1267 

OJ000251_50. 0404 .C7 .ol . gp Method AAT/GAP 

1120 End 1267 

uC-osflcypl77g01al Score 233 

1120.. 1267 

M884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH , [Mesembryanthemum crystallinum] 1 



Seq. No. 44847 Seq. ID 

Gene No. 94579 Strand 

Start 2700 End 

Name OJ000251_50 . 04 04 . C7 . ol . tw Method 

Start 2700 End 

GI none Score 

Exons 2700. .2990 



OJ000251_50.0404 .C7 
2990 

TBLASTX: Wheat 

2990 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

GI Descrip. 



44848 Seq. ID OJ000251_50 . 0404 . C8 

94580 Strand + 

4529 End 11070 

OJ000251_50 . 04 04 . C8 . o3 . np Method AAT/NAP 

4529 End 8449 

5295955 Score 391 

45.29. .4667, 5774. .5910, 6449. .6562, 7244 . .7309, 7375. .7618, 
7719. .8449- 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



45976 



Seq. No. 44848 
Gene No. 94580 
Start 4'529 

Name OJ000251_50 . 0404 . C8 . o2 . gs 

Start 5555 
GI none 

Exons 5555.. 5611, 5841.. 5978, 6385. 

9249. .9406, 9488. .9846, 9921. 
10622. .11070 



Seq. ID OJ000251_50.0404.C8 

Strand + 

End 11070 

Method GENSCAN 

End 11070 

Score .77 

.6503, 7249.-7472, 8651.. 9030, 
.10108, 10184. .10373, 10400 .. 1054 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44848 Seq. ID OJ000251__50 . 04 04 . C8 

94580 Strand + 

4529 End 11070 

OJ000251_50.0404 .C8.o4 .np Method AAT/NAP 

6882 End 11067 

6691716 Score 1373 

6882. .6917, 8738. .9016, 9214. .9406, 9488. .9600, 9677. .9734, 
9800.. 10108, 10184 . .10283,. 10433 .. 1054 9, 10622.. 11067 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44848 Seq. ID 

94581' ' Strand 

286 End 

OJ000251_50.04 04 .C8.ol.gs Method 

28 6 End 

none Score 

286. .875, 1074. .4836 



OJ000251_50.0404.C8 

4836 
GENSCAN 
4836 
.75 



44848 
94581 
286 

OJ000251_50.0404 .C8.ol.np 
289 

4680179 
289.. 4836 

(AF111709) p'olyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method AAT/NAP 

End 4836 

Score 6818 



44848 
94581 
286 

OJ000251_50. 04 04 .C8 .06. tw 

299 

none 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method TBLASTX : Wheat 

End 667 

Score 35 



299. .352, 334. .666, 355. .516, 458. .574, 559. .639, 614. .667 



Seq. No. 44848 

Gene No. 94581 

Start 286 

Name OJ000251_50 . 04 04 . C8 . o7 . tm 

Start 313 
GI . none 

Exons 313V. 510 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method TBLASTX: Maize 

End 510 

Score 198 



Seq. No. 
Gene No. 



44848 
94581 



Seq. ID 
Strand 



OJ000251 50. 0404. C8 



45977 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - '. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28 6 End 

OJ000251_50 . 0404 .C8 . ol . tm Method 

.514 End , 

none Score 



4836 

TBLASTX: Maize 

1113 

258 



514. .954, 527. .949, 954. .1109, 958. .1113, 959. .1105 



44848 
94581 
286 

OJ000251_50.04 04.C8.o3.tw 

1300 

none 



End 

Method 
End 
Score 



•Seq. ID 
Strand 
End 

Method 
End 
Score 



44848 
94581 
286 

OJ000251_50.0404.C8.ol.tw 
667 
none 

667. .1293, 668. .1291 

44848 
94581 
286 

OJ000251_50.04 04 .C8.o4.tm 
1162 
none 

1162. . 1452, 1166. .1453 

44848 
94581 
286 

OJ000251_50.04 04.C8.o2.ts 
1252 

none " 
1252. .1512, 1253. .1507 

44848 
94581 
286 

OJ000251_50.04 04.C8.ol.tc 

1276 
none 

1276. .1419, 1277. .1417, .1420. .1593 



Seq. ID OJ000251_50. 0404 .C8 
Strand 

4836 

TBLASTX: Wheat 
1293 
377 



OJ000251_50.0404 .C8 
4836 

TBLASTX: Maize 

1453 

261 



Seq. ID OJ000251_50.0404.C8 
Strand 

4836 

TBLASTX: Soybean 
1512 
164 



End 

Method 
End 
Score 



Seq. ID OJ000251_50.0404.C8 
Strand 

4836 

TBLASTX: Cress 
1593 
92 



End 

Method 
End 
Score 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method TBLASTX: Wheat 

End 1779 

Score 261 



1300... 1779, 1301.. 1555, 1336.. 1746 

44848 Seq. ID 

94581 Strand 

286 End 

OJ000251_50 . 0404 . C8 . o2 . tw Method 

1783 End 

none Score 

1783. .2292, 1870. .2250, 1874. .2284 



44848 
94581 
286 



Seq. ID 

Strand 

End 



OJ000251_50.0404.C8 
4836 

TBLASTX: Wheat 

2292 

268 



OJ000251_50.0404.C8 
4836 



45978 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_50.0404, 

1857 

none 

1857. .2180, 1867. 



C8.o2.tm 



.2220, 1874, 



44848 
94581 
286- 

OJ000251_50.04 04.C8 .o3.ts 

2041 

none 

2041. .2286 



Method 
End 
Score 
.2218 



TBLASTX: Maize 

2220 

239 



Seq. ID OJ000251_50. 0404 .C8 
Strand 

End 4836 

Method TBLASTX : Soybean 

End 2286 

Score 209 



Seq. No. 44848 

Gene No. 94581 

Start 286 

Name . OJ000251_50 . 04 04 , 

Start 2257 

GI none 

Exons 2257.. 2592, 2303, 

Seq. No. 44848 

Gene No. 94581 

Start 286 

Name ' OJ000251_50 . 04 04 , 

Start 2293 

GI none 

Exons 2293.. 2595, 2294. 



C8 .o3. tm 



Seq. ID OJ000251_50.0404 . C8 
Strand 

End 4836 

Method TBLASTX: Maize 

End 2757 

Score 39 
.2350, 2375. .2506, 2578. .2757 

Seq. ID OJ000251_50.0404 .C8 
Strand 

End 4836 

C8.o5.tw Method TBLASTX : Wheat 

End 2595 

Score 243 
.2566, 2302. .2592, 2517. .2594 



Seq. No. 44848 

Gene No. 94581 

Start 286 

Name OJ000251_50 . 04 04 . C8 . ol . ts 

Start 2308 

GI none 

Exons 2308.. 2667, 2309.. 2575, 2338. 
2675. .2701 



Seq. ID OJ000251_50.0404 .C8 
Strand 

End 4 836 

Method TBLASTX : Soybean 

End 2703 

Score 170 

.2655, 2595. .2660, 2671. .2703, 



Seq. No. 44848 

Gene No. 94581 

Start 286 

Name OJ000251_50 . 0404 , 

Start 2644 

GI none 

Exons 2644.. 3126, 2687, 

Seq. No. 44848 

Gene No. 94581 

Start 286.. 

Name ' OJ000251_50 . 0404 . 

Start 2825 

GI none 

Exons 2825.. 3016, 2827. 



Seq. No. 
Gene No. 
Start 



C8 ,o4 . tw 



,3022 



C8 .o5. tm 



,3114 



44848 
94581 
286 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method TBLASTX : Wheat 

End 3126 

Score 262 



Seq. ID OJ000251_50.0404.C8 
Strand 

End 4836 

Method TBLASTX : Mai ze 

End 3114 

Score 172 



Seq. ID OJ000251_50.0404 .C8 
Strand 

End 4836 



45979 



Name 

Start 

GI 

Exons 



OJ000251_50 . 0404 . C8 . 08 . tw Method TBLASTX : Wheat 

3301 End 3702 

none Score 54 

3301.. 3474, 3332. .3400, 3382. .3441, 3478. .3702, 3536.-3688 



Seq. No. 44848 Seq. ID 

Gene No. 94581 Strand 

Start 286 End 

Name OJ000251_50 . 0404 . C8 . 08 . tm Method 

Start 3388 End 

GI none Score 

Exons 3388.-3663, 3563.. 3664 



OJ000251_50.0404 .G8 
4836 

TBLASTX: Maize 

3664 

78 



Seq. No. 44848 Seq. ID 

Gene No. 94581 Strand 

Start 286 End 

Name OJ000251_50 . 0404 . C8 . 06 . tm Method 

Start 4030 End 

GI none Score 

Exons 4030.. 4362, 4175.. 4339 



OJ000251_50.0404.C8 
4836 

TBLASTX: Maize 

4362 

104 



Seq. No. 44848 Seq. ID 

Gene No. 94581 Strand 

Start 28^ End 

Name OJ000251_50 . 0404 . C8 . o7 . tw Method 

Start 4243 End 

GI none Score 

Exons 4243.. 4623, 4244.-4477, 4501.. 4596 



OJ000251_50.0404 .C8 
4836 

TBLASTX: Wheat 

4623 

96 



Seq. No. 44849 

Gene No. 94582 

Start 4038 

Name OJ000251_50 . 04 04 . C9 . o2 . gs 

Start 4038 

GI none 

Exons 4038.. 4119, 
7465.. 7556, 



5122.. 5200, 5458, 
7660. .7710, 7768. 



Seq. ID OJ000251_50.0404 .C9 

Strand + 

End 30729 

Method GENSCAN 

End 12690 

Score . 65 

,5492, 6520. .6730, 7074. .7371, 
,7888, 9337.-9365, 11010 .. 1167 1 , 



11728. .12072, 12224.. 12690 



50. 0404. C9 



Seq. No. 44849 Seq. ID OJ000251_ 

Gene No. 94582 Strand + 

Start 4038 End 30729 

Name OJ000251_50 . 04 04 . C9 . o4 . np Method AAT/NAP 

Start 10498 End . 12178 

GI 6907087 Score 657 

Exons 10498. .10576, 10870 .. 11159, 11370.. 12178 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene..; hypothetical protein [Oryza 
sativa] 



Seq. No. 44849 

Gene No. 94582 

Start 4038 

Name OJ0002 5 1_50 .0404.C9.o8.np 

Start 11485 

GI 7248394 
Exons 



Seq. ID OJ000251_50.0404 .C9 



Strand 
End 

Method- 
End 
Score 



+ 

30729 . 
AAT/NAP 
26997 
293 



11485. . 11576, 25914 . .26230, 26614. .26997 



45980 



GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Sea No 


' 44849 


Sea ID 


OJ000251 


Gene No . 


94582 


Strand 


+ 


Start 


4038 


End 


JU f Zt 


Name 


OJ000251 50.0404.C9.o5.np 


Method 


AAT/NAP 


Start 


12157 


End 


13882 


GI 


4680203 


Score 


371 


Exons 


12157. .12688, 13469. .13882 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


44849 


Seq. ID 


OJ000251 


Gene No. 


94582 


Strand 


+ 


Start 


4038 


End 


30729 


Name 


OJ000251 50.0404.C9.o6.np 


Method 


AAT/NAP 


Start 


12792 


End 


14920 


GI 


81286 


Score 


210 



.C9 



Exons 12792. .12827, 14478.. 14920 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44849 
94582 
4038 - 

OJ000251_50.04 04 .C9.ol.gp 
19451 

15808JL.R1084 
19451. .19791, 



Seq. ID OJ000251_50.0404.C9 
Strand + 
End 30729 
Method AAT/GAP 
End 20525 
Score 1291 
,20041, 20155.. 20525 
f 135794/sp| P09617 |THN5_HORVU 2.0e-29 LEAF- SPECIFIC THIONIN 
PRECURSOR (CLONES PKG1348, PKG1940, PKG2872 AND DG3) >gi_167102 
(M19046) precursor thionin [Hordeum vulgare] >gi_167104 (M19047) 
precursor thionin [Hordeum vulgare] >gi_167106 (M19048) 
precursor thionin [Hordeum vulgare] ' 



19973. 



44849 
94582 
4038 

OJ000251_50.0404 ,C9.o7 . np 

19554 

1076463 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19554. .19796, 19984 .. 20057, 20162. .20252 
thionin variant Thi2CalO - Abyssinian crambe 

gi I 802168 | bbs 1 159026 crambin precursor=thionin variant Thi2CalO 
[Crambe abyssinica, seeds, Peptide Partial, 134 aa] 



OJ000251_50.0404.C9 
+ 

30729 
AAT/NAP 
20252 
224 



44849 Seq. ID 

94582 Strand 

4038 End 

OJ000251_50 . 04 04 . C9 . o2 . gp Method 

19579 End 

15808 1.R1084 Score 



OJ000251_50.0404 .C9 
+ 

30729 
AAT/GAP 
20525 
1095 



19579. .19791, 19973 .. 20041, 20155.. 20525 

1 135794/sp| P09617 | THN5 HORVU 2.0e-29 LEAF-SPECIFIC THIONIN 



45981 



PRECURSOR (CLONES PKG1348, PKG1940, PKG2872 AND DG3) >gi_167102 

(M19046) precursor thionin [Hordeum vulgare] >gi_167104 (M19047) 

precursor thionin [Hordeum vulgare] >gi_167106 (M19048.) 

precursor thionin [Hordeum vulgare] 1 



Seq. No. 


44849 






Seq. ID 


OJ0002S1 


SO 0404 


Gene No. 


94582 






Strand 


+ 




Start 


'• 4038 






End 


^07?Q 




Name 


OJ000251 50. 0404. C9. 


o4 . gs 


Method 


GENSCAN 




Start 


20032 






End 


20255 




GI 


none 






Score 


. 96 




Exons 


20032. 


.20041, 20155. 


.20255 








Seq. No. 


44849 






Seq. ID 


OJ000251 


50 0404 


Gene No . 


94582 






Strand 


+ 




Start 


4038 






End 


30729 




Name 


OJ000251 50. 0404. C9. 


o5 . gs 


Method 


GENSCAN 




Start 


21359 






. End 


30729 




GI 


none 






Score 


.46 




Exons 


21359. 


.21515, 21586. 


. 21722, 


22214 . .22280, 23731. 


23818 




24063. 


.24268, 24332. 


.24439, 


24587. .24783, 25171. 


.25452, 




25578. 


.25817, 27756. 


.27864, 


28387. .28502, 29253. 


.29372, 




30646. 


.30729 










Seq. No. 


44849 






Seq. ID 


OJ000251_ 


50.0404 


Gene No. 


94582 






Strand 


+ 




Start 


4038 






End 


30729 




Name 


OJ000251 50. 0404. C9. 


o9.np 


Method 


AAT/NAP 




Start 


26923 






End 


29162 




GI 


629693 






Score 


239 




Exons 


26923. 


.26993, 27093. 


.27780, 


29122. .29162 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



44849 Seq. ID 

94582 Strand 

4038 - ■ End 

OJ000251_50.04 04.C9.ol0.np Method 

27866 End 

7339719 Score 



OJ000251_50.0404.C9 
+ 

30729 
AAT/NAP 
29086 
229 



27866. .28261, 28377 28 618 , 28697. .29086 
(AP001539) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44849 

94583 

35080 

OJ00025 

35080 

6907087 

35080. . 

(AP0011 

region 

sativa] 



l_50.0404.C9.ol3.np 



Seq. ID OJ000251_50.0404.C9 
Strand + 
End 37000 
Method AAT/NAP 
End 37000 
Score 828 
35483, 35692. .36360, 36899.. 37000 

29) ESTs C72771 (E2215) , AU082313 ( E2215 ) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. No. 
Gene No. 
Start 



44849 
94584 
37465 



Seq. ID OJ000251_50.0404 .C9 
Strand + 
End 37846 



45982 



Name 


OJ000251 50.0404.C9.o5.gp 


Method 


AAT/GAP 




Start 


37465 


End 


37846 




GI 


uC-osflcyp033a04bl 


Score 


635 




Exons 


37465. .37846 








GT Descrio 

-L O v** J- ^ • 


1 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


44849 


Seq. ID 


o,7fioo?si so nana 


pq 


Gene No. 


94585 


Strand 


+ 




Start 


38955 


End 


1 \J \J *i _J 




Name 


OJ000251 50.0404.C9.ol5.np 


Method 


AAT /NAP 




Start 


38955 


End 


4D04 S 




GI 


4680186 


Score 


390 




Exons 


38955. .39006, 39845. .40045 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404 


PQ 


Gene No . 


94586 


Strand 






Start 


1 


End 


1588 




Name 


OJ000251 50.0404 .C9.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1588 




GI 


6983860 


Score 


1860 




Exons 


1..238, 494. .1588 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Sea. No 


44849 


Seq. ID 


OJ000251_50.0404 


PQ 


Gene No. 


94587 


Strand 






Start 


1872 


End 


2668 




Name 


OJ000251 50.0404.C9.o2.np 


Method 


AAT /NAP 




Start 


1872 


End 


2668 




GI 


4512231 


Score 


1210 




Exons 


1872. .2668 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404, 


.C9 


Gene No. 


94588 


Strand 






Start 


3851 


End 


5987 




Name 


OJ000251 50.0404.C9.o3.np 


Method 


AAT /NAP 




Start 


3851 


End 


5987 




GI 


6063554 


Score 


121 




Exons 


3851. .4026, 5939. .5987 








GI Descrip. 


(AP000615) ESTs AU075609 {C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404. 


,C9 


Gene No . 


94589 


Strand 






Start 


23404 


End 


30337 




Name 


OJ000251 50.0404.C9.oll.np 


Method 


AAT /NAP 




Start 


23404 


End 


30337 




GI 


7106512 


Score 


86 




Exons 


23404 . .23434, 30145 .. 30203, 30277.. 30337 




GI Descrip. 


(AP001278) EST.;C98429(E0138) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404. 


C9 



45983 






Gene No. 


94589 


Strand 








Start 


23404 


End 


30337 






Name 


OJ000251 50.0404.C9.o3.gp 


Method 


AAT/GAP 






Start 


27910 


End 


28159 






GI 


LIB3475-004-P1-K2-A5 


Score 


424 






Exons 


27910. .28159 










GI Descrip. 


, 5777 612/emb|AJ245900.1|OSA245900 1 . Oe 


-94 Oryza sativa 








chromosome 4 BAC q3037-207Fl 


complete 


genome 1 






Seq. No. 


44849 


Seq. ID 


OJ000251 50.0404 


.C9 




Gene No. 


94 58,9 


Strand 








Start 


23404 


End 


30337 






Name 


OJ000251 50.0404.C9.o4.gp 


Method 


AAT/GAP 






Start 


28396 


End 


28646 






GI 


LIB3475-004-P1-K2-A5 


Score 


421 






Exons 


28396. .28646 










GI Descrip. 


f 5777 612/emb IAJ245900. 1 IOSA24 5900 1 . Oe 


-94 Oryza sativa 








chromosome 4 BAC q3037-207Fl 


complete 


genome 1 






Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404 


.C9 




Gene No. 


94590 


Strand 








Start 


32472 


End 


33971 






Name 


OJ000251 50.0404.C9.ol2.np 


Method 


AAT/NAP 




E J 


•Start 


32472 


End 


33971 






GI 


7248395 


Score 


1069 




- ~~z 


Exons 


32472. .32921, 33051 .. 33195 , 


33393. .33971 




r F= 
F f : 


GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




r ^ 


Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404 


.C9 




Gene No. 


94591 


Strand 






ly 


Start 


36893 


End 


39986 




■» " 


Name 


OJ000251 50.0404.C9.o2.tw 


Method 


TBLASTX: Wheat 




ru 


Start 


141 


End 


494 






GI 


none 


Score 


249 






Exons 


141.. 494 










Seq. No. 


4 4 8 4.9 \ .4$ ■ 


. Seq. ID 


OJ000251_50.0404 


.C9 




Gene No. 


94591 


Strand 








Start 


36893 


End 


39986 






Name 


OJ000251 50.0404.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


828 


End 


1181 






GI 


none 


Score 


267 






Exons 


828. .1181 










Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404 


.C9 




Gene No. 


94591 • 


Strand 








Start 


36893 


End 


39986 






Name 


OJ000251 50.0404.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


840 


End 


1178 






GI 


none 


Score 


85 






Exons 


840. .1154, 969. .1178 










Seq. No. 


44849 


Seq. ID 


OJ000251_50.0404 


.C9 




Gene No. 


94591 


Strand 








Start 


36893 


End 


39986 






Name 


OJ000251 50.0404.C9.o4.tw 


Method 


TBLASTX: Wheat 






Start 


1229 


End 


1427 





45984 




GI 


none 












Exons 


1229.. 1411, 1230.. 1427 










Seq. No. 


44849 




Seq. ID 


OJ000251 


_50.0404 


.C9 


Gene No. 


94591 




Strand 








Start 


36893 




End 


39986 






Name 


OJ000251 50. 0404. C9 


.o3. tw 


Method 


TBLASTX: 






Start 


12156 




End 


13677 






GI 


none 




Score 


49 






Exons 


12156. .12209, 12217 


. .12495, 


12511. .12681, 13570 


13677 




Seq. No. 


44849 




Seq. ID 


OJ000251 


SO 04 04 




Gene No. 


94591 




Strand 








Start 


36893 




End 


39986 






Name 


OJ000251 50. 0404. C9 


. o2 . tm 


Method 


TBLASTX : 1 


Ma i ze 




Start 


27885 




End 


29102 






GI 


none 




Score 


106. 






Exons 


27885. .28001, 27886 


. .28011, 


27889. .28014, 27890 


. .28027, 






27999. .28115, 28005 


. .28127, 


28007. .28129, 28009 


28128 , 






28371. .28487, 28372 


. .28497, 


28375. .28500, 28376 


• • ^. O .J X .J , 






28485. .28601, 28486 


. .28614, 


28493. .28615, 28495 


• .Z.OOJ.1, 






28858. .28974, 28859 


. .28984, 


28862..28987, 28863 


?qooo 






28972 /. 29088, 28973 


. .29101, 


28980. .29102, 28982 


• * C. _? J. \J -L 




Seq. No. 


44849 




Seq. ID 


OJ000251 


_50.0404 


.C9 


Gene No. 


94591 




Strand 


- 






Start 


36893 




End 


39986 






Name 


OJ000251 50. 0404. C9 


. o7.gs 


Method 


GENSCAN 






Start 


36893 




End 


37505 






GI 


none 




Score 


.58 






Exon *=; 


36893.-36999, 37445 


. .37505 










Sea No 


44849 




Seq. ID 


OJ000251 


SO 04 D 4 




Gene No. 


94591 




Strand 








Start 


36893 




End 


39986 






Name 


OJ000251 50. 0404. C9 


.ol4 .np 


Method 


AAT/NAP 






Start 


37393 




' End 


39342 






GI 


4680186 




Score 


237 






Exons 


37393. .37614, 39318, 


. .39342 










GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 






Seq. No. 


44849 




Seq. ID 


OJ000251_ 


_50.0404 


.09 


Gene No. 


94591 




Strand 








Start 


36893 




- End 


39986 






Name 


OJ000251 50. 0404. C9. 


. 08 . gs 


Method 


GENSCAN 






Start 


38776 




End 


39986 






GI 


none 




Score 


.4 






Exon <=; 

1-J *V 1 1 fcj 


38776. .38807, 39929. 


. .39986 










Sea No 


44849 




Seq. ID 


OJ000251_ 


SO 04 04 


PQ 


Gene No. 


94591 




Strand 








Start 


36893 




End 


39986 






Name 


OJ000251 50. 0404. C9. 


, 06. gp 


Method 


AAT/GAP 






Start 


39597 




End 


"39978 






GI 


uC-osflcyp033a04bl 




Score 


675 






Exons 


39597. .39978 












GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



45985 




DNA, chromosome 1, clone : P071 1E10 ' 





Seq. No. 


44850 


Seq. ID 


OJ000251_50. 0404. C10 




Gene No. 


94592 


Strand 


+ 




Start 


95 


End 


2149 




Name 


OJ000251 50.0404.C10.ol.np 


Method 


AAT/NAP 




Start 


95 


End 


2149 




GI 


6907087 


Score 


1390 




pvnn q 


95.-477, 839. .1508, 2048. .2149 






GI Descrip . 


(AP001129) ESTs C72771 (E2215) 


,AU082313 (E2215) correspond to a 






region of the predicted, qene . 


; hypothetical protein [Oryza 






sat iva ] 








Seq. No. 


44850 


Seq. ID 


OJ000251_50. 0404. C10 






94592 


Strand 


+ 




Start 


95 


End 


2149 




Name 


OJ000251 50.0404.C10.ol.gs 


Method 


GENSCAN 




Start 


330 


End 


1731 




GI 


none 


Score 


.43 




F* von Q 


330. .512, 555. .676, 719. .829, 


914. .1508, 1514. .1731 




Seq. No. 


44850 


Seq. ID 


OJ000251_50. 0404. C10 




Gene No. 


94593 


Strand 


+ 




Start 


2612 


End 


2994 


. ^ 


Name 


OJ000251 50.0404.C10.ol.gp 


Method 


AAT/GAP 




Start 


2612 


End 


2994 


r ~ 


GI 


uC-osf Icyp033a04bl 


Score 


660 


i y 


Exons 


2612. .2994 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 ■ 





Seq. No. 


44850 








Seq. ID 


OJ000251_ 


_50.0404 


.C10 




Gene No. 


94594 








Strand 


+ 








Start 


3812 








End 


5360 








Name 


OJ000251 50 


.0404 


.C10.o3, 


.gs 


Method 


GENSCAN 








Start 


3812 








End 


5360 








' GI . 


none 








Score 


.57 






as 


•Exons 


3812. .3877, 


4248 


. .4282, 


4691. 


.4875, 4913.. 5130,' 


5223. .5360 


s sS 


Seq. No. 


44850 








Seq. ID 


OJ000251_ 


_50.0404 


.C10 




Gene No. 


94595 








Strand 










Start 


2042 








End 


4494 








Name 


OJ000251 50 


.0404 


.C10.o2. 


.gs 


Method 


GENSCAN 








Start 


2042 








End 


3408 








GI 


none 








Score 


.72 








Exons 


2042. .2148, 


2544 


. .2746, 


2843. 


.2896, 3332. .3408 








Seq. No. 


44850 








Seq. ID 


OJ000251_ 


_50.0404 


.C10 




Gene No. 


94595 








Strand 










Start 


2042 








End 


4 4 94 








Name 


OJ000251 50 


.0404 


.C10.o2, 


.np 


Method 


AAT/NAP 








Start 


2541 








End 


4494 








GI 


4680186 








Score 


216 








Exons 


2541. .2771, 


2898 


. .3040, 


4451. 


.4494 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 








Seq. . No. 


44850 








Seq. ID 


OJ000251_ 


_50.0404 


.C10 



45986 



Gene No. 


94596 


Strand 






Start . 


6616 


End 


7012 




Name 


OJ0.00251 50.0404.C10.o4.gs 


Method 


GENSCAN 




Start 


6616 


End 


7012 




GI 


none 


Score 


.45 




Exons 


6616. . 6815, 6971. .7012 








Seq. No. 


44851 


Seq. ID 


OJ000251 50. 


0404 Cll 


Gene No. 


94597 


Strand 


+ — 




Start 


1 


End 


1574 . 




Name 


OJ000251 50.0404 .Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1076 




GI 


4680186 


Score 


242 




Exons 


1..61, 872. .1076 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


44851 


Seq. ID 


OJ000251_50. 


0404 .Cll 


Gene No. 


94597 


Strand 


+ 




Start ' 


1 


End 


1574 




Name 


OJ000251 50.0404 .Cll.ol.gs 


Method 


GENSCAN 




Start 


211 


End 


1574 




GI 


none 


Score 


.6 




Exons 


211. .269, 722. .775, 874. .1073 


, 1468. .1574 




Seq. No. 


44851 


Seq. ID 


OJ000251_50. 


0404 Cll 


Gene No. 


94598 


Strand 






Start 


624 


End 


1005 




Name 


OJ000251 50.0404.Cll.ol.gp 


Method 


AAT/GAP 




Start 


624 


End 


1005 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


624. .1005 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


44851 


Seq. ID 


OJ000251_50. 


0404 .Cll 


Gene No. 


■ 94599 


Strand 






Start 


1467 


End 


3366 




Name 


' OJ000251 50.0404.Cll.o2.np 


Method 


•AAT/NAP 




Start 


1467 


End 


3366 




GI 


6907087 


Score 


1405 - 




Exons 


1467. .1568, 2109. .2774, 2984. 


.3366 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) 


,AU082313 (E2215) correspond to 




region of the predicted gene. 


; hypothetical protein 


[Oryza 




sativa] 








Seq. No. 


44852 


Seq. ID 


OJ000251_50. 


0404 .C12 


Gene No. 


94600 


Strand 


+ 




Start 


1 


End 


225 




Name 


OJ000251 50.0404.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


225 




GI 


4680185 


Score 


235 




Exons 


1. .225 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


44852 


Seq. ID 


OJ000251_50. 


0404. C12 


Gene No. 


94601 


Strand 






Start 


662 


End 


5146 





45987. 



Name 


OJ000251 50 


.0404 


.C12.o2 


. no 


Method 


AAT/NAP 




Start 


662 








End 


5146 




GI 


4680179 








Score 


5208 




Exons 


662. .4034, 


4068. 


.5146 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sat iva 


subsp. indica] 




Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404 . 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








End ■ 


5146 




Name 


OJ000251 50 


.0404 


.C12.o6 


. t w 


Method 


TBLASTX : Wheat 




Start 


* 707 








End 


1063 




GI 


none 








Score 


154 




Exons 


707. . 1063/ 


771 . . 


1055 










Seq. No. 


44852 








Seq. ID 


OJ000251 50.0404. 


C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


OJ000251 50 


.0404 


,C12.ol 


. tm. 


Method 


TBLASTX: Maize 




Start ' 


887 








'End 


1457 




GI 


none 








Score 


94 




Exons 


887. . 1069, 


903. . 


1070, 911.. 1075, 1066 


..1137, 1066. .1140, 






1150. . 1296, 


1155 


. . 1298, 


1296. 


.1457, 1303. .1449 




Seq. No. 


44852 








Seq. ID 


OJ000251 i _.50.0404. 


C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


OJ000251 50 


. 0404 


.C12.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1066 ~ 








End 


1637 




GI 


none 








Score 


207 




Exons 


1066. . 1155, 


1155 


. . 1637, 


1156. , 


.1581 






Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404. 


C12 


Gene No. - 


94601 








Strand 






Start 


662 








End 


5146 




Name 


OJ000251 50 


. 0404 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1506 ~ 








End 


1797 




GI 


none 








Score 


202 




Exons 


1506. .1796, 


1510 


. .1797 










Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404. 


C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


OJ000251 50 


. 0404 


.C12.o2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


1596 








End 


1856 




GI 


none 








Score 


151 




Exons 


1596. . 1856, 


1597 


. .1851 










Seq. No. 


44852 • 








Seq. ID 


OJ000251_50.0404. 


C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


OJ000251 50 


.0404, 


.C12.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


1620 








End 


1937 




GI 


none 








Score 


84 




Exons 


1620. . 1763, 


1621, 


. .1761, 


1764 . . 


1916, 1764.. 1937 




Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404 . 


C12 


Gene No. 


94601 








Strand 







45988 




Start 


662 








FnH 


51 4 k 




Name 


OJ000251 SO 


0404 


PI 2 nl 


1- w 




TRT Zi CTY • TA7Hfa\o+- 

i D.U.HO i a . wnea l. 




Start 


1644 _ 










9 999 
z z z z 




GI 


none 








Score 


^97 




F von 


1644 2222 


1645 


. .2211 










Seq. No. 


. 44852 








Seq. ID 


OJ000251_50.0404 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


514 6 

*J X *s u 




Name 


OJ000251 50 


04 04 


C12 r>2 

• \^ X fa • Wfa 




Maf Vi /-\H 

nc l i iuu 


TRT ZiQTY • Ma i 7 a 




Start 


2211 ~ 








FnH 


9 5 65 




GI 


none 








utuic 


1 60 




Exons 

JLJ £\. \-/ 1 1 w 


2211 2564 

fab 1 1 t • fa — / " , 


2217 


. . 2564 , 


221ft 

fa fa X o ■ 


2 S65 






Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








FnH 

Hi 11 Li 






Name 


o.tooo9 5i . so 


04 04 


PI 9 


• LW 


ixietnou 


TRT ZiQTV • [AlKaaf 




Start 


2223 ~~ 








FnH 


96^ 




GI 


none 










3 5 5 

JJJ 




Exons 


2223 2636 

fa fa fa • • ^ \J \J f 


2224 


2604 










Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








FnH 


5 1 4 £ 




Name 


o,tooo9si so 


0404 

> U *i VJ *i 


• \j X Z ■ KjO , 


+- c 
> t, o 


4~ /^-J 

i v je tnou 


i tsj-iAo i a . boyoean 






2 3ft s ~~ 

i JO J 








FnH 






GI 


none 








Score 








2385 2630 


93ft 6 


261 3 










Seq. No. 


44852 








Seq. ID 


OJ000251__50.0404, 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


D.T000951 SO 


0404 


PI 9 


. LIU 


Method 


TBLASTX: Maize 




Start 


2601 _ 








End 


3101 




GI 


none 








Score 


50 




Exons 


2601 2915 

fa V«/ V/ -L • » fa _/ _L ^ , 


2 644, 


2694 , 


2717. 


.2773, 2922.. 3101, 2974. .3093 


Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404. 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


0,7000251 50 


04 04 


PI 9 n5 


L W 


Method 


TBLASTX: Wheat 




Start 


2637 ~~ 








End 


2939 




GI 


none 








Score 


188 




Exons 


2637 2939 


2643 . 


2936 


2 653 


.2937 






Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404. 


.C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 




Name 


O.T0002 51 ' 50 


04 04 


ri 9 nl 
X Z . U X • 


L o 


Method 


TBLASTX: Soybean 




Start 


2652 ~ 








End 


3047 




GI 


none 








Score 


194 




Exons 


' 2652. .3011, 


2653. 


.2940, 


2974 . 


.3009, 3015.. 3047, 3016.. 3045 


Seq. No. 


44852 








Seq. ID 


OJ000251_50.0404 . 


C12 


Gene No. 


94601 








Strand 






Start 


662 








End 


5146 





45989 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000251_50. 

2988 

none 

2988. .3365, 

44852 
94601 
662 

OJ000251_50. 

3024 

none 

3024 . .3341 

44852 
94601 
662 

OJ000251_50. 

31.14 

none . 

3114 . .3500, 

44852 
94601 
662 

OJ000251_50. 

3639 

none 

3639. .3752, 

44852 
94601 
662 

OJ000251_50. 

3690 

none 

3690. .4013 

44852 
94601 
662 

OJ000251_50, 
4367 
none 

4367 . .4672, 

44852 
94601 
662 

OJ000251_50. 
4553 
none 

4553. .4912, 

44853 
94602 
1 

OJ000251 50 



0404.C12.o4.tw 
3031. .3474, 3420, 

0404.C12.o2.tc 



0404.C12.o5.tm 
3172. .3330, 3397, 

0404.C12.o8.tw 
3640. .3744, 3801. 

0404.C12.o7.tm 



Method 
End 
Score 
.3470 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3498 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Wheat 

3474 

261 



OJ000251_50.0404.C12 
5146 

TBLASTX: Cress 

3341 

179 



OJ000251_50.0404.C12 
5146 

TBLASTX: Maize 

3500 

54 



OJ000251_50.0404 .C12 
5146 

TBLASTX: Wheat 

4007 

66 



,4007, 3802.. 3951 



0404 .C12.o6.tm 



4542. .4658 



0404 .C12.o7.tw 



4554 . .4913 



_50.0404.C19.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
■End 
Score 



Seq. ID 

Strand 

End 

Method 



OJ000251_50.0404.C12 
5146 

TBLASTX: Maize 

4013 

186 



OJ000251_50.0404.C12 
5146 

TBLASTX: Maize 

4672 

83 



OJ000251_50.0404 .C12 
5146 

TBLASTX: Wheat 

4913 

146 



OJ000251_50.0404 .C19 
+ 

737 

AAT/NAP 



45990 



p 
m 

fy 

o 
u 

VJ 

fy 

■a 
u 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



737 
1247 



2119980 
1. .737 

transposase (transposons) - Escherichia coli 

gi I 4 308 9 I emb | CAA427 60 | (X60200) transposase [Escherichia coli] 
gi I 303566 | dbj I BAA03914 | (D16449) transposase [Escherichia coli] 



44854 Seq. ID 

94603 Strand 
1 End 
OJ000251_4 9 . 04 10 . C2 . ol . gp Method 
1 End 
2428185 Score 
1. .424 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000251_49.0410.C2 
+ 

424 

AAT/GAP 
424 
634 



44854 Seq. ID 

94604 Strand 
410 • End 

OJ000251_49.0410.C2.ol.np Method 
410 End 
6063554 Score 
410.. 584 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.OJ000251_49.0410.C2 
+ 

584 

AAT/NAP 

584 

236 



44854 
94605 
957 

O'J000251_4 9. 0410.C2.o2.gp 
957 

61605_1.R1084 
957.. 1228 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000251_49.0410.C2 

Strand + 

End 1228 

Method AAT/GAP 

End 1228 

Score 446 



44855 
94606 
652 

OJ000251_4 9.0410.C3.ol.np 
578 

6983859 
578. .1628 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000251_49.0410.C3 
Strand 

End 1628 

Method AAT/NAP 

End 1628 

Score 1328 



44855 
94606 
652 

OJ000251_4 9.0410.C3.o2.tw 

590 

none 

590. .682, 679. .921, 698. .922 



Seq. ID OJ000251_49.0410.C3 
Strand 

End 1628 

Method TBLASTX : Wheat 

End 922 

Score 103 



Seq. No. 



44855 



Seq. ID OJ000251_49.0410.C3 



45991 



Gene No. 94606 Strand 

Start 652 End 1628 

Name' OJ000251_49 . 04 10 . C3 . ol . gs Method GEN SCAN 

Start 652 End 960 

GI none Score . 66 

Exons 652 . . 960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44855 Seq. ID 

94606 Strand 

652 End 

OJ000251_4 9 . 04 10 . C3 . ol . tm Method 

781 End 

none Score 

781. .1209, 782. .1210, 789. .1214, 1207. 

44855 Seq. ID 

94606 Strand 

652 End 

OJ000251_4 9.0410.C3.ol.tw Method 

922 End 

none Score 
922. .1548, 923. .1546 



OJ000251_49.0410.C3 
1628 

TBLASTX: Maize 

1365 

236 

.1365, 1211. .1363 
OJ000251_49.'0410.C3 
1628 

TBLASTX: Wheat 

1548 

288 



Seq. No. 44855 Seq. ID 

Gene No. 94606 Strand. 

Start 652 End 

Name OJ000251_4 9 . 04 10 . C3 . o2 . gs Method 

Start 1015 End 

GI none Score ' 

Exons 1015.. 1614 



OJ000251_49.0410.C3 

1628 
GENSCAN 
1614 
.94 



Seq. No. 44855 Seq. ID 

Gene No. 94606 Strand 

Start 652 End 

Name OJ000251_4 9 . 04 10 . C3 . o2 . tm Method 

Start 1366 End 

GI none Score 

Exons 1366. .1590, 1370. .1588 



OJ000251_49.0410.C3 
1628 

TBLASTX: Maize 

1590 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44856 Seq. ID OJ000251_4 9 . 04 10 . C4 

94607 Strand 

1 End 1521 

OJ000251_4 9.0410. C4 . ol . np Method AAT/NAP 

1 End 1521 

5257279 Score 2194 

1. .1521 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



44856 Seq. ID 

94607 Strand 
1 End 
OJ000251_4 9.0410.C4 .ol.tm Method 

8 6 * • End 

none Score 
86. .415, 424. .525 



OJ000251_49.0410.C4 
1521 

TBLASTX: Maize 

525 

79 



45992 



Seq. No. 


44856 






Seq. ID 


OJ000251_49.0410. 


C4 


Gene No. 


94607 






Strand 






Start 


1 






End 






LNCL1UG 


rvro 00951 


4 Q 04 1 fl P4 




l w Jt; LI1UU 


TRT * Whoa +■ 




JLai L 


110 ~ 






Fnrl 


5 Q1 

J -? X 




GI 


none 






JLUIC 


1 56 






110 415 


114 . . 407 , 


143 409 


424 591 


425 580 




Seq. No. 


44856 






Seq. ID 


OJ000251_49.0410. 


C4 


Gene No. 


94607 






Strand 






Start 


1 






End 


1521 
j. o ^> j. 




Name 


OJ000251 


4 9 0410 f4 


o *3 +- m 

. \J J . L.UI 




TRT.A^TY • Ma i 70 




Start 


526 ~ 








688 




GI 


none 








141 

X *i X 




Rxons 

1—1 *V V^* I 1 


526 687 


527 688 










Seq. No. 


44856 






Seq. ID 


OJ000251_49.0410. 


C4 


Gene No. 


94607 






Strand 






Start 


1 






End 


1521 - 




Name 


OJ000251 


4 9 0410 C4 


o9 1 - w 


Method 


TBLASTX: Wheat 




Start 


762 _ 






End 


1140 




GI 


none 






Score 


74 






762 884 




764 88Q 


918. .1139, 972. . 1052, 101-8 


114 0 
. . X JL ft U 


Seq. No. 


44856 






Seq. ID 


OJ000251_49.0410. 


C4 


Gene No. 


94607 






Strand 






Start 


1 






End 


1521 




1MCI1UC 


n,T0009 5i 


49. 0410. C4 


. o2.tm 


Method 


TBLASTX: Maize 




u Ldl L. 


899 ~ 

O <L 






End 


1145 




GI 


nunc 






Score 


69 






8 99 114 5 


, 1021. .1092 








Cnrr Mrs 


44857 






Seq. ID 


OJ000251_49.0410. 


L, 0 


Gene No. 


94608 






Strand 






Start 


, 1302 






End 


1618 




Name 


OJ000251 


49. 0410. C6 


. ol .np 


.Method 


AAT/NAP 




Start 


1298 . 






End 


1618 




GI 


3915131 






Score 


211 




Exons 


1298. .1618 











GI Descrip. THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 13 KD PROTEIN-1) 

gi|426442|dbj IBAA04864I (D21836) thioredoxinh [Oryza sativa] 
gi|454882|dbj IBAA05546.il (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



Seq. No. 


44857 










Seq. ID 


OJ000251 


Gene No. 


94608 










Strand 




Start 


. 1302 










• End 


1618 


Name 


. OJ000251 49. 


0410, 


.C6 


.o2 


.gs 


Method 


GENSCAN 


Start 


1302 








End 


1613 


GI 


none 










Score 


.99 


Exons 


1302. .1613 














Seq. No. 


44857 










Seq. ID 


OJ000251 


Gene No. 


94608 










Strand 




Start 


1302 










End 


1618 


Name 


OJ000251 49. 


0410. 


.C6 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1433 










End 


1618 



45993 




GI uC-osflM202075h01bl Score 364 

Exons 1433.. 1618 

GI Descrip. 1 3915131/sp | Q42443 | THIH_ORYSA 8.0e-13 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-1) >gi_4264 42_dbj_BAA048 64_ (D21836) 
thioredoxin h [Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 



Seq. No. 44858 Seq. ID OJ000251_4 9 . 04 10 . C7 

Gene No. 94 609 Strand 

Start 66 . End 7040 

Name OJ000251_4 9 . 04 10 . C7 . ol . gp Method AAT/GAP 

Start 66 End 186 

GI 4878804 Score 206 

Exons 66. . 186 

GI Descrip. 3915131/sp | Q424 43 I THIH_ORYSA 9.0e-09 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-1) >gi_42 6442_dbj_BAA04864_ (D21836) 
thioredoxin h .[Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 



Seq. No. 44858 

Gene No. 94609 

Start 66 

Name OJ000251_4 9 . 04 10 . C7 . ol . gs 

Start 68 

GI none 
Exons 



Seq. ID OJ000251_49.0410.C7 
Strand 

End 7040 

Method GENSCAN 

End 7040 

Score .84 



68. .389, 610. .1784, 3250. .4225, 5151. .5255, 6977. .7040 



Seq. No. 44858 

Gene No. 94609 

Start 66 

Name OJ000251_4 9 . 04 10 . C7 . ol . tm 

Start 1058 

GI none 

Exons 1058.. 1399, 1149.. 1265 



Seq. ID OJ000251_49.0410.C7 
Strand 

End 7040 

Method TBLASTX : Mai ze 

End 1399 

Score 82 



Seq. No. 44858 

Gene No. 94609 

Start 66 

Name OJ000251_4 9 . 04 10 . C7 . ol . ts 

Start 1058 

GI none 
Exons 



Seq. ID OJ000251_49.0410.C7 
Strand 

End 7040 

Method TBLASTX : Soybean 

End 1750 

Score 66 



1058. .1216, 1220. .1408, 1475. .1552, 1476. .1553, 1586. .1750 



OJ000251 49. 0410. C7 



Seq. No. 44858 Seq. ID _ 

Gene No. 94609 Strand 

Start 66 End 7040 

Name OJ000251_4 9 . 04 10 . C7 . ol . np Method AAT/NAP 

Start 1190 End 3482 

GI 7489400 Score 640 
Exons 1190.. 1784, 3250.. 3482 

GI Descrip. NBS-LRR type resistance protein - barley (fragment) 

gi I 2792216 |gb| AAB96983.il (AF032686) NBS-LRR type resistance 
protein [Hordeum vulgare] 



Seq. No. 



44859 



Seq. ID OJ000251 49. 0410. C9 



45994 




Gene No. 


94610 


Strand 




Start , 


1140 


End 


1336 


Name 


OJ000251 49" 0410 C9 ol as 


Mpt hnH 


CJ EN SCAN 


Start 


1140 _ 


End 


1336 


GI 


none 


Score 


. 78 


E von s 


1140 1226. 1289 1336 






Seq. No. 


44860 


Seq.^ ID 


OJ000251 

\S \f \J £^ ^/ _t_ 


Gene No. 


94611 


Strand 


+ 


Start 


1 


End 


1762 


Name 


OJ000251 49.0410.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1262 


GI 


4680186 


Score 


253 


Exons 


1.-54, 1057. .1262 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp, 


. indica] 



□ 

W 

ry 

C3 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



44860 Seq. ID 

94611 Strand 

1 ' ' . End 
OJ000251_4 9.0410.C13.ol.gs Method 

907 . End 

none Score 

907.. 960, 1660.. 1762 



OJ000251_49.0410.C13 
+ 

1762 
GENSCAN 
1762 
.92 



OJ000251 49.0410.C13 



44860 Seq. ID 

94612 Strand 
809 End 1190 

OJ000251_49 . 0410. C13 . ol . gp Method AAT/GAP 
809 End 1190 

uC-osflcyp033a04bl Score 651 

809. .1190 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Q 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44860 Seq. ID OJ000251_4 9 . 04 10 . C13 

94613 Strand 

1655 End 2336 

OJ000251_4 9.0410.C13.o2.np Method AAT/NAP - 

1655 End 2336 

6907087 Score 177 

1655.. 1756, 2307.. 2336 

(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 44861 

Gene No. 94614 

Start 2388 

Name OJ000251_4 9 . 04 10 . C14 . ol . tm 

Start 2388 

GI none 
Exons 



Seq. ID OJ000251_49.0410.C14 
Strand 
End 

Method 
End 
Score 



3551 

TBLASTX: Maize 

3374 

268 



2388. .2681, 2390. .2605, 2601. .2672, 2692. .2856, 2693. .2872, 
2873. .3121, 2877. .3317, 3162.. 3287,- 3348.. 3374 



Seq. No. 
Gene No. 
Start 



44861 
94614 
2388 



Seq. ID 

Strand 

End 



OJ000251 49.0410.C14 



3551 



45995 




Name 


O.T0002 51 4 9 0410 


PI 4 




Lit; LUUU 






Start 


2436 ~~ 








9 fill 




GI 


none 






Score 


229 




Exons 


2436 2675. 2462 


2677 










Seq. No. 


44861 






Seq. ' ID 


OJ000251_49.0410 


.C14 


Gene No. 


94614 






Strand 






Start 


2388 






End 


3551 




Name 


OJ000251 49 0410 


C14 . o2 . 




Method 


TBLASTX : Wheat 




Start 


2692 ~ 






End 


3101 




GI 


none 






Score 


147 






2692 2853 2693 


. 2878 , 


2877 


..3032, 3042.. 3101 




Seq. No. 


44861 






Seq. ID 


OJ000251_49.0410 


.C14 


Gene No. 


94614 






Strand 






Start 


2388 






End 


3551 




Name 


Ol7000251 49 0410 


C14 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


2958 ~~ 






* End 


3518 




GI 


none 






Score 


168 




p,vnnc 


2958 3308 3312 


. 3518 










Seq. No. 


44861 






Seq. ID 


OJ000251_49.0410, 


.C14 


Gene No. 


94614' 






Strand 






Start 


2388 






End 


3551 






n.TOOO? M 4 9 041 0 


PI 4 nl 


L W 


Method 


TBLASTX: Wheat 




O Lai. L. 


^1 Oft ~ 

JiuO 






End 


3551 




\J X 








Score 


287 




Exon s 


3108 3551. 3227 


. 34 60 










Seq. No. 


44862 






Seq. ID 


OJ000251__49.0410, 


.C15 


Gene No. 


94615 






Strand 


+ 




Start 


3962 






End 


7037 




Name 


OJ000251 49 0410 


PI 5 o3 


rr Q 
y b 


Method 


GENSCAN 




Start 


3962 — 






End 


6223. 




GI 


none 






Score 


.7 




F,ynn c ? 


3962 4 : 084 5113 


5560 


5640 


. .6223 






Qorr Mo 

kj ^ . L\ m 


44862 






Seq. ID 


OJ000251_49.0410. 


PI s 


Gene No . 


94615 






Strand 


+ 




Start 


3962 






End 


7037 




Name 


OJ000251 49.0410. 


C15.o3. 


np 


Method 


AAT/NAP 




Start 


5113 






End 


7037 




GI 


6983860 






Score 


954 




v von ^ 


5113. .6135, 6977. 


.7037 










GT Dp srri d 


(AP001168) Similar to 22 


kDa 


kafirin cluster; Ty3-Gypsy 


uypi 




(AF061282) [Oryza 


sativa] 










44862 






Seq. ID 


OJ000251_49.0410. 


PI R 


Gene No. 


94616 






Strand 






Start 


1 






End 


2639 




Name * 


OJ000251 49.0410. 


C15.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


370 




GI 


5852179 






Score 


203 




Exons 


1..72, 147. .370 












GI Descrip. 


(AL117265) zhb0009.1- [Oryza sativa] 






Seq. No. 


44862 






Seq. ID 


OJ000251_49.0410. 


C15 



45996 



Gene No. 


94616 


Strand 








Start 


1 


End 


2639 






Name 


OJ000251 49.0410.C15.o2.np 


Method 


A AT /MA P 






Cf y~f- 


1 


End 


9 6^Q 






\J X 


5852179 


Score 








LAUilo 


1..38, 2089. .2346, 2421. .2639 










f AT.1 1 7?fi c il 7hh0n0Q 1 [Dru7a 


sa t i va ] 


- 






Seq. No. 


44862 


c P n TO 

JCvj< XL/ 


OJ000251_49, 


.0410 


.C15 


Gene No. 


94 616 


Of- r anH 

OLIdl l\J. 








JLai I 


1 


End 


^. U O _7 






Name 


OJ000251 49.0410.C15.ol.gs 


Method 








o Lai L 


19 


FnH 


ft ft ft 

o o o 






o X 


none 


Score 


• 7 J 






EjA i O 


1Q ^7 ? 710 RPQ 










Seq. No. 


44862 


otrt^ • XL/ 


OJ000251_49. 


.0410 


.C15 


Gene No. 


94 616 










OtQi L 


i 

X 


FnH 

LjIIU 


9 6^Q 

U O _7 






Name 


OJ000251 49 0410 C15 o2 a<s 


Mp f hod 


P F NT O p 7A NT 






Of a >-f 


2198 


End 








\J X 


none 


Score 


• D D 


















O C q . IN (J . 


4 4 ft 69 


ot?q . lu 


o to nn9^i ao 


n a i n 


Pit; 




Q4 61 7 

_7 *i U X / 


Of ranrl 
OLI emu 








Start 




FnH 


5689 






Name 




h/1 f r*i /~\ H 


AAT/GAP 






Cj-3 yf 

O L. d X L. 


5202 


End 


5689 






r; t 

O X 


uC-osflcypl62a07al 


Score 


683 






TJ 1 von 


^909 S4^4 SS^4 S6ftQ 










OX UcoLIi^! 


' 4 6R D 1 7 Q /rrh 1 AAD97 S4 7 1 I API 1 1 


7DQ 1 9 Do- 


-40 (AF111709) polypr< 




rni"U7a c? ^ "H "i Ira cnhcn i nH i pal 
Luiy^a oaL± Va oUJJopt XIKJ.X t—ct J 


I 








Seq. No. 


44862 


Seq. ID 


OJ000251_49. 


.0410 


.C15 


Gene -No. 


Q4 61 ft 

_7 *i U X O 


Cf ran H 
oil di lu 








Ji.CH u 


6515 


End 


6561 






Name 


OJ000251 49.0410.C15.ol.tw 


Method 


TBLASTX: Wheat 




Of a >~f 
OLdl L 


5275 


End 


5622 






O X 




Score 


279 






1—1 ^ W 1 1 o 


S97S ^699 R9fi^ R4RT R4QD 


S 69 1 








Seq. No. 


4 4ft 69 


c orT t n 

OcCj * X U 


OJ000251_49. 


,0410 


.C15 


Gene No. 


Q4 61 ft 


Cf riH 








Start 


DjIO 


I?nH 


6561 






T\7,a m 

IN CtillC 


OJ000251 49.0410.C15.o4.gs . 


Method 


GENSCAN 






jLal L 


6515 


End 


6561 






PT 

\J X 


none 


Score 


.76 








6515. . 6561 










oeq . no . 


44863 


Seq. ID 


OJ000251_49. 


0410 


.C16 


Gene No. 


94619 


Strand 


+ 






Start 


1 


End 


1062 






Name 


OJ000251 49.0410.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1062 






GI 


6630696 


Score 


1813 






Exons 


1. .1062 











45997 




GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Cpn No 


4 4 ft fi^ 


O t! . A. U 


n.Tnnnom aq ha in 


.LID 




94 620 


U LI dllU 






Start 


4179 


End 


424 9 




Name 


O.TOOOPSl 49 041D PI 6 n9 -hw 


Mot - Vi ofS 


TRT QQTY • Whoa-h 
1 Di-i-riO 1 A . WilcaL. 




Start 


1 


End 


450 




GI 


none 


Score 


43 






1..42, 37. .243, 397. .450 










44863 


Seq. ID 


nmnnom 4Q n4in 




flanp Mo 


94620 


Strand 






Start 


4179 


End 


4 9 4 Q 

H 4L H _7 




LNClUlt. 


OJ000251 49.0410.C16.ol.ts 


Method 


j. DJ-jf-io i a . ooyijean 




Start 


96 


End 


447 




GI 


none 


Score 


141 




pvon c: 

I_j ^i. W 1 1 O 


96. .260, 97. .255, 255. .443, 256. .444, 


9 fiS 4 47 




c o rr No 


44863 


Seq. ID 


ninnno^i a q c\aic\ 


. Lib 


(~1 ooo Kin 


94620 


Strand 






J Lai t 


4179 


End 


4 9 4 Q 




Name 


OJ000251 49.0410.C16.ol.tm 


Method 


i dj_i/\o i a . LYiai ze 




Start 


223 


End 


594 




GI 


none 


Score 


350 




XT v on q 


223. .594, 246. .593 








Cp« Ma 


44863 


Seq. ID 








94620 ■ 


Strand 






Start 


4179 


End 


4 9 4 Q 
h £ h y 




Name 


OJ000251 49.0410.C16.ol.tw 


Method 


i DLir\.o i a . wnea t. 




Start 


451 


End 


926 




GI 


none 


Score 


97 






451. .525, 456. .524, 540. .926, 


541. . 924 






Q&ri Mo 


44863 


Seq. ID 




r'l £ 
. 1 D 


Cpnp Mo 


94620 


Strand 






Start 


4179 


End 


4 9 4 Q 

H *i ;7 




Name 


OJ000251 49.0410.C16.o2.ts 


Method 


TDT Z1QTY • CnirKaan 

i r3j_irt.o i a . ooyijean 




O Lai I 


457 


End 






GI 


none 


Score 






Exons 


457. .570, 492. .560, 589. .798, 


594. .719 






Oclji In U ■ 


44863 


Seq. ID 


OJ000251_49.0410 


C16 




94620 


Strand 






Start 


4179 


End 


4249 




Name 


OJ000251 49.0410.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


936 


End 


1259 




GI 


none 


Score 


86 




Exons 


936.. 1025, 936.. 1025, 937.. 1026, 938.. 


1027, 1065.. 1208, 






1071. .1160, 1075. .1167, 1076. 


.1168, 1215. .1259, 1234. .1257 


Seq. No. 


44863 


Seq. ID 


OJ000251_49.0410 


C16 


Gene No. 


94620 


Strand 






Start 


4179 


End 


4249 




Name 


OJ000251 49.0410.C16.o2.gs 


Method 


GENSCAN 





45998 



Start 
GI 

Exons 



4179 
none 

4179. .4249 



End 
Score 



4249 
.89 



Seq. No. 44864 
Gene No. 94621 
Start 527 

Name OJ000251_4 9.0410. C17 . ol . np 

Start 527 

GI 6324074 

Exons . 527 . . 641 

GI Descrip. Contains seven cystei 
retroviral-type ' ; Gis 
HYPOTHETICAL 17.1 KD 
gi|2131945|pir | IS6322 
(Saccharomyces cerevi 
N0852 [Saccharomyces 



Seq. ID OJ000251_49.0410.C17 

Strand + 

End 641 

Method AAT/NAP 

End 641 

Score 90 



ne rich zinc finger motifs of the f CCHC 
2p gi | 1730843 | sp | P5384 9 | YNZ5_YEAST 
PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
8 hypothetical protein YNL255c - yeast 
siae) gi|1255963|emb|CAA65489| (X96722) ORF 
cerevisiae] gi | 1302303 | emb | CAA96162 | (Z71 



U 



y 



ri 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44865 Seq. ID 

94622 Strand 
1 End 
OJ000251_4 9. 0410.C18 .ol.np Method 
1 End 
6063554 Score 
1..186 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of -the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000251_49.0410.C18 
+ 

186 

AAT/NAP 

186 

264 



44865 
94623 
578 

OJ000251_4 9.0410.C18.ol.gp 

578 ■ 

61605_1.R1084 
578,. 850 

, 5852170/emb|AL117265. 1IOST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 f 



Seq. ID OJ000251_49.0410.C18 
Strand 

End 850 

Method AAT/GAP 

End 850 

Score ' 430 



Seq. No. • 


44866 




Seq. ID 


OJ000251_49. 


0410 


.C19 


Gene No. 


94624 




Strand 








Start 


1 




End 


1457 






Name 


OJ000251 49.0410.C19.ol. 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1457 






GI 


4680179 




Score 


2397 






Exons 


1. .1457 












GI Descrip. 


(AF111709) polyprotein | 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


44866 




Seq. ID 


OJ000251_49. 


0410 


.C19 


Gene No. 


94624 




Strand 








Start 


1 




End 


1457 






Name 


OJ000251 49.0410.C19.ol. 


.gs 


Method 


GENSCAN 






Start 


269 




End 


1457 






GI 


none 




Score 


.94 






Exons 


269. . 1457 












Seq. No. 


44866 




Seq. ID 


OJ000251_49. 


0410 


.C19 



45999 





Gene No. . 


94625 


Strand 








Start 


1709 


End 


2862 






Name 


OJ000251 49.0410.C19.o2.gs 


Method 


GENSCAN 






Start 


1709 


End 


2862 






GI 


none 


Score 


. 74 






Exons 


1709. .2485, 2564. .2641, 2851. 


.2862 








Seq. No. 


44866 


Seq. ID 


OJ000251 49.0410. 


, C19 




Gene No. 


94625 


Strand 








Start 


1709 


End 


2862 






Name 


OJ000251 49.0410.C19.o2.np 


Method 


AAT/NAP 






Start 


1712 


End 


2575 






GI 


5042448 


Score 


1297 






Exons 


1712. .2575 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 








retrotransposon [Oryza sativa] 








Seq. No-. 


44866 ' 


Seq. ID 


OJ000251_49.0410. 


C19 




Gene No. 


94626 


Strand 








Start 


3218 


End 


3487 






Name 


OJ000251 49.0410.C19.ol.gp 


Method ' 


AAT/GAP 






Start 


3218 


End 


3487 






GI 


61605 1.R1084 


Score 


428 






Exons 


3218. .3487 










GI Descrip . . 


f 5852170/emb|AL117265.1|OST17 804 1 . Oe- 


137 Oryza sativa 




v3 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 1 




Seq. No. 


44866 


Seq. ID 


OJ000251__49.0410. 


C19 


fll 


Gene No. 


94627 


Strand 






o 


Start 


4468 


End 


4718 




\ : g 


Name 


OJ000251 49.0410.C19.o3.gp 


Method 


AAT/GAP 






Start 


4468 


End 


4718 






GI 


101153 1.R1084 


Score 


401 




f'} t 


Exons 


4468. .4718 








S-. 


GI Descrip. 


1 5852170/embl AL1172 65. 1 I0ST17 80 4 1 . Oe- 


115 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


. " 


Seq. No. 


4 48 66 


Seq. ID 


OJ000251_49.0410. 


C19 




Gene No. 


94628 


Strand 








Start 


9626 


End 


12682 






Name 


OJ000251 49.0410.C19.o8.tw 


Method 


TBLASTX: Wheat 






Start 


6 


End 


270 






GI 


none 


Score 


81 






Exons 


6. .269, 130. .270 










Seq. No. 


44866 


Seq. ID 


OJ000251_49.0410. 


C19 




Gene No. 


94628 


Strand 








Start 


9626 


End 


12682 






Name 


OJ000251 49.0410.C19.o6.tm 


Method 


TBLASTX :Maize 






Start 


627 


End 


959 






GI 


none 


Score 


120 






Exons 


627. .959, 675. .959, 772. .942 










Seq. No. 


44866 


Seq. ID 


OJ000251_49.0410. 


C19 




Gene No. 


94628 


Strand 








Start 


9626 


End 


12682 






Name 


OJ000251 49.0410.C19.o7.tw 


Method 


TBLASTX: Wheat 





46000 



